Start 12834 End 16630 

GI 2696229 Score 755 

Exons 12834. .13130, 16031.. 16630 

GI Descrip. (D55712) chitinase [Oryza sativa] gi | 48844 94 | dbj | BAA77768 . 1 1 

(AB027415) class III chitinase homologue (OsChib3H-a ) H- [Oryza 
sativa] gi | 48844 96 | dbj | BAA777 69. 1 1 (AB027416) class III 
chitinase homologue (OsChib3H-a) [Oryza sativa] 
gi|4884498|dbj IBAA77770.il (AB027417) class III chitinase 
homologue (OsChib3H-a) [Oryza sativa] gi | 4884506 | dbj | BAA77771 . 1 1 
(AB027418) class III ch 



Seq. No. 22771 Seq. ID 

Gene No. 47352 Strand 

Start 12831 End 

Name OJ990715_06 . 9A01 . C3 . 08 . gs Method 

Start 15719 End 

GI none Score 

Exons 15719. .16624 



OJ990715_06.9A01.C3 

16630 
GENSCAN 
16624 
.93 



Seq. No. 22771 Seq. ID 

Gene No. 47353 Strand 

Start 17291 End 

Name OJ9907 15_06 . 9A01 . C3 . o9 . gs Method 

Start 17291 End 

GI none Score 

Exons 17291.. 18199 • 



OJ990715_06.9A01.C3 

18199 
GENSCAN 
18199 
.94 



Seq. No. 22771 Seq. ID 0 J990715JD 6 . 9A01 . C3 

Gene No. 47353 Strand 

Start 17291 End 18199 

Name OJ990715_06 . 9A01 . C3 . o4 . np Method AAT/NAP 

Start 17294 End 18192 

GI 2696229 Score 719 

Exons . 17294.. 18192 

GI Descrip. (D55712) chitinase [Oryza sativa] gif?884 4 94 | dbj | BAA777 68 . 1 | 

(AB027415) class III chitinase homologue (OsChib3H-a ) H- [Oryza 
sativa] gi | 4884496 | dbj | BAA77769. 1 | (AB027416) class III 
chitinase homologue (OsChib3H-a) [Oryza sativa] 
gi|4884498|dbj IBAA77770.il . (AB027417) class III chitinase 
homologue (OsChib3H-a) [Oryza sativa] gi | 4884506 | dbj | BAA77771 . 1 1 
(AB027418) class III ch 



Seq. No. 


22771 




Seq. ID 


OJ990715 


Gene No. 


47354 




Strand 




Start 


19993 




End 


24054 


Name 


OJ990715 06.9A01.C3 


.o5.np 


Method 


AAT/NAP 


Start 


19993 




End 


24054 


GI 


2346978 




Score 


151 


Exons 


19993. .20079, 23057 


. .23363, 


23919. .24054 


GI Descrip. 


(AB006601) ZPT2-14 


[Petunia 


x hybrida] 




Seq. No. 


22771 




Seq. ID 


OJ990715 


Gene No. 


47354 




Strand 




Start 


19993 




End 


24054 


Name 


OJ990715_06.9A01.C3 


.oll.gs 


Method 


GENSCAN 


Start 






End 


23490 


GI 


none 




Score 


.66 



23001 




Exons 


22584. .22680," 22982. 


.23490 










Seq. No. 


22771 




Seq. ID 


OJ990715_ 


06. 9A01 


.C3 




Al R 




Strand 








Start 


25520 




End 


26456 






Name 


OJ990715 06.9A01.C3. 


ol2.gs 


Method 


GENSCAN 






Start 


25520 




End 


26456 






GI 


none 




Score 


.72 






Exons 


25520. .25721, 26247. 


.26410, 


26415. .26456 






Seq. No. 


22771 




Seq. ID 


OJ990715_ 


06. 9A01 


.C3 








Strand 








Start 


27501 




End 


29639 






Name 


OJ990715 06.9A01.C3. 


ol3.gs 


Method 


GENSCAN 






Start 


27501 




End 


29639 






GI 


none 




Score 


. 96 






Exons 


27501. .27773, 27996.. 


.28383, 


28467. .28654, 29637. 


.29639 




Seq. No. 


22771 




Seq. ID 


OJ990715_ 


06. 9A01 


.C3 


oclltr in (J • 






Strand 








Start 


37842 




End 


38043 






Name 


OJ990715 06.9A01.C3. 


o5 . gp 


Method 


AAT/GAP 






Start 


37842 




End 


38043 






GI 


6025051 




Score 


323 






Exons 


37842. .38043 












Seq. No. 


22771 




Seq. ID . 


OJ990715_ 


06. 9A01 


.C3 


Gene No. 


47358 




Strand 








Start 


42679 




End 


44836 






Name 


OJ990715 06.9A01.C3. 


o7 . gp 


Method 


AAT/GAP 








*± VL. U / ^ 




End 


44836. 






GI 


1252 1.R1084 




Score 


1994 






Exons 


42679. .43056, 43182. 


.43442, 


43618. .43722, 44323. 


.44453, 






44665. .44836 












GI Descrip. 


, 4584358/gb|AAD25152 


.1IAC006420J7 8.0e- 


-74 (AC006420) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


22771 




Seq. ID 


OJ990715_ 


06.9A01 


.C3 


Gene No. 


47358 




Strand 








O Lai L 


A 9 fil Q 




End 


44836. 






Name 


OJ990715 06.9A01.C3. 


ol8 .gs 


Method 


GENSCAN 






Start 


42916 




End 


44701 






GI 


none 




Score 


.96 






Exons 


42916. .43056, 43182. 


.43442, 


43618. .43722, 44323. 


.44453, 






44665. .44701 












Seq. No. 


22771 




Seq. ID 


OJ990715_ 


06. 9A01 


.C3 


Gene No. 


47358 




Strand 








uLdi t 


42679 




End 


44836 






Name 


OJ990715 06.9A01.C3. 


08 .np 


Method 


AAT/NAP 






Start 


42919 




End 


44472 






GI 


4584358 




Score 


754 






Exons 


42919. .43056, 43182. 


.43442, 


43618. .43722, 44323. 


.44472 




GI Descrip. 


(AC006420) unknown protein 


[Arabidopsis thaliana 


] 




XT _ 


/ / J. 




Seq. ID 


OJ990715_ 


06. 9A01 


.C3 


Gene No. 


47359 




Strand 









23002 



Start 
Name 
Start 
GI 

Exons 



57903 

OJ9907 

4830 

none 

4830. . 

5156. . 

10884. 

11428. 

13179. 

13512. 

16118. 

16412. 

17678. 

17981. 



15 06.9A01.C3.o2.tm 



End 

Method 

End 

Score 



58330 

TBLASTX: Maize 

18148 

40 



4859, 

5200, 

.10991 

.11523 

.13328 

.13706 

.16198 

.16543 

.17797 

.18148 



4869. .4943, 5001 
5259.. 5372, 5385 
, 11028. .11090, 
12831. .13151, 
13267. .13314, 



15767. 
16161. 
17291, 
17679. 



.15880, 
.16232, 
.17434, 
.17798, 



5156, 5003.. 5065, 5145.. 5267, 
5594, 10720. .10839, 10882 .. 11019, 
11029. .11127, 11149. .11376, 
12883. .13053, 13140 .. 13238 , 
13329. .134 36, 1334 4. .13427, 
15989. . 16102, 16035. .16103, 
16238. .16369, 16271. .16381, 
17429. .17584, 17 636. .17671, 
17798. .17905, 17819. .17896, 



Seq. No. 22771 

Gene No. 47359 

Start 57903 

Name OJ990715_06. 9A01.C3.ol.ts 

Start 4836 

GI none 
Exons 



Seq. ID OJ990715_06. 9A01.C3 
Strand 

End 58330 

Method TBLASTX : Soybean 

End 18094 

Score 35 



4836..4859, 4968. .5156, 5160. .5249, 5253. .5372, 5505. .5588, 

10726. .10839, 1087 6 .. 11022 , 1104 1 .. 11139, 1114 6 .. 11328 , 

11428. .11520, 11532. .11579, 1284 0 .. 12983, 13038 .. 13148 , 

13221. .13307, 13329. .13436, 13512 13625, 15767 .. 15883, 

15866. .15913, 15989 .. 16108 , 16115 .. 1 6201, 16238 .. 16402 , 

16412. .16525, 17306 .. 17431 , 17492 .. 17620, 17 669 .. 17782 , 

17798. .17905, 17981. .18094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 



22771 Seq. ID 

47359 Strand 
57903 End 
OJ990715_06 . 9A01 . C3 . o2 . tw Method 
4 868 End 
none Score 
4868. .4 
10665. . 
13450. . 
16317. . 
17919. . 



OJ990715_06.9A01.C3 
58330 

TBLASTX: Wheat 

18172 

86 



921, 4869..4943, 4953. .5054, 4958. .5053, 
10829, 10831. .10935, 1084 8 .. 10934 , 13449 
13557, 13521. .13724, 13522 . .. 1368 6, 16316 
16403, 16421.-. 16561, 16422 .. 1 6637 , 17918 
17972, 17990. .18172, 17991.. 18089 



10612. .10830, 
.13520, 
.16420, 
.17989, 



22771 
47359 
57903 

OJ990715_06 .9A01.C3.ol. tc 
4998 
none 

4998. .5156, 5157. .5246, 5388 . 
11038. .11139, 11164. .11376, 11428, 
13215. .13310, 13329. .13445, 13512. 
15866. .15946, 15986 .. 16117, 16115. 
16412. .16531, 17306. .17434, 17429. 
17798. .17917, 17981. .18100 



OJ990715_06. 9A01.C3 
58330 

TBLASTX: Cress 

18100 

143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5588, 10720. .10839, 10879 .. 1 1022 , 



,11520, 12846. .13148, 

,13631, 15776. .15880, 

,16201, 16238. .16372, 

,17584, 17636. .17797, 



22771 
47359 
57903 



Seq. ID 

Strand 

End 



OJ990715 06.9A01.C3 



58330 



23003 



Name 


" ■ v • 0 J 9 9 0 7 1 5_0 6 . 9 AO 1 . C 3 . 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


193/4 




End 


23359 




GI 


none 




Score 


43 




Exons 


1 O O 1 VI 1 Ayt C 1 O /I *"7 O 

193 / 4 .. 1944 5, 194/8. 


, . 19552 , 


23125. .23196, 23132 .. 23191, 






23254 .. 23358 , 23287. 


O *3 *3 C C 

, . 23355, 


23291. .23359 




Seq. No. 


22 / /l 




Seq. ID 


OJ990715_06.9A01 


r* "3 

. C3 


Gene No. 


/I "7 O C ft 

47359 




Strand 






Start 


57903 




End 


58330 




Name . 


-OJ990715J)6.9A01.C3. 


o4 . ts 


Method 


. TBLASTX: Soybean 




pi. _ j_ 

btart 


193/4 




End 


23371 




GI 


none 




Score 


65 




Exons 


193 /4 . . 1945 / , 1948/. 


1 ft. c c ft 

. 19552 , 


23113. .23205, 23138 .. 23206, 






23260 .. 233 /0, 23291. 


O *3 *3 *1 "1 

. 233 /l 








Seq. No. 


22 / / 1 




Seq. ID 


OJ990715_06.9A01 


r> *3 

. C3 


Gene No . 


4/359 




Strand 






Start 


57903 




End 


58330 




Name 


OJ990715_06.9A01.C3. 


08. tm 


Method 


TBLASTX: Maize 




Start 


193/4 




End 


23454 




GI 


none 




Score 


81 




Exons 


i mi < t ft a c a i noon 

19374 .. 19454/ 19387. 


1 ft A C C 

. 19455, . 


19490. .19552, 23120 .. 23206, 






O "3 "1 O C O *3 O *1 *3 OOOTO 

23125 .. 23223, 23278. 


ft 1 A C A 

. 23454 , 


23291. .23368 




Seq. No. 


ft O T T 1 

22771 




Seq. ID 


OJ990715JD6.9A01 


. C3 


Gene. No. 


47359 




Strand 






Start 


57903 




End 


58330 




Name 


OJ99U/15 U6.9AU1.C3. 


*3 4-™ 

o3 . tm 


Method 


TBLASTX: Maize 




Start 


33255 




End 


33546 




GI 


none 




Score 


306 




Exons 


OOOCC OIC /I c o *3 o <*r o 

33255 .. 33545, 33262. 


. 3354 6, 


33265. .33543 




Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01 


. C3 


Gene No. 


A 1 *3 C ft 

47359 




Strand 






Start 


57903 




End 


58330 




Name 


OJ990715_06.9A01.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




btart 


333 / 3 




End 


33660 




GI 


none 




Score 


201 




Exons 


0*3*3*7*3 , i i ci ft *3 *3 "3 "7 O 

333 /3 . . 335 /9, 33378. 


,*3 *3 C ^ O 

.33560, 


33428.-. 33568, *3354 0. .33659, 






*3 *3C *7 1 VlCCn QTCTi 

335 /l . . 3366U, 335/1. 


.-3366U 








Seq. No. 


22/71 




Seq. ID 


OJ990715_06.9A01 


/**« *3 

. C3 


Gene No. 


47359 




Strand 






Start 


57903 




End 


58330 




Name. 


OJ99U/15 U6.9AU1.C3. 


03 . ts 


Method 


TBLASTX : Soybean 




Start 


"3 *3 C C *3 

33553 




End 


34068 




GI 


none 




Score 


89 




Exons 


*3*3CC*3 *3*3/TC*7 "3 *3 *7 H *3 

33553 3365 /, 33703. 


"3 *3 O A ft 

. 3384 9, 


33898. .34068 




oeq. no. 


0 Oil 1 
2 2 / / ± 




Seq. ID 


OJ990715JD6. 9A01 


. C3 


Cjene wo. 


A 1 "3 C Q 

41 / joy 




Strand 






Start 


57903 




End 


58330 




Name 


OJ990715 06.9A01.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


33582 




End 


33993 




GI 


none 




Score 


357 




Exons 


33562 .. 3397 7, 33562 . 


. 33959, 


33583. .33993 





23004 



Seq. No. 22771 " Seq. ID 

Gene No. 47359 Strand 

Start 57903 End 

Name 0 J9907 15_06 . 9A01 . C3 . o7 . tm Method 

Start 34029 End 

GI none Score 

Exons 34029. .34148, 34030.. 34278 



OJ990715_06. 9A01.C3 
58330 

TBLASTX: Maize 

34278 

236 



Seq. No. 22771 
Gene No. 47359 
Start 57903 

Name OJ9907 15_0 6 . 9A01 . C3 . 06 . tm 

Start 38072 
GI none 
Exons 38072. .38110, 

38279. .38407, 

39942. .40070, 

40347. .40451, 



38160. .38411, 
38405. .38458, 
40083. .40106, 
40367. .40450 



Seq. ID OJ990715_06. 9A01.C3 
Strand 

End 58330 

Method TBLASTX : Mai ze 

End 40451 

Score 175 
38219. .38242, 38267 .. 38332, 
38406. .38444, 38508 .. 38591 , 
40194. .40274, 40196. .40267, 



Seq. No. 22771 

Gene No. 47359 

Start 57903 

Name 0 J9907 1 5_0 6 . 9A0 1 . C3 . o5 . tm 

Start 41054 

GI none 

Exons 41054. .41-248, 4 1058 .. 4 124 9, 
41264. .41311, 42245. .42412, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
41173. .41250, 
42246. .42410 



OJ990715 06.9A01.C3 



58330 

TBLASTX: Maize 
42412 
285 

41241. .41315, 



Seq. No. 22771 

Gene No. 47 359 

Start 57903 

Name OJ9907 15_0 6 . 9A01 . C3 . o4 . tm 

Start 42885 

GI none 

Exons 42885. .43061, 43174 43443, 
43619. .43735, 44323 .. 44457, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 06.9A01.C3 



58330 

TBLASTX: Maize 
44707 
60 

43179. .43481, 43600 .. 43722, 
44330. .44458, 44666. .44707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22771 
47359 
57903 
OJ990715 
42918 
none 
42918 
43350 
44324 



06.9A01.C3.o2.ts 



42995, 43025, 
43451, 43600, 
44458, 44419, 



,43057, 
,43722, 
,44490, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 06.9A01.C3 



58330 

TBLASTX : Soybean 
44716 
201 

43179. .43481, 4 3306 .. 4344 3, 
43619. .43735, 4 4323 .. 4 4 457 , 
44666. .44716 



Seq. No. 22771 Seq. ID 

Gene No. 47359 Strand 

Start 57903 End 

Name OJ990715_06 . 9A01 . C3 . o21 . gs Method 

Start 57903 End 

GI none Score 

Exons 57903. .58034, 58112.. 58330 



OJ990715_06.9A01.C3 

58330 
GENSCAN 
58330 
.42 



Seq. No. 
Gene No. 



22/72 
47360 



Seq. ID OJ990715_06. 9A01.C4 
Strand + 



23005 




Start 


51 








End 


801 




Name 


OJ990715 06 


.9A01. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


51 








End 


801 




GI 


none 








Score 


.51 




Exons 


51.. 59, 245 


. .299, 


362. . 


801 








Seq. No. 


22772 








Seq. ID 


OJ990715_ 


_06.9A01.C4 


uene jno ■ 










Of r a n H 






Start 


1133 








End 


1597 




Name 


OJ990715 06 


. 9A01. 


C4 .o2. 




Method 


GENSCAN 




Start ■ 


1133 








End 


1597 




GI 


none 








Score 


.97 




Exons 


1133. .1597 














Seq. No. 


22773 








Seq. ID 


OJ990715_ 


_06.9A01.C5 


bene no . 


A 1 *3 £9 








oil diica 


T 




Start 


61 








End 


3761 




Name 


OJ990715 06 


.9A01. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


61 








End 


3739 




GI 


none 








Score 


.48 




Exons 


61.. 95, 202 


. .454, 


511. . 


539, 


2485. .2779 


, 3007. .37 


39 


Seq. No. 


22773 








Seq. ID 


OJ9?0715_ 


_06.9A01.C5 


Gene No. 


47362 








Strand 


- + 




Start 


61 








End 


3761 




Name 


OJ990715 06 


.9A01. 


C5.ol. 


tm - 


Method 


TBLASTX: Maize 


o tart 


234 








End 


3761 




GI 


none 








Score 


367 




Exons 


234. ,452, 241. .453, 398 


. .457 


, 2360. .2857, 2367.. 


2870, 




2368. .2853, 


2811. 


.2945, 


2861 


..2956, 2862. .2945, 


2974. .3006 




2976. .3005, 


3001. 


.3150, 


3002 


..3259, 3006. .3416, 


3008. .3760 




3009. .3761 














Seq. No. 


22773 








Seq. ID 


OJ990715_ 


_06.9A01.C5 


Gene No. 


47362 








Strand 


+ 




Start 


- 61 








End 


3761 




Name 


OJ990715 06 


*9A01. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


238 








End 


3761 






none 








Score 


366 




Exons 


238. .453, 240. .452, 2360. .2827, 2367.. 


2870, 2368 


. .2853, 




2715. .2942, 


2818. 


.2943, 


2861 


..2956, 28 


62. .2945, 


2864. .2995 




2882. .2947, 


2942. 


.2983, 


2974 


..3006, 2976.. 3002, 


3004. .3192 




3005. .3265, 


3006. 


.3410, 


3008 


. .3493, 3009. .3761, 


3466. .3636 




3542. .3760 














Seq. No. 


22773 








Seq. ID 


OJ990715_ 


06. 9A01.C5 


Gene No. 


47362 








Strand 


+ 




Start 


61 








End 


3761 




Name 


OJ990715 06 


.9A01. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


241 








End 


3761 




GI 


1076746 








Score 


2471 





Exons 241.. 454, 2369.. 3761 ... 

GI Descrip. heat shock protein 70 - rice (fragment) gi | 763160 | emb | CAA47948 | 
(X67711) heat shock protein 70 [Oryza sativa] 

Seq. No. 227 /3 Seq. ID OJ990715_06. 9A01 . C5 

Gene No. -47362 Strand + 



23006 



Start 


61 


End 


3761 


Name 


OJ990715 06.9A01.C5.ol.tc 


Method 


TBLASTX: Cress 




OL 1 


End 


3761 


GI 


none 


Score 


366 


Exons 


241. .453, 241. .327, 246. .452, 


416. .454, 


2367. .2870, 2368.. 




2820.. 2939, 2839.. 2940, 2848. 


.2940, 2861.. 2956, 2862.. 2945 




2882.-2947, 2974. .3006, 2976. 


.3002, 3004.. 3183, 3006.. 3416 




3008.. 3760, 3009.. 3761 






Seq. No. 


22773 


Seq. ID 


OJ990715_06.9A01.C5 


Gene No. 


47362 


Strand 


+ 


Start 


61 


End 


3761 


Name 


0 J9 90 7 1 5_0 6 . 9A0 1 . C5 . ol . t w 


Method 


TBLASTX: Wheat 


Cf arf 
OLalL 


£. H H 


End 


3761 


GI 


none 


Score 


88 


Exons 


244. .324, 245. .325, 249.-452, 


250. .453, 


398. .463, 2367. .28 




2367. .2849, 2368. .2853, 2527. 


.2856, 2820.. 2948, 2861.. 2956 




2862.. 2945, 2879.. 2956, 2973. 


.3005, 2974.. 3006, 2976.. 3005 




2986.. 3150, 3002.. 3262, 3006. 


.34l6y J 30C 


J8..3760, 3009. .3761 


Seq. No. 


22773 


Seq. ID 


OJ990715_06.9A01.C5 


Gene No. 


47362 


Strand 


+ 


Start 


61 


End 


3761 


Name 


OJ990715 06. 9A01.C5.o'l.gp 


Method 


AAT/GAP 


Start 


2739 


End 


3761 


GI 


421 1.R1084 


Score 


1792 


Exons 


2739. .3761 






GI Descrip. 


, 576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3' '-end sequence 1 


Seq. No. 


22774 


Seq. ID 


OJ990715 06.9A01.C6 




47363 


Strand 


+ 


Start 


350 


End 


2180 


Name 


OJ990715 06.9A01.C6.ol.gs 


Method 


GEN SCAN 


Start 


350 


End 


2180 


GI 


none 


Score 


.94 


Exons 


350. .413, 2107. .2180 






Seq. No. 


22774 


Seq. ID 


OJ9,90715_06.9A01.C6 


Gene No . '* 


47364 


Strand 




Start 


194 


End 


1624 


Name 


OJ990715 06.9A01.C6.ol.np 


Method 


AAT/NAP 


Start 


194 


End 


1624 


GI 


6907088 


Score 


1065 


Exons 


194. .577, 1075. .1311, 1487. .1624 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22774 


Seq. ID 


OJ990715_06.9A01.C6 


Gene No. 


47365 


Strand 




Start 


2447 


End " • 


2597 


Name 


OJ990715 06. 9A01.C6.ol.gp 


Method 


AAT/GAP 


Start 


2447 


End 


2597 


GI 


576771 


Score 


259 


Exons 


2447. .2597 






GI Descrip. 


576771/gb|U16256|OSU16256 0.0e+00 Oryza 


sativa cone SRI 



sucrose-regulated mRNA, 3* -end sequence 



23007 




Seq. No. 


22774 


Seq. ID 


OJ990715_06.9A01.C6 


taene no . 


H / jOd 


Strand. 




Start 


4185 


End 


5833 


Name 


OJ990715 06.9A01.C6.o2.gs 


Method 


GENSCAN 


Start 


4185 


End 


5776 


GI 


none 


Score 


.42 


Exons 


4185. .4265, 4987. .5776 






Seq. No. 


22774 


Seq. ID 


OJ990715_06.9A01.C6 


Gene No. 


47366 


Strand 




Start 


4185 


End 


5833 


Name 


OJ990715 06.9A01.C6.o2.np 


Method 


AAT/NAP 


Start 


4969 


End 


5833 


GI 


3236247 


Score 


753 


Exons 


4969. .5833 






GI Descrip. 


(AC004 684) putative SCARECROW 


gene regulator [Arabidopsis 



thaliana] 



Seq. No. 22774 

Gene No. 47366 

Start 4185 

Name OJ990715_06 . 9A01 . C6 . ol . 

Start 4 978 

GI none 

Exons 4978.. 5028, 4978.. 5079, 
5120. .5227 

Seq. No. 22774 

Gene No. 47366 

Start 4185 

Name OJ990715_06 . 9A01 . C6 . ol . 

Start 4979 

GI none 

Exons 4979.. 5041, 4987.. 5454, 
5539.. 5682, 5576.. 5680 

Seq. No. 22774 

Gene No. 47366 

Start 4185 

Name OJ990715_06 . 9A01 . C6 . ol . 

Start 4987 

GI none 

Exons 4987.. 5262, 5132.. 5227, 

Seq. No. 22774 

Gene No. 47366 

Start 4185 

Name OJ990715_06 . 9A01 . C6 . ol . 

Start 4987 

GI none 

Exons 4987.. 5442, 4988.. 5035, 
5576. .5803 

Seq. No. 22775 

Gene No. 47367 

Start I 

Name OJ990715 06 . 9A01 . C7 . o2 . 



Seq. ID OJ990715_06. 9A01.C6 
Strand 

End 5833 

tw . Method TBLASTX : Wheat 

End , 5227 

Score 42 
4982.. 5035, 5080.. 5226, 5101.. 5205, 

-Seq. ID OJ990715_06.9A01.C6 
Strand 

End 5833 

ts Method TBLASTX: Soybean 

End 5682 

Score 55 
5114.. 5227, 5303.. 5392, 5353.. 5457, 



Seq. ID OJ990715_06.9A01.C6 
Strand 

End 5833 

tc Method TBLASTX : Cress 

End 5616 

Score 73 
5266.-5454, 5443.. 5505, 5542.. 5616 

Seq. ID OJ990715_06.9A01.C6 
Strand 

End 5833 

tm Method TBLASTX : Maize 

End 5832 

Score 49 
5120.. 5227, 5434.. 5511, 5539.. 5832, 



Seq. ID OJ990715_06. 9A01.C7 
Strand 

.End 8856 

np Method AAT/NAP A . 



23008 



Start 1 End 8856 

GI 72390 Score 62 

Exons 1..37, 4133.. 4335, 5378.. 5516, 5831.. 6029, 6142.. 6247, 

8791. .8856 

GI Descrip. circumsporozoite protein precursor - Plasmodium cynomolgi 
(strain Gombak) 



Seq. No. 22775 Seq. ID 

Gene No. 47367 Strand 

Start 1 End 

Name OJ990715_06 . 9A01 . C7 . ol . gs Method 

Start 24 End 

GI none Score 

Exons 24. .523 



OJ990715_06. 9A01.C7 

8856 
GENSCAN 
523 
1 



Seq. No. 


22776 








Seq. ID 


OJ990715_06. 9A01.C8 


Gene No. 


47368 








Strand 


+ 


Start ' 


3797 








End 


11700 


Name 


OJ'990715 06. 


9A01 


C8.o2. 


gp 


Method 


AAT/GAP 


Start 


3685 








End 


3919 


GI 


572222 








Score 


429 


Exons 


3685. .3919 












Seq. No. * 


22776 








Seq. ID 


OJ990715_06.9A01.C8 . 


Gene No. 


47368 








Strand 


+ 


Start 


3797 , 








End 


11700 


Name 


OJ990715 06. 


9A01 


C8 .o2. 


gs 


Method 


GENSCAN 


Start 


3797 








End 


11700 


GI 


none 








Score 


.74 


Exons 


3797. .4083, 


5505 


.5668, 


6113. 


.6276, 6827.. 6878, 8651. .8728, 




9659. .9767, 


9798 


.9888, 


9980. 


.10101, 


11025. .11031, 11400. .11466, 



11556. .11700 



Seq. No. 


22776 


Seq. ID 


OJ990715_06.9A01.C8 


Gene No. 


47368 


Strand 


+ ■ 


Start 


3797 


End 


11700 


Name 


OJ990715 06.9A01.C8.o3.np ' 


Method 


AAT/NAP 


Start 


3818 


End ■ 


6854 


GI 


6598838 


Score 


883 


Exons 


3818.. 4083, 5505.. 5668, 6113. 


.6276, 6390.. 6649, 6752.. 6854 


GI Descrip. 


(AC0107 95) unknown protein [Arabidopsis thaliana] 


Seq. No. 


22776 


Seq. ID 


OJ990715_06.9A01.C8 


Gene No. 


47368 


Strand 


+ 


Start 


3797 


End 


11700 


Name 


OJ990715 06.9A01.C8.o3.gp 


Method 


AAT/GAP 


Start 


8166 


End 


9687 


GI 


LIB3477-011-P1-K1-C6 


Score 


673 


Exons 


8166. .8227, 8423. .8575, 8651. 


.8728, 9603.. 9687 


GI Descrip. 


? 5670155/gb|AF161269.1|AF161269 4 .0e-£ 


i6 Oryza sativa subsp 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 22776 Seq. ID 

Gene No. 47369 Strand 

Start 1 End 

Name OJ990715_06 . 9A01 . C8 . ol . np Method 

Start 1 End 



OJ990715_06. 9A01.C8 

1081 

AAT/NAP 

1081 



23009 



GI ; 


6907086 


Score 


1217 


Exons 


1..240, 300. .1081 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22776 


Sea TD 


OJ990715_06.9A01.C8 


Gene fsjo . 


47^69 






Start 




End 


1081 


Name 


OJ990715 06 9A01 C8 ol as 




GENSCAN 


Start 


294 ~~ 


End 


881 


GI 


none 


Score 


1 . 


Exons 


294 . . 881 






Seq. No. 


22776 


Seq. ID 


OJ990715JD6. 9A01.C8 


Gene No. 


47370 


Strand 


— 


Start 


1 1 fiR 

X X \J «J 


End 


1356 


Name 


0.799071 S 06 9A01 Tfi nl an 


Method 


AAT/GAP 


Start 


1165 ^ 


End 


1356 


GI 


.J U U / lOJ 


Score 


368 


Exons 


X X U J . • 1 JJU 






GI Descrip. 


S 7 0 1 S S / rrh 1 A F1 1 ? fi 9 1 1 AF1 f 


51269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 


Seq. No. 


22776 


Seq. ID 


OJ990715_06.9A01.C8 


Gene No. 


4 7^71 


Strand 




Start 


X / .7 X 


End 


2810 


Name 


0,799071 S Ofi 9A01 PR n9 nn 


Method 


AAT/NAP 


Start 


1791 ~~ 

X ( Zs X 


End 


2810 


GI 


1 OO V X o o 


Score 


195 


Exons 


1791.. 2209, 2736.. 2810 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp, 


, indica] 


Seq. No. 


22776 


Seq. ID 


OJ990715_06. 9A01.C8 


Gene No. 


47372 


Strand 




Start 


3902 


End 


6869 


Name 


OJ990715 06.9A01.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


3902 


End 


6860 


GI 


none 


Score 


109 


Exons 


3902... 4000, 4000.. 4083, 4001... 4084, 5497 .. 5676, 5502.. 5666 



5515.. 5667, 6112.. 6186, 6148^.6291, 6186.. 6257, 6187.. 6276, 
6387. .6656, 6392. .6541, 6590. .6655, 6737. .6856, 6753. .6860 



Seq. No. 


22776 








Gene No. 


47372 








Start 


3902 








Name 


OJ990715 06. 


. 9A01. 


C8.o2. 


tw 


Start 


3902 








GI 


none 








Exons 


3902. .4000, 


4000. 


.4083, 


4001. 


Seq. No. 


22776 








Gene No. 


47372 








Start 


3902 








Name 


OJ990715 06. 


.9A01. 


C8.ol. 


tc 


Start 


3908 








GI 


none 








Exons 


3908 . . 4003, 


4003. 


.4083, 


4U04. 




6112. .6291, 


6114. 


.6296, 


6139. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_06. 9A01.C8 
6869 

TBLASTX: Wheat 

4087 

119 



OJ990715_06.9A01.C8 
6869 

TBLASTX: Cress 

6539 

96 



,4084, 5497. .5682, 5502. .5672, 



23010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6464.-6526, 6510.. 6539 



22776 
47372 
3902 

OJ990715_06 . 9A01 . C8 . ol . ts 
3908 



Seq. ID OJ990715_06.9A01.C8 
Strand 

6869 

TBLASTX : Soybean 
6869 
105 



End 

Method 
End 

none Score 
3908. .4003, 3910. .4002, 4000. .4083, 4001. .4084, 5496. .5666, 
5497. .5676, 5500. .5667, 5511.. 5672, 6111.. 6296, 6112. .6288, 
6387. .6566, 6392. .6538, 6602. .6652, 6606.. 6653, 6722. .6856, 
6756. .6869 



Seq. No. 


22776 




Seq. ID 


OJ990715 


_06.9A01.C8 


Gene No. 


47372 




Strand 






Start 


3902 




End 


6869 




Name 


OJ990715 06. 


9A01.C8.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


6186 




End 


6652 




GI 


none 




Score 


92 




Exons 


6186. .6278, 


6186.. 6290, 6187. 


.6291, 6387.. 6587, 


6389. .6532, 




6414. .6539, 


6590.. 6652, 6591. 


.6650 






Seq. No. 


22776 




Seq. ID 


OJ990715 


_06.9A01.C8 


Gene No. 


47373 




Strand 






Start 


8459 




End 


11620 




Name 


OJ990715 06. 


9A01.C8.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


8459 




End 


11620 




GI 


none 




Score 


49 




Exons 


8459. .8494, 


8535. .8576, 8639. 


.8740, 8649.. 8750, 


8682. .8741, 




9589. .9762, 


9602.. 9763, 9603. 


.9767, 9603.. 9767, 


9604. .9768, 




9971. .10102, 


11516. .11620 








Seq. No. 


22777 




Seq. ID 


OJ990715 


_06.9A01.C9 


Gene No. 


47374 




Strand 


+ 




Start 


303 - 




End 


1448' 




Name 


OJ990715 06. 


9A01.C9.ol.gs 


Method 


GENSCAN 




Start 


303 




End 


1448 




GI 


none 




Score 


.58 




Exons 


303. .322, 443. .509, 601. .748, 


1222. .1289, 1360. 


.1448 


Seq. No. 


22778 




Seq. ID 


OJ990715 


_06.9A01.C10 


Gene No. 


47375 




Strand 


+ 




Start 


3536 




End 


6960 




Name 


OJ990715 06. 


9A01.C10.ol.np 


Method 


AAT/NAP 




Start 


3536 




End 


6960 




GI 


1706551 




Score 


1954 




Exons 


3536. .4594, 


6477.. 6773, 6935. 


.6960 






GI Descrip. 


GLUCAN ENDO- 


1, 3-BETA-GLUCOSIDASE PRECURSOR (<1- 


>3) -BETA-GLUCAN 



ENDOHYDROLASE) ( ( l->3 ) -BETA-GLUCANASE) (BETA-1 , 3-ENDOGLUCANASE) 
gi I 924953 (U30323) beta 1, 3-glucanase [Triticum aestivum] 



Seq. No. 22778 Seq. ID OJ990715_06 . 9A01 -C10 

Gene No. 47376 Strand + 

Start 24455 End 27134 

Name OJ990715_06 . 9A01 . C10 . o4 . np Method AAT/NAP 

Start 24455 End 27134 

GI 126401 Score -260 



23011 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24455. .24488, 25922 .. 26145, 27094. .27134 
LIPOXYGENASE L-2 gi | 100690 | pir | | S234 54 lipoxygenase (EC 
1.13.11.12) L-2 - rice gi | 20267 | emb | CAA4 5738 | (X64396) 
lipoxygenase [Oryza sativa] 



22778 Seq. ID 

47377 Strand 

13038 End 
OJ9907 15_06 . 9A01 . C10 . ol . gp Method 

13038 End 

none Score 

13038. .13080, 13191. .13469, 14364 14 4 55, 15852 .. 15932, 
16293.. 16314 



OJ990715_06.9A01.C10 

16533 
AAT/GAP 
16314 
873 



Seq. No. 22778 Seq. ID 

Gene No. 47377 Strand 

Start 13038 End 

Name OJ990715_06. 9A01 .C10 . o2 . gp Method 

Start 16020 End 

GI none Score 

Exons 16020. .16387, 16450.. 16533 



OJ990715_06.9A01.C10 

16533 
AAT,/GAP 
16533 
716 



Seq. No. 22778 Seq. ID OJ990715_06 . 9A01 . C10 

Gene No. 47378 Strand 

Start 17685 End 18400 

Name OJ990715_06.9A01.C10.o3.gp Method AAT/GAP 

Start 17685 End 18400 

GI 787_3.R1084 Score 978 

Exons 17685. .18134, 18276.. 18400 

GI Descrip. 1 2497883/sp | Q40633 | MTl_ORYSA 3.0e-18 METALLOTHIONE IN-LIKE 

PROTEIN TYPE 1 >gi_1362174_pir S57768 metallothionein-like 

protein - rice >gi_687638 (U18404) metallothionein-like protein 
[Oryza sativa] >gi_1815626 (U43529) metallothionein-like type 1 
[Oryza sativa] >gi_4097154_gb_AAD1037 6 . 1_ (U46159) type 1 rice 
metallothionein-like gene; Method: conceptual translation 
supplied by author. [• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

li cnuc: 

Start 



22778 Seq. ID OJ990715_06 . 9A01 . C10 

47378 Strand 
17685 End 18400 

OJ990715_06.9A01.C10.o2.np Method AAT/NAP 
17966 End 18328 

2497883 Score 385 

17966. .18134, 18276.. 18328 
METALLOTHIONEIN-LIKE PROTEIN TYPE 1 
metallothionein-like protein - rice 
metallothionein-like protein [Oryza sativa] gi 11815626 (U43529) 
metallothionein-like type 1 [Oryza sativa] 
gi|4097154|gb|AAD10376.1| (U46159) type 1 rice 
metallothionein-like gene; Method: conceptual translation 
supplied by author. [Oryza sativa] 



gi|1362174|pir| IS57768 
gi|687638 (U18404) 



22778 
47379 
20366 



uu33u/ io_uo . yHui.ciu . oj . np 
20366 



Seq. ID 

Strand 

End 

Method 
End 



OJ990715_06.9A01.C10 

25429 

AAT/NAP. 

24623 



23012 



GI 129021 - Score 527 

Exons 20366. .20394, 22258 .. 22990, 23387 234 16, 23512 .. 23574 , 

24110. .24222, 24545. .24623 
GI Descrip. SPO0B-ASSOCIATED GTP-BINDING PROTEIN gi | 9832 6 | pir | | B32804 
GTP-binding protein, spoOB 3' -region - Bacillus subtilis 
gi 1 508979 (M24537) GTP-binding protein [Bacillus subtilis] 
gi|2635257|emb|CAB14752| (Z99118) GTPase activity [Bacillus 
subtilis] 



Seq. No. 22778 Seq. ID 

Gene No. 47379 Strand 

Start 20366 End 

Name OJ990715_06. 9A01 .C10.o4 .gp Method 

Start 21912 End 

GI 5004146 Score 

Exons 21912. .22215 



OJ990715_06. 9A01.C10 

25429 
AAT/GAP 
22215 
576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22778 Seq. ID 

47379 Strand 

20366 End 

OJ990715_06 . 9A01 . C10 . o3 . gs Method 

22211 End 

none Score 



OJ990715_06.9A01.C10 

25429 
GENSCAN 
25429 
.86 



22211. .23416, 23523. 
25167. .25429 



.23574, 2-4153. .24267, 24521 .. 24 54 6, 



Seq. No. 22778 

Gene No. 47380 

Start 25941 

Name 0 J9 9071 5_0 6 . 9A0 1 . C 1 0 . o 5 . tm 

Start 3598 

GI none 

Exons 3598..376S, 3599.. 3775, 3754, 
3799. .3918 



Seq. ID OJ990715_06.9A01.C10 
Strand 

End 26923 

Method TBLASTX: Maize 

End 3918 

Score 204 

.3807, 3755.. 3790, 3795.. 3890, 



Seq. No. 22778 

Gene No. 47380 

Start 25941 

Name OJ990715_06. 9A01 . C10 . ol . tc ■ 

Start 3611 

GI none 

Exons 3611.. 3676, 3701.. 3790, 3826. 

4428. .4562, 4432. .4584, 6545. 



Seq. ID OJ990715_06.9A01.C10 
Strand 

End 26923 
Method TBLASTX: Cress 
End 6772 
Score 55 

.4014, 4051. .4194, 4171. .4425, 
.6607, 6620.. 6772 



Seq. No. 22778 

Gene No. 47380 

Start 25941 

Name OJ9907 15_0 6 . 9A0 1 . C10 . ol . ts 

Start 3611 

GI none 

Exons 3611.. 3790, 3613.. 3786, 3811. 

4374. .4577, 4375. .4593 



Seq. ID OJ990715_06.9A01.C10 
Strand 

End 26923 

Method TBLASTX : Soybean 

End 45 93 

Score 180 

.4041, 4051. .4353, 4071. .4340, 



Seq. No. 
Gene No. 
Start 
Name 



22778 
47380 

OJ990715 06.9A01.C10.o4.tw 



Seq. ID OJ990715_06.9A01.C10 
Strand 

End 26923 

Method TBLASTX : Wheat 



23013 




Start 


3826 








End 


4152 


GI 


none 








Score 


162 


Exons 


3826. .4041, 


4048 


. .4152 








Seq. No. 


22778 








Seq. ID 


OJ990715_06.9A01.C10 


UCllC IN U . 










o Liana 




Start 


25941 








End 


26923 


Name 


OJ990715 06. 


,9A01 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3922 








End 


4416 


GI 


none 








Score 


706 


Exons 


3922. .4416, 


4011 


. .4415 








Seq. No. 


22778 








Seq. ID 


0 J9 907 1 5_0 6 . 9A0 1 . C 1 0 




H f JO U 








Q+- ranrl 




Start 


25941 








End 


26923 


Name 


OJ990715 06. 


. 9A01 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4320 








End 


4593 


GI 


none 








Score 


429 


Exons 


4320. .4577, 


4324 


. .4593 








Seq. No. 


22778 








Seq. ID 


OJ990715_06.9A01.C10 


Gene No. 


47380 








Strand 




O Lax L. 


9 RQ4 1 
Z D y f± J. 








End 


26923 


Name 


OJ990715 06. 


9A01 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4419 








End 


6775 


GI 


none 








Score 


101 


Exons 


4419. .4544, 


4419 


. .4580, 


4420. 


.4581, 6537. .6677, 6544. .6774, 




6545. .6775 












Seq. No. 


22778 








Seq. ID 


OJ990715JD6. 9A01.C10 




A 7 Ton 








Strand 




Start 


25941 








End 


26923 


Name 


OJ990715 06. 


9A01 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start ■ 


6477 








End 


6774 


GI 


none 








Score 


133 


Exons 


6477. .6770, 


6521 


. .6769, 


6544. 


.6774, 6545.. -6772 


Seq. No. 


22778 








Seq. ID 


OJ990715_06 . 9A01 . C10 




47 *3fi0 








Strand 




Start 


25941 








End 


26923 


Name 


OJ990715 06. 


9A01 


.C10.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6544 








End 


6775 


GI 


none 








Score 


84 


Exons 


6544. .6600, 


6545 


. .6607, 


6613. 


.6774, 6614. .6775 


Seq. No. 


22778 








Seq. ID 


OJ990715_06.9A01.C10 




4 / JOU 








Strand 




Start 


25941 








End 


26923 


Name 


OJ990715 06. 


9A01 


.C10.o2 , 


. tw 


Method 


TBLASTX: Wheat 


Start 


22166 








End 


22444 


GI 


none 








Score 


320 


Exons 


22166. .2244.4 


, 22178.. 22444 






Seq. No. 


22778 








Seq. ID 


OJ990715_06. 9A01.C10 


Gene No. 


47380 








Strand 




Start 


25941 - 








End 


26923 


Name 


OJ990715 06. 


9A01, 


,C10.o4 . 


. tm 


Method 


TBLASTX: Maize 



23014 



Start 


22226 


End 


22413 




GI 


none 


Score 


204 




Exons 


22226. .22411, 22226. .22411, 


22237. .22413 




Seq. No. 


22778 


Seq. ID 


OJ990715 


_06. 9A01.C10 


Gene No. 


47380 


Strand 






Start 


25941 


End 


26923 




Name 


OJ990715 06. 9A01.C10.o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


22388 


End 


22765 




GI 


none 


Score 


180 




Exons 


22388. .22645, 22398 .. 22640, 


22643. .22765, 22644 


. .22763 


Seq. No. 


22778 


Seq. ID 


OJ990715 


_06. 9A01.C10 


Gene No. 


47380 


Strand 






Start 


25941 


End 


26923 




Name 


OJ990715 06.9A01.C10.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


22598 


End 


22979 




GI 


none 


Score 


463 




Exons 


22598. .22978, 22599. .22979 








Seq. No. 


22778 


Seq. ID 


OJ990715 


_06.9A01.C10 


Gene No . 


47380 


Strand 






Start 


25941 


End 


26923 




Name 


OJ990715 06.9A01.C10.o4.gs 


Method 


GENS CAN 




Start 


25941 


End 


26923 




GI 


none 


Score 


.62 




Exons 


25941. .26121, 26755. .26923 








Seq. No. 


22778 


Seq. ID 


OJ990715 


_06.9A01.C10 


Gene No. 


47380 


Strand 






Start 


25941 


End 


26923 




Name 


OJ990715 06. 9A01 . C10.o5 .gp 


Method 


AAT/GAP 




Start 


26382 


End 


26478 




GI 


5867 1.R1084 


Score 


134 




Exons - 


26382. .26478 








GI Descrip. 


, 464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN 


-PROTEIN LI GAS E 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC* 6 . 3 . 2 . 19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 22779 Seq. ID 

Gene No. 47381 Strand 

Start 4 6 End 

Name OJ990715_06 . 9A01 . Cll . ol . gs Method 

Start 46 End 

GI none Score 

Exons 46. .171, 1878. .2006, 2206. .2271, 2998. 
6658. .6674 



OJ990715_06.9A01.C11 
+ 

6674 
GENS CAN 
6674 
. 65 

.4115, 4363..6S26, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



22779 
47381 
46 

OJ9907 1 5_ 
1482 



uo. yAui.uii.oi.gp 



Seq. ID OJ990715_06.9A01.C11 

Strand + 

End 6674 

Method AAT/GAP 

End 2324 



23015 



GI .LIB3477-003-P1-K1-E9 Score 134 

Exons 1482.. 1548, 2287.. 2324 

GI Descrip. 1 24 98586/sp | Q40638 | MPOljDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 22779 Seq. ID OJ990715_06.9A01.C11 

Gene No. 47381 Strand + 

Start 46 End 6674 

Name OJ990715_06. 9A01 .Cll .ol .np Method AAT/NAP 

Start 3657 End 5409 

GI 2792238 Score 485 

Exons 3657.. 4086, 4379.. 5409 

GI Descrip. (AF032697) NBS-LRR type resistance protein [Oryza sativa] 

Seq. No. 22779 Seq. ID OJ990715_06.9A01.C11 

Gene No. 47382 Strand 

Start 7481 End 8133 

Name OJ9907 15_06 . 9A01 . Cll . ol . tm Method TBLASTX : Mai ze 

Start 3678 End 4785 

GI none Score 60 

Exons 3678.. 3791, 3846.. 4013, 3869.-3997, 4026.. 4082, 4405.. 4551, 
4449. .4550, 4555. .4701, 4570. .4692, 4717. .4785 

Seq. No. 22779 Seq. ID OJ990715_06 . 9A01 . Cll 

Gene No. 47382 Strand 

Start 7481 End 8133 

Name OJ990715_06 . 9A01 . Cll . o2 . tm Method TBLASTX: Maize 

Start 7469 End 8133 

GI none Score 95 

Exons 7469. .7573, 7478. .7561, 7853. .7915, 7860. .7913, 8017. .8127, 
8029.. 8133, 8039.. 8128 

Seq. No. 22779 Seq. ID OJ990715_06 . 9A01 . Cll 

Gene No. 47382 Strand 

Start 7481 End 8133 

Name OJ990715_06.9A01.Cll.o2.gs Method ■ GENSCAN 

Start 7481 End 8128 

GI none Score . .75 

Exons 7481.. 7561, 7853.. 7912, 8032.. 8128 

Seq. No. 22779 Seq. ID OJ990715_06 . 9A01 . Cll 

Gene No. 47382 Strand 

Start 7481 End 8133 

Name OJ990715_06. 9A01 .Cll ,o3.np Method AAT/NAP 

Start 7484 End 8128 

GI 4337201 Score 186 

Exons 7484.. 7561, 7853.. 7912, 8032.. 8128 

GI Descrip. (AC006403) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 22779 Seq. ID OJ990715_06 . 9A01 . Cll 

Gene No. 47382 Strand 

Start 7481 - End 8133 

Name OJ990715_06. 9A01 .Cll . o4 . np Method AAT/NAP 

Start 7484 End 8127 

GI 2827531 Score 124 

Exons 7484.. 7561, 8032.. 8127 



23016 




GI Descrip. (AL021633) hypothetical protein [Arabidopsis t'haliana] 



Seq. No. 


22780 




Seq. ID 


OJ990715_06. 


9A01. 


C12 




47383 




Strand 








Start 


635 




End 


788 






Name 


OJ990715 06.9A01.C12.ol. 


gp 


Method 


AAT/GAP 






Start 


635 




End 


788 






GI 


421 1.R1084 




Score 


264 






Exons 


635. .788 












GI Descrip. 


' 57677 l/gb|U16256|OSU16256 


0.0e+00 Oryza sativa cone SRI 






sucrose-regulated mRNA, 


3' ' 


-end sequence' 






Seq. No. 


90701 




Seq. ID 


ojy yu /io ub. 


cm n 1 


C13 


Gene No. 


47384 




Strand 








Start 


237 




End 


-7 c 0 

752 






Name 


OJ990715 06.9A01.C13.ol. 


gs 


Method 


GEN SCAN 






Start 


237 




End 


667 






GI 


none 




Score 


. 66 






Exons 


237. .394, 570. .667 














22781 




Seq. ID 


OJ990715_06. 


9A01. 


pi ? 


Gene No. 


47384 




Strand 


+ 






Start 


237 




End 


752 






Name 


OJ990715 06.9A01.C13.ol. 


np 


Method 


AAT/NAP 






Start 


257 




End 


752 






GI 


6907088 




Score 


479 






Exons 


257. .394, 570. .752 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22782 




Seq. ID 


OJ990715JD6. 


9A01. 


C16 


Gene No. 


47385 




Strand 


+ 






Start 


1 




End 


175 






Name 


OJ990715 06.9A01.C16.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


175 






GI 


123620 




Score 


260 






Exons 


1. .175 












GI Descrip. 


HEAT SHOCK COGNATE 70 KC 


PROTEIN 2 gi| 100224 |pir| IS14950 


heat 



shock cognate protein 70 - tomato gi 1 19258 | emb | CAA37971 1 
(X54030) heat shock protein cognate 70 [Lycopersicon esculentum] 



Seq. No. 


22782 




Seq. ID 


OJ9907 15_06 . 9A01 . C16 


Gene No. 


47385 




Strand 


+ 


Start 


1 




End 


175 


Name 


OJ990715 


06.9A01.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


175 


GI 


none 




Score 


203 


Exons 


2. .136, 3 


. .125, 3. .137, 4. . 


135, 5. .136 


, 137. .175, 137. .175 


Seq. No. 


22782 




Seq. ID 


OJ990715_06.9A01.C16 


Gene No. 


47385 




Strand 


+ 


Start 


1 




End 


175 


Name 


OJ990715 


06.9A01.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


175 


GI 


none 




Score 


8 9 


Exons 


2. .88, 2. 


.136, 3. .125, 119. 


.169, 132.. 


170, 133. .171, 137. .175, 




139. .174 












23017 





Seq. No. 22782 

Gene No. 47385 

Start 1 

Name OJ990715_06 . 9A01 .C16 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990715_06.9A01.C16 

Strand + 

End 17 5 

Method TBLASTX : Wheat 

End 175 

Score 206 



2. .136, 3. .125, 3. .137, 5. .136, 136. .171, 137. .175, 138. .170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22782 
47385 
1 

OJ990715_06. 9A01.C16.ol. tc 

3 

none 



Seq. ID OJ990715_06.9A01.C16 

Strand + 

End 175 

Method TBLASTX : Cress 

End 175 

Score 206 



3. .125, 5. .136, 8. .130, 132. .167, 133. .171, 137. .175 



22782 
47385 
1 

OJ990715_06.9A01.C16.ol.gp 

8 

5456473 
8. .175 

10767-46/pir | | S53126 1.0e-65. heat shock protein 70 - rice 
(fragment) >gi_7 63160_emb_CAA47948_ (X67711) heat shock protein 
70 [Oryza sativa] 



Seq. ID OJ990715_06.9A01.C16 

Strand ■ + 

End 175 

Method AAT/GAP 

End 175 

Score 325 



22783 
47386 
193 

OJ990625_08 . 9A01 . C2 . ol . gs 

193 

none 

193. .406 



Seq. ID OJ990625_08.9A01.C2 
Strand 

End 406 

Method GENSCAN 

End 406 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22784 
47387 
1 

0 J990 625_08 . 9A01 . C3 . ol . np 
1 

5103193 
1. .400 

(AP000342) transposase of TnlO [Plasmid R100] 

gi I 5738084 |gb| AAD50242. 1 1 AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. ID' OJ990625_08.9A01.C3 
Strand 

End 4 00 

Method AAT/NAP 

End 400 

Score 647 



22784 
47387 
.1 

OJ990625_08 . 9A01 . C3 . ol . gs 
97 

none 
97. .219 



Seq. ID OJ990625_08.9A01.C3 
Strand 

End 400 

Method GENSCAN 

End 219 

Score .81 



Seq. No. 
Gene No. 
Start 



22785 
47388 
2252 



Seq. ID OJ990625_08.9A01.C4 
Strand + 
End 13151 



23018 



Name 


OJ990625 08.9A01.C4.ol.gs 


Method 


GENSCAN 


Start 


2252 


End 


13151 


GI 


none 


Score 


.49 


Exons 


2252.. 2722, 3206.. 3330, 3715 


..4497, 11041. .11188, 11727. .1198' 




12100. .12185, 12793. .13151 






Seq. No. 


22785 


Seq. ID 


OJ990625_08.9A01.C4 


Gene No. 


47388 


Strand 


+ 


Start 


2252 


End 


13151 


Name 


OJ990625 08.9A01.C4.ol.np 


Method 


AAT/NAP 


Start 


2350 


End 


4519 ' 


GI 


4102839 


Score 


672 


Exons 


2350.. 2722, 3206.. 3330, 3715 


. .4519 




GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


9970 c 


Seq. ID 


OJ990625_08.9A01.C4 


Gene No. 


47 too 


Strand 




Start 


99 =>9 


End 


13151 


Name 




Method 


AAT/GAP 


Start 


3690 


End 


4172 


GI 


22391 1.R1084 


Score 


888 


Exons 


3690. .4172 






GI Descrip. 


•4102839 2.0e-16 (AF016713) 


LeOPTl" [Lycopersicon esculentum] 1 


Seq. No. 


22785 


Seq. ID 


OJ990625_08.9A01.C4 


Co n Q NT r~\ 


47388 


Strand 


+ 


Start 


2252 


End 


13151 


Name 


OJ990625 08.9A01.C4.o2.gp 


Method 


AAT/GAP 


Start 


4397 


End 


4756 ' 


GI 


5056117 


Score 


634 


Exons 


4397. .4756 






Seq. No. 


22785 


Seq.;.. ID 


OJ990625_08.9A01.C4 


Gene No. 


47389 


Strand 


+ 


Start 


23390 


End 


24373 


Name 


OJ990625 08.9A01.C4.o3.np 


Method 


AAT/NAP 


Start 


23390 


End 


24373 


GI 


5922636 


Score 


350 


Exons 


23390. .23674, 23966 .. 24 095", 


24347. .24373 


GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078 130 (E20319) correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


22785 




Seq. ID 


OJ990625_08.9A01 


.C4 


Gene No. 


47390 




Strand 






Start 


13889 




End 


16961 




Name 


OJ990625 08.9A01.C4. 


. o2 . gs 


Method 


GENSCAN 




Start 


13889 




End 


16961 




GI 


none 




Score 


.5 




Exons 


13889. .13938, 14481. 


. .14691, 


15732. . 15793, 16769.. 16961 




Seq. No. 


22785 




Seq. ID 


OJ990625JD8. 9A01 


.C4 


Gene No. 


47391 




Strand 






Start 


17618 




End 


22775 




Name 


OJ990625 08.9A01.C4, 


. ol . tc 


Method 


TBLASTX: Cress 





23019 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2365 End 4620 

none Score 127 

2365. .2595, 2366. .2596, 2675. .2731, 3760. .3822, 3770. .4513, 

3862. .4122, 4588.. 4620 



22785 
47391 
17618 

OJ990625_08 . 9A01 . C4 . ol . ts 

2417 

none 



Seq. ID OJ990625J38.9A01.C4 
Strand 

End 22775 

Method TBLASTX : Soybean 

End 4510 

Score 99 



2417. .2593, 3715. .3831, 3719. .4396, 3868. .4065, 4168. .4254, 
4406. .4510 



Seq. No. 22785 

Gene No. 47391 

Start 17618 

Name OJ990625_08 . 9A01 . C4 . ol , tm 

Start 2513 ' ;: 

GI none 
Exons 



Seq. ID OJ990625_08. 9A01.C4 
Strand 

End 22775 

Method TBLASTX : Mai ze 

End 4501 

Score 48 



2513. .2572, 2672. .2731, 3713. .3751, 3734. .4396, 4166. .4294, 
4406. .4501 



Seq. No. 22785 ' , 

Gene No. 47391 

Start 17618 

Name OJ990625_08 . 9A01 . C4 . ol . tw 

Start 4193 

GI none 

Exons 4193.. 4393, 4193.. 4348, 4373. 



Seq. ID OJ990625_08 . 9A01.C4 
Strand 

End 22775 

Method TBLASTX : Wheat 

End 4510 

Score 132 
.4510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22785 
47391 
17618 

OJ990625_08 i '. 9A01 . C4 . o3 . gs 

17618 

none 



Seq. ID OJ990625_08.9A01.C4 
Strand 

End 22775 

Method ' GENSCAN 

End 20908 

Score . 68 



17618. .17986, 18108 .. 18285, 18356 .. 18714 , 18869 18937 , 
19802. .20044, 20049 .. 20245, 20251 .. 20490, 20515.. 20908 



22785 
47391 
17618 

OJ990625_08 . 9A01 . C4 . o2 . np 
17925 
5091513 

17925. .18910, 19684 . .20888, 22705.. 22775 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990625_08.9A01.C4 
Strand 

End 22775 

Method AAT/NAP 

End 22775 

Score 1828 



22786 
47392 
1 

OJ990 625_08 . 9A01 . C5 . ol . np 
1 

136125 
1..229, 331. .386 

PUTATIVE AC TRANSPOSASE (ORFA) gi | 22113 | emb | CAA29005 | (X05424) 



Seq. ID OJ990625_08.9A01.C5 

Strand + 

End 38 6 

Method AAT/NAP 

End 386 

Score 159 



23020 






ORFa [Zea mays] 






Seq. No. 


22786 


Seq. ID 


OJ990625_08.9A01.C5 




Al 

ft / D _7Z 




_i_ 

T 


Start 


1 


End 


386 


Name 


OJ990625 08.9A01.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


90 


End 


248 


GI 


none 


Score 


175 


Exons 


90. .212, 91. .216, 99. .248, 


127. .213 




Seq. No. 


22787 


Seq. ID 


OJ990625_08.9A01.C8 




4 7 ^Q^ 
*i / j j j 


Oil Cti LKJi 




Start 


957 


End 


1140 


Name 


OJ990625 08.9A01.C8.ol.gs 


Method 


GENS CAN 


Start 


957 


End 


1140 


GI 


none 


Score 


.88 


Exons 


957. .1140 






Seq. No. 


22788 


Seq. ID 


> 

OJ990625_08.9A01.C9 


Con q Mo 


A 1 ^Q4 


O LI ai 1U 


-j- 


Start 


77 


End 


208 


Name 


OJ990625 08.9A01.C9.ol.gs 


Method 


GEN SCAN 


Start 


77 


End * ' 


208 


GI 


none 


Score 


.74 


Exons 


77. .208 






Seq. No. 


22788 


Seq. ID 


OJ990625_08.9A01.C9 




A 7 ^QR 


OtX clIKJl 


l 


Start 


478 


End 


733 


Name 


OJ990625 08.9A01.C9.o2.gs 


Method 


GENSCAN 


Start 


478 


End 


733 


GI 


none 


Score 


.53 


Exons 


478.-733 






Seq. No. 


22789 


Seq. ID 


OJ990625 08.9A01.C10 




47396 


Strand 


+ 


Start 


5710 


End 


9622 


Name 


OJ990625 08.9A01.C10.o2.gs 


Method 


GENSCAN 


Start 


5710 


End 


9578 


GI 


none 


Score 


.46 ' ' 


Exons 


5710. .5898, 6209. .6248, 7433. .7532, 7621. .7668, 7846. .9578 


Seq. No. 


22789 


Seq. ID 


OJ990625_08.9A01.C10 


Gene No. 


47396 


Strand 


+ 


Start 


5710 


End 


9622 


Name 


OJ990625 08. 9A01 . C10 . ol . np 


Method 


AAT/NAP 


Start 


7862 


End 


9622 


GI 


6539553 


Score 


3086 


Exons 


7862. .9622 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


22789 


Seq. ID 


OJ990625 08.9A01.C10 


Gene No . 


47397 


Strand 




Start 


55 


End 


207 



23021 




Name 


OJ990625 08 


.9A01.C10.ol 


.gs 


Method 


GENSCAN 




Start 


55 






End 


207 




GI 


none 






Score 


. 95 




Exons 


55. .207 












Seq. No. 


22789 






Seq. ID 


OJ990625_08 . 9A01 


.C10 


Gene No. 


47398 






Strand 






Start 


7856 






End 


8304 




Name 


OJ990625 08 


. 9A01 .ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7856 






End 


8242 




GI 


none 






Score 


354 




Exons 


7856. .8242, 


7867 . .8241 










Seq. No. 


22789 






Seq. ID 


OJ990625_08 . 9A01 


.C10 


Gene No. 


47398 






Strand 






Start 


7856 






End 


8304 




Name 


OJ990625 08 


.9A01.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7991 






End 


8304 




GI 


none 






Score 


366 




Exons 


7991. .8302, 


7999. .8304 











Seq. No. 


22789 








Seq. ID 


OJ990625_08. 9A01 


.C10 


Gene No. 


• 47399- 








Strand 






Start 


■ 8803 








End 


9125 




Name 


OJ990625 08 


.9A01. ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8803 








End 


9125 




GI 


none 








Score 


268 




Exons 


8803. . 9057, 


8810 


. .9124, 


8830. 


.9123, 8958. .9125 




Seq. No. 


22789 








Seq. ID 


OJ990625_08.9A01 


. C10 


Gene No. 


AH A f\C\ 








Strand 






Start 


9152 








End 


9622 




Name . 


OJ990625 08 


.9A01 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


9152 








End 


9538 




GI 


none 








Score 


88 




Exons 


9152. .9307, 


9290 


. .9538 










Seq. No. 


22789 








Seq. ID 


OJ990625_08. 9A01 


.C10 


Gene No. 


47400 








Strand 






Start 


9152 








End 


9622 




Name 


OJ990625 08 


.9A01 


.C10.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


9326 








End 


9622 




GI 


none 








Score 


187 




Exons 


9326. .9622 














Seq. No. 


22789 








Seq. ID 


OJ990625_08.9A01 


.C10 


Gene No. 


47400 








Strand 






Start 


9152 








End 


9622 




Name 


OJ990625 08 


.9A01 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


9404 








End 


9622 




GI 


none 








Score 


327 




Exons 


9404. .9622, 


9404 


. .9619, 


9532. 


.9621 






Seq. No. 


22790 








Seq. ID 


OJ990625_08.9A01 


.Cll 


Gene No.. 


47401 ' 








Strand 


+: 




Start 


1 








End 


2191 




Name 


OJ990625_08 


.9A01 


.Cll.ol 


. np 


Method 


AAT/NAP 





23022 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



2191 
3767 



6539553 
1..2191 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



22790 Seq. ID 

47401 Strand 
1 End 
OJ990625_08 . 9A01 . Cll . o3 . ts Method 
1 End 
none Score 

1..150, 2. .196, 197. .370, 205. .243 

22790 Seq. ID 

47401 Strand 
1 End 
OJ990625_08 . 9A01 . Cll . o3 . tm Method 
1 End 
none Score 

1.-150, 5. .184, 5. .160, 203. .370 



22790 
47401 
1 

OJ990625_08 . 9A01 . Cll . o2 . tc 
5 

none 

5. .187, 200. .394 

22790 
47401 
1 

OJ990625_08.9A01.Cll.ol.tw 
20 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_08.9A01.C11 
+ 

2191 

TBLASTX: Soybean 

370 

173 



OJ990625_08.9A01.C11 
+ 

2191 

TBLASTX: Maize 

370 

159 



OJ990625_08. 9A01.C11 
+ 

2191 

TBLASTX: Cress 

394 

112 



OJ990625_08.9A01.C11 
+ 

2191 

TBLASTX: Wheat 

775 

634 



20. .484, 28. .507, 528. .758, 536. .775, 558. .755, 616 v .774 



22790 
47401 
1 

OJ990625_08 . 9A01 . Cll . ol . ts 
695 

5509260 



Seq. ID OJ990625_08. 9A01.C11 

Strand + 

End 2191 

Method TBLASTX : Soybean 

End 1159 

Score 382 



695. .1159, 796. .864, 913. .1008, 1081. .1140 



22790 
47401 
1 

OJ990625__08.9A01.Cll.ol.tc 

788 - 
none 

788. .1048, 790. .867 



Seq. ID OJ990625_08.9A01.C11 

Strand + 

End 2191 

Method TBLASTX: Cress 

End 1048 

Score 286 



23023 



Seq. No. 


22790 








Seq. ID 


OJ990625_08.9A01.C11 


Gene No. 


A T A f\ 1 

47401 








Strand 


+ 


Start 


1 








End 


2191 • 


Name 


OJ990625 08 


.9A01 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


829 








End 


1276 


GI 


none 








Score 


359 


Exons 


829. .1011, 


830. . 


1276, 965. .1147, 1081. 


. 1191 


Seq. No. 


22790 








Con T Pi 

beq. id 


OJ990625_08. 9A01.C11 


Gene No. 


A T A n 1 

4 /4U1 








Strand 


+ 


Start 


1 








End 


2191 


Name 


OJ990625 08 


.9A01 


.Cll.o3 


.tw 




TBLASTX: Wheat 


Start 


830 








bna 


1375 


GI 


none 








Score 


318 


Exons 


830. .1174, 


977. . 


1150, 1169.. 


1 TTC lO/ll 

1j / j/ IZ 4 O 


. .1365 


Seq. No. 


22790 








C*=i/-T T Pi 

beq. id 


OJ990625_08.9A01.C11 


Gene No. 


A 1 A ftl 

4/401 








Strand 


+ 


Start 


1 








End 


2191 


Name 


OJ990625 08 


-9A01 


. Ul 1 . Oz 


. ts 


Method 


TBLASTX : Soybean 


Start 


1228 








t»nc 


1573 


GI 


none 








Score 


313 


Exons 


1228. .1428, 


1229 


. ; 1 o / 3 








Seq. No. 


22790 








C ^ /-t T Pi 

beq. id 


OJ990625_08 . 9A01 . Cll 


Gene No. 


A T A C\ 1 

4/401 








Strand 


+ 


Start 


1 








End 


2191 


Name 


OJ990625 08 


.9A01 


. Cll . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1384 








End 


1723 


GI 


none 








Score 


318 


Exons 


1384. .1722, 


1385 










Seq. No. 


22790 








Seq. ID 


OJ990625JD8 . 9A01 . Cll 


Gene No. 


a n a n i 
4 /401 








Strand 


+ 


Start 


1 








End 


2191 


Name 


OJ990625 08 


.9A01 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1579 








End 


2055 


GI 


none 








Score 


101 


Exons 


1579. .1650, 


1580 


. .1654, 


1668 


..1976, 1669.. 2055, 1670.. 2017' 


Seq. No. 


22790 








Seq. ID 


OJ990625_08. 9A01.C11 


Gene No. 


A *7 A r\ 1 

4 /4 Ul 








Strand 


+ 


Start 


1 








End 


2191 


Name 


OJ990625 08 


.9A01 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1586 








End ■ 


1927 


GI 


none 








Score 


91 


Exons 


1586. .1699, 


1612 


. .1692, 


1718 


. .1927, 1723. .1848 


Seq. No. 


22791 








Seq. ID 


OJ990625_08.9A01.C12 


Gene No. 


47402 








Strand 


+ 


Start 


1353 








End 


1735 


Name 


OJ990625 08 


.9A01 


.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1353 








End 


1735 


GI 


4879160 








Score 


377 


Exons 


1353. .1595, 


1709 


. .1735 









GI Descrip. 2213586 2.0e-09 (AC000348) T7N9.6 [Arabidopsis ■ thaliana] 



23024 



Seq. No. 22791- 

Gene No. 47403 

Start 212 

Name OJ990625_08 . 9A01 . C12 . ol . gs 

Start 212 

GI none 

Exons 212.. 319, 1363.. 1542 



Seq. ID OJ990625_08.9A01.C12 
Strand 

End 1582 

Method GEN SCAN 

End 1542 

Score .43 



Seq. No. 22791 

Gene No. 47403 

Start 212 

Name OJ990625_08 . 9A01 . C12 . ol . tw 

Start 1363 

GI none 

Exons 1363.. 1581, 1367.. 1582 



Seq. ID OJ990625_08.9A01.C12 
Strand 

End 1582 

Method TBLASTX : Wheat 

End 1582 

Score 265 



ni 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22792 
47404 
1 

OJ990625_08-9A01.C17.ol.np 
1 

6498436 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 6076 

Method AAT/NAP 

End 2057 

Score 385 



1..129, 776. .955, 1200. .1319, 1419. .1930, 1979. .2057 
(AP000815) hypothetical protein [Oryza -sativa] 



22792 
47404 
1 

OJ990625_08 . 9A01 . C17 . o2 . gs 

930 

none 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 6076 

Method GENSCAN 

End 6076 

Score .5 

930. .1495, 1979. .2072, 2580. .2770, 2902. .3011, 4053. .4266, 
4551. .4701, 5990. .6076 



22792 
47404 . . 
1 

OJ990625_08.9A01.C17.ol.tm 

2235 - 

none 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 6076 

Method TBLASTX: Maize 

End . 2487 

Score ' 106 



2235. .2459, 2253. .2486, 2353. .2487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22792 
47404 
1 

OJ990625_08 . 9A01 . C17 . o2 . np 
2248 
6705984 
2248. .2747 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 607 6 

Method AAT/NAP 

End 2747 

Score 433 



22792 
47404 
1 

OJ990625_08. 9A01.C17 .ol.ts 

2256 

none 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 607 6 

Method TBLASTX : Soybean 

End 2675 

Score 54 



23025 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2256. .2414, 2266. .2397, 2406. .2675, 2410. .2634 



22792 
47404 
1 

OJ990625_08 . 9A01 . C17 . ol . tw 

2263 

none 



Seq. ID OJ990625_08.9A01.C17 
Strand 

End 6076 

Method TBLASTX : Wheat 

End 2714 

Score 96 

2263. .2427, 2268. .2447, 2286.-2438, 2366. .2452, 2451. .2714, 
2452. .2679 



Seq. No. 22793 

Gene No. 47405 

Start 2659 

Name OJ990625_08 . 9A01 . C18 . ol . gs 

Start 2659 

GI none 

Exons 2659.. 2901, 3168.. 3275, 4392. 

"Seq. No. 22794 

Gene No. 47406 

Start 420 

Name OJ990625_08 . 9A01 . C19 . ol . gs 

Start 420 

GI none 

Exons 420.. 575 



Seq. ID OJ990625_08.9A01.C18 
Strand 

4460 
GENSCAN 
4460 
.7 



End 

Method 
End 
Score 
.4460 



Seq. ID OJ990625_08.9A01.C19 

Strand + 

End 575 

Method GENSCAN . 

End 575 

Score .44 



Seq. No. 22794 
Gene No. 47407 
Start 3410 

Name OJ990625_08 . 9A01 .C19 . ol . gp 

Start 3410 

GI .LIB3477-003-P1-K1-E9 
Exons 3410.. 3508 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival 1 



Seq. ID OJ990625_08.9A01.C19 
Strand 

End 3508 

Method AAT/GAP 

End 3508 

Score 130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22795 
47408 
709 

OJ990625_08 . 9A01 . C20 . ol . gs 

709 

none 

709. .831, 2155. .2178 

22796 
47409 
664 

OJ990625_08 . 9A01 . C21 . ol . np 
664 

2160144 



Seq. ID OJ990625_08.9A01.C20 
Strand 

End 2178 

Method GENSCAN 

End 2178 

Score .47 



Seq. ID OJ990625_08.9A01.C21 

Strand + 

End 8 629 

Method AAT/NAP 

End 8629 

Score 281 



664. .844, 5385. .5822, 6162.. 6260, 8556. .8629 

(AC000375) Strong similarity to Arabidopsis oligopeptide 

transporter (gb 1X77503) . [Arabidopsis thalianal 



Seq. No'. 



22796 



Seq. ID OJ990625_08.9A01.C21 



23026 




Gene No. 


47409 






Strand 


+ 




Start 


664 






End 


8629 




Name 


OJ990625 08 


.9A01.C21.o3 


.gs 


Method 


GENSCAN 




Start 


2909 






End 


7943 




GI 


none 






Score 


.58 




Exons 


2909. .2967, 


3667. .3792, 


4116. 


.4280, '4361. .4447, 


5197. .5224, 




5370. .5822, 


6162. .6286, 


6777. 


.6820, 7843. .7943 




Seq. No. 


22796 






Seq. ID 


OJ990625 


__08.9A01.C21 


Gene No . 


47410 






Strand 






Start 


1394 






End 


6242 




Name 


OJ990625 08 


.9A01.C21.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


625 






End 


5432 




GI 


none 






Score 


285 




Exons 


625. .840, 626. .844, 631 


. .849, 


5366. .5428, 5370. 


.5432 


Seq. No. 


22796 






Seq. ID 


\JU Z? Zt\J \J _ *J 


_08.9A01.C21 


Gene No . 


47410 






Strand 






Start 


1394 






End 


6242 




Name 


OJ990625 08 


.9A01.C21.ol 


.tc 


Method 




Cress 


Start 


635 






End 


JO J J 




GI 


none 






Score 






Exons 


635. .844, 5370. .5429, 5463. .5855, 5465 


■ • »J O £ *i 




Seq. No. 








Seq. ID 


\ju y .7 w u _ j 


__08.9A01.C21 


Gene No. 


47410 






Strand 






Start 


1394 






End 


6242 




Name 


OJ990625 08 


. 9A01.C21.o2 


. gs 


Method 


GENSCAN 




Start 


1394 






End 


2119 




GI 


none 






Score 


. 63 




Exons 


1394. .1465, 


1551. .1714, 


1771. 


.2119 






Seq. No. 


22796 






Seq. ID 


OJ990625 


_08.9A01.C21 


Gene No . 


47410 






Strand 






Start 


1394 






End 


6242 




Name 


OJ990625 08 


9A01.C21.ol 


■ ts 


Method 


TBLASTX: 


Soybean 


Start 


5463 






End 


5854 


GI 


none 






Score 


272 




Exons 


5463. .5825, 


5471. .5854 










Seq. No. 


22796 






Seq. ID , 


OJ990625 


_08.9A01.C21 


Gene No . 


47410 






Strand 






Start 


1394 






End 


6242 . 




Name 


OJ990625 08. 


9A01.C21.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5520 






End 


6242 




GI 


none 






Score 


389 




Exons 


5520. .5822, 


5531. .5821, 


5776. 


.5823, 6153. .6242, 


6164. .6232 


Seq. No. 


22797 






Seq. ID 


OJ990625 


_08.9A01.C23 


Gene No. 


47411 






Strand 


+ 




Start 


6860 






End 


9837 




Name 


OJ990625 08. 


9A01.C23.o4 . 


np 


Method 


AAT/NAP 




Start 


6860 






End 


9837 




GI 


1334612 






Score 


105 




Exons 


6860. . 6887, 


8338. .8531, 


9747. 


.9837 






GI Descrip. 


(X5796S) nadl [Triticum 


aestivum] 







23027 



Seq. No. 22797 Seq. ID 

Gene No. 47412 Strand 

Start 10556 End 

Name OJ990625JD8 . 9A01 . C23 . o3 . gp Method 

Start 10556 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 10556. .10658 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990625_08.9A01.C23 
+ 

10658 
AAT/GAP 
10658 
125 



Seq. No. 22797 Seq. ID 

Gene No. 47413 Strand 

Start 1 End 

Name O J9 90 62 5_0 8 . 9A0 1 . C2 3 . ol . np Method 

Start 1 End 

GI 5295955 Score 

Exons 1..480, 512. .585, 1267. .1381, 1925. .1980 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990625 08.9A01.C23 



14308 
AAT/NAP 
1980 
255 

(EBV) genome. (V01555) 



Seq. No. 22797 Seq. ID 

Gene No. 47413 Strand 

Start 1 , End 

Name OJ990625_08 . 9A01 . C23 . ol . gs Method 

Start 187 End 

GI none Score 

Exons 187.. 580, 1267.. 1445, 1857.. 1994, 2214 

6612. .6730, 6835. .6896, 7289. .7365, 7905 
10764. .10894, 11955 .. 12038 , 14043. .14148 



OJ990625 08.9A01.C23 



14308 
GENSCAN 
14148 
.69 

.2300, 5891. .60.04, 

8303, 10055. .10232, 



Seq. No. 22797 Seq. ID 

Gene No. 47413 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C23 . ol . gp Method 

Start 3476 End 

GI 2311928 Score 

Exons 3476.-3592 

GI Descrip. 48586i/emb | X75036 | TADNANAD7 1.0e-155 T.aestivum mitochondrial 
nad7 gene for NADH dehydrogenase subunit 



OJ990625_08 . 9A01 . C23 

14308 
AAT/GAP 
3592 
205 



Seq. No. 22797 

Gene No. 47413 

Start 1 

Name 0 J9 90 62 5_0 8 . 9A0 1 . C2 3 . ol . tm 

Start 3587 

GI none 

Exons 3587.. 3787, 3594.. 3803, 3596. 
3781.. 3837 



OJ990625_08.9A01.C23 
14308 

TBLASTX: Maize 

3837 

222 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3790, 3779.-3835, 3781. .3837, 



Seq. No. 22797 

Gene No. 47413 

Start 1 

Name OJ990625_08 . 9A01 . C23 . o3 . tc 
Start . 3616 

GI none 

Exons 3616.. 3780, 3617.. 3778, 3770.. 3832 



Seq. ID OJ990625 08.9A01.C23 



Strand 
End 

Method 
End 
Score 



14308 

TBLASTX: Cress 

3832 

155 



23028 



Seq. No. 22797 Seq.. ID OJ990625_08.9A01.C23 

Gene No. 47413 Strand 

Start 1 End 14308 

Name OJ990625_08. 9A01.C23.o2.np Method AAT/NAP 

Start 3620 End 3873 

GI 131323 Score 298 

Exons 3620.. 3873 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi I 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi 1 11988 | emb I CAA34000 | (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 I prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



Seq. No. 22797 Seq. ID 

Gene No. 47413 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C23 .o3 . ts Method 

Start 3659 End 

GI none Score 

Exons ' 3659.. 3835, 3659.. 3838 - 



OJ990625_08.9A01.C23 
14308 

TBLASTX: Soybean 

3838 

151 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22797 Seq. ID 

47413 Strand 

1 - End 
OJ990625_08 . 9A01 . C23 . o2 . gp Method 

5686 End 

3106957 Score 
5686. .5809, 



OJ990625_08 . 9A01 . C23 

14308 
AAT/GAP 
5980 
399 



5891. 



5980 

1362150/pir | IS56693 9.0e-12 hypothetical protein 
wild oat (fragment) >gi_726478 (U20000) putative 
fatua] 



(clone AFN3) 
0RF1 [Avena 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22797 
47413 
1 

O J9 9 0 62 5_0 8 . 9A0 1 . C2 3 . o 3 . np 

5780 

3913793 



Seq. ID OJ990625_08.9A01.C23 
Strand 

End 14308 

Method AAT/NAP 

End 7446 

Score 505 



5780. .5809, 5891. .6058, 6612-.. 6730, 6835.-6896, 7289. .7446 
GLUTATHIONE PEROXIDASE 2 gi | 2569989 f emb | CAA75009 | (Y14707) 
glutathione peroxidase [Helianthus annuus] 



Seq. No.. 22797 
Gene No. 47413 
Start 1 " 

Name OJ990625JD8 . 9A01 .C23 . o2 . tm 

Start 5890 
GI none 

Exons 5890.. 6033, 5891.. 6058, 5892 

6609. .6731, 6610. .6732, 6824. .6895, 6825. .6896, 6844 
7276..7368, 7283. .7366 



OJ990625_08 . 9A01 . C23 
14308 

TBLASTX: Maize 
7368 
167 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6056, 5903. .6061, 6609. 



,6728, 
,6897, 



Seq. No.. 22797 Seq. ID 

Gene. No. 47413 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 .C23 . ol . tc Method 

Start 5891 * End 



OJ990625_08.9A01.C23 
14308 

TBLASTX: Cress 
7368- 



23029 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 142 

5891. .6058, 5904. .6056, 6609. .6728, 6609. .6731, 6610. .6732, 
6824. .6895, 6825. .6896, 6844. .6897, 7276. .7368 



22797 
47413 
1 

OJ990625_08 . 9A01 . C23 . o2 . tw 

5891 

none 

5891. .5974, 5892.. 5975, 5984. 
6605. .6715, 6609.. 6722, 6610. 

22797 
47413 
1 

OJ990625_08. 9A01 . C23 . ol . ts 

5891 

none 

5891. .6058, 5892. .6056, 5915. 
6609. .6737, 6610. .6732, 6824. 
6844. .6906, 7283.-7366, 7291. 



Seq. ID OJ990625_08.9A01.C23 
Strand 

End 14308 
Method TBLASTX : Wheat 
End 6722 
Score 110 

.6058, 5985. .6056, 6605.. 6715, 
.6717 

Seq. ID OJ990625_08.9A01.C23 
Strand 

End 14308 

Method TBLASTX : Soybean 

End 7368 

Score 208 

.6061, 6608.. 6736, 6609.. 6731, 
.6895, 6825. .6896, 6834.. 6896, 
.7368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

O 4 . —X- 

O LOJ. L 

GI 



22797 
47413 
1 

OJ990625_08 . 9A01 . C23 . o3 . tm 

11278 

none 

11278. .11412, 11301. .11414, 
11944. .12036, 11952. .12041, 
12119. .12184, 12120. .12185, 



- Seq. ID 
Strand 
End 

Method 
-End 

Score ■ 
11302 
12114 



OJ990625 08.9A01.C23 



14308 

TBLASTX: Maize 
14220 
136 

11412, 11943. .12038, 
12167, 12118. .12183, 



22797 
47413 
1 

OJ990625_08. 9A01 . C23 . o5 .np 

11298 

6090879 



14031. .14219, 14032. .14220 

Seq. ID OJ990625_08.9A01.C23 



Strand 
End 

Method 

End 

Score 



14308 
AAT/NAP 
14308 
367 



11298. .11411, 11955. .12038, 12122 .. 12187 , 14028.. 14308 
(AF169966) putative cycloartenol synthase [Oryza sativa] 



22797 
47413 
1 

OJ990625_08 . 9A0 1 . C23 . o2 . ts 

11301 

none 

11301. .11414, 11940. .12035, 
14031. .14219, 14146. .14220 

22797 
47413 
1 

OJ990625_08 . 9A01 . C23 . ol . tw 

i i -» r\ m 
11JU4 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_08.9A01.C23 
14308 

TBLASTX : Soybean ■ 

14222 

80 



12122. .12190, 14028. .14222, 



Seq. ID 

Strand 

End 

Method 
En- 
Score 



OJ990625_08.9A01.C23 
14308 

TBLASTX: Wheat 

14221 

69 



23030 



Exons 



11304. .11414, 11934. .12035, 1194 1 .. 12036, 11963 .. 1204 6, 
12099. .12179, 12118. .12171, 12122 12190, 14026 .. 14217, 
14031. .14219, 14069. .14221 



Seq. No. 22797 Seq. ID 

Gene No. 47413 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C23 . o2 . tc Method 

Start 11325 End 

GI none Score 

Exons 11325. .11414, 11940 .. 12035, 12122 .. 12190, 14 031 .. 14219, 
14056. .14220 



OJ990625_08 . 9A01 . C23 
14308 

TBLASTX: Cress 
14220 

.98 



Seq. No. 22798 Seq. ID 

Gene No. 47414 Strand 

Start 1 End 28270 

Name OJ990625_08 . 9A01 . C24 . ol . np Method AAT/NAP 

Start 1 End 13972 

GI 2598587 Score ' 562 

Exons 1..177, 256. .302, 1557. .1613, 2496. .2594, 3221. 

3421. .3543, 11216. . 11321, 12682 .. 12878 , 13922.. 



OJ990625 08.9A01.C24 



.3340, 
13972 



GI Descrip. (Y15366) cycloartenol synthase [Medicago truncatula] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22798 Seq. ID OJ990625_08.9A01.C24 

47414 Strand 

1 End 28270 

OJ990625_08 . 9A01 . C24 . o2 . np Method AAT/NAP 

1 End 28264 

4836882 Score 940 

1..177, 256. .302, 1557. .1613, 2496. .2594, 3221. .3296, 

3377. .3543, 11216 .. 11329, 12690 .. 12878 , 13922 .. 14084 , 

16072. .16160, 16401. .16592, 16693 .. 16782 , 19665 19850, 

28049.. 28264 

(AC007260) lcl|prt_seq No definition . line found [Arabidopsis 
thaliana] 



Seq. No. 22798 Seq. ID 

Gene No. 47414 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C24 . ol . tc Method r 

Start 21 End 

GI none Score 
Exons 



OJ990625_08.9A01.C24 
28270 

TBLASTX: Cress 

28270 . 

117 



21. .176, 31. .174, 249. .281, 255. .305, 3221. .3310, 3225. 
3421. .3543, 3422. .3526, 11216 .. 11323, 11223 .. 11327 , 

12684. .12890, 12687 .. 12851, 12688 .. 1287 9, 12892 .. 12960, 

13920. .14087, 13922 .. 14086, 13942 .. 14 106, 16072 .. 16173, 

16074. .16160, 16398. .16478, 16399 .. 1647 6, 16482 .. 16592, 

16501. .16596, 16693. .16782, 19653 .. 19856, 19662 .. 1974 5, 

19672. ;19827, 2804 9 .. 28213, 28244.. 28270 



3305, 



Seq. No. 22798 

Gene No. 47414 

Start 1 

Name OJ990625_08 . 9A01 . C24 . o2 . ts 

Start 21 

GI none 
Exons 



Seq. ID OJ990625_08.9A01.C24 
Strand 
End 

Method 
End 
Score 



28270 

TBLASTX : Soybean 

16164 

116 



21. .176, 25. .174, 258. .305, 3221. .3316, 3421. .3537, 



23031 



11215. .11310, 11216. .11320, 11223 .. 11330, 11225 11332, 
12684. .12779, 12777 .. 12881, 13922 ... 14080, 13922 .. 14 14 9, 
13941. .14090, 16077. .16160, 16078. .16164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22798 
47414 
1 

OJ990625_08 . 9A01 .C24 . ol . tm 
33 

none 



Seq. ID OJ990625_08.9A01.C24 
Strand 

End 28270 

Method TBLASTX : Mai ze 

End 11305 

Score 133 



33. .170, 34. .171, 226. .303, 255. .305, 1554. .1613, 2496. .2561, 
2496. .2561, 3213. .3305, 3215. .3310, 3225. .3305, 3421. .3549, 
3421. .3546, 3423.. 3587, 3423.. 3548, 11212 .. 11304 , 11213 .. 11305 , 
11213. .11305 " 



Seq. No. 22798 
Gene No. 47414 
Start 1 

Name OJ990625_08 . 9A01 . C24 . o2 . gs 

Start 5530 
GI none 
Exons 5530.. 5646, 

12690. .12878, 

16401. .16592, 



6774. .7145, 8240 
13922. .14088, 
19665,;. 19850, 



Seq. ID OJ990625_08.9A01.C24 
Strand 

End 28270 
Method GEN SCAN 
End 22885 
Score .48 

8293, 10259. .10408, 11216 .. 1 1329, 
14448. .14682, 15651 .. 15743, 
20400. .20508, 22656 .. 22885 - 



Seq. No. ' 22798 Seq. ID 

Gene No. 47414 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C24 . o3 . tm Method 

Start 8801 End 

GI none Score 

Exons 8801.. 9028, 9037.. 9129 



OJ990625_08 . 9A01 .C24 
28270 

TBLASTX : Maize 

9129 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22798 
47414 
1 

OJ990625 
12684 
none 
12684 
13921 
16074 



08.9A01.C24.o5.tm 



12890, 12687. 
14097, 13922. 
16160 



.12881, 
14080, 



Seq. ID 
Strand 
'End 
Method 
End 
Score 

12688 

13922 



OJ990625 08.9A01.C24 



28270 

TBLASTX: Maize 
16161 
94 

12903, 13920. .14039, 
14098, 16072. .16161, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22798 
47414 
1 

OJ990625_08 . 9A01 . C24 . ol . ts 
16398 
none 



28270 

TBLASTX : Soybean 
28270 
73 

16398. .16481, 164 64 .. 16592, 16501 .. 16593, 1 6693 .. 1 6782, 
19650. .19856, 2804 9 .. 28195, 28244. .28270 



Seq. ID OJ990625_08.9A01.C24 
Strand 
End 

Method 
End 
Score 



Seq. No. 22798 Seq. ID 

Gene No. 47414 Strand 

Start 1 End 

Name OJ990625_08 . 9A01 . C24 . o4 . tm Method 

Start 16476 End 



OJ990625_08 . 9A01 .C24 
28270 

TBLASTX: Maize 
19824 



23032 




GI 


none 


Score 


63 


Exons 


16476. .16592, 16484 .. 16594 , 


164 93. . 16594, 164 98. . 16596, 




16693. .16782, 16700 .. 16783, 


19650. .19823, 19654.. 19824 


Seq. No. 


22798 


Seq. ID 


OJ990625 08 . 9A01 .C24 


Gpne No 


47414 


Strand 




Start 


1 


End 


28270 


Name 


OJ990625 08.9A01.C24.o3.gs 


Method 


GEN SCAN 


Start 


24253 


End 


24525 


GI 


none 


Score 


.69 


Exons 


24253. .24525 






Seq. No. 


22798 


Seq. ID 


OJ990625 08 . 9A01 .C24 


fZpnp Mo 


47414 


Strand 




Start 


1 


End 


28270 


Name 


OJ990625 08.9A01.C24.o4.gs 


Method 


GENSCAN 


Start 


27219 


End 


28264 


GI 


none 


Score 


.91 


Exons 


27219. .27457, 28045.. 28264 






Seq. No. 


22798 


Seq. ID 


OJ990625_08.9A01.C24 




47414 


Strand 




Start 


' 1 


End 


28270 


Name 


OJ990625 08.9A01.C24.o2.tm 


Method 


TBLASTX: Maize ' 


i Start 


28048 


End 


28213 


? GI 


none 


Score 


155 


fl Exons 


28048. .28176, 2804 9 .. 28213, 


28050. .28190 


^ Se$. No. 


22799 


Seq. ID 


OJ990625_08.9A01.C25 




47415 


Strand 


+ 


jf Start 


4802 


End 


5542 


Name 


OJ990625 08.9A01.C25.o2.gs 


Method 


GENSCAN 


|j Start 


4802 


End 


5542 


GI 


none 


Score 


.8 


= : h Exons 


4802. .4940, 5181. .5454, 5476 


. .5542 




Seq. No. 


22799 


Seq. ID 


OJ990625_08 . 9A01 . C25 


" 5 Gene No. 


47416 


Strand 




3 Start 


158 V • - 


End ' 


3732 ' 


~h Name 


OJ990625 08.9A0llC25.ol.gs 


Method 


GENSCAN 


i Start 


158 


End 


3732 


::? GI 


none 


Score 


.56 


Exons 


158. .328, 414. .629, 913. .1280, 1368. .1508, 1602. .1652, 




1859.. 2014, 2128.. 2325, 2430 


..2519, 2596. .2744, 3392. .3474, 




3665. .3732 






Seq. No. 


22799 


Seq. ID 


OJ990625_08.9A01.C25 


Gene No. 


47416 


Strand 




Start 


158 


End 


3732 


Name 


OJ990625 08.9A01.C25.ol.np 


Method 


AAT/NAP 


Start 


918 


End 


2778 


GI 


3128168 


Score 


215 


Exons 


918.. 1297, 1379. .1541, 1626. 


.1692, 1883 


.2014, 2087. .2282, 




-2366. .2560, 2670. .2778 






GI Descrip. 


(AC004521) unknown protein [Arabidopsis 


thaliana] 



Seq. No. 22799 Seq. ID OJ990625_08.9A01.C25 



23033 




OtJiltS Vi\J ■ 


47417 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


.9A01 


.C25.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


915 








End 


2522 




GI 


none 








Score 


77 




Exons 


915. .1040, 


1041. 


.1136, 


1167. . 


1268, 1368. .1550, 2433. .2522 


Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 


C25 




47417 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


-9A01 


.C25.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


924 








End 


1550 




GI 


none 








Score 


82 




Exons 


924. .1040, 


1041. 


.1136, 


1167. . 


1268, 1368.. 1550 




Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 


C25 


CZan& Wo 


4741 7 








Strand 






Start 


. 5981 








End 


7769 




Name 


OJ990625 08 


-9A01 


.C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


936 








End 


1490 




GI 


none 








Score 


90 ' 




Exons 


936. .1028, 


1053. 


.1136, 


1167. . 


1268, 1248.. 1307, 1368. .1490 


Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 




UCilC 1NL/ • 


4741 7 

4 / 41 / 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


.9A01 


.C25.o3 


■ gs 


Method 


GENSCAN 




Start 


5981 








End 


7259 




GI 


none 








Score 


.59 




Exons 


5981. .6115, 


6481 


. .6530, 


7199. 


.7259 






Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 


C25 


flnnn Wo 
ucllc IN U • 


4741 7 

4/41/ 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


.9A01 


.C25.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


6375 








End 


6669 




GI 


none 








Score 


59 




Exons 


6375. .6476, 


6449 


. .6619, 


6471. 


.6668, 6556.. 6669 




Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 


C25 


flc^D £± Wo 


4741 7 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


.9A01 


.C25.pl 


.tw 


Method 


TBLASTX: Wheat 




Start 


6745 








End 


7115 




GI 


none 








Score 


119 




Exons 


6745.-6978, 


6747 


. .7115 










Seq. No. 


22799 








Seq. ID 


OJ990625_08. 9A01. 


C25 


OC11C LNU . 


4741 7 

4/41/ 








Strand 






Start 


5981 








End 


7769 




Name 


OJ990625 08 


.9A01 


.C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6840 








End 


7311 




GI 


none 








Score 


73 




Exons 


6840. .6926, 


6844 


. .6948, 


6939. 


.7310, 7093. .7311 




Seq. No. 


22799 








Seq. ID 


OJ990625_08.9A01. 


C25 


Gene No. 


47417 








Strand 







23034 




Start 


5981 






End 


7769 




Name 


OJ990625 08 


.9A01.C25.o2. 


tw 


Method 


TBLASTX': Wheat 




Start 


7209 






End . 


7760 




GI 


none 






Score 


52 




Exons 


7209. .7325, 


7386. .7760, 


7452. 


.7613 






Seq. No. 


22799 






Seq. ID 


OJ990625_08.9A01 


.C25 










u Li ul 1U 






Start 


5981 






End 


7769 




Name 


OJ990625 08 


.9A01.C25.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7383 






End 


7769 




GI 


none 






Score 


166 




Exons 


7383. .7568, 


7557. .7769 










Seq. No. 


22799 






Seq. ID 


OJ990625_08.9A01 


.C25 


V3C11C • 


47417 






u LI CLllLi 






Start 


5981 






End 


7769 




Name 


OJ990625 08 


.9A01.C25.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7498 






End 


7769 




GI 


none 






Score 


91 




Exons 


7498. .7677, 


7512. .7769, 


7536. 


.7763 






Seq. No. 


22800 






Seq. ID 


OJ990625_08.9A01 


.C26 


fZpnp KIo 
uCliC Vi\J • 


4741ft • 




- 


o l. i- aiiu 






Start 


1199 






End 


2163 




Name 


OJ990625 08 


.9A01.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


463 




GI 


none 






Score 


75 




Exons 


2. .463, 21. 


. 110, 44. .424 


, 195 


. .440 






Seq. No. 


22800 






Seq. ID 


OJ990625_08.9A01 


.C26 










Strand 






Start 


1199 






End 


2163 




Name 


OJ990625 08 


.9A01.C26.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


77 






End 


409 




GI . 


none 






Score 


70 




Exons 


77/; 163, 80 


. .409, 85. .363, 171. .377 






Seq. No. 


22800 






Seq. ID 


OJ990625_08.9A01 


.C26 


Gene No. 


47418 






Strand 






O Lai L 


1199 






End 


216^ 




Name 


OJ990625 08 


.9A01.C26.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


602 






End 


1309 




GI 


none 






Score 


50 




Exons 


602. .700, 603. .662, 672. 


.839, 


677. .835 


, 839. .1003, 898. 


.942, 




' 1139. .1309 












Seq. No. 


22800 






Seq. ID 


OJ990625_08.9A01 


.C26 




47418 






Strand 






Start 


1199 






End 


2163 




Name 


' OJ990625 08 


.9A01.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


740 






End 


1151 




GI 


none 






Score 


165 




Exons 


740.. 1081, ' 


741. .1151 










Seq. No. 


22800 






Seq. ID 


OJ990625JD8.9A01 


.C26 


Gene No. 


47418 






Strand 







23035 




Start 


1199 


End 


2163 




Name 


OJ990625 08.9A01.C26.ol.gs 


Method 


GENSCAN 




Start 


1199 


End 


2163 




GI 


none 


Score 


.5 




Exons 


1199.. 1953, 2061.. 2163 








Seq. No. 


22800 


Seq. ID 


OJ990625_08.9A01 


.C26 


UCliC LMW • 


47418 


Strand 






Start 


1199 


End 


2163 




Name 


OJ990625 08.9A01.C26.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1373 


End 


1727 




GI 


none 


Score 


104 




Exons 


1373.. 1597, 1397.. 1606, 1598 


. .1723, 1608. .1727 




Seq. No. 


22801 


0C4 . x u 




.C27 


ucUc LNU ■ 


4 7 4 1 Q 


q +- r3nr ) 






Start 


27 




94 94 

£ f± C. H 




Name 


OJ990625 08.9A01.C27.ol.gs 


.Mo +* Vi r^if~\ 
l v Ic L.IKJU. 






Start 


27 


End 


2424 




GI 


none 


Score 


.45 




Exons 


27. .1658, 1774. .2131, 2284.. 


2424 






Seq. No. 


22801 


Seq. ID 


OJ990625_08.9A01 


.C27 




4741 Q 


Strand ■ 






Start 


27 


End 


2424 




Name 


OJ990625 08.9A01.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


841 


End 


1164 




GI 


none 


Score 


125 




Exons 


841. .1056, 899. .1057, 1126.. 


1164 






Seq. No. 


22801 


Seq. ID 


OJ990625_08.9A01 


.C27 


Gene No . 


47419 


Strand 






Start 


27 


End 


2424 




Name 


OJ990625 08.9A01.C27.ol.np 


Method 


AAT/NAP 




Start 


1772 


End 


2409 




GI 


3451060 


Score 


150 




Exons 


1772. .2132, 2284. .2409 








GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22802 


Seq. ID 


OJ990625_08.9A01 


.C30 


Gene No. 


47420 


Strand 






Start 


1 


End 


448 




Name 


O.TQQOfiPS Ofl P^O nl nn 
vtj ^ juul j \j \j m jnu x . v_/ j % \j ±. *i ilj 


Method 


AAT/NAP 




Start 


1 


End 


448 




GI 


4335720 


Score 


171 




Exons 


1. .448 








GI Descrip. 


(AC006248) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


22802 


Seq. ID 


OJ990625_08.9A01 


.C30 


Gene No. 


47420 


Strand 






Start 


1 


End 


448 




Name 


OJ990625 08.9A01.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


246 


End 


420 




GI 


none 


Score 


125 




Exons 


246. .419, 253. .420 









23036 



Seq. No. 


22803 






Seq. ID 


OJ990625 


VJC11C INU i 


47421 






Oil CHILI , 




Start 


40 






End 


83 


Name 


OJ990625 


_08.9A01.C31.ol 


.gs 


Method 


GENSCAN 


Start 


40 






End 


83 


GI 


none 






Score 


.62 


Exons 


40. .83 










Seq. No. 


22804 






Seq. ID 


OJ990915 


Gene No. 


47422 






Strand 


- 


Start 


1 






End 


2101 


Name 


OJ990915 


_02.9A18.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2101 


GI 


4971998 






Score 


418 


Exons 


1. .294, 


887. .1145, 1235 


. .1372 


, 2025..- 


2101 


GI Descrip. 


(Y14685) 


polynucleotide 


phosphorylase 


[Arabidop 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



02.9A18.C1 



gi|4 972000|emb|CAB438 65.1| 
[Arabidopsis thaliana] 



(Y14686) polynucleotide phosphorylase 



22804 Seq. ID 

47422 Strand 

1 End 

OJ990915_02 . 9A18 . CI . ol . gs Method 

394 End . 

none Score 

394. .522, 983. .1145, 1235. .1372 



OJ990915_02.9A18.C1 

2101 
GENSCAN 
1372 
.83 



22805 Seq. ID OJ990915_02 . 9A18 . C2 

47423 Strand + 
6120 End 6633 
OJ990915_02 . 9A18 . C2 . o4 . np Method AAT/NAP 
6120 End 6633 
5922623 Score 105 
6120. .6200, 6585. .6633 

(AP0004 92) hypothetical protein [Oryza sativa] 

gil 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 

22805 Seq. ID OJ990915_02 . 9A18 . C2 

47424 Strand 

1 End 4513 

OJ990915JD2 . 9A18 . C2 . ol . np Method AAT/NAP 

1 End 1750 

4971998 - Score 802 

1..49, 118. .243, 539. .709, 802. .957, 1428. .1750 

(Y14 685) polynucleotide phosphorylase [Arabidopsis thaliana] 

gil 4972000 | emb | CAB4 3865 . 1| (Y14686) polynucleotide phosphorylase 

[Arabidopsis thaliana] 



22805 Seq. ID 

47424 Strand 

1 End 

OJ990915_02 . 9A18 . C2 . ol . gs Method 

118 End 

none Score 



OJ990915_02.9A18.C2 

4513 
GENSCAN 
3043 
.49 



116. .243, 539. .709, 602. .957, 1428. .1687, 2011. .2206, 2816. .3043 



23037 



Seq. No. 


22805 




Seq. ID 


Gene No. 


47424 




Strand 


Start 


. 1 




End 


Name 


OJ990915 02 


.9A18.C2.o2.np 


Method 


Start 


2356 




End 


GI 


6498436 




Score 


Exons 


2356. .2474, 


2740.. 3627, 3676. 


.3793, 44; 


GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


Seq. No. 


22805 




Seq. ID 


Gene No. 


47425 




Strand 


Start 


5986 




End 


Name 


OJ990915 02 


QA1 fi CO n1 Y r* 




Start 


1425 






GI 


none 




Score 


Exons 


1425. .1448, 


1441 1617 1 4 

14 4J,, .-LUX/, 14 , 


i 61 


Seq. No. 


22805 




Seq. ID 


Gene No. 


47425 




Strand 


Start 


5986 






Name 


OJ990915 02 




\A £--v 4— i~i 


Start 


3926 




i^nci 


GI 


none 




Score 


Exons 


3926. .4222, 


^Q^6 4 1 4 S 4 9 "3 R 


4 4 9fi 
. fi 4 £. U 


Seq. No. 


22805 




oeq . i v 


Gene No. 


47425 




Strand 


Start 


5986 




End 


Name 


OJ990915 02 


. 9A18.C2.ol.ts 


Method 


Start 


4028 




End 


GI 


none 




Score 


Exons 


4028. .4219, 


4217. .4408 




Seq. No. 


22805 




Seq. ID 


Gene No. 


47425 




Strand 


Start 


5986 




End 


Name 


OJ990915 02 


. 9A18.C2.o3.np 


Method 


Start 


5986 




End 


GI 


6815052 




Score 


Exons 


5986. .6128, 


6534. .6633 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


Seq. No. 


22806 




Seq. ID 


Gene No. 


47426 




Strand 


Start 


132 




End 


Name 


OJ990915 02 


. 9A18.C3.ol.gs 


Method 


Start 


132 




End 


GI 


none 




Score 


Exons 


132. .948, 1587. .1863, 1967. .3293, 3349. 




4689. .4864, 


5032.. 5163, 6587. 


.6595 


Seq. No. 


22806 




Seq. ID 


Gene No. 


47426 




Strand 


Start 


132 




End 


Name 


OJ990915 02, 


■9A18.C3.ol.np 


Method 


Start 


27 9 




End 


GI 


5042454 




Score 



OJ990915_02. 9A18.C2 

4513 
AAT/NAP 
4513 
1842 



OJ990915_02.9A18.C2 
6633 

TBLASTX: Cress 

1617 

155 



OJ990915_02. 9A18.C2 
6633 

TBLASTX: Wheat 

4420 

62 



OJ990915_02. 9A18.C2 
6633 

TBLASTX: Soybean 

4408 

114 



OJ990915_02.9A18.C2 

6633 
AAT/NAP 
6633 
173 



OJ990915_02.9A18.C3 

6787 
GENSCAN 
6595 
.46 

.3554, 4112. .4188, 



OJ990915_02. 9A18.C3 

6787 
AAT/NAP 
3935 
3920 



23038 




Exons 


279. .948, 1587. .3293, 3349.. 


3449, 3790 


. .3935 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


L. £. O \J \J 


Seq. ID 


OJ990915_02 


.9A18 


.C3 


f!qnp Mo 


H 1 *i £. \3 


Strand 








Start 


J. Ot. 


End 


6787 






Name 


O.TQQ0Q1 R 09 QA1 ft C*\ nl fw 


Method 


TBLASTX: Wheat 




Start 


999Q ~ 


End 


2621 






GI 


none 


Score 


89 






Exons 


2229.. 2486, 2263.. 2502, 2469 


..2567, 2470. .2550, 2574. .2621 


Seq. No. 


99ft0fi 


Seq. ID 


OJ990915_02 


. 9A18 


.C3 




fi / *± Z O 


Strand 








Start 


1 *39 


End 


6787 






Name 


D.TQQ0Q1 ^ 09 QA1 ft C\ ol hm 


Method 


TBLASTX: Maize 




Start 


9 ~~ 


End 


2616 






GI 


none 


Score 


103 






Exons 


9^1 9 c i7Q 9^9 9616 










Seq. No. 


22806 


Seq. ID 


OJ990915_02 


. 9A18 


.C3 


Gene No. 


47426 


Strand 


- 






Start 


132 


End 


6787 






Name 


OJ990915 02. 9A18.C3.o2.np 


Method 


AAT/NAP 






Start 


3676 


End 


6787 






GI 


6498436 


Score 


435 






Exons 


3676.. 3748, 4643.. 5050, 6733 


. .6787 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22807 


Seq. ID 


OJ990915_02 


. 9A18 


;C5 


rZ^riA Mo 


47427 


Strand 


+ 






Start 


1 


End 


573 






Name 


OJ990915 02. 9A18.C5.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


573 






GI 


none 


Score 


8 92 






Exons 


1..40, 120. .573 










Seq. No. 


22807 


Seq. ID 


OJ990915_02 


. 9A18 


.C5 


Gene No. 


47428 


Strand 


+ 






Start 


1523 


End 


1613 






Name 


OJ990915 02. 9A18.C5.o2.gp 


Method 


AAT/GAP 






Start 


1523 


End 


1613 






GI 


LIB3477-003-P1-K1-E9 


Score 


132 






Exons 


1523. .1613 










GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


22807 


Seq. ID 


OJ990915_02 


. 9A18 


.C5 


(Zan^ Mo 


47429 


Strand 


+ 






Start 


6799 


End 


9258 






Name 


OJ990915 02.9A18.C5.o2.gs 


Method 


GEN SCAN 






Start 


6799 


End 


9119 






GI 


none 


Score 


.47 






Exons 


6799.. 7105, 7114.. 7287, 8532 


. .8596, 9030. .9119 






Seq. No. " 


22807 


Seq. ID 


OJ990915_02 


. 9A18 


C5 


Gene No. 


47429 


Strand 


+ 







23039 




Start > 


6799 




End 


9258 




Name 


OJ990915 02. 


9A18.C5.o3.gp 


Method 


AAT/GAP 




Start 


6995 




•End 


9258 




GI 


none 




Score 


780 




Exons 


6995. .7030, 


7114.. 7287, 8532. 


.8596, 9030.. 9258 




Seq. No. 


22807 




Seq. ID 


OJ990915_02.9A18 


,C5 


f!pnp Mo 


47430 




Strand 






Start 


1069 




End 


5642 




Name 


OJ990915 02. 


9A18.C5.ol.gs 


Method 


GENSCAN 




Start 


1069 




End 


5642 




GI 


none 




Score 


.72 




Exons 


1069. .1204, 


3680.. 3946, 4319. 


.4650, 4763. .4969, 5619. .5642 


Seq. No. 


22807 




Seq. ID 


OJ990915_02. 9A18 


C5 


Gene No. 


47431 




Strand 






u Lai l 


7122 




End 


9138 




Name 


OJ990915 02. 


9A18.C5.ol. tm 


Method 


TBLASTX: Maize 




Start 


7122 




End 


9138 




GI 


none 




Score 


227 




Exons 


7122. .7289, 


7134. .7289, 7141. 


7290, 7177. .7290, 8515. .8598 




8531. .8599, 


9024.. 9137, 9028. 


9138 






Seq. No. 


22808 




Seq. ID 


OJ990915_02.9A18. 


C8 


Gene No. 


47432 




Strand 






Start 


1 




End 


3575 




Name 


OJ990915 02. 


9A18.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3575 




GI 


4680179 ■ 




Score 


4018 




Exons 


1..2459, 2493. .3575 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


22808 




Seq. ID 


OJ990915_02.9A18. 


C8 


VJC11C LN W • 


47432 




Strand 






Start 


1 




End 


3575 




Name 


OJ990915 02. 


9A18.C8.ol.gs 


Method 


GENSCAN 




Start 


50 




End 


3572 " 




GI 


none 




Score 


'.59 




Exons 


50..951> 977 


..2450, 2456.. 2654, 2670.. 


2890, 2901.. 3572 




Seq. No. 


22808 




Seq. ID 


OJ990915_02.9A18. 


C8 


UC11C L\\J 9 


47433 




Strand 






Start 


3822 




End 


4631 




Name 


OJ990915 02. 


9A18.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


259 




GI 


none 




Score 


231 




Exons 


2. .256, 12.. 


254, 17. .259 








Seq. No. 


22808 




Seq. ID 


OJ990915_02. 9A18. 


C8 


CZ c* n o Kl o 


47433 




Strand 






Start 


3822 




End 


4631 




Name 


OJ990915 02. 


9A18.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


20 




End 


280 




GI 


none 




Score 


148 




Exons . 


20. .280, 21. 


.275 








Seq. No. 


22808 




Seq. ID 


OJ990915_02. 9A18. 


C8 



23040 





M ' 1 J J 












Start 


3822 








End 


4631 


Name 


OJ990915 02 


.9A18. 


C8.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


44 








End 


361 


GI 


none 








Score 


85 


Exons 


44. . 187, 45 


. .185, 


188. . 


361 






Seq. No. 


22808 








Seq. ID 


OJ990915_02.9A18.C8 




47433 








Strand 




Start 


3822 








End 


4631 


Name 


OJ990915 02 


.9A18. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


68 








End 


646 


GI 


none 








Score 


331 


Exons 


68.-646, 69 


. .635 










Seq. No. 


22808 








Seq. ID 


OJ990915_02.9A18.C8 


flpnp Mo 


47433 








91" ranH 

%J L>1 CI 1 




Start 


3822 








End 


4631 


Name 


OJ990915 02 


.9A18. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


626 








End 


989 


GI . 


none 








Score 


162 


E2ons 


626. .988, 635. .988, 639. .989 






Seq. No. 


9 o fi n ft 








Seq. ID 


OJ990915_02/9A18.C8 












Strand 




Start 


3822 








End 


4631 


Name 


OJ990915 02 


. 9A18. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


677 








End 


1091 


GI 


none 








Score 


161 


Exons 


677.. 1000, - 


679. .990, 683. .997 


, 696. .1001, 1002.. 1091 


Seq. No. 


22808 








Seq. ID 


OJ990915_02.9A18.C8 


ripnp Mo 


47433 








Strand 




Start 


3822 " 








End 


4631 


Name 


OJ99.0915 02 


.9A18. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1026 








End 


1526 


GI 


none 








Score 


50 


Exons 


1026. .1340, 


1069. 


.1119, 


1147. 


.1200, 1347. .1526, 1402. .1518 


Seq. No. 


22808 








Seq. ID 


OJ990915_02. 9A18.C8 


Cpnp Mo 


47433 








Strand 




Start 


3822 








End 


4631 


Name 


OJ990915 02 


.9A18. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1077 








End 


1472 


GI 


none 








Score 


193 


Exons 


1077. .1436, 


1078. 


.1368, 


1402. 


.1434, 1440. .1472, 1441. .1470 


Seq. No. 


22808 








Seq. ID 


OJ990915_02.9A1S.C8 


Hpnp Mo 


47433 








Strand 




Start 


3822 








End 


4631 


Name 


OJ990915 02, 


. 9A18. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


1092 








End 


1364 


GI- 


none 








Score 


173 


Exons 


1092. .1361, 


1092. 


.1364, 


1093. 


.1362 




Seq. No. 


22808 








Seq. ID 


OJ990915_02.9A18.C8 


Gene No. 


47433 








Strand 





23041 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3822 

OJ990915_02, 

1413 

none 

1413. .1790, 

22808 
47433 
3822 

OJ990915_02. 

1449 

none 

1449. .1766 ' 

22808 
47433 
3822 

OJ990915J32. 

1594 

none 

1594. .1884, 

22808 
47433 
3822 

OJ990915_02. 

2064 

none 

2064 . .2177, 

22808 
47433 
3822 

OJ990915_02. 

2115 

none 

2115. .2468 

22808 
47433 
3822 

OJ990915_02. 

2793 

none 

2793. .3098, 

22808 
47433 
3822 

OJ990915_02. 

2979 

none 

2979. .3338, 

22808 
47433 
3822 



9A18.C8.o3.tw 
1456. .1899, 1845. 

9A18/C8.o2.tc 



End 

Method 
End 
Score 
.1895 



4631 

TBLASTX: Wheat 

1899 

281 



9A18 .C8.o4 .tm 



1596. .1883 



9A18.C8.o6.tw 



Seq. ID OJ990915_02. 9A18.C8 
Strand 

End 4631 

Method TBLASTX: Cress 

End 1766 

Score 182 



Seq. ID OJ990915J32. 9A18.C8 
Strand 

End 4 631 

Method TBLASTX: Maize 

End 1884 

Score 216 



Seq. ID OJ990915_02 . 9A18.C8 
Strand 

End 4 631 

Method TBLASTX : Wheat 

End 2432 

Score 68 



2065. .2178, 2223. .2432, 2224. .2376 



9A18.C8.o6.tm 



9A18.C8.o5.tm 



2968. .3084 



9A18.C8.o5.tw 



2980. .3339 



Seq. ID OJ990915_02.9A18.C8 
Strand 

End 4 631 

Method TBLASTX : Mai ze 

End 24 68 

Score 184 



Seq. ID OJ990915_02.9A18.C8 
Strand 

End 4631 

Method TBLASTX: Maize 

End 3098 

Score 87 



Seq. ID OJ990915JD2.9A18.C8 
Strand 

End 4 631 

Method TBLASTX : Wheat 

End 3339 

Score 149 



Seq. ID OJ990915_02.9A18.C8 
Strand 

End 4 631 



23042 



Name 

Start 

GI 

Exons 



OJ990915_02 . 9A18 . C8 . o2 . gs 
3822 



none 
3822. 



4631 



Method GENSCAN 
End 4631 
Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22809 
47434 
1 

OJ990915_02.9A18.C9.ol.np 
1 

6907086 



Seq. ID OJ990915_02.9A18.C9 
Strand 

End 3407 

Method AAT/NAP 

End ' 1719 

Score 1648 



1..237, 361. .408, 632. .893, 951. .1719 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 22809 Seq. ID 

Gene No. 47434 Strand ■ 

Start 1 End 

Name OJ990915_02 . 9A18 . C9 . ol . gs Method 

Start 931 End 

GI none Score 

Exons 931. .1460, 2210. .2297, 3158. .3229 



OJ990915_02.9A18.C9 

3407 
GENSCAN 
3229 
.45 



Seq, No. 22809 Seq. ID OJ990915_02 . 9A18 . C9 

Gene No. 47434 Strand 

Start 1 End 3407 

Name OJ990915_02 . 9A18 .C9. ol . gp Method ■ AAT/GAP 

Start 3026 End 3407 

GI uC-osflcyp033a04bl Score 679 

Exons 3026.. 34 07 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


22809 








Seq. ID. 


OJ990915_ 


02 


.9A18 


.C9 


Gene No. 


47435 








Strand 










Start 


3801 








End 


4411 








Name 


OJ990915 02 


.9A18 


.C9.o2 


. gs 


Method 


GENSCAN 








Start 


3801 








End 


4411 








GI 


none 








Score 


.55 








Exons 


380i:.3920, 


4250 


. .4411 














Seq. No. 


22809 








Seq. ID 


OJ990915_ 


02 


. 9A18 


.C9 


Gene No. 


47436 








Strand 










Start 


5458 








End 


6375 








Name 


OJ990915 02 


.9A18 


.C9.o3 


.gs 


Method 


GENSCAN 








Start 


5458 








End 


6252 








GI 


none 








Score 


.47 








Exons 


5458. .5641, 


5681 


. .6252 















Seq. No. 22809 Seq. ID 

Gene No. 47436 Strand 

Start 5458 End 

Name OJ990915_02 . 9A18 . C9 . o2 . np • Method 

Start 5461 End 

GI 4680179 Score 

Exons 5461. .6375 

GI Descrip. (AF111/09) polyprotein [Oryza sativa subsp. indica] 



OJ990915_02. 9A18.C9 

6375 
AAT/NAP 
6375 
1320 



23043 




Seq. No. 


22809 


Seq. ID 


OJ990915_02.9A18 


.C9 


Gene No 


47436 


C f- y -a n H 






Start 


5458 


End 


6375 




Name 


OJ990915 02.9A18.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5506 


End 


5839 




GI 


none 


Score 


118 




Exons 


5506.. 5838, 5527.. 5835, 5570. 


.5839 






Seq. No. 


22809 


Seq. ID 


OJ990915_02.9A18 


.C9 


Gene No. 


47436 


Strand 






Start 


5458 


End 


6375 




Name 


OJ990915 02.9A18.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


5686 


End 


6285 




GI 


none 


Score 


220 




Exons 


5686.. 6126, 5702.. 6127, 6124. 


.6285, 6130. .6282 




Seq. No. 


22809 


Seq. ID 


OJ990915_02.9A18 


.C9 


Gene No . 


47436 


Strand 






Start 


5458 


End 


6375 




Name 


OJ990915 02.9A18.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5839 


End 


6361 




GI 


none 


Score 


83 




Exons 


5839.. 6348, 5842.. 6093, 5951. 


.6361 






Seq. No. 


22810 


Seq. ID 


OJ990915 02.9A18 


.C10 


Gene No. 


47437 


Strand 


+ 




Start 


325 


End 


825 




Name 


OJ990915 02.9A18.C10.ol.gp 


Method 


AAT/GAP 




Start 


325 


End 


825 




GI 


38782 1.R1084 


Score 


812 




Exons 


325. .825 








GI Descrip. 


'6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


22811 


Seq. ID 


OJ990915_02.9A18, 


.Cll 


Gene No 


47438 


Strand 






Start 


37 9 " 


End 


447 




Name 


OJ990915 02.9A18.Cll.ol.gs 


Method 


GENSCAN 




Start 


379 


End 


447 




GI 


none 


Score 


.72 




Exons 


379. .447 








Seq. No. 


22812 


Seq. ID 


OJ990915_02.9A18. 


.C12 


Gene No 


47439 


Strand 


+ 




Start 


79 


End 


1768 




Name 


OJ990915 02.9A18.C12.ol.gs 


Method 


GENSCAN 




Start 


79 


End 


1768 




GI 


none 


Score 


.75 




Exons 


79. .250, 1259. .1308, 1542. .1768 






Seq. No. 


22812 


Seq. ID 


OJ990915_02.9A18. 


,C12 


Gene No. 


47440 


Strand 






Start 


297 


End 


1778 




Name 


OJ990915- 02.9A18.C12.ol.np 


Method 


AAT/NAP 




Start 


297 


End 


1778 




Gi 


5042463 


Score 


79 





Exons 297.. 378, 429.. 581, 1246.. 1458, 1686.. 1778 



23044 



GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22813 Seq. ID 

47441 Strand 

293 End 

OJ990915_02 . 9A18 . C13 . ol . gs Method 

293 End 

none Score 



.OJ990915_02 . 9A18 . C13 
+ 

1322 
GEN SCAN 
1322 
.72 



293. .365, 672. .747, 1022. .1091, 1176. .1322 



22813 Seq. ID 

47442 Strand 
324 6 End 
OJ990915_02 . 9A18 . C13 . ol . gp Method 
3246 End 
LIB3434-035-P1-K1-A7 Score 
3246. .3403 

'5441876/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) * 



OJ990915_02.9A18.C13 
+ 

3403 
AAT/GAP 
3403 
229 



Seq. No. 


22813 








Seq. ID 


OJ990915 


Gene No. 


47443 








Strand 


+ 


Start 


5712 . 








End 


6045 


Name 


OJ990915 02 


. 9A18 


.C13.o2 


.gp 


Method 


AAT/GAP 


Start 


5712 








End 


6045 


GI 


3060996 








Score 


635 


Exons 


5712. .6045 












Seq. No. 


22813 








Seq. ID 


OJ990915 


Gene No. 


47444 








Strand 




Start 


1807 








End 


6244 


Name 


OJ990915 02 


. 9A18 


.C13.o2 


.gs 


Method 


GENSCAN 


Start 


1807 








End 


6244 


GI 


none 








Score 


.66 


Exons 


1807. .2016, 


2119 


. .2177, 


2696. 


.2775, 2822.. 2971, 




5425. .5523, 


5823 


. .5961, 


6050. 


.6244 




Seq. No. 


22814 








Seq. ID 


OJ990915 


Gene No. 


47445 - 








Strand 


+ 


Start 


566 








End 


3280 


Name 


OJ990915 02 


.9A18 


.C14.ol 


,np 


Method 


AAT/NAP 


Start 


566 








End 


2647 


GI 


3928084 








Score 


1439 


Exons 


566. .2647 













GI Descrip. 



02.9A18.C13 



4379. .4400, 



(AC005770) 
thaliana] 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



22814 Seq. ID 

47445 Strand 

566 End 

OJ990915_02 . 9A18 . C14 . ol . gs Method 

689 End 

none Score 



OJ990915_02.9A18.C14 
+ 

3280 
GENSCAN 
3280 
.71 



689.. 718, 776.. 2664-, 2797.. 2827, 3143.. 3226, 3266.. 3280 



22814 
47445 



Seq. ID OJ990915_02. 9A18.C1' 
Strand + 



23045 



Start 


566 




End 


3280 


Name 


OJ990915 02.9A18.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


971 




End 


1389 


GI 


699985 




Score 


831 


Exons 


971. .1389 








GI Descrip. 


3928084 3.0e-12 (AC005770) retrotransposon-like protein 




[Arabidopsis thaliana] 








Seq. No. 


22814 




Seq. ID 


OJ990915JD2.9A18 


Gene No. 


47445 




Strand 


+ 


Start 


566 




End 


3280 


Name 


OJ990915 02.9A18.C14.o2. 


gp 


Method 


AAT/GAP 


Start 


2564 




End 


3167 


GI 


84326 1.R1084 




Score 


1UDD 


Exons 


2564. .3167 








GI Descrip. 


'5852170/emb| AL117265.il 


OST17804 l.Oe- 


50 Oryza sativa 




indica (GLA4 ) qenomic DNA, chromosome 4 


, BAC clone :tl780 


Seq. No. 


^22814 




Seq. ID 


OJ990915_02.9A18 


Gene No . 


fl 1 H ft D 




Strand 


+ 


Start 


£"7 A 1 




End 


7445 


Name 


ujyyuyij . ^aicj . Lift . oj . 


gs 


Method 




Start 


O / ft / - 




End 


7445 


GI 


none 




Score 


.82 


Exons 


4 7 1 A A^ 
0/fi/../fifi3 








Seq. No. 


22814 




Seq. ID 


OJ990915_02. 9A18 


Gene No * 


A 1 A A 1 
4 / ft ft / 




Strand 


- 


Start 


jyi / 




End 


5703 


Name 


r^TQQfiQi^ no om q pi a s>a 


ts 


Method 


1 dLHo 1 A . oOyDcali 


Start 


/DO 




End 


1117 


GI 


none 




Score 


71 


Exons 


7c^ qoc 7CC qqc 7*79 


.939, 


773. .961 


, 1076. .1117 


Seq. No. 


22814 




Seq. ID 


OJ990915JD2. 9A18 


Gene No . 


47447 




Strand 


- 


Start 


3917 




End 


' 5703 


Name 


" OJ990915 02. 9A18.C14.ol. 


tc 


Method 


1 DLtr\0 1 A . Llcbb 


Start 


764 




End 


1261 


GI 


none 




Score 


259 


Exons 


764. .988, 778. .936, 1055 


..1123, 1154.. 


1261, 1159.. 1260 


Seq. No. 


22814 




Seq. ID 


OJ990915 02.9A18 


vjclie INO . 


47447 




Strand 


- 


Start 


3917 




End 


5703 


Name 


OJ990915 02.9A18.C14.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


767 




End 


937 


GI 


none 




Score 


239 


Exons 


767. .937, 772. .936 








Seq. No. 


22814 




Seq. ID 


OJ990915_02.9A18 


Gene No. 


47447 




Strand 




Start 


3917 




End 


5703 


Name 


OJ990915 02.9A18.C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1205 




End 


1678 




none 




Score 


417 


Exons 


1205. .1597, 1318. .1596, 


1342. 


.1599, 1556.. 1678 



23046 




Sea No 


22814 * 










OJ990915 02 9A18 C14 


Gene No. 


47447 








Strand 




Start 


3917 








End 


5703 


Name 


OJ990915 02 


.9A18. 


C14.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


1378 








End 


1791 


GI 


none 








.Score 


611 


Exons 


1378. .1791, 


1379, 


.1789, 


1381. 


.1791 




Spa No 


22814 








Seq. ID 




Gene No. 


47447 








Strand 




Start 


3917 








End 


5703 


Name 


OJ990915 02 


. 9A18 . 


C14 .o3. 


,ts 


Method 


TBLASTX: Soybean 


Start 


1778 








End 


2080 


GI 


none 








Score 


324 


Exons 


1778. .2080, 


1781. 


.1912, 


1801. 


.1989 




Seq. No. 


22814 








Seq. ID 




Gene, No . 


47447 








Strand 




Start 


3917 








End 


5703 


Name 


OJ990915 02 


. 9A18. 


C14.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1796 








End 


2080 


GI 


none 








Score 


324 


Exons 


1796. .2080, 


1799. 


.1966, 


1801. 


.2019 


- 


Seq. No. 


22814 








Seq. ID 


OJ990915_02.9A18.C14 




47447 








Strand 




Start 


3917 








End 


5703 


Name 


OJ990915 02 


.9A18. 


C14.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2101 








End 


2495 


GI 


none 








Score 


59 


Exons 


2101. .2154, 


2102. 


.2161, 


2159. 


.2236, 2167.. 2235, 2209.. 2493, 




2297. .2494, 


2391. 


.2495 








Seq. No. 


22814 








Seq. ID 


OJ990915_02.9A18.C14 


Gene No. 


47447 








Strand 




Start 


3917 








End 


5703 


Name 


OJ990915 02, 


.9A18. 


C14.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2126 








End 


2604 


GI 


none 








Score 


576 


Exons 


2126. .2602, 


2126. 


.2572, 


2295. 


.2603, 2317.. 2604 



Seq; No. 22814 Seq. ID 

Gene No. 47447 Strand 

Start 3917 End 

Name OJ990915_02 . 9A18 .C14 . o2 . ts Method 

Start 2203 End 

GI none Score 

Exons 2203.. 2583, 2210.. 2587 



OJ990915_02.9A18.C14 
5703 

TBLASTX: Soybean 

2587 

377 



Seq. No. 22814 

Gene No. 47 447 

Start 3917 

Name OJ990915_02 . 9A18 . C14 . o2 . gs 

Start 3917 

GI none 
Exons 



5703 
GENSCAN 
5703 
.68 

3917. .4069, 4706. .5284, 5307. .5419, 5697. .5703 



Seq. ID OJ990915_02.9A18.C14 
Strand 
End 

Method 
End 
Score 



23047 










Uu jjUjIj UZ i 


Qa i ft 
. y/\i o 




Gene No. 


47448 


Strand 


+ ~ 






Start 


7662 


End 


13011 






Name 


OJ990915 02.9A18.C15.o3.gs 


Method 


GENSCAN 






Start 


7662 


End 


9493" 






GI 


none 


Score 


.61 






Exons 


7662.-8265, 8306.. 8429, 8650. 


.9493 








Seq. No. 


22815 


Seq. ID 


OJ990915_02. 


9A18 


.C15 


Gpnp No 


47448 


Strand 


+ 






Start 


7662 


End 


13011 






Name 


OJ990915 02.9A18.C15.ol.np 


Method 


AAT/NAP 






Start 


7996 


End 


13011 






GI 


4884836 


Score 


58 






Exons 


7996.. 8138, 9015.. 9108, 12609 


. .12748, 


12849. . 13011 






GI Descrip. 


(AF131877) NapG oxidoreductase [Streptomyces collinus] 








Seq. ID 


OJ990915_02. 


yAlo 




Gene No. 


47448 


Strand 


+ 






Start 


7662 


End 


13011 






Name 


uuyyuyio UZ . yl\x o . UlO . Oh . gs 


Method 


GENSCAN 






Start 


1 u / 1 u 


End 


11315 






GI 


none 


Score 


.92 






Exons 


1 U / 1 U . . 1 1 J 10 










Seq. No. 


OOQ1 c 

ZZo 10 


Seq. ID 


OJ990915_02. 


QT11 O 

yAlo 


.C15 


Gene No. 


47449 


Strand 


+ 






Start 


17529 


End 


17609 






Name 


uuyyuyio uz . y/\±o . Lio . oi . gp 


Method 


AAT/GAP 






Start 




End 


17609 






GI 


joUIZ 1.K1Uo4 


Score 


104 






Exons 


i / ozy . . i / t>u y 










GI Descrip. 


4uy / y^ / /go | u /zzoo | Ubu /zzoo z 


. Oe-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 






22815 


Seq. ID 


OJ990915_02. 


9A18 


pi s- 


Gene No. 


47450 


Strand 








Start 


5457 


End 


6656 






Name 


OJ990915 02.9A18.C15.o2.gs 


' Method 


GENSCAN 






Start 


5457 


End 


6656 






GI 


none 


Score 


.7 






Exons 


5457.. 5572, 6512.. 6656 












22815 


Seq. ID 


OJ990915_02. 


9A18 




Gene No. 


47451 


Strand 








Start 


12293 


End 


12948 






Name 


OJ990915 02.9A18.C15.o5.gs 


Method 


GENSCAN 






Start 


12293 


End 


12948 






GI 


none 


Score 


.9 






Exons 


12293. .12673, 12727. .12948 










Seq. No. 


22815 


Seq. ID 


OJ990915_02. 


9A18 


.C15 : 


Gene No. 


47452 


Strand 








Start 


14630 


End 


15781 






Name 


OJ990915 02. 9A18.C15.o6.gs 


Method 


GENSCAN 






Start 


14630 


End 


15781 







23048 



GI 


none 




Score 


.64 


Exons 


14630. .15520, 15773. .15781 






Seq. No. 


22816 




Seq. ID 


OJ990915_02.9A18.C16 


Gene No. 


4 / 4 3.3 




Strand 






o / 




End 


1257 


Name 


OTQQHQTC: no qai q pi C a! 


.np 


Method 


AAT/NAP 


Start 


o 7 




End 


1257 


GI 


4DOU1 / y 




Score 


1508 


Exons 


"3*7 1 0 Wl 
J f . . XZD / 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


Z Z 0 1 O 




beq. id 


r\ TQQnoi c no Q7\iq pic 
UJyyUylo Uz.yAlo.Clb 


Gene No . 


/IT/ICO 
4 / 4 0 J 




btrana 




Start 






bna 


i OCT 

IZD / 


Name 


nTQQfiQi no Qni o pic /^i 
ujyyu^ij . y/iio . ^i o . oi 


. qs 


Method 


bLNbCAN 


Start 


0 D 




Lna 


1 O O A 


GI 


none 




Score 


. 69 


Exons 


66. .827, 956. .1234 








Seq. No. 






beq. ID 


a mnnm c no rtni o pi c 

OJyyUylo U_..yAla.Clo 


Gene No. 


/17/I co 
4 / 4 JJ 




Strand 




Start 


J / 




End 


1257 


Name 


nTQQHQiR no qai o pi c ^o 


. tw 


Method 


TBLASTX : Wheat » 


Start 


O 1 




End 


>1 1 A 

414 


GI 


none 




Score 


inn 
1UU 


Exons 


81. .413, 102. .251, 265. 


.414 






Seq. No. 


OOOI ^ 

ZZolO 




Seq. ID 


atqq^qi c no QA1 O P 1 C 

OJyyUylo Uz.yAio.Clo 


Gene No . 


4 / 4 jj 




Strand 




Start 


^7 
J / 




End 


1 O C "7 

1257 


Name 


nTQQHQI C. HO QTil Q PI C ^"3 

ujyyuyio uz . yAio .lio.oj 


. tm 


Method 


TBLASTX : Mai ze 


Start 


y d 




End 


O C A 


GI 


none 




Score 


c c 

DO 


Exons 


QC, OC/ QO 101 

y o . .ziofi, yo. .101 








Seq. No. 


22816 




Seq. ID 


OJ990915_02.9A18.C16 


Gene No. 


4 f 4 3 J 




Strand 




otart 


"3*7 




End ^ 


1257 


Name 


riTQQnQi ^ no oniQ pi c /-\i 
ujyyuyio . y/iio . lid. 01 


. tm 


Method 


TBLASTX: Maize 


Start 


0 C/1 
t>4 




End 


851 


GI 


none 




Score 


69 


Exons 


OC/l OCQ OC/1 7Pi1 OT/l 

^o4..ooy, ^ 04 . . / u 1 , z / 4 


/I Q O 

. . 4 o 3 , 


432. .701, 


559. .702, 699. .851, 




706. .849 








Seq. No. 


OOQ1 C 
ZZolD 




Seq. ID. 


OJ990915_02.9A18.C16 


Gene No . 


4 / 4 3 .3 




Strand 




Start 


J / 




End 


1257 


Name 


ATQQHQ1 C no Q7\1Q P1 C y^l 

ujyyuyio uz . yAio . li b . oi 


. tw 


Method 


TBLASTX: Wheat 


Start 


414 




End 


1039 


GI 


none 




Score 


184 


Exons 


414. .854, 538. .849, 854 


. .1039, 


861. .983 


Seq. No. 


22816 




Seq. ID 


OJ990915_02.9A18.C16 


Gene No. 


47453 




Strand 




Start 


37 




End 


1257 


Name 


OJ990915 02.9A18.C16.o2 


. tm 


Method 


TBLASTX: Maize 



23049 



Start 


908 




End 


• 1198 




GI 


none 




Score 


231 




Exons 


908. .1198, 912. .1187 










Seq. No. 


- 

22816 




Seq. ID 


OJ990915_02.9A18. 


C16 


bene lno • 


Al A ^ 
H 1 *± D 3 




orrana 






Start 


37 




End 


1257 




Name 


OJ990915 02.9A18.C16.ol 


-ts 


Method 


TBLASTX : Soybean 




Start 


998 




End 


1253 




GI 


none 




Score 


173 




Exons 


998. .1246, 999. .1253 










Seq. No. 


22816 




Seq. ID 


OJ990915_02.9A18. 


C16 


bene ino . 


Al A ^ 

T / fi J J 










Start 


37 




End 


1257 




Name 


OJ990915 02.9A18.C16.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1046 




End 


1257 




GI 


none 




Score 


205 




Exons 


1046. .1249, 1050. .1250, 


1051. 


.1257 






Seq. No. 


22817 




Seq. ID 


OJ990915_02.9A18. 


C17 


oene jno. 


A l A a 
f± / ft D *± 




Of y.-.« r ] 

o urana 






Start 


5488 




End 


7059 




Name 


OJ990915 02.9A18.C17.o2 


. gs 


Method 


GENSCAN 




Start 


5488 




End 


7059 




GI 


none 




Score 


.67 




Exons 


5488. .5558, 6320. .6447, 


6512. 


.7059 






Seq. No. 


22817 




Seq. ID 


OJ990915_02.9A18. 


C17 


Gene No. 


47455 




Strand 






Cf- -a r 4- 
O L.CIJ- U 


1 




End 


7029 




Name 


OJ990915 02. 9A18.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


7029 




GI 


4680179 




Score 


2709 




Exons 


1..1887, 1990. .2971, 6952. .7029 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


22817 




Seq. ID 


OJ990915_02.9A18. 


C17 


bene ino . 


47456 




Strand 






Start 


7489 




End 


9248 




Name 


OJ990915 02.9A18.C17.o3 


.gs 


Method 


GENSCAN 




Start 


7489 




End 


9248 




GI 


none 




Score 


.74 




Exons 


7489. .7986, 8094. .9001, 


9068. 


.9248 






Seq. No. 


22817 




Seq. ID 


OJ990915_02.9A18. 


C17 


bene wo. 


47457 




Strand 






Start 


10542 




End 


11525 




Name 


OJ990915 02.9A18.C17.o4 


. gs 


Method 


GENSCAN 




Start 


10542 


End 


11525 




GI 


none 




Score 


.73 




Exons 


10542. .11525 










Seq. No. 


22817 




Seq. ID 


OJ990915JD2.9A18. 


C17 


Gene No. 


47458 




Strand 






Start 


13157 




End 


14354 




Name 


OJ990915 02.9A18.C17.o2 


. tm 


Method 


TBLASTX: Maize 





23050 



Start 45 End 

GI none Score 

Exons 45.. 401, 47.. 400 

Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915JD2 . 9A18 . C17 . ol . tw Method 

Start 47 . End 

GI none ' Score 

Exons 47 .. 472, 48.. 473 

Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 . 9A18 . C17 . o3 . ts Method 

Start 221 End 

GI none Score 

Exons 221.. 466 



401 
244 



OJ990915_02 . 9A18 . C17 
14354 

TBLASTX: Wheat 

473 

296 



OJ990915JD2 . 9A18 . C17 
14354 

TBLASTX: Soybean 

466 

192 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157- . End 

Name OJ990915_02 . 9A18 .C17 . o4 . tm Method 

Start 407 End 

GI none Score 

Exons 407.. 754, 552.. 722 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Maize 

754 

66 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 . 9A18 . C17 . o3 . tw .Method 

Start 479 End 

GI none Score 

Exons 479.. 775, 516.. 731 

Seq. No. 22817 Seq. ID 

Gene No. 47458 ..Strand 

4Start..; " " .13157 , * '".End \ . 

i|iameV.' • OJ990915_02 . 9A18 . C-17 . o2 . ts' ' Method : . 

: Start "' " 488 : End ' * 

GI none Score " 

Exons 488. .847, 516. .731, 539. .847, 

Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 . 9A18 . C17 . o3 . tm Method 

Start 770 End 

GI none Score 

Exons 770.. 1237, 989.. 1165 

Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ9909I5_02 . 9AI8 -C17 . o2 . tw Method 

Start 824 End 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Wheat 

775 

180 



OJ990915_02.9A18.C17 

14354. \-:', - 
■ TBLASTX ': Soybean 
883 
148 



771. .866, 851. .883, 851. .883 



OJ990915_02 . 9A18 . C17 
14354 

TBLASTX: Maize 

1237 

89 



OJ990915_02 . 9A18 . C17 
14354 

TBLASTX: Wheat 
1307 



23051 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
824. .1306, 833. .1279, 852. .1307 

22817 Seq. ID 

47458 Strand 

13157 End 

OJ990915_02 . 9A18 . C17 . 06 . tm Method 

1238 End 

none . Score 
1238.. 1435, 1239.. 1385 

22817 Seq. ID 

47458 Strand 

13157 End 

OJ990915_02 . 9A18 . C17 . o4 . tw Method 

14 48 End 

none Score 
1448. .1618, 1503. .1622, 1631. .1852 



160 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Maize 

1435 

162 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Wheat 

1852 

84 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 .-9A18 . C17 . o7 . tm Method 

Start 1535 v v End. 

GI none v Score 

Exons 1535.. 1858 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Maize 

1858 ' 

198 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 . 9A18 . C17 . o5 . tm Method 

Start 2168 End 

GI none Score 

Exons 2168.. 2569 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Maize 

2569 

239 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 
Name : " ...pJ9a0915_0-2-. 9A18 . C17.. o5 . tw - , ^Method 

Start ''" ' 2450* " ~ 'End * " •' 

GI none Score 

Exons 2450.. 2827 



OJ990915_02.9A18.C17 
14354 . 

TBLASTX: Wheat 

2827' " 

262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22817 . Seq. ID 

47458 Strand 

13157 End 

OJ990915_02 . 9A18 . Ci7 . ol . tm Method 

7519 End ■ 

none Score 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Maize 

8432 

246 



7519. .7986, 7550. .7987., 8097. .8432, 8098. .8418 



Seq. No. 22817 Seq. ID 

Gene No. 47458 Strand 

Start 13157 End 

Name OJ990915_02 . 9A18 . C17 . 06 . tw Method 

Start 7519 End 

GI none Score 



OJ990915_02.9A18.C17 
14354 

TBLASTX: Wheat 

7773 

81 



23052 




Exons 


7519. .7773, 


7556. .7771 










Seq. No. 


22817 






Seq. ID 


OJ990915_02.9A18 


.C17 


Gene No. 


47458 






Strand 






O Lai L. 


ijij f 






End 


14354 




Name 


OJ990915 02. 


9A18.C17.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7576 






End 


8891 




GI 


none 






Score 


216 




Exons ■ 


7576. .7989, 


7697. .7987, 


8094 


..8426, 8098. .8424, 8443. .8538, 




8502. .8537, 


8787. .8891 










Seq. No. 


22817 






Seq. ID 


OJ990915 02 9A18 


.C17 


vjtri 1 tr in kj . 


474 Sfi 






Strand 






Start 


13157 






End 


14354 




Name 


OJ990915 02. 


9A18.C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7615 






End 


7989 




GI 


none 






Score 


239 




Exons 


7615. .7989, 


7694. .7987 










Seq. No. 


22817 






Seq. ID 


OJ990915_02.9A18 


C17 


f^ono Mo 


474 Sfi 






Strand 






Start 


13157 






End 


14354 




Name 


OJ990915 02. 


9A18.C17.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


8235 






End 


8558 




GI 


none 






' Score 


60 




Exons 


8235. .8432, 


8236. .8433, 


8451 


. .8558 






Seq. No. 


22817 






Seq. ID 


OJ990915_02. 9A18 


. C17 


(~1 onn Mo 


4 7 4 

4 / 4 JO 






Strand • • 






Start 


13157 






End 


14354 




Name 


OJ990915 02. 


9A18.C17.o5 


. gs 


Method 


GENSCAN 




Start 


13157 






End 


14354 




GI 


none 






Score 


.83 




Exons 


13157. .13377 


, 13565. .13693, 


14289. .14354 




Seq. No. 


22818 






Seq. ID 


OJ990915 02.9A18 


.C18 


UC11C INU . 


474 






Strand 


+ 




Start 


2314 






End 


6958 




Name 


OJ990915 02. 


9A18.C18.ol 


.gs. 


Method ■ 


GENSCAN 




Start * 


2314' 






End 


6958 




GI 


none 






Score 


.51 




Exons 


2314. .2380, 


6123. .6252, 


6394 


. .6958 






Seq. No. 


22818 






Seq. ID 


OJ990915 02.9A18 


• C18 


Gene No. 


47459 






Strand 


+ 




Start 


2314 






End 


6958 




Name 


OJ990915 02. 


9A18.C18.ol 


. np 


Method 


AAT/NAP 




Start 


5427 




End 


6955 




GI 


4678374 






Score 


455 




Exons 


5427. .5541, 


6123. .6252, 


6361 


. .6598, 6646. .6955 




GI Descrip. 


(AL04 9656) myb-like protein 


[Arabidopsis thaliana] 




Seq. No. 


22818 






Seq. ID 


OJ990915_02.9A18" 


.CI 8 


Gene No. 


47460 






Strand 


+ 




Start 


9416 






End 


13032 




Name 


OJ990915 02. 


9A18.C18.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5430 






.End 


6478 





23053 



GI 

Exons 



Score 102 



none 



5430. .5543, 6110. .6250, 6118. .6255, 6119. .6253, 6341. .6478, 
6358. .6429 



Seq. No. 


22818 




Seq. ID 


OJ990915_02.9A18.C18 


Gene No. 


47460 




Strand 


+ 


Start 


9416 




End 


13032 


Name 


OJ990915 02.9A18. 


C18.ol. 


tm Method 


TBLASTX: Maize 


Start 


5430 




End 


6463 


GI 


none 




Score 


102 


F.xon ^ 

l^J *\, V./ X 1 h^J 


5430 5543. 6118 


. 6255, 


6119. .6253, 6341. .6463, 6358. .6435 


Seq. No. 


22818 




Seq. ID 


OJ990915_02.9A18.C18 


Gene No. 


47460 




Strand 


+ 


Start 


9416 




End 


13032 


Name 


OJ990915 02.9A18. 


C18.ol. 


tw _ Method 


TBLASTX: Wheat 


Start 


5430 




End 


6439 


GI 


none 




Score, 


102 


von q 


5430 5543 6118 


. 6255, 


6119. .6253, 6139. .6255, 6358.. 6435, 




6359.-6439 








Seq. No. 


22818 




Seq. ID 


OJ990915_02.9A18.C18 


Gene No. 


47460 




Strand 


+ 


Start 


9416 




End 


13032 


Name 


OJ990915 02.9A18. 


C18.ol. 


t's Method 


TBLASTX: Soybean 


Start 


5439 




End 


6439 


GI 


none 




Score 


100 


Exons 


5439. .5543, 6118. 


.6255, 


6119.. 6253, 6346.. 6438, 6359.. 6439 


Seq. No. 


22818 




Seq. ID 


OJ990915_02.9A18.C18 


Gene No. 


47460 




Strand 


+ 


Start 


9416 




End 


13032 


Name 


OJ990915 02.9A18. 


C18.o2. 


gs Method 


GEN SCAN 


Start 


9416 




End 


12939 


GI 


none 




Score 


.69 


Exons 


9416.. 9858, 12349 


. .12472 


, 12719.. 12787 


, 12897.. 12939 


Seq. No. 


22818 




Seq. ID 


OJ990915 02.9A18.C18 


Gene No . 


. 47460 




Strand 


+ 


Start 


9416 




End' 


13032 


Name 


OJ990915 02.9A18. 


C18.ol. 


gp Method 


AAT/GAP 


Start 


12497 




End 


12939 


GI 


29537 1.R1084 




Score 


363 


Exons 


12497. .12603, 12719.. 127 


87, 12897.. 12939 


GI Descrip. 


, 4586031/gb|AAD2564 9. 1 |AC007109_7 4 . Oe 


-24 (AC007109) unknown 



protein [Arabidopsis thaliana] ' 



Seq. No. 22818 Seq. ID 

Gene No. 474 60 Strand 

Start 9416 End 13032 

Name OJ990915_02 . 9A18 . C18 . o2 . np Method AAT/NAP 

Start .12734 End 13032 

GI 4586031 Score 104 
Exons - 12734. .12787, 12897.. 13032 

GI Descrip. (AC007109) unknown protein [Arabidopsis thaliana] 



OJ990915_02.9A18.C18 
+ 



Seq. No. 



22819 



Seq. ID OJ990915_02.9A18.C19 



23054 



Gene No. 


47461 ' 


Strand 


+ 


u Lai L 


170 


End 


350 


Name 


OJ990915 02.9A18.C19.ol.np 


Method 


AAT/NAP 


Start 


170 


End 


350 


GI 


4586031 


Score 


106 


Exons 


170. .350 






GI Descrip. 


(AC007109) unknown protein [Arabidopsis thaliana] 


Seq. No. 


22819 


Seq. ID 


O.TQQ0Q1 ^ 09 QZX1 ft PI Q 


■Gene No. 


. 47462 


Strand 




Start 


253 


End 


ROft 


Name 


OJ990915 02.9A18.C19.ol.gp 


Method 


uaT /ran 


Start 


253 


End 


508 


GI 


29537 1.R1084 


Score 


468 


Exons 


253. .508 






GI Descrip. 


, 458 6031/gb|AAD2564 9.1|AC007109_7 4 . 0e^ 


-OA ( ACOOl "] 0 0\ iinl-nni.7n 




protein [Arabidopsis thaliana] ' 




Seq. No. 




Seq. ID 


nTQQfiQIc; no Qm ft PI Q 

uuyyuyij uz . ynio .Liy 


Gene No. 


47463 


Strand 




O Lai. L 


807 


End 


4166 


Name 


D.TQQDQI S 00 Q2H ft P1Q r»1 rr<= 


Method 


GENSCAN 


Start 


RH7 


End 


f± 1 O O 


GI 


none 


Score 


7 ft 


Exons 


ftfl7 CM 1 ITRft ion i QQ/ 


2245, 2561 


01 A^ 0Q17 OQQft 




L90A "3"371 T/IQC qotc AC\C\1 


. .4166 




Seq. No. 


22819 


Seq-. ID 


OTQQOQ1 c: no QZil ft pi Q 

ujyyuyio uz. yAio .tiy 


bene ino . 


47463 


Strand 




Start 


ft H7 


End 


4166 


Name 




Method 


AAT/GAP 


Start 


1 "57 £ 


End 


1845 


GI 


none 


Score 


912 


Exons 


1 "37 £ 1 Q / c 






Seq. No. 


22819 


Seq. ID 


OJ990915_02.9A18.C19 


Gene No. 


47463 


Strand 






807 


End 


4166 


Name 1 


OJ990915 02.9A3rB.C19.o2.tm - 


Method. 


TBLASTX: Maize - 


Start 


1819 


End 


2338 


GI 


none 


Score 


36 


Exons 


1819.. 1851, 1823.. 1852, 1877 


..1930, 1907. .1963, 1908. .1982, 




1966.. 2235, 1967.. 2233, 2051 


..2245, 2231. .2338, 2232. .2336 


Seq. No. 


22819 


Seq. ID 


OJ990915_02.9A18.C19 


uene ino . 


47463 


Strand 




Start 


807 


End 


4166 


Name 


OJ990915 02.9A18.C19.o3.gp 


Method 


AAT/GAP 


Start 


1938 


End 


2518 


GI 


none 


Score 


873 


Exons 


1938. .2518 






Seq. No. 


22819 


Seq. ID 


OJ990.915_02.9A18.C19 


Gene No. 


47463 


Strand 




Start 


807 


End 


4166 


Name 


Od9909Is 02.9Al8.C19.o2.np 


Method 


AAT/NAP 


Start 


2042 


End 


3376 



23055 




GI 


3831441 








Score 


83 


Exons 


2042. .2277, 


2644 


. .2767, 


3204. 


.3376 




GI Descrip. 


(AC005819) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


22819 








Seq. ID 


OJ990915 J)2 . 9A18 . C19 


OCllC INVJ • 


A 1 A (k'K 








Strand 




Start 


807 








End 


4166 


Name 


OJ990915 02 


QUI ft 


' PI Q r\A 


. LIU 


Method 


TBLASTX: Maize 


Start 


2344 








End 


2525 


GI . 


none 








Score 


157 


Exons 


2344. .2520, 


2348 


. .2524, 


2352. 


.2522, 2352.. 2525 


Seq. No. 


22819 








oeq. iu 




otrilc LMU . 


474 fi^ 








oLiana 




Start 


807 










fl 1 DO 


Name 


OJ990915 02 


Q7\1 Q 
. y/ilO 


pi Q 


. tin 




i dJjHo i a . jxia i z e 


Start 


2527 








CjnQ 


z o u y 


GI 


none 








Score 


265 


Exons 


2527. .2802, 


2528 


. .2809, 


2534. 


.2809 




Seq. No. 


22819 








Seq. ID 


OJ990915_02.9A18.C19 












Strand 




Start 


807 








End 


41'66 


Name 


OJ990915 02 




PI Q *A 

. li y . 04 


. gp 


Method 


AAT/GAP 


Start 


2660 








End 


3345 


GI 


none 








Score 


699 


Exons 


2660. .2817, 


OQ1T 

zyi / 




"3 o n A 


.3345 




Seq. No. 


22819 








Seq. ID 


OJ990915_02 . 9A18 . C19 


Gene No. 


47463 








Strand 




Start 


807 








End 


4166 


Name 






pi Q -.1 

. ui y . ox 


4- m 

. tm 


Method 


TBLASTX: Maize 


Start 


3189 








End 


4148 


GI 


none 








Score 


109 


Exons 


3189. .3317, 


*D O A /I 


OOI T 
. . Jjl / , 


Q *3 1 O 
OJltJ . 


.3383, 3318.. 3371, 3319.. 3372, 




3326. .3382, 




. . O DOU , 


1 A Q A 

o4 y^ . 


.3628, 3526.. 3630, 37i0..3877, 




3715. .3876, 


4008 


. .4148, 


4009. 


.4095, 4011. .4109 


Seq. No. 


22819 






■ 


Seq. ID - ! 


OJ990915_02 . 9A18-. C19 


Gene No. 


47463^ 








Strand 




O LqX l 


ft 07 








End 


4166 


Name 


OJ990915 02 


Q71 1 Q 


P 1 O a1 

. y . oi 


. IS 


Method 


TBLASTX : Soybean 


Start 


3198 








End 


3766 ' 


GI 


none 








Score 


126 


Exons 


3198. .3371, 


3204 , 


. .3398, 


3493. 


.3630, 3494.. 3628, 3710.. 3766, 




3715. .3765 












Seq. No. 


22819 








Seq. ID 


OJ990915_02.9A18.C19 


uCl it: 1NU • 










Strand 




Start 


807 








End - 


4166 


Name 


OJ990915 02 


. 9A18. 


.C19.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


3493 








End 


3784 


GI 


none 








Score 


133 


Exons 


3493. .3630, 


3503, 


. .3628, 


3526.. 


.3630, 3710. .3784, 3718. .3783 


Seq. No. 


22820 








Seq. ID 


OJ990915_02.9A18.C20 


Gene No. 


47464 








Strand 


+ 



23056 



Start 


3006 


End 


5333 




Name 


OJ990915 02.9A18.C20.o2.gs 


Method 


GEN SCAN 




Start 


3006 


End 


5333 




GI 


none 


Score 


.72 




Exons 


3006,, 3127, 4940.. 5333 








Seq. No. 


22820 


Seq. ID 


OJ990915_02. 


.9A18 


Gene No . 


47465 


Strand 






Start 


212 


End 


3007 




Name 


OJ990915 02.9A18.C20.ol.gs 


Method 


GEN SCAN 




Start 


212 


End 


1755 




GI 


none 


Score 


.46 




Exons 


212.. 353, 557.. 633, 1660.. 1755 






Seq, No. 


22820 


Seq. ID 


OJ990915_02. 


. 9A18 


Gene No. 


47465 


Strand 






Start 


212 


End 


3007 




Name 


OJ990915 02.9A18.C20.ol.np 


Method 


AAT/NAP 




Start 


1380 


End 


3007 




GI 


1707980 


Score 


319 




Exons 


1380.. 1471, 1660.. 1758, 2294 


..2382, 2952.. 3007 




GI Descrip. 


GLUTAREDOXIN gi | 1084458 | pir | 


IS41736 glutaredoxin 





thioltransferase - Rice gi | 485953 | emb | CAA54397 | (X77150) 
glutaredoxin [Oryza sativa] 



Seq. No. 


22820 


Seq. ID 


OJ990915 


_02, 


. 9A18 


.C20 


Gene No. 


47466 


Strand 










Start 


2952 


End 


3039 








Name 


OJ990915 02.9A18.C20.ol.gp 


Method 


AAT/GAP 








Start 


2952 


End 


3039 








GI 


3106867 


Score 


175 








Exons 


2952. .3039 












Seq. No. 


22821 


Seq. ID 


pJ990825_ 


_02. 


. 9A29 


.C2 


Gene No. 


47467 


Strand 










Start 


803 


End 


1163 








Name 


OJ990825 02.9A29.C2.ol.gs 


Method 


GENSCAN 








Start 


803 


End 


1163 








GI 


none ' - - 


Score 


.48 








Exons 


803.. 1163 












Seq. No. 


22821 


Seq. ID 


OJ990825_ 


_02. 


, 9A29 


.C2 


Gene No. 


47468 


Strand 










Start 


2630 


End 


2928 








Name 


OJ990825 02.9A29.C2.o2.gs 


Method 


GENSCAN 








Start 


2630 


End 


2928 








GI 


none 


Score 


.93 








Exons 


2630. .2657, 2710. .2928 












Seq. No, 


22822 


Seq. ID 


OJ990825_ 


_02. 


9A29 


.C3 


Gene No, 


47469 


Strand 










Start 


1 


End 


1317 








Name 


OJ990825 02.9A29.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1317 








GI 


6907088 


Score 


772 








Exons 


I. .282, 7b9..1005, 1180. .1317 












GI Descrip, 


(AP001129) hypothetical protein [Oryza 


sativa] 









23057 




Seq. No. 


22822 




Seq. ID 


OJ990825_02.9A29.C3 


Gene No. 


47469 




Strand 




Start 


* 1 




End 


1317 


Name 


OJ990825 02.9A29.C3 


.ol.gp 


Method 


AAT/GAP 


Start 


317 




End 


508 


GI 


5667165 




Score 


348 


Exons 


317. .508 








GI Descrip. 


5670155/gb|AF161269 


.1IAF161269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 


34K24, 


complete sequence 


^ VJ • L> \J a 


22823 




Seq. ID 


OJ990825_02.9A29.C4 


Gene No. 


47470 




Strand 


+ 


Start 


70 




End 


2014 


Name 


OJ990825 02.9A29.C4 


. ol . gs 


Method 


GENSCAN 


Start 


70 




End 


2014 


GI 


none 




Score 


.41 


Exons 


70. .435, 681. .752, 


1454. . 


1569, 1942.. 2014 


O ~ ^ • LN ^ « 


22824 




Seq. ID 


OJ990825 02 9A29 C5 


Gene No. 


47471 




c+- r And 


+ 


Start 


27 




FnH 


JIO 


Name 


OJ990825 02.9A29.C5 


.ol.gs 


Mot - Vi niH 

Lit: L.11UU 




Start 


27 




FnH 




GI 


none 




Q /-* p. y- /z> 


1 


Exons 


27. .548 








O " ^ • Vi\J m 


c- £. O *i 




Seq. ID 


OJ990825_02.9A29.C5 


Gene No. 


47472 




Strand 


+ 


Start 


2720 




End 


3543 


Name 


OJ990825 02.9A29.C5 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


294 




End 


3334 


GI 


none 




Score 


48 


Exons 


294. .434, 426. .542, 


2873. 


.3091, 2878.. 


3057, 3257.. 3334 


Qpa No 


22824 




Seq. I'D 


OJ990825 02.9A29.C5 


Gene No. 


47472 




Strand 


+ 


Start 


2720 




End 


3543 


Name 


OJ990825 02.9A29.C5 


. o2.gs 


Method 


GENSCAN 


Start 


2720 




End 


34 69 


GI 


none 




Score 


.6 


Exons 


2720. .3469 








Seq. No. 


22824 




Seq. ID 


OJ990825JD2 . 9A29.C5 


Gene No. 


47472 




Strand 


+ 


Start 


2720 




End 


3543 


Name 


OJ990825 02.9A29.C5 


. ol . np 


Method 


AAT/NAP 


Start 


2882 




End 


3543 


GI 


3548810 




Score 


256 


Exons 


2882. .3543 








GI Descrip. 


(AC005313) putative 


chloroplast nucleoid DNA binding protein 




[Arabidopsis thaliana] 






Seq. No. 


22824 




Seq. ID 


OJ990825 02.9A29.C5 


Gene No. 


47472 




Strand 


+ 


0 4- _ — J- 


2720 




End 


3543 


Name 


OJ990825 02.9A29.C5 


.ol. tc 


Method 


TBLASTX: Cress 



23058 




Start 


2882 


End 


3124 


GI 


none 


Score 


181 


Exons 


2882. . 3124 






Seq. No. 


22825 


Seq. ID 


OJ990825_02.9A29.C7 


Gene No. 


47473 


Strand 




Start 


1 


End 


367 


Name 


OJ990825 02.9A29.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


367 


GI 


6907086 


Score 


177 


Exons 


1. .198/ 227. .367 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22825 


Seq. ID 


OJ990825_02. 9A29.C7 


Gene No . 


47473 


Strand 




Start 


1 


End 


367 


Name 


OJ990825 02.9A29.C7.ol.gs 


Method 


GENSCAN 


Start 


92 ~~ 


End 


328 


GI 


none 


Score 


. 94 


Exons 


92 . . 328 






Seq. No. 


22826 


Seq. ID 


OJ990825_02. 9A29.C10 


Gene No. 


47474 


Strand 


+ 


Start 


102 


End 


8 90 


Name 


OJ990825 02 9A29 CIO ol an 


Method 


AAT/GAP 


Start 


102 ~ 


End 


890 


GI 


78721 1.R1084 


Score 


771 


Exons 


102. .179, 563. .890 






GI Descrip. 


1 4038034 2.0e-40 (AC005936) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


22826 


Seq. ID 


OJ990825_02.9A29.C10 


Gene No. 


47474 


Strand 


+ 


Start 


102 


End 


8 90 


Name 


OJ990825 02.9A29.C10.ol.np 


Method 


AAT/NAP 


Start 


102 


End 


652 


GI 


4038034 


Score 


193 


Exons 


102.. 179, 563.. 652 






GI Descrip. 


(AC005936) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


22826 


Seq. ID 


OJ990825_02 . 9A29. C10 


Gene No. 1 


47475 


Strand 




Start 


630 


End 


966 


Name 


OJ990825 02. 9A29. C10 . ol . tm 


Method 


TBLASTX: Maize 


Start 


94 


End 


800 


GI 


none 


Score 


130 


Exons 


94. .174, 96. .182, 101. .181, 


554. .655, 562. .642, 563. .658, 




698. .721, 698. .730, 712. .777, 720. .800, 


722. .787 



Seq. ID OJ990825_02. 9A29.C10 
Strand 

End 966 

Method GENSCAN 

End 966 

Score .44 



Seq. No. 22826 

Gene No. 47475 

Start 630 

Name OJ990825_02 . 9A29 . C10 . ol . gs 

Start 630 

GI none 

Exons 630 662, 94 9 966 



23059 



Seq. No. • 22827 

Gene No. 47476 

.Start 1 

Name OJ990825_02 . 9A29 . Cll . ol . np 

Start 1 

GI 3080420 

Exons 1..22, 603.. 797, 896.. 1096 

GI Descrip. (AL022604) putative sugar transporter protein [Arabidopsis 
thaliana] 



Seq. ID OJ990825_02.9A29.C11 

Strand + 

End 1096 

Method AAT/NAP 

End 1096 

Score 415 



Seq. No. 22827 

Gene No. 47476 

Start 1 

Name OJ990825_02 . 9A29 . Cll . ol . tm 

Start 603 

GI none 
Exons 



Seq. ID OJ990825_02.9A29.C11 

Strand + 

End 1096 

Method TBLASTX : Mai ze 

End 1096 

Score 41 



603. .620, 606. .797, 607. .798, 607. .798, 609. .800, 734. .808, 
893. .1081, 894. .1091, 972. .1082, 1075. .1095, 1076. .1096 



Seq. No. 22827 

Gene No. 47476 

Start 1 

Name ■ OJ990825_02 . 9A29 . Cll . ol . tc 

Start 606 - 

GI none 
Exons 



Seq. ID OJ990825_02.9A29.C11 

Strand + 

End 1096 

Method TBLASTX: Cress 

End 1082 

Score 43 



606. .653, 606. .797, 607. .798, 607. .801, 705. .800, 893. . 1048, 
978.. 1049, 1053.. 1082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22827 
47476 
1 

OJ990825_02. 9A29 . Cll . ol . ts 

606 

none 



Seq . -ID OJ990825_02 . 9A29 . Cll 

Strand + 

End 1096 

Method TBLASTX : Soybean 

End 1082 

Score 165 



606. .797, 607. .798, 911. .1081, 972. .1082 



Seq. No. 22827 

Gene No. 47476 

Start • 1 

Name OJ990825JD2 . 9A29 . Cll . ol . gp 

Start 608 

GI 28066_1.R1084 

Exons 608.. 797, 896.. 927 

GI Descrip. ' 3080420/emb | CAA18739 . 1 | 6.0e-97 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 1 



Seq. ID OJ990825_02.9A29.C11 
Strand + 
End ■ 1096 

Method AAT/GAP 
End 927 
Score 376 



Seq. No. 22827 

Gene No. 47476 

Start 1 

Name 0 J9 9 0 8 2 5_0 2 . 9 A2 9 . C 1 1 . o 1 . g s 

Start 610 

GI none 

Exons 610.. 7 97 



Seq. ID OJ990825_02.9A29.C11 

Strand + 

End 1096 

Method GENSCAN 

End 7 97 

Score .7 



Seq. No. 
Gene No 
Start 



22828 
47477 
40 



Seq. ID OJ990825_02.9A29.C12 
Strand 

End 212 



23060 



Name 

Start 

GI 

Exons 



OJ990825_02 . 9A2 9 . C12 . ol . gs Method 

40 End 

none Score 
40. .212 



GENSCAN 

212 

.84 



Seq. No. 22829 Seq. ID 

Gene No. 47478 Strand 

Start 27 End 

Name OJ990825JD2 . 9A29 . C13 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 218 



OJ990825_02.9A29.C13 
+ 

218 

GENSCAN 

218 

.99 



Seq. No. 


22829 








Seq. ID 


OJ990825 


_02, 


.9A29. 


C13 


Gene No. 


47479 








Strand 


- 








Start 


705 








End 


1107 








Name 


OJ990825 


_02.9A29.C13. 


o2 


.gs 


Method 


GENSCAN 








Start 


705 








End 


1107 








GI 


none 








Score 


.73 








Exons 


705. .728, 


1042. .1107 
















Seq. No. 


22830 








Seq. ID 


OJ990825 


_02, 


■9A29. 


C14 


Gene No. 


47480 








Strand 










Start 


' 1 








■;■ End 


1014 








Name 


OJ990825 


02.9A29.C14. 


ol 


• gp 


Method 


AAT/GAP 








Start 


1 








End 


254 








GI 


none 








Score 


499 








Exons 


1. .254 


















Seq. No. 


22830 








Seq. ID 


OJ990825_ 


_02. 


, 9A29. 


C14 


Gene No. 


47480 








Strand 










Start 


1 








End 


1014 








Name 


OJ990825 


02.9A29.C14. 


ol 


. gs 


Method 


GENSCAN 








Start 


14 








End 


1014 








GI 


none 








Score 


.94 








Exons 


14. .553, 


970. . 1014 

















Seq.. No. 22830 Seq. ID 

Gene No. 47481 Strand . - 

Start 923 " End 1145 

Name OJ990825_02 . 9A29 . C14 . ol . np Method AAT/NAP - 

Start 923 End 1145 

GI 6686403 ' Score 105 

Exons 923.. 1145 

GI Descrip. (AC007234) F1E22.14 [Arabidopsis thaliana] 



OJ990825 02.9A29.C14 



Seq. No. 


22830 






Seq. ID 


OJ990825_02.9A29 


.C14 


Gene No. 


47481 






Strand 






Start 


923 






End 


1145 




Name' 


OJ990825 02 


.9A29.C14.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


1000 






End 


1144 




GI 


none 






Score 


161 




Exons 


1000. .1143, 


1.004. .1144, 


1006. 


.1143 






Seq. No. 


22831 






Seq. ID 


OJ990825 02.9A29 


.C15 


Gene No. 


474«2 






Strand 


+' 




Start 


1349 






End 


15.66 





23061 



Name 

Start 

GI 

Exons 



OJ990825_02 . 9A29 . C15 . ol . gs Method GENS CAN 

1349 End 1566 

none Score .95 
1349. .1566 



Seq. No. 22831 Seq. ID 

Gene No. 47483 Strand 

Start 2366 End 

Name OJ990825_02 . 9A29 . C15 . o2 . gs Method 

Start 2366 End 

GI none Score 

Exons 2366.. 2689 



OJ990825_02.9A29.C15 

2689 
GENSCAN 
2689 
.9 



Seq. No. 


22831 






Seq. ID 


OJ990825_ 


_02, 


. 9A29. 


C15 


Gene No. 


47484 






Strand 


- 








Start 


3840 






End 


5091 








Name 


•OJ990825 02. 


9A29. 


C15 . o3 . gs 


Method 


GENSCAN 








Start 


3840 






End 


5091 








GI 


none 






Score 


.92 








Exons 


3840.,. 4039, 


4980. 


.5091 












Seq. No. 


22832 






Seq. ID 


OJ990825_ 


_02, 


. 9A29. 


C16 


Gene No; 


47485 






Strand 


+ 








Start 


39 






End ' 


659 








Name 


OJ990825 02. 


9A29. 


C16.ol.gs 


Method • 


- GENSCAN 








Start 


39 






End 


659 








GI 


none 






Score 


1 








Exons 


39. .659 
















Seq. No. 


22833 






Seq. ID 


OJ990825_ 


_02, 


. 9A29. 


C17 


Gene No. 


47486 






Strand 


+ 








Start 


63 






End 


704 








Name 


OJ990825 02. 


9A29. 


C17.ol.gs 


Method 


GENSCAN 








Start 


63 






End 


704 








GI 


none 






Score 


.98 








Exons 


63. .71, 360. 


.528, 


592. .704 












Seq. No. 


22833 






Seq. ID 


OJ990825_ 


02. 


. 9A29. 


C17 


Gene No. 


47487 






Strand 


+ - 








Start 


4888 






' : End ■ 


5448 








Name 


OJ990825 02. 


9A29. 


C17.o2.gp 


Method 


AAT/GAP 








Start 


4888 






End 


5448 








GI 


none 






Score 


1066 








Exons 


4888. .5448 

















Seq. No. 22833 
Gene No. 47488 
Start 13169 

Name OJ990825_02 . 9A29 . C17 . o3 . gp 

Start 13117 

GI 666_5.R1084 

Exons 13117. .13645 

GI Descrip. 1 122106/sp | P02308 | H4_WHEAT 2.0e-39 HISTONE H4 

>gi_70771_pir HSZM4 his tone H4 - maize' >gi_81 642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028 pir S60475 

hisrone H4 - garden pea >gi_21795_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi_16674Q (M17132) histone H4 



Seq. ID OJ990825_02.9A29.C17 

Strand + 

End 13645 

Method AAT/GAP 

End 13645 

Score 1028 



23062 



[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histon' 



Seq. No. 


22833 


Seq. ID 


OJ990825_02.9A29 


.C17 


Gene No. 


47488 


Strand 


+ 




Start 


13169 


End 


13645 




Name 


OJ990825JD2 . 9A29 . C17 . o3 . np 


Method 


AAT/NAP 




Start 


13124 


End 


13477 




GI 


1326372 


Score 


518 




Exons 


13124 . . 13477 








GI Descrip. 


(U58750) Similar to Histone 


. [Caenorhabditis elegans] 




Seq. No. 


22833 


Seq. ID 


OJ990825_02.9A29 


.C17 


Gene No. 


47488 


Strand 


+ 




Start 


13169 


End 


13645 




Name 


OJ990825__02 . 9A29 . CI 7 . o4 . gs 


Method 


GENSCAN 




Start 


13169 


End 


13480 




GI 


none 


Score 


1 




Exons 


13169. . 13480 








Seq. No. 


22833 


Seq. ID 


OJ990825 02.9A29 


.C17 


Gene No. 


47489 


Strand 


+ 




Start 


15054 


End 


15264 . 




Name 


OJ990825 02.9A29.C17.o4.np 


Method 


AAT/NAP 




Start 


15054 


End 


15264 




GI 


6714417 


Score 


204 




Exons 


15054. .15264 








GI Descrip. 


(AC012328) unknown protein 


[Arabidopsis thaliana] 




beq. no. 


22833 


Seq. ID 


OJ990825_02.9A29 


.C17 


Gene No. 


47490 


Strand 






Start 


780 


End 


5709 




Name 


OJ990825 02.9A29.C17.ol.gp 


Method 


AAT/GAP 




Start 


780 


End 


4813 




GI 


465 1.R1084 


Score 


3684 




Exons 


780. .1214, 1784. .2005, 2307 


..2470, 3107. .3222, 3400. .3552, 




3635. .3778, 4111. .4813 








GI Descrip. 


■ 1705733/sp | P53682 | CDP1_0RYSA 0 . 0e+00 


CALCIUM-DEPENDENT 


PROTEIN 



KINASE/ ISOFORM 1 (CDPK 1) >gi_54 2 15 6_pir JC1515 

calcium-dependent protein kinase (EC 2.7.1.-) - rice 
>gi_435466_dbj_BAA02698_ (D13436) calcium-dependent protein 
kinase [Oryza sativa] 1 



Seq. No. 22833 Seq. ID 

Gene No. 47490 Strand 

Start 780 End 5709 

Name OJ990825JD2 . 9A29 . C17 . o2 . gs Method GENSCAN 

Start 1092 End 5709 

GI none Score . 8 

Exons 1092. .1214, 1784. .2016, 2377. .2470, 3107.. 3222, 

3635. .3778, 4111. .4810, 5391. .5482, 5574. .5709 



OJ990825 02.9A29.C17 



3400. .3552, 



Seq. No. 
Gene No. 
Start 

Start 



22833 
47490 
780 

r\ -rr\r 

1095 



.ox. np 



Seq. ID 

Strand 

End 

Method 
End 



OJ990825_02.9A29.C17 

'5709 

AAT/NAP 

4791 



23063 



GI 1705733 Score 2563 

Exons 1095. .1214, 1784. .2005, 2307. .2470, 3107. .3222, 3400. .3552, 

3635. .3778, 4111. .4791 

GI Descrip. CALCIUM- DEPENDENT PROTEIN KINASE, ISOFORM 1 (CDPK 1) 

gi I 542156 1 pir | IJC1515 calcium-dependent protein kinase (EC 
2.7.1.-) - rice gi I 4354 66 I dbj | BAA02698 | (D13436) 
calcium-dependent protein kinase [Oryza sativa] 



Seq. No. 22833 Seq. ID 

Gene No. 47491 Strand 

Start 8704 End 

Name OJ990825JD2 . 9A2 9 . C17 . o3 . gs Method 

Start 8704 End 

GI none Score 
Exons 



OJ990825_02.9A29.C17 

13217 
GENSCAN 
12541 
.69 



8704. .8855, 11848 .. 12011, 12037 .. 12366, 12390. .12541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22833 
47491 
8704 

OJ990825_02.9A29.C17.o2.np 

10322 

3874266 



OJ990825 02.9A29.C17 



Seq. ID _ 
Strand 

End 13217 
Method AAT/NAP 
End 13217 
Score 245 
10322. .10386, 11901 .. 12418 , 13137.. 13217 

(Z74027) Similarity to Rabbit protein phosphatase PP24A0 B' 
subunit (TR:G1022890) ; cDNA EST EMBL:Z14448 comes from this 
gene; cDNA EST yk410a5.3 comes from this gene; cDNA EST 
yk410a5.5 comes from this gene; cDNA EST yk422fl0... 



Seq. No. 


22833 








Seq. ID 


OJ990825 


02.9A29.C17 


Gene No. 


47492 








Strand 








Start 


14538 








End 


15112 






Name 


OJ990825 02 


.9A29. 


C17.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1092 








End 


4597 






GI 


none 








Score 


73 






Exons 


1092. .1214, 


1105. 


.1215, 


1782. 


.2000, 1784.. 1999, 


2307. 


.2366, 




2322. .2468, 


2366. 


.2521, 


3104. 


.3220, 3112.. 3222, 


3120. 


.3218, 




3395. .3550, 


3401. 


.3553, 


3402. 


.3560, 3405. .3581, 


3635. 


.3778, 




3636.. 3785, 


3637. 


.3786, 


4109. 


.4597, 4110. .4535, 


4118. 


.4582 


Seq. No. 


22833 








Seq. ID 


OJ990825 


02.9A29.C17 


Gene No. 


47492 








Strand 








Start 


14538 








End 


15112 






Name 


OJ990825 02 


.9A29. 


C17.o5 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1096 








End 


2000 






GI 


none 








Score 


64 






Exons 


1096. .1215, 


1107. 


.1214, 


1782. 


.2000, 1784. .1999 






Seq. No. 


22833 








Seq. ID 


OJ990825 


02. 9A29.C17 


Gene No. 


47492 








Strand 








Start 


14538 








End 


15112 






Name 


OJ990825 02 


.9A29. 


C17.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1104 








End 


4612 






GI 


. . none 








Score 


83 






Exons 


1104. .1214, 


1105. 


.1215, 


1782. 


.2015, 1784. .1999, 


2322. 


.2468, 




2363. .2470, 


2366. 


.2476, 


'3104. 


.3220, 3105.. 3218, 


3382. 


.3537, 




3395 . . 3547, 


3401. 


.3553, 


3414. 


.3584, 3635.. 3784, 


3636. 


.3785, 




3637. .3786, 


4109. 


.4612, 


4109. 


.4612 









23064 



Seq. No. 


22833 








Seq. ID 


OJ990825_02.9A29.C17 


Gene No. 


47492 








Strand 


- 


Start 


14538 








End 


15112 


Name 


OJ990825 02. 


9A29 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1110 








End 


4612 


GI 


none 








Score 


77 


Exons 


1110. .1214, 


1111 


. .1215, 


1782 


..2015, 17 


34. .1999, 2307. .2366, 




2366. .2476, 


2367 


. .2468, 


3104 


..3220, 3105.. 3218, 3395.. 3550, 




3401. .3553, 


3405 


. .3581, 


3635 


..3754, 3636.. 3785, 3637.. 3786, 




4101. .4535, 


4109 


. .4612, 


4112 


. .4612 




Seq. No. 


22833 








Seq. ID 


OJ990825_02.9A29.C17 


Gene No. 


47492 








Strand 




Start 


14538 








End 


15112 


Name 


OJ990825 02. 


9A29 


.C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3401 








End 


4154 


GI 


none 








Score 


105 


Exons 


3401. .3553, 


3636 


. .3785, 


3637 


..3759, 4092. .4154, 4109. .4153 


Seq. No. 


22833 








Seq. ID 


OJ990825_02.9A29.C17 


Gene No. 


47492 








Strand 




Start 


14538 








End • 


15112 


Name 


OJ990825 02. 


9A29 


.C17.o2 


.tw 


" Method 


TBLASTX: Wheat 


Start 


4160 








End 


4454 


GI 


none 








Score 


203 


Exons 


4160. .4447, 


4182 


. .4418, 


4188 


. .4454 




Seq. No. 


22833 








Seq. ID 


OJ990825_02.9A29.C17 


Gene No. 


47492 








Strand 




Start 


14538 








End 


15112 


Name 


OJ990825 02. 


9A29 


.C17.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


11939 








End 


12407 


GI 


none 








Score 


102 


Exons 


11939. .11971 


, 12000. .12170, 


12046. .12171, 12180. .12407 


Seq. No. 


22833 








Seq. ID 


OJ990825_02.9A29.C17 


Gene No. 


47492 








Strand 




Start 


14538 








End 


15112 


Name 


OJ990825 02. 


9A29 


C17.o3 


ts 


Method 


TBLASTX : Soybean 


Start 


11939 








End 


12338 


GI 


none 








Score 


40 


Exons 


11939. .11971, 11940. .11975, 


L2000. . 12170, 12019. .12171, 




12180. .12338 













Seq. No. 


22833 






Seq. ID 


OJ990825_02.9A29. 


C17 


Gene No. 


47492 






Strand 






Start 


14538 






End 


15112 




Name 


OJ990825 02. 


9A29.C17 


. o3. tm 


Method. 


TBLASTX: Maize 




Start 


- 12000 






End 


12374 




GI 


none 






Score 


116 




Exons 


12000. .12170 


, 12001. 


12174, 


12180.. 12374 




Seq. No. 


22833 






' Seq. ID 


OJ990825_02.9A29. 


C17 


Gene No. 


47492 






Strand 






Start 


14538 






End 


15112 




Name 


OJ990825 02. 


9A29.C17 


o4 . tw 


Method 


TBLASTX: Wheat 





23065 




Start 


12000 




End 


12299 




GI 


none 




Score 


131 




Exons 


12000. .12170, 12001. 


.12174, 


12180. :12299 




Seq. No. 


22833 




Seq. ID 


OJ990825_02.9A29. 


C17 




474 




Strand 






Start 


14538 




End 


15112 




Name 


OJ990825 02.9A29.C17 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


13145 




End 


13482 




GI 


none 




Score 


418 




Exons 


13145. .13333, 13214. 


.13465, 


13231. .13482, 13405.. 13479 




Seq. No. 


22833 




Seq. ID 


OJ990825_02.9A29. 


C17 




474 9? 




Strand 






Start 


14538 




End 


15112 




Name 


OJ990825 02.9A29.C17 


-ol.tw 


Method 


TBLASTX: Wheat 




Start 


13166 




End 


13494 




GI 


none 




Score 


418 




Exons 


13166. .13333, 13214. 


.13465, 


13228. .13476, 13405.. 13494 




Seq. No. 


22833 




Seq. ID 


OJ990825_02.9A29. 


C17 




474 




Strand 






Start 


14538 




End 


15112 


•" f« 


Name 


OJ990825 02.9A29.C17 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13169 




End 


13482 




GI 


none 




Score 


418 




Exons 


13169. .13324, 13213. 


.13482, 


13214. .13465 




Seq. No. 


22833 




Seq. ID 


OJ990825_02.9A29. 


C17 


fl&Ti(2i Mo 


474 




Strand 






Start 


14538 




End 


15112 




Name 


OJ990825 02.9A29.C17 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


13169 




End 


13548 




GI 


none 




Score 


418 




Exons 


13169. .13333, 13213. 


.13548, 


13214. .13465, 13405. .13479 




Seq. No. 


22833 




Seq. ID 


OJ990825_02.9A29. 


C17 


fZ&Tiei Mo 


474 Q? 




Strand 






Start 


14538 




End 


15112 




Name 


OJ990825 02.9A29.C17 


. o5 . gs 


Method 


GENSCAN 




Start 


14538 




End 


15112 




GI 


none 




Score 


.9 




Exons 


14538. .14631, 14961. 


.15112 








Seq. No. 


22833 




^Seq. ID 


OJ990825_02.9A29. 


C17 


[^pnp Mo 


474 9^ 




Strand 






Start 


15039 




End 


15194 




Name 


OJ990825 02.9A29.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15039 




End 


15194 




GI 


none 




Score 


165 




Exons 


15039. .15191, 15044. 


.15193, 


15048. .15194 




Seq. No. 


22834 




Seq. ID 


OJ990825_02.9A29. 


C18 


Gene No. 


47494 




Strand 


+ ■ 




Start . 


1 




End 


2133 




Name 


OJ990625 02.9A29.C18 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


488 





23066 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6714417 Score 331 

1. .488 

(AC012328) unknown protein [Arabidopsis thaliana] 



22834 Seq. ID 

47494 Strand 

1 End 
OJ990825_02 . 9A29 . C18 . ol . gs Method 

102 End 

none Score 
102. .491 



OJ990825_02.9A29.C18 
+ 

2133 
GENSCAN 
491 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22834 



Seq. ID OJ990825_02.9A29.C18 



47494 Strand 

1 End 

OJ990825_02. 9A29 . C18 . ol . ts Method 

318 End 

none Score 
318. .491, 332. .475, 351. .485 



+ 

2133 

TBLASTX : Soybean 

491 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22834 Seq. ID 

47494 Strand 

1 End 

OJ990825_02 . 9A29.C18 . ol . tm • Method 

341 End 

none Score 



OJ990825_02.9A29.C18 
+ 

2133 

TBLASTX: Maize 

759 

233 



341. .499, 342. .500, 342. .506, 343. .501, 4 98 . . 545, - 525 . . 626, 
536.-625, 646. .693, 700. .759 



Seq. No. 22834 Seq. ID 

Gene No. 47494 Strand 

Start 1 End 

Name OJ990825_02 . 9A2 9 . C18 . ol . tw Method 

Start 402 End 

GI none Score 
Exons 



OJ990825_02.9A29.C18 
+ 

2133 

TBLASTX: Wheat 

2133 

136 



402. .491, 404. .493, 405. .497, 488. .688, 497. .688, 499. .693, 
499. .690, 685. .744, 700. .750, 702. .779, 2039. .2071, 2083. .2133, 
2083.. 2127 



Seq. No. 22835 Seq. ID 

Gene No. 47495 Strand 

Start 300 End 

Name OJ990825_02 . 9A29 . C20 . ol . gs Method 

Start 300 End 

GI none Score 

Exons 300. .707 



OJ990825_02.9A29.C20 
707 

GENSCAN 
707 
. 9 



Seq. No. 22836 Seq. ID 

Gene No. 47496 Strand 

Start 127 End 
Name • OJ990825_02 . 9A29 . C22 . ol . gs Method 

Start 127 End 

GI none Score 

Exons 127.. 215 



OJ990825_02.9A29.C22 
215 

GENSCAN 

215 

.97 



seq. No. 
Gene No. 



2283/ 
47497 



Seq. ID 
Strand 



OJ990825 02.9A29.C23 



23067 



Start 


424 




End 


781 




Name 


OJ990825 02.9A29.C23 


.ol.gs 


Method 


GENS CAN 




Start 


424 




End 


781 




GI 


none 




Score 


.78 




Exons 


424. .564, 646. .781 










Seq. No. 


22838 




Seq. ID 


OJ990825_02. 9A29. 


C25 








o crano. 


T 




Start 


1 




End 


2978 




Name 


OJ990825 02.9A29.C25 


. ol . gp 


Method 


AAT/GAP 




Start 


1 




End 


2978 




GI 


none 




Score 


654 




Exons 


1..317, 2922. .2978 










Seq. No. 


22838 




Seq. ID 


OJ990825JD2.9A29. 


C25 




4 74 Qfi 




Strand 


4- 




Start 


1 




End 


2978 




Name 


OJ990825 02.9A29.C25 


-ol . gs 


Method 


GENS CAN 




Start 


183 


End 


2978 




GI 


none 




Score 


.54 




Exons 


183. .317, 761. .830, 


1614. .1754, 2304.. 


2522, 2851.. 2978 




Seq. No. 


22839 




Seq. ID 


OJ990825_02.9A29. 


C26 


uCllC IN (J. 


4 1 A Q Q 




Strand 


j_ 




Start 


23 




End 


758 




Name 


OJ990825 02.9A29.C26 


.ol.gs 


Method 


GEN SCAN 




Start 


23 


End 


758 




GI 


none 




Score 


.43 




Exons 


23. .379, 472. .758 










Seq. No. 


22840 




Seq. ID 


OJ990825_02.9A29. 


C27 


Gene No. 


47500 




Strand 


+ 




Start 


196 




End 


3776 




Name 


OJ990825 02.9A29.C27 


. o2 . np 


Method 


AAT/NAP 




Start 


196 




End 


2538 




GI 


3548810 




Score 


372 




Exons 


196. .237, 1501. .2538 










GI Descrip. 


(AC005313) putative < 


shloroplast nucleoid DNA binding protein 




-^■Arabidopsis thaliana] 








Seq. No. 


22840 




Seq. ID 


OJ990825JD2. 9A29. 


C27 


Gene No. 


47500 




Strand 


+ 






196 




End 


3776 




Name 


OJ990825 02.9A29.C27 


. o3 . np 


Method 


AAT/NAP 




Start 


635 




End 


3776 




GI 


5852172 




Score 


111 




Exons 


635. .725, 3643.-3776 










GI Descrip. 


(AL117265) zhb0002.1 


' [Oryza 


sativa] 






Seq. No. 


22840 




Seq. ID 


OJ990825JD2. 9A29. 


C27 


Gene No. 


47500 




Strand 


+ 




Start 


196 




End 


3776 




Name 


OJ990825 02.9A29.C27, 


. o2 . gs 


Method 


GENSCAN 




Start 


1360 


End 


2544 




GI 


none 




Score 


1 




Exons 


1360 . . 2544 











23068 



Seq. No. 


22840 


Seq. ID 


Gene £jo . 


47500 


Strand 


Start 


196 


End 


Name 


OJ990825 02.9A29.C27.ol.gp 


Method 


Start 


1881 


End 


GI 


none 


Score 


Exons 


1881. .2233 




Seq. No. 


22840 


Seq. ID 


Gene No . 


47500 


Strand 


Start 


196 


End 


Name 


OJ990825 02.9A29.C27.o2.gp 


Method 


Start 


2384 


End 


GI 


4714133 


Score 


Exons 


2384 . .2682 




Seq. No. 


22840 


Seq. ID 


Gene No. 


47501 


Strand 


Start 


5156 


End 


Name 


OJ990825 02. 9A29.C27.o4 .gs 


Method 


Start 


5156 


End 


GI 


none 


Score 


Exons 


5156.. 5216, 6011.. 6465 




Seq. No. 


22840 


Seq. ID 


Gene No. 


47502 


Strand 


Start 


1 


End 


Name 


OJ990825 02.9A29.C27.ol.np 


Method 


Start 


1 


End 


GI 


6069646 


Score 


Exons 


1..610, 893. .1008, 5549. .5585 




GI Descrip. 


(AP000616) similar to putative reverse 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 




Arabidopsis thaliana chromosome II BAC 




putative non-LTR retroelement 


reverse 




[Oryza sativa] 




Seq. No. 


22840 


Seq. ID 


Gene No. 


47502 


Strand 


Start 


1 


End 


Name 


OJ990825 02.9A29.C27.o2.tm 


Method 


Start- 


128 


End 


GI 


none 


Score 


Exons 


128. .448 




Seq. No. 


22840 


Seq. ID 


Gene No . 


47502 


Strand 


Start 


1 


End 


Name 


OJ990825 02.9A29.C27.ol.tm 


Method 


Start 


671 


End 


GI 


none 


Score 


Exons 


671. .853, 673.-873, 679. .876, 


866. .100! 


Seq. No. 


22840 


Seq. ID 


Gene No. 


47502 - 


Strand 


Start 


1 


End 


Name 


OJ990825 02.9A29.C27.ol.tc 


Method 



OJ990825_02.9A29.C27 
+ 

3776 
AAT/GAP 
2233 
650 



OJ990825_02.9A29.C27 
+ 

3776 
AAT/GAP 
2682 
412 



OJ990825_02.9A29.C27 
+ 

6465 
GEN SCAN 
6465 
.96 



OJ990825_02.9A29.C27 

6966 . 
AAT/NAP 
5585 
828 



(AP001129) 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990825JD2. 9A29.C27 
6966 

TBLASTX: Maize 

448 

236 



6966 

TBLASTX: Maize 

1009 

110 



6966 

TBLASTX: Cress 



23069 



Start 


1510 




End 


1764 




GI 


none 




Score 


184 




Exons 


1510. .1764 










Seq. No. 


22840 




Seq. ID 


OJ990825 


_02.9A29.C27 


Gene No. 


47502 




Strand 






u Lai 1. 


i 
j. 




End 


6966 




Name 


OJ990825 02.9A29.C27.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1510 




End 


2538 




GI 


none 




Score 


198 




Exons 


1510. .1713, 1527. .1682, 


1818. 


.2045, 1819.. 1962, 


2281. .2427, 




2422. .2538 










Seq. No. 


22840 




Seq. ID 


OJ990825 


_02.9A2 9.C27 


Gene No. 


47502 




Strand 






Start 


1 




End 


6966 




Name 


OJ990825 02.9A29.C27.o4 


.np 


Method 


AAT/NAP 




Start 


3321 




End 


6966 




GI 


5777623 




Score 


1094 




Exons 


3321. .3343, 4908. .5151, 


5968. 


.6488, 6668. .6966 




GI Descrip. 


(AJ245900) CAA303711.1 ; 


protein [Oryza 


sativa] 




Seq. No. 


22840 




Seq. ID 


OJ990825 


_02.9'A2 9..C27 


Gene No. 


47502 




Strand 






Start 


1 




■ End 


6966 




LN C1.UIG 


OJ990825 02.9A29.C27.o3 


.gp 


Method 


AAT/GAP 




Start 


3773 




End 


4277 




GI 


38782 1.R1084 




Score 


816 . 




Exons 


3773. .'4277 










GI Descrip. 


• 6069643/dbj IAP000616.1 


IAP000616 0.0e+00 Oryza 


sativa genom: 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


22840 




Seq. ID 


OJ990825 


_02.9A29.C27 


d.&n & Mo 


47502 




Strand 






Start 


1 




End 


6966 




Name 


OJ990825 02.9A29.C27.o3 


.gs 


Method 


, GENSCAN 




Start 


4069 




End 


4559 




GI 


none 




Score 


.9 




Exons 


4069. .4142, 4550. .4559 










Seq. No. 


22841 




Seq. ID 


OJ990825 


_02.9A29.C28 


Claris t$r\ 


47503 




Strand 


+ 




Start 


114 




End 


579 




Name 


OJ990825 02.9A29.C28.ol 


.gs 


Method 


GENSCAN 




Start 


114 




End 


579 




GI 


none 




Score 


.55 




Exons 


114. .123, 383. .579 










Seq. No. 


22841 




Seq. ID 


OJ990825 


_02.9A2 9.C28 




47504 




Strand 


+ 




Start 


1162 




End 


2310 




Name 


OJ990825 02.9A29.C28.o2 


.gs 


Method 


GENSCAN 




Start 


1162 


End 


2310 




GI 


none 




Score 


.67 




Exons 


1162. .2310 










Seq. No. 


22841 




Seq. ID 


OJ990825_ 


_02.9A29.C28 



23070 




Gene No. 


47504 . ' 


" Strand 


+ 


Start 


1162 


End 


2310 


M^TTIO 
LM 0.11LC 


OJ990825 02.9A29.C28.o2.np 


Method 


AAT/NAP 


Start 


1235 


End 


2298 


GI 


3548810 


Score 


275 


Exons 


1235. .2298 






GI Descrip. 


(AC005313) putative chloroplast nucleoid DNA binding protein 




[Arabidopsis thaliana] 






Seq. No. 


22841 


Seq. ID 


OJ990825_02 . 9A29 . C28 


oc lie INVJ • 


47505 


Strand 


+ 


Start 


5146 


End 


6405 


Name 


OJ990825 02.9A29.C28.o3.gs 


Method 


GENSCAN 


Start 


5146 


End 


6405 


GI 


none 


Score 


.98 


Exons 


5146. .6405 






Seq. No. 


22841 


Seq. ID 


OJ990825_02.9A29.C28 


Gene No. 


47505 


Strand 


+ 


Start 


5146 


End 


6405 


Name 


OJ990825 02.9A29.C28.o3.np 


Method 


AAT/NAP 


Start 


5354 


End 


6399 


GI 


3548810 


Score 


343 


Exons 


5354.. 6239, 6267.. 6399 






GI Descrip. 


(AC005313) putative chloroplast nucleoid DNA binding protein 




[Arabidopsis thaliana] 






Seq. No. 


22841 


Seq. ID 


OJ990825_02.9A29.C28 


Gene No. 


47506 


Strand 


+ 


Start 


8773 


End 


9397 




OJ990825 02.9A29.C28.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1249 


End 


9392 


GI 


none 


Score 


59 


Exons 


1249. .1311, 1342. .1437, 1609. 


.1698, 2194.. 2298, 5361.. 5537, 




5362.. 5553, 5655.. 5882, 5656. 


.5883, 6034.. 6183, 6262.. 6399, 




8854;. 9009, 9019.. 9135, 9240. 


.9392, 9244.. 9384 


Seq. No. 


22841 


Seq. ID 


OJ990825_02.9A29.C28 


OCX Its 1NU . 


47506 


Strand 


+ 


Start 


8773 


End 


9397 


Name 


OJ990825 02.9A29.C28.o4.gs 


Method 


GENSCAN 


Start 


8773 


End 


9254 


GI 


none 


Score 


.75 


Exons 


8773. .9254 






Seq. No. 


22841 


Seq. ID 


0 J 9 9 0 8 2 5_0 2 . 9A2 9 . C 2 8 


Gene No. 


47506 


Strand ■ 


+ 


Start 


8773 


End 


9397 


Name 


OJ990825 02.9A29.C28.o5.np 


Method 


AAT/NAP 


Start 


8846 


End 


9397 


GI 


3548810 


Score 


212 


Exons 


8846. .9397 






GI Descrip. 


(AC005313) putative chloroplast nucleoid DNA binding protein 




[Arabidopsis thaliana] 






Seq. No. 


22642 


Seq. ID 


OJ990825_02.9A29.C29 


Gene No. 


47507 


Strand 


+ 



23071 




Start 


453 




End 


2204 






Name 


OJ990825 02.9A29.C29.ol 


.gs 


Method 


GENSCAN 






Start 


453 


End 


2204 






GI 


none 




Score 


.51 






Exons 


453. .535, 2127. .2204 












Seq. No. 


22842 




Seq. ID 


OJ990825_02. 


9A29 


.C29 


Gene No. 


47508 




Strand 


- 






Start 


2447 




End 


2667 






Name .. 


OJ990825 02.9A29.C29.ol 


.np 


Method 


AAT/NAP 






Start 


2447 




End 


2667 






GI 


6721559 




Score 


129 






Exons 


2447. .2574, 2603. .2667 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








gi | 6815084 | dbj | BAA90370 


.11 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


22843 




Seq. ID 


OJ990825_02. 


9A29 


.C30 


Gene No. 


47509 




Strand 








Start 


959 




End 


1728 






Name 


OJ990825 02.9A29.C30.ol 


.np 


Method 


AAT/NAP 






Start 


959 




End 


1728 






GI 


4680183 




Score 


183 






Exons 


959.. 1048, 1658.. 1728 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


22844 




Seq. ID 


OJ990825_02. 


9A29 


.C31 




47510 




Strand 


+ 






Start 


1 




End 


501 






Name 


OJ990825 02.9A29.C31.ol 


.gs 


Method 


GENSCAN 






Start 


1 




End 


501 






GI 


none 




Score 


1 






Exons 


1. .501 












Seq. No. 


22844 




Seq. ID 


OJ990825 02. 


9A29 


.C31 


Gene No. 


47511 




Strand 


+ 






Start 


2082 




End 


2423 






Name 


OJ990825 02.9A29.C31.ol. 


.np 


Method 


AAT/NAP 






Start 


1007- 




End 


2423 






GI 


5042418 




Score 


117 






Exons 


1007. .1088, 2242. .2423 












GI Descrip. 


(AC006193) Hypothetical 


Protein [Arabidopsis thaliana] 




Seq. No. 


22844 




Seq. ID 


OJ990825 02. 


9A29 


.C31 




47511 




Strand 


+ 






Start 


2082 




End 


2423 






Name 


OJ990825 02. 9A29.C31.o2, 


,gs 


Method 


GENSCAN 






Start 


2082 




End 


2328 






GI 


none 




Score 


.84 






Exons 


2082.. 2328 












Seq. No. 


22845 




Seq. ID 


OJ990825_02. 


9A29, 


.C33 


Gene No. 


47512 




Strand 


+ 






Start 


298 




End 


3499 






Name 


OJ990825_02 . 9A2 9 . C33 . ol . 


gs 


Method 


GENSCAN 






Start 


2 98. 




End 


3499 






GI 


none 




Score 


.52 







23072 



Exons 


298. .411, 638. .2682, 2884. .3092, 3411. 


.3499 


Seq. No. 


22845 








Seq. ID 


OJ990825_02.9A29.C33 


Gene No. 


47512 








Strand 


+ 


Start 


298 








End 


3499 


Name 


OJ990825 02 

V-' U Z> Z> sJ sJ Z. \J £- 


.9A29 


-C33.ol 


.np 


Method 


AAT/NAP 


Start 


638 ~~ 








End 


2683 


GI 


4455294 








Score 


1113 


Exons 


638 2683 












GI Descrip. 


(AL035528 ) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22845 








Seq. ID 


OJ990825_02.9A29.C33 


Gene No. 


47513 








Strand 


+ 


Start 


5683 








End 


5944 


Name 


OJ990825 02 


■ Z?t\Z. Zf 


-C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


947 








End 


2404 


GI 


none 








Score 


197 


Exons 


947 1453 


3 j j • • 


1351, 959.. 1240, 1099. 


.1191, 1145. .1570, 




1163 1351 

X X \J <*J * ■ X -*J *J X , 


1 9^^ 


. .1660, 


1294' 


..1626, 1352. .1429, 1385. .1555, 




1390 1554 




. .1654, 


1556 


..1639, 1661. .1879, 1673. .2404, 




1685 1843 




. .2298 








Seq. No. 


22845 








Seq. ID 


OJ990825_02.9A29.C33 


Gene No. 


47513 








Strand 


+ 


Start 


5683 








End 


5944 


Name 


OJ990825 02 


.9A29 


.C33.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


947 








End 


2033 


GI 


none 








Score 


60 


Exons 


947 1 f)?1 




1249, 959. .1240, 1036. 


.1194, 1133. .1546, 




1244 1324 




. .1543, 


1331 


..1552, 1370. .1645, 1417. .1635, 




1544 1627 


1UJO 


. .1849, 


1658 


..1849, 1669. .1875, 1691. .1834, 




1691 1843 


l / lo 


. .1876, 


1847 


. .1966, 1965. .2033 


Seq. No. 


22845 








Seq. ID 


OJ990825_02.9A29.C33 


Gene No. 


47513 








Strand 


+ 


Start 


5683 








End 


5944 


Name 


OJ990825 02 




.C33.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


956 ~~ 








End 


1876 


GI 


none 








Score 


110 


Exons 


956 1183, 


1 1 HQ 


.1486, : 


1396. 


.1488, 1405. .1668, 1406. .1654, 




1691 1786 

x u x . . x / u v , 


1 7 fl c; 


. .1866, 


1706 


..1876, 1739. .1867 


Seq. No. 


22845 








Seq. ID 


OJ990825_02.9A29.C33 


Gene No. 


47513 








Strand 


+ 


Start 


5683 








End 


5944 


Name 


OJ990825 02 


.9A29 


.C33.ol 


. tw 


Method 


TBLASTX .-Wheat 


Start 


1067 ~~ 

X \J \J I 








End 


1987 


GI 


none 








Score 


149 


Exons 


1067 1300 

1 U U / * * J- *J \J \J f 


1084 


. .1203, 


1217 


..1630, 1369.. 1626, 1520.. 1657, 




i J J4 . • 1UJ J/ 


1663 


. .1926, 


1673 


. .1987 




Seq. No. 


22845 








Seq. ID 


OJ990825 02.9A29.C33 


Gene No. 


47513 








Strand 


+ v 


Start 


5683 








End 


5944 


Name 


OJ990825 02 


. 9A29, 


,C33.o2. 


. ts V 


Method 


TBLASTX : Soybean 


Start 


1937 








End 


2305 


GI 


none 








Score 


258 



23073 




Exons 


1937. .2305, 


1975. 


.2298 










Seq. No. 


22845 


- 






Seq. ID 


OJ990825_02.9A29 


.C33 


(2pnp No 


47513 










T 




Start 


5683 








End 


5944 




Name 


OJ990825 02 


. 9A29. 


C33.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2153 








End 


2695 




GI 


none 








Score 


486 




Exons 


2153. .2692, 


2221. 


.2685, 


2393. 


.2695 






Seq. No. 


22845 








Seq. ID 


OJ990825JD2.9A29 


.C33 


Gene No. 


47513 








Strand 


+ 




Start 


5683 








End 


5944 




Name 


OJ990825 02 


9A29. 


C33.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2309 








End 


2686 




GI 


none 








Score 


380 




Exons 


2309. .2686, 


2491. 


.2685 











Seq. No. 22845 Seq. ID 

Gene No. 47513 Strand 

Start 5683 End 

Name OJ990825_02 . 9A29 . C33 . o2 . tm Method 

Start 2405 End 

GI none Score 

Exons 2405.. 2686, 2491.. 2685 



OJ990825_02.9A29.C33 
+ 

5944 

TBLASTX: Maize 

268 6 

345 



Seq. No. 


22845 




Seq. ID 


OJ990825 


Gene No. 


47513 




Strand 


+ 


Start 


5683 




End 


5944 


Name 


OJ990825 02.9A29.C33 


. ol . gp 


Method 


AAT/GAP 


Start 


5683 




End 


5944 


GI 


uC-osflcypl23e01bl 




Score 


497 


Exons 


5683. .5944 








GI Descrip. 


, 2894376/emb| Y14573. 


1 IHVCH4H 


2.0e-18 


Hordeum vu 




chromosome 4H 1 






Seq. No. 


22846 




Seq. ID 


OJ990825 


Gene No. 


47514 




Strand 


+ 


Start 


1 




End 


282 


Name 


OJ990825 02.9A29.C34 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


237 


GI 


2894379. 




Score 


215 


Exons 


1. .237 








GI Descrip. 


(Y14573) ring finger 


protein 


[Hordeum 


vulgare] 


Seq. No. - 


22846 




Seq. ID 


OJ990825_ 


Gene No. 


47514 




Strand 


+ 


Start 


1 




End 


282 


Name 


OJ990825 02.9A29.C34 


.ol.gs 


Method 


GENSCAN 


Start 


34 


End 


282 


GI 


none 




Score 


.99 


Exons 


34. .282 









02.9A29.C33 



Seq. No. 22846 Seq. ID OJ990825_02.9A29.C34 

Gene No. 47515 Strand + 

Start 1847 End 2537 

Name OJ990825_02 . 9A29 . C34 . o2 . gs Method GENSCAN 



23074 



Start 


1847 


End 


2537 








GI 


none 


Score 


.82 








Exons 


1847.. 1988, 2370. .2415, 2474. 


.2537 










Seq. No. 


22846 


Seq. ID 


OJ990825_ 


02. 


9A29 


.C34 


fjpnp No 


47516 












Start 


3079 


End 


3331 








Name 


OJ990825 02.9A29.C34.o2.gp 


Method 


AAT/GAP 








Start 


3079 


End 


3331 








GI 


1037098 


Score 


408 








Exons 


3079. .3331 












Seq. No. 


22846 


Seq. ID 


OJ990825_ 


_02. 


9A29 


.C34 


Gene No. 


47517 


Strand 










Start 


2387 


End 


2639 








Name 


OJ990825 02.9A29.C34.ol.gp 


Method 


AAT/GAP 








Start 


2387 


End 


2639 








GI 


LIB34 31-047-P1-K1-B4 


Score 


55 








Exons 


2387. .2408, 2586. .2639 












GI Descrip. 


f 5670155/gb|AF161269.1 IAF161269 2 . Oe- 


14 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 








Seq. No. 


22846 


Seq. ID 


OJ990825_ 


_02. 


9A29 


C34 


fZpnp No 


47518 


Strand 










Start 


3492 


End 


3599 








Name 


OJ990825 02.9A29.C34.o3.gp 


Method 


AAT/GAP 








Start 


3492 


End 


3599 








GI 


2796346 


Score 


190 








Exons 


3492. .3599 












Seq. No. 


22847 


Seq. ID 


OJ990825_ 


_02. 


9A29. 


C35 


Gene No. 


47519 


Strand 










Start 


1 


End 


1725 








Name 


OJ990825 02.9A29.C35.ol.np 


Method 


AAT/NAP 








Start 


1 • 


End 


1358 








GI 


3080420 


Score 


1081 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1..197, 322. .888, 1280. .1358 

(AL022604) putative sugar transporter protein [Arabidopsis 
. thaliana] 



22847 
47519 
1 

OJ990825_02 . 9A29 . C35 . o2 . tw 
1 

none 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method TBLASTX : Wheat 

End 374. 

Score 216 



1..24, 22. .201, 28. .198, 30. .200, 309. .374, 320. .373 



22847 
47519 
1 

OJ990825_02. 9A29. C35 . ol . tm 
- 1 
none 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method TBLASTX : Mai ze 

End 708 

Score 204 



1..201, 2. .199, 7. .234, 309. .707, 320. .706, 322. .708, 322. .708 
22847 Seq. ID OJ990825 02.9A29.C35 



23075 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



47519 Strand 

1 End 

OJ990825_02 . 9A29 . C35 . ol . tc Method 

13 End 

none Score 



1725 

TBLASTX: Cress 

1316 

43 



13. .81, 97. .195, 140. .196, 307. .384, 309. .833, 321. .689, 
323. .838, 1257. .1316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

SLart 

GI 



22847 
47519 
1 

OJ990825_02.9A29.C35.ol.gs 
47 

none 

47. .197, 550. .888, 1280. .1358 

22847 
47519 
1 

OJ990825_02.9A29.C35.ol.ts 
157 
none 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method GENSCAN 

End 1358 

Score .77 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method TBLASTX : Soybean 

End 7 96 

Score 64 



157. .201, 161. .202, 307. .555, 307. .744, 309. .791, 320. .796 



'22847 
47519 
1 

OJ99082 5 J)2 . 9A29 . C35 . ol . tw 

374 

none 

374. .604, 375. .602 

22847 
47519 
1 

OJ990825_02.9A29.C35.ol.gp 
523 

43708 1.R1084 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method TBLASTX : Wheat 

End 604 

Score 354 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method AAT/GAP 

End 1725 

Score 1176 



523.. 888, 1280.. 1376, 1571.. 1725 

, 3080420/emb|CAA18739.1| 7 . Oe-57 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] ' 



22847 
47519 
1 

OJ990825_02 . 9A29 . C35 . o2 . tm 

709 

none 



Seq. ID OJ990825_02.9A29.C35 
Strand 

End 1725 

Method TBLASTX: Maize 

End 1367 

Score 170 



709. .879, 710. .898, 711. .890, 1257. .1316, 1258. .1317, 
1283. .1366, 1293. .1367, 1322. .1348 



22847 
47519 
1 

OJ990825_02 . 9A2 9 . C35 . o3 . tw 

761 

none 



Seq. ID OJ990825_02.9A29.C35 

Strand-- - 

End " 1725 

Method TBLASTX: Wheat 

End 1376 

Score 165 



23076 



Exons 


761. .898, 765. .890, 1257. .1373, 1258.. 


1374, 1271. .1375, 




1278. .1376 






Seq. No. 


22848 


Seq. ID 


OJ990825_02. 9A29 


Gene No. 


47520 


Strand 




Start 


1 


End 


753 


Name 


OJ990825 02.9A29.C36.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


753 


GI 


6686402 


Score 


366 


Exons 


1.-528, 576. .753 






GI Descrip. 


(AC007234) F1E22.16 [Arabidopsis thaliana] 


Seq. No. 


22848 




O.T990fl9R 09 QA9Q 


qqqq No # 


47520 






Start 


1 


End 


753 


Name 


OJ990825 02 9A29 C36 ol trn 




1 DJJrtO 1 /\. • i Jet X Z, G 


Start 


131 ~~ 


Hi I Wjl 


^S9 


GI 


none 


Score 


265 


Exons 


131. .349, 132. .347, 133. .351, 


134. .352 




Seq. No. 


22848 


Qan TV) 


O,T990fl9R 09 9A9Q 


Gene No. 


47S90 


J LI ClJ.Ha 




Start 


1 


Hi I l\JL 




Name 


O.TQQOft?^ 09 9A99 P^fi n1 rrc: 


rut; l i ivjtj. 


O Cj In O V^rllN 


Start 


1 "39 ~ 




7 9 9 


GI 


none 


Score 


. O J 


Exons 


132. .459, 582. .722 






Seq. No. 


22848 


Seq. ID 


O.T990R9S 09 9A99 


Gene No . 


47520 


Strand 




Start 


1 


End 


7 


Name 


OJ990825 02.9A29.C36.ol.ts 


Method 




Start 


164 


End 


A fl 9 

*4 O ,7 


GI 


none 


Score 




Exons 


164. .199, 223. .489, 236. .439, 


298. .462 




Seq. "No . 


22849 


Seq. ID 


0,799089^ 09 9A99 


Gene No. 


47521 


Strand 


+ 


Start 


1 


End 


9 7 "3 


Name 


OJ990825 02.9A29.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


273 


GI 


6069659 


Score 


90 


Exons 


1..35, 172.. 273 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22849 


Seq. ID 


OJ990825_02. 9A29 


Qei^e No . 


47522. 


Strand 




Start 


149 


End 


243 


Name 


OJ990825 02.9A29.C37.ol.gs 


Method 


GENSCAN 


Start 


149 


End 


243 


GI 


none 


Score 


.9 


Exons 


149. .243 






Seq. No. 


22850 


Seq. ID 


OJ990825_02. 9A29. 


Gene No. 


47523*,- 


Strand 


+ 


Start 


396 v 


End 


471 


Name , 


OJ990825 02.9A29.C40.ol.np 


Method 


AAT/NAP 



23077 



Start 396 End 471 

GI 6630699 Score 88 

Exons 396.. 471 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


22850 


Seq. ID 


OJ990825 


Gene No. 


47524 


Strand 


+ 


Start 


599 


End 


1022 


Name 


OJ990825 02. 9A29 . C4 0 . o2 . np 


Method 


AAT/NAP 


Start 


599 


End 


1022 


GI 


6539570 


Score 


195 


Exons 


599. .801, 952. .1022 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22850 


Seq. ID 


OJ990825 


Gene No. 


47525 


Strand 


- 


Start 


608 


End 


2219 


Name 


OJ990825 02. 9A29 . C40 . ol . gp 


Method 


AAT/GAP 


Start 


384 


End 


810 


GI 


LIB3479-006-Q6-K1-B11 


Score 


637 


Exons 


384. .810 






GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 1 . Oe- 


110 Oryza 




DNA, -chromosome 6, clone : P0538C01 1 




Seq. No. 


22850 


Seq. ID 


OJ990825^ 


Gene No. 


47525 


Strand 


- 


Start 


608 


End 


2219 


Name 


OJ990825 02.9A29.C40.ol.gs 


Method 


GEN SCAN 


Start 


608 


End 


2219 


GI 


none 


Score 


. 61 


Exons 


608. .689, 1661. .1917, 1970. 


.2112, 2117 


. .2219 ; 


Seq. No. 


22851 


Seq. ID 


OJ990825 


Gene No.. 


47526 


Strand 


+ 


Start 


815 


End 


1394 


Name 


OJ990825 02.9A29.C41.ol.gs 


Method 


GENSCAN 


Start 


815 


End 


1394 


GI 


none 


Score 


.94 


Exons 


815. .826, 1079. .1210, 1353. 


.1394 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22851 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825 02.9A29.C41 



47527 
2204 

OJ990825_02.9A29.C41.ol.np 
2188 
6069646 

2188.. 3077, 3893.. 3972 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



3972 
AAT/NAP 
3972 
1079 

transcriptase 
.11 (AP001129) 
F9013 genomic 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



o6q. WO. 

Gene No. 



47527 



Seq. ID 
Strand 



OJ990825 J)2.9A29.C41 



23078 



Start 


2204 








Name 


OJ990825 02 


.9A29 


.C41.02, 


, gs 


Start 


2204 . 






GI 


none 








Exons 


2204. .2357, 


2479 


. .2597, 


2784 . 


Seq. No. 


22851 








Gene No . 


47527 








Start 


2204 








Name 


OJ990825 02 


.9A29 


,C41.ol. 


. tm 


Start 


2306 








GI 


none 








Exons 


2306. .2404, 


2428, 


. .2640, 


2445. 


Seq. No. 


22851 








gene No . 


47527 








Start 


2204 








Name 


OJ990825 02 


.9A29, 


.C41.ol. 


tw 


Start 


2315 








GI 


none 








Exons 


2315. .2347, 


2469. 


. .2666, 


2515. 


Seq. No. 


22851 








Gene No . 


47527 








Start 


2204 








Name 


OJ990825 02 


. 9A29, 


,C41.o2. 


tm 


Start 


2799 








GI 


none 








Exons 


2799. .3005 








Seq. No. 


22852 








Gene m 


47528 








Start 


34 








Name 


OJ990825 02 


.9A29. 


,C42.ol. 


gs 


Start 


34 






GI 


none 








Exons 


34 . .459 








Seq. No. ■ 


22852 








Gene No . 


47529 








Start 


3462 








Name 


OJ990825 02. 


.9A29. 


C42.o2. 


gs 


Start 


3462 






GI 


none 








Exons 


3462. .3942, 


4002. 


.4654 




Seq. No. 


22852 








Gene No. 


47530 








Start 


299 








Name 


OJ990825 02. 


. 9A29. 


C42.ol. 


ts 


Start 


196 








GI 


none 








Exons 


196. .342, 337. .453, 3638 


. .382i 




3929. .4087 








Seq. No. 


22652 








Gene No. 


47530 • 









End 

Method 

End 

Score 



3972 
GENSCAN 
3583 
.4 



Seq. ID OJ990825_02.9A29.C41 
Strand 

End 3972 

Method TBLASTX : Mai ze 

End 2798 

Score 83 



Seq. ID OJ990825_02.9A29.C41 
Strand 

End 3972 

Method TBLASTX : Wheat 

End 2666 

Score 63 



Seq. ID OJ990825_02.9A29.C41 
Strand 

End 3972 

Method TBLASTX: Maize 

End 3005 

Score 182 



Seq. ID OJ990825_02.9A29.C42 

Strand + 

End 459 

Method GENSCAN 

End 459 

Score 1 



Seq. ID OJ990825_02.9A29.C42 

Strand + 

End 4654 

Method GENSCAN 

End 4654 

Score 1 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990825_02.9A29.C42 
4116 

TBLASTX : Soybean 

4116 

57 



Seq. ID OJ990825_02.9A29.C42 
Strand 



23079 



Start 


299 


End 


4116 


Name 


OJ990825 02.9A29.C42.ol.gp 


Method 


AAT/GAP 


Start . 


299 


End 


569 


GI 


4714133 


Score 


487 


Exons 


299. .569 






Seq. No. 


22852 


Seq. ID 


OJ990825_02.9A29.C42 


Gene No . 


47530 


Strand 




Start 


299 


End 


4116 


Name 


OJ990825 02.9A29.C42.ol.tc 


Method 


TBLASTX: Cress 


Start 


3639 


End 


4087 


GI 


none 


Score 


146 


Exons 


3639.-3869, 3874.. 3915, 3875 


..3919, 3976. .4080, 3977. .4087 


Seq. No. 


22853 


Seq. ID 


n.TQQDR^R 09 QftOQ P4"3 


Gene No . 


47531 


Strand 




Start 


2230 


End 


j 


Name 


OJ990825 02.9A29.C43.ol.gs 


Method 


\J Ej LN O \— r\LN 


Start 


2230 


End 


2339 


GI 


none 


Score 


.53 


Exons 


2230.. 2247, 2322.. 2339 






Seq . No . 


22854 


Seq. ID 


J JO . ^£3uO . LI 


Gene No. 


47532 


Strand 




Start 


1 


End 




Name 


OJ990605 38.9B05.Cl.ol.np 


Method 


ft ft T / M ft D 
ttttl / iN.tt.rr 


Start 


1 


End 


254 


GI 


5669663 


Score 


386 


Exons 


1. .254 






GI Descrip. 


(AF100765) receptor-like kinase [Oryza 


sati va J 


Seq. No. 


22854 


Seq. ID 


UUjJUDUj JO . ^DUJ . LI 


qqj^q No. 


47532 


Strand 




Start 


1 


End 


HID 


Name 


OJ990605 38. 9B05 . CI . ol . tm 


Method 


I cXjAo 1a. LYia 1Z6 


Start 


1 


End 


282 


GI 


none 


Score 


157 


Exons 


1..198, 9. .212, 220. .282- 






Seq. No. 


22854 


Seq. ID 


OJ990605_38.9B05.C1 


Gene J^q . 


47532 


Strand 




Start 


1 


End 


415 


Name 


OJ990605 38.9B05.Cl.ol.gs 


Method 


GENS CAN 


Start 


119 


End 


415 


GI 


none 


Score 


.71 


Exons 


119. .178, 335. .415 






Seq. No. 


22855 


Seq. ID 


OJ990605_38. 9B05.C2 


Gene No. 


47533 


Strand 


+ 


Start 


54 


End 


128 


Name 


OJ990605 38.9B05.C2.ol.gp 


Method 


AAT/GAP 


Start 


54 


End 


128 


.GI 


2312838 


Score 


67 


Exons 


54'. .128 






GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 



23080 




Seq. No. 


22855 


Seq. ID 


OJ990605_38 


.9B05. 


C2 




47534 


Strand 


+ 






Start 


513 


End 


4416 






Name 


OJ990605 38.9B05.C2.ol.gs 


Method 


GENSCAN 






Start 


513 


End 


4416 






GI 


none 


Score 


.54 






Exons 


513. .658, 986. .1167, 2407.. 


2430, 2538.. 


3451, 4150. 


.4416 




Seq. No. 


22855 


Seq. ID 


OJ990605_38 


.9B05. 


C2 


Gene No. 


47534 


Strand 


+ 






Start 


513 


End 


4416 






Name 


OJ990605 38.9B05.C2.ol.np 


Method 


AAT/NAP 






Start 


513 


End 


3607 






GI 


5679314 


Score 


3146 






Exons 


513.. 1287, 2087. .2190, 2407 


..2430, 2536 


. .3607 






GI Descrip. 


(AF164021) receptor kinase 


[Oryza sativa] 






Seq. No. 


22855 


Seq. ID 


OJ990605_38 


.9B05. 


C2 


Gene No. 


47534 


Strand 


+ 






Start 


513 


End 


4416 






Name 


OJ990605 38.9B05.C2.o2.gp 


Method 


AAT/GAP 






Start 


1251 


End 


3921 






GI 


833 1.R1084 


Score 


2783 






Exons 


1251. .1287, 2087. .2190, 2407. .2430, 2538. .3921 






GI Descrip. 


'2832304 0.0e+00 (AF044489) 


receptor-like protein 


kinase 


[Oryza 



sativa] 1 



Seq. No. 


22855 








Seq. ID 


OJ990605_38.9B05.C2 


Gene No. 


47535 








Strand 




Start 


4792 








End 


5534 " 


Name 


OJ990605 38 


.9B05 


.C2.o2. 


gs 


Method 


GENSCAN 


Start 


4792 








End 


5534 


GI 


none 








Score 


.95 


Exons 


4792. .4943, 


5143 


. .5333, 


5497. 


.5534 




Seq. No. 


22855 








Seq. ID 


OJ990605_38.9B05.C2 


Gene No. 


47536 








Strand 




Start 


7028 








End 


9364 


Name 


OJ990605 38 


.9B05 


.C2.'o3. 


tm 


Method 


TBLASTX: Maize 


Start 


572 








End 


940 


GI 


none 








Score 


432 


Exons 


572. .931, 573. .935, 578 


. .940 






Seq. No. 


22855 








Seq. ID 


OJ990605_38 . 9B05 . C2 


Gene No. 


47536 








Strand 




Start 


7028 








End 


9364 


Name 


OJ990605 38 


. 9B05 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2614 








End 


8159 


GI 


none 








Score 


117 


Exons 


2614. .2784/ 


2639 


. .2782, 


2782. 


.2904, 2783. .3004, 2783. .2902, 




2788. .2967, 


3011 


. .3250, 


3011. 


.3235, 3139. .3249, 7475. .7903, 




7476. .7904, 


7907 


. .8158, 


7908. 


.8156, 7911. .8159, 8029. .8157 


Seq. No. 


22855 








Seq. ID 


OJ990605_38.9B05.C2 


Gene No. 


47536 








Strand 




Start 


702b 








End 


9364 


Name 


OJ990605_38 


.9B05 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 



23081 




Start 2639 End 8183 

GI none ' Score 34 0 

Exons 2639.. 2980, 2641.. 2967, 3017.. 3589, 3034.. 3087, 3044.. 3388, 

3142. .3576, 7148. .7282, 7160. .7246, 7206. .7256, 7367. .7717, 

7380. .7718, 7736. .7897, 7749. .7898, 7934. .8077, 8130. .8183 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene No. 47536 Strand 

Start 7028 End 9364 

Name OJ990605_38 . 9B05 . C2 . ol . tc Method TBLASTX : Cress 

Start 2681 End 8035 

GI none Score 92 

Exons 2681.. 2773, 2698.. 2766, 2767.. 3036, 2777.. 2968, 3010.. 3312, 

3011. .3325, 3023. .3319, 3335. .3406, 3397. .3453, 3431. .3604, 

3469.-3588, 7100. .7270, 7119. .7277, 7337. .7381, 7400. .7726, 

7407. .7718, 7742. .7897, 7749.-7886, 7907. .8035 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene No. 47536 Strand 

Start 7028 End 9364 

Name OJ990605_38 . 9B05 . C2 . ol . tw Method TBLASTX : Wheat - 

Start 2842 End 7870 

GI none Score 114 

Exons 2842.. 2910, 2843.. 2971, 3023.. 3247, 3023.. 3169, 7478.. 7717, 

7557. .7700, 7713. .7868, 7730. .7870 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene- No. 47536 Strand 

Start 7028 End 9364 

Name OJ990605_38 . 9B05 . C2 . o2 . tw Method TBLASTX : Wheat 

Start 3248 End 7477 

GI none Score 111 

Exons 3248. .3394, 3446. .3586, 7157. .7279, 7181. .7270, 7206. .7280, 

7328.. 7405, 7375.. 7404, 7400 ....7477, 7406.. 7450 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene No. 47536 Strand 

Start 7028 End 9364 

Name OJ990605_38 . 9B05 . C2 . o2 . tm Method TBLASTX :Maize ' ^ ■ 

Start 3276 End 7447 

GI none Score 126 

Exons 3276.. 3410, 3277.. 3576, 3278.. 3580, 3279.-3593, 3442.-3636, 

7145. .7279, 7187. ..7270, 7310. .7357, 7373.-7447, 7385.-7447 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene No. 47536 Strand 

Start 7028 End 9364 

Name OJ990605_38 . 9B05 . C2 . o3 . gs Method GENSCAN 

Start 7028 End 9364 

GI none Score .62 

Exons 7028.. 8163, 8346.. 8497, 8598.-9364 

Seq. No. 22855 Seq. ID OJ990605_38 . 9B05 . C2 

Gene No. 47536 Strand 

Start 7028 End 9364 

.Name OJ990 6G5_38 . 9B05 . C2 . o2 . np Method AAT/NAP 

Start 7047 End 8782 



23082 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5669667 Score 2435 

7047.. 8163, 8346.. 8497, 8598;. 8782 

(AF100767) receptor-like kinase [Oryza sativa] 



22855 
47536 
7028 

OJ990605_38, 

9008 

none 

9008. .9040, 
9167. .9253 



9B05.C2.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_38.9B05.C2 
9364 

TBLASTX: Maize 

9253 

115 



9044.. 9172, 9047.. 9172, 9049.. 9177, 9057.. 9173, 



Seq. No. 22856 Seq. ID 

Gene No. 47537 Strand 

Start 1073 End 

Name OJ990605_38. 9B05 . C3 . ol . gs Method 

Start 1073 End 

GI none Score 

Exons 1073.. 1144 



OJ990605_38.9B05.C3 
+ 

1144 
GENSCAN 
1144 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



22857 
47538 
8778 

OJ990605_38. 9B05.C4.ol.np 

8778 

6498441 

8778. .9841, 10172 .. 10635, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
10699. .11072, 



OJ990605_38.9B05.C4 
+ 

14424 
AAT/NAP 
14424 
6823 
11256. .11390, 



11565. .11805, 11998. .12480, 12652 14049, 14143. .14424 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



22857 Seq. ID 

47539 Strand 

21390 End 

OJ990605_38. 9B05.C4.o3.np Method 

21390 End 

4388818 Score 
21390. .21411, 22529. .26319 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990605_38.9B05.C4 
+ 

26319 
AAT/NAP 
26319 
2519 



22857 Seq. ID 

47539 Strand 
21390 End 
OJ990605_38 . 9B05 . C4 . o4 . gp Method 
23671 End 
2428449 Score 
23671. .24107 

4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



OJ990605_38.9B05.C4 
+ 

26319 
AAT/GAP 
24107 
854 



22857 
47539 
21390 



■ Seq. ID OJ990605_38. 9B(l5".:C4 
Strand + 
End 26319 



23083 



Name OJ990605_38 . 9B05 . C4 . o5 . gp 

Start 25155 
GI 1621494 
Exons 25155. .25397 

GI Descrip. 16214 95/dbj | BAA12903 | 4.0e-35 
[Oryza sativa] 



Method 

End 

Score 



AAT/GAP 

25397 

426 



(D85877) reverse transcriptase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22857 Seq. ID 

47540 Strand 
26731 End 
OJ990605_38 . 9B05 . C4 . 06 . gp Method 
26731 End 
LIB3432-057-P1-K1-C2 Score 
26731. .27026 

f 249 9551/ sp | Q5 55351 Y328_SYNY3 1.0e-10 PUTATIVE LOW MOLECULAR 
WEIGHT PROTEIN-TYROS I NE- PHOSPHATASE >gi_10014 08_db j_BAA10030_ 
(D63999) low molecular weight phosphotyrosine protein 
phosphatase [Synechocystis sp.]' 



OJ990605_38.9B05.C4, 
+ 

27026 
AAT/GAP 
27026 
496 



22857 
47541 
31816 

OJ990605_38 . 9B05 . C4 . 06 . gs 

31816 

none 



Seq. ID OJ990605 38.9B05.C4 



Strand 
End 

Method 

End 

Score 



+ 

35849 
GENSCAN 
35849 
.48 



31816. .32644, 34524 .. 34547 , 34778 .. 34 975, 35059. .35849 



Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05.C4 


Gene No. 


47542 




Strand 


+ 


Start 


40626 




End 


43452 


Name 


OJ990605 38.9B05.C4. 


o5.np 


Method 


AAT/NAP 


Start 


40617 




End 


43452 


GI 


5679314 




Score 


539 


Exons 


40617. .41366, .43409. 


.43452 






GI Descrip. 


(AF164021) receptor 


kinase 


[Oryza sativa] 


Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05.C4 


Gene No. 


47542 




Strand 


+ 


Start 


40626 




End 


43452 


Name 


OJ990605 38.9B05.C4. 


o9. gp 


Method 


AAT/GAP 


Start 


40624 




End 


40976 


GI 


LIB3431-051-P1-K1-G3 




Score 


673 


Exons 


40624. .40976 








GI Descrip. 


•5523862/gb|AAD44034 


. 1|AF085169_2 3.0e 


-35 (AF085169) LRk-type 



protein [Triticum aestivum] * 



Seq. No. 22857 

Gene No. 47542 

Start 40626 

Name OJ990605_38 . 9B05 . C4 . 08 . gs 

Start 40626 

GI ..none 

Exons "40626. .41015, 41138 .. 41333, 43129.. 43205 



Seq. ID OJ990605 38.9B05.C4 



Strand 
End 

Method 

End 

Score 



+ 

43452 
GENSCAN 
43205 
.8 



Seq. No. 
Gene No . 
Start 



22857 
47543 
43941 



Seq. ID OJ990605 38.9B05.C4 
Strand + 
End 44329 



23084 



Name OJ990605_38 . 9B05 .C4 . oil . gp Method AAT/GAP 

Start 43941 End 44329 

GI 27360_1.R1084 Score 414 

Exons 43941. .44031, 44156.. 44329 

GI Descrip. 1 4 929725/gb | AAD34123 . 1 | AF151886_1 4 . Oe-32 (AF151886) CGI-128 
protein [Homo sapiens] ' 



Seq. No. 22857 Seq. ID 

Gene No. 47544 Strand 

Start 1075 End 

Name OJ990605_38 . 9B05 . C4 . ol . gs Method 

Start 1075 End 

GI none Score 

Exons 1075.. 1473, 2590.. 3963, 5424.. 5489 



OJ990605_38.9B05.C4 

5594 
GENSCAN 
5489 
.47 



Seq. No. 22857 Seq. ID OJ990605_38 . 9B05 . C4 

Gene No. 47544 Strand 

Start 1075 End 5594 

Name OJ990605_38 . 9B05 -C4 . ol . gp Method AAT/GAP 

Start 5222 End 5594 

GI uOosflcyp033a04bl Score 508 

Exons 5222.. 5594 

GI Descrip. . ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza .sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 22857 Seq. ID 

Gene No. 47545 Strand 

Start 15046 End 18335 

Name OJ990605_38 . 9B05 .C4 . o2 .np Method AAT/NAP 

Start 15046 End 18335 

GI 5803259 Score 4338 

Exons 15046. .16699, 16745 .. 16977, 17077.. 18335 
GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



OJ990605 38.9B05.C4 



Seq. No. 


22857 




Seq. ID 


OJ990605_ 


_38.9B05, 


.C4 


Gene No. 


47546 




Strand 








Start 


28034 




End 


39763 






Name 


OJ990605 38.9B05.C4 


. o5.gs 


Method 


GENSCAN 






Start 


28034 


- End 


31405 






GI 


none 




Score 


.69 






Exons 


28034. .29181, 29289 


. .29515, 


29639. .30472, 31389. 


, .31405 




Seq. No. 


22857 




Seq. ID 


OJ990605_ 


J38.9B05. 


,C4 


Gene No. 


47546 




Strand 








Start 


28034 




End 


39763 






Name 


OJ990605 38.9B05.C4 


. o4 .np 


Method 


AAT/NAP 






Start 


28037 




End 


39763 






GI 


5669663 




Score 


2218 






Exons 


28037. .29278, 30244 


. .30335, 


39048. .39384, 39424. 


.39763 




GI Descrip. 


(AF100765) receptor- 


-like kinase [Oryza 


sativa] 







Seq. No. 22857 Seq. ID 

Gene No. 47546 Strand 

Start 28034 End 

Name OJ990605_38 . 9B05 . C4 . o7 . gp Method 

Start 37246 End 

GI 3768638 Score 



OJ990605_38. 9B05.C4 

39763 
AAT/GAP 
37742 
772 



23085 




Exons . 37246.. 37742 



Seq. No. 


22857 




Seq. ID 


OJ990605_ 


38.9B05 


.C4 


Gene No. 


47546 




Strand 








Start 


28034 




End 


39763 






Name 


OJ990605 38.9B05.C4.o7.gs 




Method 


GENSCAN 






Start 


37446 




End 


39757 






GI 


none 




Score 


.74 






Exons 


37446. .38592, 38735 .. 38857 , 


39009. .39757 






Seq. No. 


22857 




Seq. ID 




J38.9B05 


.C4 




47546 




Strand 








Start 


28034 




End 


39763 






Name 


OJ990605 38.9B05.C4.o8.gp 




Method 


AAT/GAP 






Start 


38176 




End 


38782 






GI 


38834 1.R1084 




Score 


837 






Exons 


38176. .38559, 38694.. 38782 












GI Descrip. 


! 54 99713/gb|AAD43962.1 IU78762 


1 4.0e- 


34 (U78762) 


receptor-like 




kinase ARK IAS [Triticum aestivum] 1 










22857 




Seq. ID 


OJ990605_ 


38. 9B05 


,C4 


Gene No. 


47547 




Strand 








Start 


42553 




End 


44279 






Name 


OJ990605 38.9B0'5.C4.o6.np 




Method 


AAT/NAP 






Start 


42553 




End 


44279 






GI 


6715721 




Score 


176 






Exons 


42553. .42622, 43752 43870, 


43929. .44019, 44138. 


.44279 




GI Descrip. 


(AC016447) unknown protein 


[Arabidops 


is thaliana] 




Seq. No. 


22857 




Seq. ID 


OJ990605_ 


38.9B05 


.C4 




47547 




Strand 








Start 


42553 




End 


44279 






Name 


OJ990605 38.9B05.C4.ol0.gp 




Method 


AAT/GAP 






Start 


43272 




End 


43366 






GI 


38834 1.R1084 




Score 


150 






Exons 


43272. .43366 












GI Descrip. 


, 54 99713/gb|AAD43962.1 IU787 62 


1 4.0e- 


34 (U78762) 


receptor-like 




kinase ARK IAS [Triticum aestivum] 1 








Seq. No. 


22857 




Seq. ID 


OJ990605_ 


38.9B05 


C4 


Gene No. 


47548 




Strand 








Start 


46108 




End 


50579 






Name 


OJ990605 38. 9B05 . C4 . olO . tw 




Method 


TBLASTX: Wheat 




Start 


8926 




End 


9318 






GI 


none 




Score 


58 






Exons 


8926.-8973, 8980.. 9078, 8997. 


.9077, 9045.. 9206, 


9061. .9318 


Seq. No. 


22857 




Seq. ID 


OJ990605_ 


38.9B05. 


C4 


Gene No. 


47548 




Strand 








Start 


46108 




End 


50579 






Name 


OJ990605 38. 9B05 . C4 . ol6 . tm 




Method 


TBLASTX: Maize 




Start 


8931 




End 


9216 






GI 


none 




Score 


193 






Exons 


8931. .9215, 8968. .9216 












Seq ; No. 


22857 




Seq. ID 


OJ990605_ 


38.9B05. 


C4 


Gene No. 


47548 




Strand 









23086 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46108 End 

OJ990605_38 . 9B05 . C4 . o9 . tw Method 

9326' End 

none Score 



50579 

TBLASTX : Wheat 

12786 

224 



9326. .9379, 12325 12576, 12352 .. 1257 6, 12417 .. 12590, 
12637. .12786, 1264 6 12783, 12648.. 12785 



22857 
47548 
46108 

OJ990605_38 . 9B05 . C4 . o4 . tw 

10056 

none 



Seq. ID OJ990605_38.9B05.C4 
Strand 

End 50579 

Method TBLASTX : Wheat 

End 10539 

Score 413 



10056. .10229, 10057. .10539, 10251.. 10511 

OJ990605 38.9B05.C4 



22857 Seq. ID 

47548 Strand 

46108 End 

OJ990605_38 . 9B05 . C4 . o2 . tw Method 

10706 End 

none Score 



50579 

TBLASTX: Wheat 

11169 

209 



10706. .11149, 10707. .11168, 10708. .11169 

OJ990605 38.9B05.C4 



22857 
47548 
46108 

OJ990605_38 . 9B05 . C4 . o9 . ts 

10747 

none 

10747. .10971, 10978. .11112 

22857 
47548 
46108 

OJ990605_38 . 9B05 . C4 . o5 . tm 

10837 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50579 

TBLASTX: Soybean 

11112 

117 



OJ990605_38. 9B05.C4 
50579 

TBLASTX: Maize 

11193 

392' 



10837. .11193, 10872. .11183, 10888. .11193 

OJ990605 38.9B05.C4 



22857 
47548 
46108 

OJ990605_38. 9B05 . C4 . o7 . tm 

11220 

none 

11220. .11585, 11221.. 11604 

22857 
47548 
46108 

OJ990605_38.9B05.C4 ,o3.tw 

11277 

none 

11277. .11702, 11278.. 11697 

22857 
47548 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50579 

TBLASTX: Maize 

11604 

360 



OJ990605_38.9B05.C4^ 
50579 

TBLASTX: Wheat 

11702 

487 



Seq. ID OJ990605_38.9B05.C4 
Strand 



23087 



Start 
Name 
Start 
GI 

Exons 



46108 End 

OJ990 605_38 . 9B05 . C4 . o5 . ts Method 

11356 End 

none Score 
11356. .11727, 11373. .11516 



50579 

TBLASTX : Soybean 

11727 

279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22857 Seq. ID 

47548 Strand 

46108 End 

OJ990605_38 . 9B05 . C4 . 08 . ts Method 

12475 End 

5666795 Score 



OJ990605_38.9B05.C4 
50579 

TBLASTX: Soybean 

13041 

64 



12475. -.12573, 1264 9 12786, 12841. .13041 



GI Descrip. 4206306 2-0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Cf art - 


4 6108 




End 


50579 




Name 


OJ990605 38^9B05.C4. 


ol7.tw 


Method 


TBLASTX: Wheat 




Start 


12789 




End 


13101 




GI 


none 




Score 


193 




Exons 


12789. .12965, 12841. 


.13101 








Seq. No. 


22857 




Seq.'"' ID 


OJ990605_38.9B05 


.C4 


Gene No. 


' 47548 




Strand 












End 


50579 




Name 


OJ990605 38.9B05.C4. 


o6.tm 


Met'hod 


TBLASTX: Maize 




Start 


13294 




End 


13617 




GI 


none 




Score 


362 




Exons 


13294. .13617, 13323. 


.13604 








Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B0'5.C4. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13431 




End 


13812 




GI 


none 




Score 


375 




Exons 


13431. .13487, 13432. 


.13812, 


13533. .13781 




Seq. No. , 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


oll.tm 


Method 


TBLASTX: Maize 




Start * 


13756 




End 


24305 




GI 


none 




Score 


96 




Exons 


13756. .13914, 23820. 


.24305,- 


24014. .24304 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


ol3.tw 


Method 


TBLASTX: Wheat 




Start 


13813 




End 


14415 




GI 


none 




Score 


265 




Exons 


13813. .14097, 13818. 


.14096, 


14289. .14 411, 14290. .14 415 





Gene No. 



47548 



Seq. ID 
Strand 



OJ990605 38.9B05.C4 



23088 




o Lai. L. 






End 


50579 




Name 


OJ990605 38.9B05.C4 


.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


22708 




End 


23129 




GI 


none 




Score 


171 




Exons 


22708. .22857, 22725 


. .22847, 


22837. .22947, 22840 .. 2294 1, 






22854. .22946, 22959 


. .23000, 


23058. .23129, 23076.. 23129 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 








Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


23834 




End 


24443 




GI 


none 




Score 


342 




Exons 


23834. .24244, 23835 


. .24284, 


24284. .24364, 24381. .24443 




Seq. No. 


22857 




Seq. ID 


OJ990605_38. 9B05 


.C4 


Gene No. 


47548 




Strand 






O La. IT U 


4 6i no 

*± Oluo 




End 


50579 




Name 


OJ990605 38.9B05.C4 


,o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24054 




End 


24503 




GI 


none 




Score 


285 




Exons 


24054 . .24383, 24063 


. .24308, 


24083. .24313, 24368 .. 24502 , 






24369. .24503 










Seq. No. 


22857 




Seq. ID 


OJ990605_38. 9B05 


.C4 


belle LNO • 


A 1 ^A ft 

H / D 4 O 




Strand 






Start 


46108 




End 


50579 . 




Name 


OJ990605 38.9B05.C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


24072 




End 


24539 




GI 


none 




Score 


188 




Exons 


24072. .24365, 24380 


. .24496, 


24381. .24539 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 




A 7 ft 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24718 




End 


25156 




GI 


none 




Score 


610 ' 




Exons 


24718. .24906, 24719 


. .25156, 


24720. .25154, 24838. .25155 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 




A 1 ^A ft 
4 / O 4 O 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


24986 




End 


25424 




GI 


none 




Score 


329 




Exons 


24986. .25291, 24996 


. .25424 








Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 




4 / JlO 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


25020 




End 


25409 




GI 


none 




Score 


377 




Exons 


25020. .25409, 25040 


.25315, 


25252.. 25371 




.Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 



23089 



Gene No. 


47548 




Strand 












End 


50579 




Name 


. OJ990605 38.9B05.C4. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start ' 


25157 




End 


25778 




GI 


none 




Score 


146 




Exons 


25157. .25303, 25158. 


.25307, 


25344 . .25778, 25400 .. 25534 , 






25595. .25759 










Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






OLdlt 


*± D J. U 0 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


25427 




End 


25970 




GI 


none 




Score 


122 




Exons 


25427. .25519, 25428. 


.25580, 


25563..2S862, 25616 .. 258 61, 






25908. .25970, 25910. 


.25969 








Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


bene rsio . 


A 1 R A R 

fi / D fi 0 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


ol6 . tw 


Method 


TBLASTX: Wheat 




Start 


25905 




End 


26286 




GI 


none 




Score 


120 




Exons 


25905. .26045, 26048. 


.26107, 


26140. .26286 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 








H Dl UO 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


25953 




End 


26310 




GI 


none 




Score 


108 




Exons 


25953. .26045, 25955. 


.26047, 


26039. .26107, 26048 26095, 






26143. .26187, 26145. 


.26195, 


26197. .26310, 26211.. 26309 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Q+- -a -v-4- 

olait 


4^1 no 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


25970 




End 


26314 




GI 


none 




Score 


95 




Exons 


25970. .26047, 25971. 


.26045, 


26048. .26140, 2 6050 .. 26145, 






26145. .26312, 26146. 


.26310, 


26162. .26314 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 




o3 . tm 


Method 


TBLASTX: Maize 




Start 


28145 




End 


37878 




GI 


none 




Score 


130 




Exons 


28145. .28345, 28154. 


.28309, 


28373..28492, 284 04 .. 284 93, 






35490. .35642, 35492. 


.35578, 


35694. .35819, 37542 .. 37877 , 






37542. .37877, 37543. 


.37878 








Seq. No. 


22857 




Seq. ID 


OJ990605_38. 9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


ol.tc 


Method 


TBLASTX: Cress 





23090 



Start 
GI 

Exons 



28161 

none 

28161. 

28425. 

34921. 



.28316, 
.28733, 
.35004, 



35253. .35564, 
35652. .35846, 
37680. .37781, 
38146. .38292, 



End 38441 

Score 61 
28166. .28288, 28355 .. 28399, 284 18 .. 28735, 
28758. .28904, 28760 .. 28915, 28925 .. 29056, 
34923. .34991, 35006 .. 35206, 35016 .. 35207 , 
35261. .35551, 35580 .. 35645, 35604 .. 35624 , 
35708. .35851, 3754 3 .. 37725, 37560 .. 37682, 
37804. .38034, 37806 .. 38123, 37813 .. 38121, 
38148. .38291, 38309 .. 38383, 38310. .38441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22857 
47548 
46108 

OJ990 605_38 . 9B05 . C4 . ol5 . tw 

28161 

none 



Seq. ID OJ990605_38.9B05.C4 
Strand 

End 50579 

Method TBLASTX : Wheat 

End 37877 

Score 69 



28161. .28331, 28169 .. 28306, 2834 6 .. 28423, 28418 .. 28495, 
28426. .28467, 35487 .. 35627 , 35652 .. 35825, 37555 .. 37701, 
37563.. 37877 * 



Seq. No. 22857 
Gene No. 47548 
Start 46108 

Name OJ990605_38 . 9B05 -C4.ol.ts 

Start 28166 
GI none 
Exons 28166. 

28754. 

34879. 

34994. 

35381. 

37747. 



.28300, 28394. 

.28918, 28761. 

.35040, 34881. 

.35206, 35256. 

,35575, 37560. 

,38097, 38142. 



.28744, 
.28931, 
.35048, 
.35825, 
.37694, 
.38291, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_38.9B05.C4 
50579 

TBLASTX: Soybean 

38486 

228 



28398, 
28953, 
34941, 
35273. 
37561, 
38155, 



,28709, 
,29129, 
,35186, 
,35326, 



28550, 
28967, 
34980, 
35283, 



,37719, 37737, 
,38292, 38340, 



.28753, 
.29095, 
.35240, 
.35474, 
.38132, 
.38486 



Seq. No. 22857 
Gene No. 47548 
Start 46108 

Name OJ990605_38 . 9B05 . C4 . ol . tm 

Start - 28493 ' ■ .. " 

GI none 

Exons 28493. .28921, 284 94 .. 28925, 

28926. .29243, 34878 .. 34991, 
35010. .35243, 35226 .. 3548 9, 
37882. .38310, 37882 .. 38331 , 
38313. .38564, 38313 .. 38570 , 
38315. .38572 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_38.9B05.C4 
50579 

TBLASTX: Maize 

38572 

528 



28888. .29043, 28913 .. 29191, 

34879. .35004, 35006 .. 35218, 

35274. .35477, 37881 .. 38309, 

37883. .38317, 3827 9 38506, 

38314. .38571, 38314 .. 3857 1, 



Seq. No. 22857 

Gene No. 47548 

Start 46108 

Name OJ990605_38 . 9B05 .C4 .oil . tw 

Start 28496 

GI none 

Exons 28496.-28735, 28748.-28888, 35082 
*" 35262. .35405, 35450 .. 35485 , 37884 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 38.9B05.C4 



50579 

TBLASTX: Wheat 
38276 
111 

35210, 35238. .35486, 
38123, 38136.. 38276 



Seq. No. 
Gene No. 



22857 
47548 



Seq. ID OJ990605_38. 9B05.C4 
Strand 



23091 



Start 
Name 
Start 
GI 

Exons 



46108 

OJ990 605_38 . 9B05 . C4 . 08 . tm 
31894 
none 
31894. 
32037, 
40710. 



End 

Method 

End 

Score 



50579 

TBLASTX: Maize 

41033 

94 



.31992, 31906. .31974, 32008 .. 32184 , 32033 .. 32170, 
.32171, 32050. .32175, 39554 .. 39625 , 40705 .. 40992, 
,40991, 40713. .41033, 40718. .41032 



Seq. No. 22857 Seq. ID 

Gene No. 47548 Strand 

Start 46108 End 

Name OJ990605_38 . 9B05 . C4 . ol4 . tw Method 

Start 43945 End 

GI none Score 

Exons 43945. .44031, 43970 .. 44032, 43970 

44154. .44294, 44156. .44302 



OJ990605_38.9B05.C4 
50579 

TBLASTX: Wheat 
44302 
88 

,44053, 44154. .44294, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22857 Seq. ID 

47548 Strand 

46108 End 

OJ990 605_38 . 9B05 . C4 . ol5 . tm Method 

43945 End 

none Score 



OJ990605_38. 9B05.C4 
50579 

TBLASTX: Maize 

44282 

75 



43945. .44031, 43967 .. 44032, 43967 .. 44053, 44 154 44282, 
44154. .44279, 44155. .44280 



22857 Seq. ID 

47548 Strand 

46108 > End 
OJ990605_38 . 9B05 . C4 . olO . gs Method 

46108 End 

none Score 
46108. 
47213. 
49244. 



OJ990605_38.9B05.C4 

50579 
GENSCAN 
50579 
.86 



.46206, 46503. .46634, 46709 46782, 4 6813 .. 4 6948 , 
.47381, 47636. .48135, 48222 .. 48332, 48443. . 48774, 
.49378, 49479. .49628, 50444. .50579 



Seq. No. 22857 Seq. ID 

Gene No. 47548 Strand 

Start 46108- ' End 

Name OJ990605_38 . 9B05 . C4 . ol2 . tm Method 

Start 46207 End 

GI none Score 
Exons 



OJ990605_38.9B05.C4 
50579 

TBLASTX: Maize 

46616 

142 



46207. .46425, 46229. 
46492. .46614 



,46420, 46258. .46425, 4 64 91 .. 4 6616, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_38.9B05.C4 

50579 
AAT/NAP 
48368 
528 



22857 
47548 
46108 

OJ990605_38 . 9B05 . C4 . o7 . np 
46241 
6166137 

46241. .46416, 46503 .. 46634 , 
47634. .48135, 48222. .48368 

ELONGATION FACTOR 1-ALPHA-B/D (EF-1-ALPHA-B/D) 

gi| 1136785 I dbj |BAA11570| (D82572) elongation factor 1 alpha-B 
[Schizosaccharomyces pombe] gi | 2879798 | emb | CAA16984 . 1 | 
(AL021813) elongation factor 1 alpha-b [Schizosaccharomyces 



4 6709. .4 6948, 47213 .. 47407 , 



23092 




pombe] gi|2879877|emb|CAA17018| (AL021816) elongation factor 1 





alpha-b [Schizosaccharomyces pombe] gi 


5441478 |emb|CAB46708 




(AL096796) elonga 










Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


A "7 R A Q 




Strand 








46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


46291 




End 


48332 




GI 


none 




Score 


67 




Exons 


46291. .46419, 47096. 


.47152, 


47267. .47380, 47665 .. 47790, 






47795. .47935, 47797. 


.47877, 


47890. .48132, 47908 .. 48048, 






48225. .48332 










Seq. No. 


ZZod / 




Seq. ID 


OJ990605_38.9B05 


H A 


bene wo . 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


ol4 . tm 


Method 


TBLASTX : Maize 




Start 


46700 




End 


47336 




GI 


none 




Score 


260 




Exons 


46700. .46951, 46707. 


.46949, 


46711. .46950, 47199 .. 47330, 






47200. .47331, 47210. 


.47335, 


47211. .47336 




o e q . in o . 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




' Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


46703 




End 


46946 




GI 


none 




Score 


179 




Exons 


46703. .46945, 46716. 


.46946 








Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


ol2 . gp 


Method 


AAT/GAP 




Start 


46737 




End 


47717 




GI 


LIB3432-04 4-P1-K1-G3 


Score 


858 




Exons 


46737... 46948, 47213. 


.47381, 


47636. .47717 




GI Descrip. 


' 5729864 /ref|NP 006611 . 1 | pHBSl | 2.0e-23 GTP binding, protein 




similar to S. cerevisiae HBS1 >gi 4099482 gb AAD00645 


(U87 




eRFS [Homo sapiens] 1 










Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No . 


47548 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


47267 




End 


48353 




GI 


none 




Score 


67 




Exons 


47267. .47380, 47665. 


.47790, 


47795. .479C 


8, 47797. .47877, 






47890. .48132, 47891. 


.48076, 


48225.. 48353 




Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05 


.C4 


Gene No. 


47548 




Strand 






Start 


4 6108 




End 


50579 




Name 


OJ990605_38.9B05.C4. 


o2.tm " 


• Method 


TBLASTX: Maize 




Start 


47336 




End 


48257 




GI 


none 




Score 


65 





23093 



Exons 


47336. .47380, 47337 


: .47381, 


47621. .48139, 4 7 621. .47926, 






47635. .48138, 48222 


. .48257 








Seq. No. 


22857 




Seq. ID 


OJ990605_38.9B05. 


C4 


Gene No. 


47548 




Strand 












End 


50579 




Name 


OJ990605 38.9B05.C4 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


47665 




End 


48332 




GI 


none 




Score 


81 




Exons 


47665. .47790, 47795 


. .47-908, 


47797. .47877, 47890 .. 48132 , , 






48217. .48330, 48225 


. .48332 








Seq. No. 


22857 




Seq. ID 


OJ990605_38. 9B05. 


C4 


bene ino . 


Al ^A ft 




Strand 






Start 


46108 




End 


50579 




Name 


OJ990605 38.9B05.C4 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


48258 




End 


48770 




GI 


none 




Score 


96 




Exons 


48258. .48332, 48259 


. .48333, 


48440. .4 8706, 48441. .48770 




Seq. No. 


22858 




Seq. ID 


OJ990605_38.9B05. 


C5 


bene ino . 


H 1 D *± y 




Strand 


+ 




Start 


174 




End 


593 . 




= i: § Name 


OJ990605 38.9B05.C5 


.ol.gs 


Method 


GENSCAN 




S S Start 


174 




End 


593 




£ GI 


none 




Score 


.96 




Exons 


. 174. .593 










y 

|3 Seq. No. 


22858 




Seq. ID 


OJ990605_38.9B05. 


C5 


j Gene No. 


47550 




Strand 


+ 






41 90 




End 


4925 




\fi Name 


OJ990605 38.9B05.C5 


. o2 .np 


Method 


AAT/NAP 




^ Start 


4120 




End 


4925 




GI 


3282543 




Score 


333 




3 Exons 


4120. .4925 










:j GI Descrip. 


(AF027190) receptor- 


-like kinase [Triticum aestivum] 




Z Seq.* No. 


22858 




Seq. ID' 


OJ990605_38.9B0'5. 


C5 


bene ino. 


47551 ' 




Strand 






3 Start 


1081 




End 


4241 




3 Name 


OJ990605 38.9B05.C5 


.o2 .gs 


Method 


GENSCAN 




Start 


1081 




End 


4241 




GI 


none 




Score 


.8- 




Exons 


1081.. 2215, 2373.. 2603, 3363 


..3644, 3663. .3792, 4139. .4241 


Seq. No. 


22858 




Seq. ID 


OJ990605_38. 9B05. 


C5 


Gene No. 


47551 




Strand 






O Ldl L 


1081 




End 


4241 




Name 


OJ990605 38.9B05.C5 


. ol . np 


Method 


AAT/NAP 




Start 


1177 




End 


3871 




GI 


5523858 




Score 


1844 




Exons 


1177. .2235, 2441. .2603, 2753 


..2819, 3142. .3871 




GI Descrip. 


(AF085167 ) receptor- 


-like kinase ARK1AS 


[Hordeum vulgare] 




Seq. No. 


22858 




Seq. ID 


OJ990605_38. 9B05. 


C5 


Gene No. 


47552 




Strand 






Start 


5512 




End 


17834 





23094 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990605_38. 

1195 

none 

1195. .1338, 
1802. .1948, 

22858 
47552 
5512 

OJ990605_38. 

1198 

none 

1198. .1536, 

22858 
47552 
5512 

OJ990605_38. 

1216 

none 

1216. .1350, 
1811. .1975, 

22858 
47552 
5512 

OJ990605_38. 

1219 

none 

1219. .1356, 

22858 
47552 
5512 

OJ990605_38. 

1537 

none 

.1537. .1965, 
1970. .2227 



9B05.C5.ol.tc 



1369. .1440, 1462. 
1804. .1950, 1804. 



9B05.C5.o3.tm 



1199. . 1537 



9B05.C5.ol.ts 



1240. .1350, 1339. 
1996. .2139, 1997. 



9B05.C5.o7.tw 



1393. .1539 



Method TBLASTX: Cress 

End 2097 

Score 72 
.1779, 1489. .1725, 1493. .1777, 
.1959, 1969. .2097 

Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Mai ze 

End 1537 

Score 191 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Soybean 

End 2173 

Score 69 
.1779, 1493. .1753, 1798. .1971, 
.2173- 

-Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

Method . TBLASTX: Wheat. 

End 1539 

Score 91 



Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

Method TBLASTX: Maize " 

End 2227 

Score 542 
1538.. 1966, 1569.. 1970, 1862.. 2224, 1957.. 2226, 



9B05.C5.ol,tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22858 
47552 
5512 

OJ990605_38. 

1540 

none 

1540. .1779, 

22858 
47552 
5512 

OJ990605_38, 

5512 

none 

5512. .9660 



9B05.C5.o4 . tw 



1801. .1932 



9B05.C5.o3.gs 



Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

Method TBLASTX : Wheat 

End 1932 

Score 118 



Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

Method GENSCAN 

End 9660 

Score .87 



Seq. No. 



22858 



Seq. ID OJ990605_38. 9B05.C5 



23095 



Gene No. 


47552 


Start 


5512 


Name 


UJyyUoUD jo 


Start 


5515 


GI 


6466937 


Exons 


5515. .9663, 


GI Descrip. 


(AC011621) ; 




thaliana] 


Seq. No. 


22858 


Gene No. 


47552 


Start 


5512 


Name 


ujyyuouo Jo 


Start 


5515 


GI 


6466937 


Exons 


5515. .9663, 


GI Descrip. 


(AC011621) ; 




thaliana] 


Seq. No. 


22858 


Gene No . 


4 / OOZ 


Start 


5512 


Name 


OJ990605 38 


Start 


5585 


GI 


none 


Exons 


5585. .5875, 


Seq. No. 


22858 


Gene No . 


a "7 c: c o 
4 IDOZ 


Start 


5512 


Name 


OJ990605 38 


Start 


6040 


GI 


none . 


Exons 


6040. .6150, 


Seq. No. 


22858 


Gene No . 


4 / 0 OZ 


Start 


5512 


Name 


OJ990605 38 


Start 


6223 


GI 


none 


Exons 


6223. .6681, 


Seq. No. 


22858 


Gene No . 


a n ceo 


Start 


5512 


Name 


OJ990605 38 


Start 


6451 


GI 


none 


Exons 


6451. . 6684, 


Seq. No. 


22858 


Gene No. 


47552 


Start 


5512 


Name 


OJ990605_38 


Start 


6817 


GI 


none 



Strand 
End 

Method 

End 

Score 



17834 
AAT/NAP 
11336 
2296 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method AAT/NAP 

End 11350 

Score 2299 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

05.C5.o6.tm Method TBLASTX : Maize 

End - 5976 

Score 207 

5585. .5875, 5605. .5931, 5606. .5884, 5608. .5931, 5953. .5976 

Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

05.C5.o3.tw Method TBLASTX : Wheat 

End 11195 

Score 58 

6040.. 6150, 6220.. 6603, 6395.. 6523, 10767.. 11195 

Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

05.C5.o5.tm Method " TBLASTX : Maize 

End 11177 

Score 201 



Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 

Method TBLASTX : Soybean 

End 6835 

Score 140 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Mai ze 

End 7 065 

Score 103 



23096 



Exons 6817.. 7065, 6833.. 7063 

Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990 605_38 . 9B05 . C5 . o7 . tm 

Start 7084 

GI none 

Exons 7084.. 7539, 7361.. 7477 

Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990605_38 . 9B05 . C5 . 06 . tw 

Start 7096 

GI none 

Exons 7096.. 7422, 7109.. 7147, 7210. 

Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990 605_38 . 9B05 . C5 . 08 . ts 

Start 7267 

GI none - 

Exons 7267.. 7512, 7364.. 7477 

Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990605_38 . 9B05 . C5 . o2 . tw 

Start 7423 

GI none 

Exons 7423.. 7557, 7540.. 7821, 7541. 
12978. .13271 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Mai ze 

End 7539 

Score 72 



Seq. ID OJ990605_38.9B05.C5 
Strand 

17834 

TBLASTX: Wheat 
7422 
43 



End 

Method 
End 
Score 
7422 



Seq. "ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Soybean 

End 7512 

Score 76 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Wheat 

End 13271 

Score 108 

7741, 12876. .13001, 12904 .. 13011, 



Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990 605_38 . 9B05 . C5 . o3.. ts 

Start 7540 

GI none 

Exons . 7540.. 7860, 7541.. 7855, 13002. 

Seq. No. 22858 

Gene No. 47552 

Start 5512 

Name OJ990605_38 . 9B05 . C5 . o2 . tm 

Start 7549 

GI none 

Exons 7549.. 7860, 7912.. 7977, 12969, 

Seq. No. 22858 
Gene No. . 47552 

Start 5512 

Name OJ990605_38 . 9B05 . C5 . o4 . tm 

Start 7981 

GI none 



Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Soybean 

End 13328 

Score 115 

.13328 

Seq. ID OJ990605_38.9B05.C5 
Strand 

End 17834 

Method TBLASTX : Maize 

End 13430 

Score 307 

.13430, 12970. .13281, 13366. .13428 

Seq. ID OJ990605_38. 9B05.C5 
Strand 

End 17834 • 

Method TBLASTX: Maize 

End 13676 

Score 157 



23097 



Exons 


7981. .8424, 


7982. 


.8413, 13452 


. .13676 






Seq. No. 


22858 






Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 






Strand 






Start 


5512 






End 


17834 




Name 


OJ990605 38. 


9B05. 


C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7996 






End 


13706 




GI 


none 






Score 


237 




Exons 


7996. .8193, 


13298. .13627, 13299 .. 13706, 13366.. 13689 




Seq. No. 


22858 






Seq. ID 


OJ990605_38. 9B05 


.C5 


Gene No. 


A 1 C C O 






Strand 






Start 


5512 






End 


1 ~1 O *D A 

1 /oo4 




Name 


OJ990605 38. 


yBUo . 


Co . o / . ts 


Method 


TBLASTX : Soybean 




Start 


8041 






End 


lib DO 




GI 


none 






Score 


1 A C 

14 D 




Exons 


8041. .8175, 




,oz3Z, looOO 


. . loo o4 , 


lowers ioo^"0 
lODOU. . loo DO 




Seq. No. 


22858 






Seq. ID 


OJyyOoUb oo.9B05 


.C5 


Gene No. 


47552 






Strand 






Start 


5512 






End 


17834 




Name 


OJ990605 38. 


9B05. 


C5.o9. tm 


Method 


TBLASTX: Maize 




Start 


8854 






End 


9087 




GI 


none 






Score 


168 




Exons 


8854. .9087, 


8855. 


.9073 








Seq. No. 


22858 






Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 






Strand 






Start 


5512 






End 


17834" 




Name 


OJ990605 38. 


9B05. 


C5 . o7 . np 


Method 


AAT/NAP 




Start 


9042 






End 


17834 




GI 


2133512 






Score 


88 




Exons 


9042. .9177, 


11835 


►..11961, 15140. .15375 


, 17305. .17552, 






17808. .17834 












GI Descrip. 


cuticle collagen 


- tube worm 


(Riftia pachyptila) (fragment; 


Seq. No. 


22858 






Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 






Strand 






Start 


5512 






EncP ■ 


17834 




Name 


OJ990605 38. 


9B05. 


C5.o8. tm 


Method 


TBLASTX: Maize 




Start 


9436 






End 


9672 




GI 


none 






Score 


162 




Exons 


9436. . 9672, 


9464. 


.9658 








Seq. No. 


22858 






Seq. ID 


OJ990605_38.9B05 


-C5 


Gene No. 


47552 






Strand 






Start 


5512 






End 


17834 




Name 


OJ990605 38. 


9B05. 


C5.ol3.tm 


Method 


TBLASTX: Maize 




Start 


10428 






End 


10667 




GI 


none 






Score 


97 




Exons 


10428. .10538, 10545 .. 10604 , 10590. .10667 




Seq. No. 


22858 






Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 






Strand 






Start 


5512 






End 


17834 




Name 


OJ990605 38. 


9B05. 


C5.o4.ts 


Method 


TBLASTX : Soybean 




Start 


10440 






End 


10685 





23098 



GI 


none 




Score 


48 




Exons 


10440. .10685, 10444 


. .10485, 


10555. .10641, 10611. .10685 




Seq v No. 


22858 




Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 




Strand 






Cj-arf 
O L. Ct i. U 


SSI 9 




End 


17834 




Name 


OJ990605 38.9B05.C5 


. o5 .np 


Method 


AAT/NAP 




Start 


10446 


End 


13853 




GI 


5902445 




Score 


1393 




Exons 


10446. .11600, 11692 


. .11797, 


12001. .13853 




GI Descrip. 


(AB030283) GAG- POL 


precursor 


[Oryza sativa] 




Seq. No. 


22858 




oeq . ±u 




.C5 


bene ino . 


H f O D£ 




ot.r ana. 






Start 


5512 






J. / 0 O 4 




Name 


OJ990605 38.9B05.C5 


.06. ts 


we t. nou 


1 djuho 1 a . ooyjoean 




Start 


11028 






11/190 

± ± f± Z O 




GI 


none 




Score 


82 




Exons 


11028. .11423, 11128 


. .11322 








Seq. No. 


22858 




oeq . ijj 




.C5 








0 urana 






Start 


5512 




tiLlO. 


1 / 0 04 




Name 


OJ990605 38.9B05.C5 


. oil . tm 


1*1 e unoa 


i dJjH.0 1 a . ixia 1 z e 




Start 


11277 






X X / 0 0 




GI 


none 




Score 


83 




Exons 


11277. .11594, 11590 


. .11733 








Seq. No. 


22858 




Seq. ID 


OJ990605_38.9B05 


.C5 


oene ino • 


47 SS9 




Strand 






Start 


5512 




End 


17834 




Name 


OJ990605 38.9B05.C5 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


12183 




End 


12617 




GI 


none 




Score 


84 




Exons 


12183. .12473, 12528 


. .12617 








Seq. No. 


22858 




Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 




Strand 






O T- all . 


SSI 9 

o o ± z 




End 


17834 




Name 


OJ990605 38.9B05.C5 


. o2. ts 


Method 


TBLASTX: Soybean 




Start 


12246 




End 


12663 




GI 


none 




Score 


81 




Exons 


12246. .12488, 12250 


. .12363, 


12519. .12 662, 12529. .12663, 






12535. .12663 










Seq. No. 


22858 




Seq. ID 


OJ990605_38.9B05 


.C5 


bene ino • 


A 1 S S9 




Strand 






Start 


5512 




End 


17834 




Name 


OJ990605 38.9B05.C5 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


14350 




End 


14712 




GI 


none 




Score 


204 




Exons 


14350. .14712 










Seq. No. 


.22858 




Seq. ID 


OJ990605_38.9B05 


.C5 


Gene No. 


47552 




Strand 






Start 


5512 




End 


17834 




Name 


OJ990605 38.9B05.C5 


.olO.tm 


Method 


TBLASTX: Maize 





23099 




Start 


15853 


End 


16195 




GI 


none 


Score 


76 




Exons 


15853. .16071, 15950. .16066, 


16096. .16194, 16097 


. .16195 


Seq. No. 


22859 


Seq. ID 


OJ990605 


_38. 9B05.C6 


Gene No. 


47553 


Strand 


+ 




Cf art - 


3707 


End 


4741 




Name 


OJ990605 38.9B05.C6.ol.np 


Method 


AAT/NAP 




Start 


3311 


End 


4738 




GI 


1680686 


Score 


1514 




Exons 


3311. .3336, 3669. .4738 








GI Descrip. 


(U51330) rust resistance kinase LrlO 


[Triticum 


aestivum] 


Seq. No. 


22859 


Seq. ID 


OJ990605 


_38.9B05.C6 




47553 


Strand 


+ 




Start 


3707 


End 


4741 




Name 


OJ990605 38.9B05.C6.o2.gs 


Method 


GEN^TAN 




Start 


3707 


End 


4741 




GI 


none 


Score 


.4 




Exons 


3707. .4741 








Seq. No. 


22859 


Seq. ID 


OJ990605 


_38.9B05.C6 


Gene No. 


47554 


Strand 


+ 






9783 


End 


13253 




Name 


OJ990605 38.9B05.C6.o3.np 


Method 


AAT/NAP 




Start 


9783 


End 


13250 




GI 


1680686 


Score 


1860 




Exons 


9783. .10482, 10518 .. 10677, 


11816. .11845, 12181. 


.13250 


GI Descrip. 


(U51330) rust resistance kinase LrlO 


[Triticum « 


aestivum] 


Seq. No. 


22859 


Seq. ID 


OJ990605 


_38.9B05.C6 


Con a Mo 


47554 


Strand 


+ 




Start 


9783 


End 


13253 




Name 


OJ990605 38.9B05.C6.o4.gs 


Method - 


GENSCAN 




Start 


9783 


End 


13253 




GI 


none 


Score 


.47 




Exons 


9783. .10677, 12181. .13253 








Seq. No. 


22859 


Seq. ID 


OJ990605 


_38. 9B05.C6 


Gene No. 


47555 


Strand 


+ ' 




Start 


16099 


End 


16183 




Name 


OJ990605 38.9B05.C6.o4.np 


Method 


AAT/NAP 




Start 


16099 


End 


16183 




GI 


6721547 ■ 


Score 


70 




Exons 


16099. .16183 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


22859 


Seq. -ID 


OJ990605_ 


_38. 9B05.C6 


Gene No. 


47556 


Strand 






Start 


4858 


End 


8761 




Name 


OJ990605 38. 9B05 . C6 . o3 . gs 


Method 


GENSCAN 




Start 


4858 


End 


8728 




GI 


none 


Score 


.49 




Exons 


4858. .5018, 5522. .5640, 6013. .6321, 6510;. 6774, 


6776. .7591, 



7689. .7858, 7977. .8728 



Seq. No. 22859 Seq. ID OJ990605_38 . 9B05 . C6 



23100 



Gene No. 


47556 






Strand 




Cfarf 

O Lai L 


10 JO 






End 


8761 




Name 


OJ990605 38.9B05. 


C6.o2. 


np 


Method AAT/NAP 




Start 


4872 






End 


8761 




GI 


5499713 






Score 


1785 




Exons 


4872. .4920, 6078. 


.6351, 


6793. 


.7588, 


7689. .7892, 


7987. .8761 


GI Descrip. 


(U78762) receptor 


-like 


kinase 


ARK IAS [Triticum 


aestivum] 


Seq. No. 


22859 






Seq. 


ID OJ990605 


_38.9B05.C6 


Gene No. 


47557 






Strand 




Start 


15608 






End 


15677 




Name 


OJ990605 38.9B05. 


C6.0I. 


tm 


Method TBLASTX: 


Maize 


Start 


3770 






End 


12893 






none 






Score 


102 




Exons 


3770. .3913, 3894. 


.4052, 


3894. 


.4079, 


3898. .4110, 


3902. .4135, 




4118. .4381, 4153. 


.4203, 


4154. 


.4369, 


4267. .4380, 


6900. .7334, 




6901. .7329, 7320. 


.7589, 


7329. 


.7589, 


7333. .7590, 


12282. .12425, 




12410. .12622, 12414. .12647, 12630.. 


12893, 12666 


. .12881, 




12779. .12892 












Seq. No. 


22859 






Seq. 


ID OJ990605 


_38. 9B05.C6 


Gene No. 


47557 






Strand 




Start 


15608 






End 


15677 




Name 


OJ990605 38.9B05. 


C6.0I. 


ts 


Method TBLASTX: 


Soybean 


Start 


3770 






End 


13232 




GI 


none 






Score 


361 




Exons 


3770. .4132, 3901. 


.4098, 


4148. 


.4720, 


4165. .4503, 


4596. .4649, 




6138. .6272, 6144. 


.6245, 


6795. 


.7151, 


6805. .7116, 


6837. .7148, 




7161. .7334, 7174. 


.7323, 


7359. 


.7502, 


7360. .7446, 


12282. .12632, 




12339. .12602, 12413 .. 12610, 12660.. 


13232, 12677 


. .12979, 



13049. .13213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22859 
47557 
15608 

OJ990605_38 . 9B05 . C6 . ol . tc 
3812 



OJ990605 38.9B05.C6 



15677 

TBLASTX: Cress 

13225 

88 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
3812.. 3904, 3814.. 3909, 3833.. 3913, 3898.. 4098, 3908.. 4114, 
4145. .4456, 4153. .4443, 4493. .4522, 4550. .4708, 4600. .4713, 
6117. .6260, 6258. .6344, 6823.. 7002, 6825.. 7142, 6832. .7140, 
7165. .7311, 7167. .7322, 7332. .7460, 12324 .. 124 16, 124 10 .. 12610, 
12420. .12626, 12657 .. 12968 , 12665 .. 12 955, 12894 .. 12962, 
12984. .13049, 13008 .. 13034 , 13059 .. 13154 , 13061 .. 13225, 
13062. .13214, 13072.. 13215 



Seq. No. 22859 

Gene No. 47557 

Start 15608 

Name OJ990 605_38 . 9B05 . C6 . ol . tw 

Start 3974 

GI none 

Exons 3974.. 4114, 4130.. 4378, 6903. 
12627. .12890 



OJ990605_38. 9B05.C6 
15677 

TBLASTX: Wheat 

12890 

127 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,7142, 7164. .7295, 12486 .. 12626, 



Seq. No. 
Gene No. 



22859 
47557 



Seq. ID 
Strand 



OJ990605 38.9B05.C6 



23101 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1*608 End ~ 

OJ990605_38 . 9B05 . C6 . o2 . tw Method 

4379 End 

none Score 



15677 

TBLASTX: Wheat 

13229 

95 



4379. .4525, 4556. .4717, 6129. .6257, 6141. .6368, 6825. .6902, 
12891. .13037, 13068.. 13229 



22859 
47557 
15608 

OJ990 605_38 . 9B05 . C6 . o2 . tm 

4407 

none 

4407. .4751, 
6798. .6872, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 38.9B05.C6 



4407. .4733, 4409., 
6799.-6873, 12919, 



15677 

TBLASTX: Maize 
13268 
290 

4756, 4594. .4740, 6135. .6269, 
.13245, 12920. .13252, 12921.. 13268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22859 Seq. ID OJ990605_38 . 9B05 . C6 

47557 Strand 

15608 End 15677 

OJ990605_38 . 9B05 . C6 . ol . gp Method AAT/GAP 

14685 End 15043 

2309883 Score 477 

14685. .15043 

2149018/gb|U70541 IOSU70541 5.0e-25 Oryz'a sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. No. 


22859 








Seq. ID 


OJ990605 


Gene No. 


47557 








Strand 




Start 


15608 








End 


15677 


Name 


OJ990605 38.9B05 


-C6 


.o5 


.gs 


Method 


GENSCAN 


Start 


15608 








End 


15677 


GI 


none 








Score 


.63 


Exons 


15608. .15677 












Seq. No. 


22860 








Seq. ID 


OJ990605 


Gene No. 


47558 








Strand 




Start 


834 








End . 


1592 


Name 


OJ990605 38.9B05 


.C7 


.ol 


.gs 


Method 


GENSCAN 


Start 


834 








End 


1496 


GI 


none 








Score 


.98 


Exons 


834. .1496 












Seq. No. 


22860 








Seq. ID 


OJ990605_ 


Gene No. 


47558 








Strand 




Start 


834 








End 


1592 


Name 


OJ990605 38.9B05 


.C7 


ol 


np 


Method 


AAT/NAP 


Start 


864 








End 


' 1592 


GI 


5669663 








Score 


945 


Exons 


864. .1592 













38.9B05.C7 



GI Descrip. (AF100765) receptor-like kinase [Oryza sativa] 



Seq. No. 22860 Seq. ID 

Gene No. 47558 Strand 

Start 834 End 

Name OJ990 605_38 . 9B05 . C7 . ol . tc Method 

Start 937 End 



OJ990605_38.9B05.C7 
1592 

TBLASTX: Cress 
1577 



23102 




GI 


none 








Score 


81 


Exons 


937. .1122, 


966. . 


1118, 


1185. . 


1229, 1237 


..1545, 1240. .1566, 




1248. .1577 












Seq. No. 


22860 








Seq. ID 


OJ990605_38.9B05.C7 


Gene No. 


47558 








Strand 




O L. a. X. U 


ft ^4 

O -J *i 








End 


1 RQ9 


Name 


OJ990605 38 


.9B05 


.C7.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


979 








End 


1383 


GI 


none 








Score 


124 


Exons 


979. .1137, 


980. . 


1141, 


984. .1142, 984.. 


1157, 1203. .1370, 




1226. .1360, 


1234 


. .1383 








Seq. No. 


22860 








Seq. ID 


OJ990605_38.9B05.C7 




A 7 RRfl 

4 / J JO 








Strand 




Start 


834 








End 


1592 


Name 


OJ990605 38 


.9B05 


.C7.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


996 








End 


1577 


GI 


none 








Score 


204 


Exons 


996. .1130, 


1215. 


.1577, 


1 99ft 


.1572 




Seq. No. 


22860 








Seq. ID 


OJ990605_38.9B05.C7 




A 1 ^SP. 








Strand 




Start 


834 








End 


1592 


Name 


OJ990605 38 


.9B05 


.C7.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


999 








End 


1325 


GI 


none 








Score 


76 


Exons 


999. .1136, 


1029. 


.1118, 


1 1 7c 

J. J. / U . 


.1253, 1242.. 1295, 1248.. 1325 


Seq. No. 


22860 








Seq. ID 


OJ990605_38.9B05.C7 




4 7 c c p 
4 / JJO 








Strand 




Start 


834 








End 


1592 


Name 


OJ990605 38 


.9B05 


.C7.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1335 








End 


1565 


GI 


none 








Score 


209 


Exons 


1335. .1565 












Seq. No. 


22860 








Seq. ID 


OJ990605_38.9B05.C7 


f^ono Mo 


A 7 R Rft 

4 / J JO 








Strand 




Start 


834 








End 


1592 


Name 


OJ990605 38 


.9B05 


.C7.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1386 








End 


1579 


GI 


none 








Score 


196 


Exons 


1386. .1574, 


1389 


. .1571, 


, 1397 


. .1579 




Seq. No. 


22861 








Seq. ID 


OJ990605 38.9B05.C8 


Gene No. 


47559 








Strand 


+ 


Start 


309 








End 


536 


Name 


OJ990605 38 


.9B05 


.C8.ol 


. np 


Method 


AAT/NAP 


Start 


309 








End 


536 


GI 


5042454 








Score 


209 


Exons 


309. .536 












GI Descrip. 


(AG007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


22862 








Seq. ID 


OJ990605_38. 9B05.C9 


Gene No. 


47560 








Strand 


+ 


Start 


13 








End 


577 



23103 



Name 


OJ990605 38.9B05.C9.ol.gs 


Method 


GEN SCAN 




Start 


13 


End 


577 




GI 


none 


Score 


.9 




Exons 


13. .577 








Seq. No. 


22863 


Seq. ID 


OJ990605 38.9B05. 


C10 


Gene No. 


47561 


.Strand 


+ 




Cf arf 


1 


End 


759 




Name 


OJ990605 38. 9B05 . CIO . ol . np 


Method 


AAT/NAP 




Start 


1 


End . 


759 




GI 


4680186 


Score 


131 




Exons 


1..28, 522. .759 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 




Seq. No. 


O O Q C A 


beq. ID 


ojyyubuD Jo.yBUD. 


Cll 


Ljene wo. 


A H Q. CO 
4 / O 0^ 


btrana 






Start 


TCI 




A 1 Q 

4 1 y 




Name 


OJ990605 38. 9B05 . Cll . ol . gs 


Method 


GENSCAN 




Start 


351 


End 


419 




GI 


none 


Score 


. o y 




Exons 


Jo l . . 4 i y 








Seq. No. 




Seq. ID 


ojyyoooo ^j.9B0o. 


C3 


(aene wo. 


A H C C *2 

4 Ioo3 


Strand 






Start 




End 


31 33 




Name 


udyyuouo o4 . ybuo .lj . oz .gs 


Method 


GENSCAN 




Start 


2858 


End 


*5 1 "3 *3 

3 1 33 




GI 


none 


Score 


.99 




Exons 


2858. .3733 








Seq. No. 


22865 


Seq. ID 


OJyyODOo .34.9B05. 


C3 


bene jno. 


47564 


Strand 


+ 




Start 


4838 


End 


C C /I A 

5540 




Name 


OJ990605 34.9B05.C3.o3.gs 


Method 


/— i T-i xt no 7\ M 

.GENSCAN 




Start 


4838 


End 


5540 




GI 


none 


Score 


. / D 




Exons 


4838. .4857, 5400. .5444, 5483. 


.5540 






Seq. No. 


22865 


Seq. ID 


OJ990605_34.9B05. 


C3 


Gene No. 


47565 


Strand 


+ 




Start 


13353 


End 


13625 




Name 


OJ990605 34.9B05.C3.o4.gp 


Method 


AAT/GAP 




Start 


13353 


End 


13625 




GI 


61605 1.R1084 


Score 


470 




Exons 


13353. .13625 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


t 


Seq. No. 


22865 


Seq. ID 


OJ990605_34.9B05. 


C3 


Gene No v 


47566 


Strand 






Start 


2459 


End 


11612 




Name 


OJ990605 34.9B05.C3.ol.np 


Method 


AAT/NAP 




Start 


2459 


End 


11612 




GI 


6907106 


Score 


418 




Exons 


2459.. 2703, 2740.. 3079, 10056 


. .10115, 


11427. .11612 





GI Descrip. ' (AF00II29) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



23104 



Seq. No. 22865 
Gene No. 47566 
Start 2459 

Name OJ990605_34 . 9B05 . C3 . o4 . gs 

Start 6340 
GI none 

Exons 6340.. 6456, 6542.. 6767, 6930. 

8161. .8607, 8686. .9072, 9094. 
11274.. 11476 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 34.9B05.C3 



11612 
GENSCAN 
11476 
.77 

7082, 7161. .7414, 7442. .8074, 
9233, 9898... 10228, 11037 .. 11172 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22865 Seq. ID OJ990605_34 . 9B05 . C3 

47567 Strand 

11640 End 12376 

OJ990605_34 . 9B05 . C3 . o3 . gp Method AAT/GAP 

11640 End 12376 

101153__1.R1084 Score 389 

11640. .11689, 12145. .12376 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



22865 
47568 
14204 

OJ990605_34 . 9B05 . C3 . o2 . tm 
2556 



OJ990605 34.9B05.C3 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
2556. .2597, 2557. .2688, 2.557. .2688, 2558. .2689, 2644. .2691, 
2694... 2780, 2703. .2762, 2705. .2785, 2705.;2782, 2765. .2842, 
2766. .2846, 2792. .2851, 2793.-2864 



15736 

TBLASTX: Maize 

2864 

68 . 



22865 Seq. ID 

47568 Strand 

14204 End 

OJ990605_34 . 9B05 . C3 . o5 . gs Method 

14204 End 

none Score 
14204. .15661 



OJ990605_34.9B05.C3 

15736 
GENSCAN 
15661 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

.Gene No. 

Start 

Name" 

Start 

GI 

Exons 



22865 
47568 
14204 

OJ990605_34 . 9B05 . C3 . ol . tw 

14258 

none 

14258. .14377, 14378 .. 14 482 , 

14555. .14605, 14 621 .. 14761 , 

14769. .14906, 14 964 .. 154 64 , 

22865 
47568 
14204 

OJ990605_34.9B05.C3.ol.ts 

14321 
none 

14321. .14569, 14385.. 14567 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 34.9B05.C3 



15736 

TBLASTX: Wheat 
15508 
58 

14379. .14483, 14 501 .. 14554 , 
14622. .14747, 14759 .. 14959, 
14966. .15508 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990605_34.9B05.C3 
15736 

TBLASTX: Soybean 

14569 

92 



23105 




Seq. No. 


22865 


Seq. ID 


OJ990605_34.9B05 


-C3 


Gene No. 


47568 


Strand 






Start 


14204 


End 


15736 




Name 


OJ990605 34.9B05.C3.o2.np 


Method 


AAT/NAP 




Start 


14676 


End 


15736 




GI 


6742729 


Score 


831 




Exons 


14676. .15736 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


22865 


Seq. ID. 


OJ990605_34.9B05 


.C3 


Gene No. 


47568 


Strand 






Start 


14204 


End 


15736 




Name 


OJ990605 34.9B05.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


14795 


End 


15221 




GI 


none 


Score 


39 




Exons 


14795. .14959, 147 99 .. 14 906, 


14 964. .15221, 14 966. .15217 





Seq. No. 


22865 






Seq. ID 


OJ990605_34.9B05 


.C3 


Gene No. 


47568 






Strand 






Start 


14204 






End 


15736 




Name 


OJ990605 34.9B05.C3, 


. ol.tm 


Method 


TBLASTX : Maize 




Start 


15152 






End 


15467 




GI 


none 






Score 


158 




Exons 


15152. , 


.15466, 15171. 


. .15467 








Seq. No. 


22865 






Seq. ID 


OJ990605_34.9B05 


.C3 


Gene No. 


47568 






Strand 






Start 


14204 






End 


15736 




Name 


OJ990605 34.9B05.C3. 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


15164 






End 


15547 




GI 


none 






Score 


64 




Exons 


15164. . 


.15409, 15165. 


. .15290, 


15419. .15547 




Seq. No. 


22866 






Seq. ID 


OJ990605_34.9B05 


.C4 


Gene No. 


47569 






Strand 






Start 


1 






End 


1974 




Name 


OJ990605 34'.9B05.C4. 


, ol.np 


Method 


AAT/NAP 




Start 


1 




End 


666 




GI 


99922 






Score 


712 




Exons 


1. .666 













GI Descrip. hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. No. 22866 Seq. ID 

Gene No. 47569 Strand 

Start 1 End 

Name OJ990605_34 . 9B05 . C4 . o2 . np Method 

Start 1 End 

GI 4680203 Score 

Exons 1..1202, 1911.. 1974 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990605_34 . 9B05.C4 

1974 
AAT/NAP 
1974 
866 



Seq. No. 
Gene No. 
Start 
Name. 
Start 



22866 
47569 
1* 

OJ990605 34.9B05.C4.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990605_34.9B05.C4 
1974 

TBLASTX: Wheat 
281 



23106 




GI 


none 






Score 


225 


Exons 


8. .280, 9.. 


281 








Seq. No. 


22866 






Seq. ID 


OJ990605_34.9B05.C4 


bene no. 


a n t; & q 










Start 


1 






End 


1974 


Name 


OJ990605 34 


.9B05. 


C4.ol. tm 


Method 


TBLASTX: Maize 


Start 


21 






End 


281 


GI 


none 






Score 


161 


>Exons 


.21. .281, 23 


. .280 








Seq. No. 


22866 






Seq. ID 


OJ990605_34.9B05.C4 


Gene No . 


^ / o o y 






otrana 




Start 


1 






End 


1974 


Name 


OJ990605 34 


.9B05. 


C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


68 






End 


415 


GI 


none 






Score 


103 


Exons 


68. .415, 69 


. .221, 


261. .410 






Seq. No. 


22866 






Seq. ID 


OJ990605_34.9B05.C4 


Gene No . 


47569 






o urana 




Start 


1 






End 


1974 


Name 


OJ990605 34 


. 9B05. 


C4.ol. ts 


Method 


TBLASTX : Soybean 


Start ■ 


149 






End 


565 


GI 


none 






Score 


116 


Exons 


149. .412, 150. .416, 425. .565, 


438. .560 




Seq. No. 


22866 






Seq. ID 


OJ990605_34.9B05.C4 


Gene No . 


47569 






Strand 




Start 


1 






End 


1974 


Name 


OJ990605 34 


.9B05. 


C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


296 






End 


843 


GI 


none 






Score 


74 


Exons 


296. .415, 309. .419, 428. .577, 


429. .575, 


583. .843, 584. .754 


Seq. No. 


22867 






Seq. ID 


OJ990605_34.9B05.C5 


Gene No. 


47570 






Strand 


+ 


otart 


1287 






End 


7727 


Name 


OJ990605 34 


.9B05. 


C5.ol.gs 


Method 


GENS CAN 


Start 


1287 






End 


7727 


GI 


none 






Score 


.61 


Exons 


1287. .1338, 


2705. 


.2753, 3076. 


3121, 3458. .3738, 4014. .4194, 




4253. .4459, 


7716. 


.7727 






Seq. No. 


22867 






Seq. ID 


OJ990605_34.9B05.C5 


Gene No. 


47571 






Strand 






1873 






End 


5465 


Name 


OJ990605 34 


.9B05. 


C5.ol.np 


Method 


AAT/NAP 


Start 


.1873 






End 


5465 


GI 


3645899 






Score 


41 


Exons 


1873. .1943, 


5331. 


.5465 






GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 


Seq. No. ■ 


22867 






Seq. ID 


OJ990605_34.9B05.C5 


Gene No. 


47572 






Strand 




Start 


6789 






End 


11316 


Name 


OJ990605 34 


. 9B05 . 


C5.o2.np 


Method 


"AAT/NAP 



23107 




Start 


6789 


End 


11298 








GI 


6598360 


Score 


78 








Exons 


6789. .6812, 10918. .11298 












GI Descrip. 


(AC002354) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


ZZoo I 


beq. ID 


oj y yubUo 


O A 

34 


none 

. yBUo 


.C5 


usne lno • 


4 / 0 / Z 


Strand 










Start 


o / o y 


Lna 


11 jib 








Name 


ujyyubuo o4.ybUj.uo.oz.gs 


Method 


f* T""i X"I pp7\ XT 








Start 


10120 


End 


11316 








GI 


none 


Score 


.95 








Exons 


imon i i oi c 












Seq. No. 


OOQCQ 

ZZODO 


beq. lu 


uj yyubuo 


"3 A 

34 


. yBUo 


.C7 


bene wo . 


4 / 0 / J 


otrana 










Start 




tjno 


±y i j 








Name 


ojyyubUo 34 . yBUo . c / . 01 . gs 


Metnoa 


GENSCAN 








Start 


1228 


End 


1913 








GI 


none 


Score 


.47 








Exons 


1 TOO 1/Q1 i c c; o 1 Q1 o 












Seq. No. 


ZZODO 


Seq. ID 


OJ990605 


34 


An AT 

. 9B05 


.C7 


v^ene wo . 


4/0/4 


Strand 










Start 


■5 / Art 

3408 


End 


3615 








Name 


OJ990605__34 . 9B05 . C7 . o2 . gs 


Method 


GENSCAN 








Start 


34Uo 


End 


3615 








GI 


none 


Score 


.95 








Exons 


3408. .3615 












Seq. No. 


22869 


Seq. ID 


OJ990605_ 


34 


. 9B05 


.C8 


Gene No. 


47575 


Strand 


+ 








OLdl L 


6017 


End 


7734 








Name 


OJ990605 34.9B05.C8.o2.np 


Method 


AAT/NAP 








Start 


6017 


End 


7734 








GI 


6907086 


Score 


1117 








Exons 


6017. .6787, 6845. .7092, 7312. 


.7734 










GI Descrip. 


(AP001129) hypothetical protein [Oryza sativa] 








Seq. No. 


22869 


Seq. ID 


OJ990605_ 


34 


.9B05 


.C8 


Gene No. 


47576 


Strand 


+ 








Start 


8503 


End 


8731 








Name 


OJ990605 34.9B05.C8.o2.gp 


Method 


AAT/GAP 








Start 


8503 


End 


8731 








GI 


3761181 


Score 


342 








Exons 


8503. .8731 












GI Descrip. 


4521193/dbj | AB0134 50 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 












Seq. No. 


22869 


Seq. ID 


OJ990605_ 


34 


. 9B05 


.C8 


Gene No. 


47577 


Strand 


+ 








Start 


8749 


End 


12618 








Name 


OJ990605 34.9B05.C8.o3.np 


Method 


AAT/NAP 








Start 


8749 


End 


12618 








GI 


5091513 


Score 


2229 








Exons 


8749. .8778, 9655. .9719, 9854. 


.10531, 11275. .1261 


8 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 









23108 



Seq. No. 22869 Seq. ID OJ990605_34 . 9B05 . C8 

Gene No. 47578 Strand 

Start 746 End 4072 

Name OJ990605_34 . 9B05 .C8 . ol . np Method AAT/NAP 

Start 746 End 4072 

GI 6539553 Score 4783 

Exons 746.. 4072 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47578 








Strand 




Start 


746 








End 


4072 


Name 


OJ990605 34 


.9B05 


.C8.o2. 


gs 


Method 


GEN SCAN 


Start 


3257 








End 


3979 


GI 


none 








Score 


.76 


Exons 


3257. .3979 












Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47579 








Strand 




Start 


8389 








End 


8494 


Name. 


OJ990605 34 


.9B05 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


882 








End 


1359 


GI 


none 








Score 


138 


Exons 


882. .1004, 


882. . 


995, 917. .1006, 920.. 


1003, 996. .1268, 




iUUo . .IZbo, 


luuy 


. .1275, 


1090. 


.1269, 1270. .1353, 1278. .1358 




1278. .1358, 


1288 


. .1359 








Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47579 








Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34 


.9B05 


■C8.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1011 








End 


1352 


GI 


none 








Score 


91 


Exons 


1011. .1220, 


1032 


. .1220, 


1239. 


.1352, 1246.. 1326 


Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47579 








Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34 


.9B05 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1215 








End 


1554 


GI 


none 








Score 


214 


Exons 


1215. .1553, 


1216 


. .1554 








Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47579 








Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34 


. 9B05 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1365 








End 


1710 


GI 


none 








Score 


119 


Exons 


1365. .1709, 


1510 


. .1710 








Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gsnc No . 


a n c n n 








Strand 




Start 


8389 








End 


8-4 94 



23109 




Name 


OJ990605 34 


.9B05 


.C8.o3, 


tw 


Method 


TBLASTX: Wheat 


Start 


1563 








End 


2108 


GI 


none 








Score 


43 


Exons 


1563. .1769, 


1593 


. .1742, 


1764. 


.2108, 1788. .1961 


Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


UC11C LNU • 










Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34 


.9B05 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1662 








End 


2109 


GI 


none 








Score 


61 


Exons 


1662. .2108, 


1747 


. .1857, 


1791. 


.1973, 1927.. 2109 


Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


Gene No. 


47579 








Strand 




9t art 


O »J O J 








End 


8494 


Name 


OJ990605 34 


.9B05 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1779 








End 


2243 


Gi 


5509260 








Score 


60 


Exons 


1779. .2243, 


1786 


. .1857, 


1930. 


.2025, 2074. .2142 


GI Descrip. 


- 












Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 




Al Cj 








Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34 


.9B05 


C8.ol. 


tc 


Method 


TBLASTX: Cress. 


Start 


1890 








End 


2150 


GI 


none 








Score 


277 


Exons 


1890. .2150 












Seq. No. 


22869 








Seq. ID 


OJ990605_34 . 9B05.C8 


Gene No. 


47579 








Strand 




O LaL t 


ft ^fl Q 








End 


8494 


Name 


OJ990605 34 


. 9B05. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2163 








End 


2917 


GI 


none 








Score 


176 


Exons 


2163. .2402, 


2167. 


.2322, 


2180. 


.2410, 2183. .2377, 2431. .2703, 




2469. .2705, 


2473. 


.2706, 


2660. 


.2917, 27 


37. .2909 


Seq. No. 


22869 








Seq. ID 


OJ990605_34. 9B05.C8 


Gene No. 


47579 








Strand 




O L. CLX. L. 


ft ^ft Q 








End . 


8494 


Name 


OJ990605 34 


. 9B05. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2568 








End 


2965 


GI 


none 








Score 


48 


Exons 


2568. .2684, 


2593. 


.2652, 


2684. 


.2740, 2694. .2732, 2741. .2965, 




2756. .2950, 


2787. 


.2957 








Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 


ocllti LN(J • 


A 1 ^1 Q 








Strand 




Start 


8389 








End 


8494 


Name 


OJ990605 34. 


9B05. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2753 








End 


3187 


GI 


none 








Score 


75 


Exons - 


2753. .3187, 


2778. 


,2972 








Seq. No. 


22869 








Seq. ID 


OJ990605_34.9B05.C8 



23110 




Gene No . 


4 / o / y 










Start 


8389 




End 


8494 




Name 


OJ990605 34.9B05.C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2918 




End 


3112 




GI 


none 




Score 


184 




Exons 


2918. .3112, 2918. .3109 










Seq. No. 


22869 




Seq. ID 


OJ990605_34. 9B05. 


C8 


bene jno . 


ft / o / y 




d ui ana 






Start 


8389 




End 


8494 




Name 


OJ990605 34.9B05.C8.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


2975 




End 


3361 




GI 


none 




Score 


88 




Exons 


2975. .3223, 3206. .3361 










Seq. No. 


22869 




Seq. ID 


OJ990605_34.9B05. 


C8 


Gene No . 


h i d i y 




Strand 






Start 


8389 




End 


8494 




Name 


OJ990605 34.9B05.C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3305 




End 


3619 




GI 


none 




Score 


44 




Exons 


3305. .3367, 3324.. 3368, 


3379. 


.3525, 3383.. 3619, 3390.. 3617 


Seq.- No. 


22869 




Seq. ID 


OJ990605_34.9B05. 




Gene No . 


4 / d / y 




Strand 






Start 


8389 




End 


8494 




Name 


OJ990605 34.9B05.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3632 




End 


3943 




GI 


none 




Score * 


267 




Exons 


3632. .3943, 3633.. 3920, 


3635. 


.3937 






Seq. No. 


22869 




Seq. ID 


OJ990605_34 . 9B05. 


C8 


Gene No . 


4 / d i y 




Strand 






Start 


8389 




End 


8494 




Name 


OJ990605 34.9B05.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3693 




End 


4078 




GI 


none 




Score 


200 




Exons 


3693. .3962, 3694. .3954, 


3695. 


.3991, 3695. .4078, 4011. .40 


67 


Seq. No. 


22869 




Seq. ID 


OJ990605_34.9B05. 


C8 


Gene No. 


47579 




Strand 






Start 


8389 




End 


8494 








gp 


Method 


AAT/GAP 




Start 


8389 




End 


8494 




GI 


5816518 




Score 


150 




Exons 


8389. .8494 










GI Descrip. 


4521193/dbj IAB013450.il 


AB013450 3.0e-40 Oryza sativa DNA 






similar sequence to Pib 


gene 








Seq. No. 


22870 




Seq. ID 


OJ990605_34.9B05. 


C9 


Gene No. 


47580 




Strand 


+ 




Start 


1 




End 


1976 




Name 


OJ990605 34.9B05.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1976 




GI 


5091513 




Score 


764 




Exons 


1..770, 1942. .1976 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 





23111 






22870 






c prr t n 






Gene No. 


47580 






Strand 


+ — 




Start 


1 






End 


1976 




Name 


OJ990605 34 


.9B05.C9.ol. 


gs 


Method 


GENSCAN 




Start 


199 






End 


1074 




GI 


none 






Score 


. 64 




Exons 


199. .592, 647. .1074 










Seq. No. 


22870 






Seq. ID 


OJ990605_34.9B05 


-C9 


Gene No . 


47581 






Strand 






Start 


4334 






End 


8797 




Name 


OJ990605 34 


.9B05.C9.o2. 


np 


Method 


AAT/NAP 




Start 


4334 ~~ 






End 


8797 




GI 


4680179 






Score 


5658 




Exons 


4334 8797 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 






22870 






Seq. ID 


OJ990605_34.9B05 




Gene No. 


47582 






Strand 






Start 


9019 






End 


9807 




Name 


OJ990605 34 


. 9B05 .C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


4379 _ 






End 


4712 




GI 


none 






Score 


127 




Exons 


4379 4711 


4431 . .4712 










Seq. No. 


22870 






Seq. ID 


OJ990605_34.9B05 


.C9 


Cono Mo 


47582 






Strand 






Start 


9019 






End 


9807 




Name 


OJ990605 34 


.9B05.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4574 _ 






End 


5159 




GI 


none 






Score 


104 




Exons 


4574 4999. 


4575 Mil. 


4589. , 


.4840, 4827. .5000, 4995. .5144, 




4997 5158. 


5004 5159 












22870 






Seq. ID 


OJ990605_34.9B05 


.C9 


Gene No. 


47582 






Strand 






Start 


9019 






End 


9807 




Name 


OJ990605 34 


9B0S C9 ol 


tw 


Method 


TBLASTX: Wheat 




Start 


4712 ~ 






End 


5338 




GI 


none 






Score 


44 




Exons 


4712 5338, 


4713 4772 


4830. . 


.5279, 4991. .5335 




Qpn Mo 


22870 






Seq. ID 


OJ990605_34.9B05 


.C9 


Gene No. 


47582 






Strand 






Start 


9019 






End 


9807 




Name 


OJ990605 34 


.9B05.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5207 






End 


5499 




GI 


none 






Score 


296 




Exons 


5207. .5497, 


5211. .5498, 


5212. . 


.5499 






Seq. No. 


22870 






Seq. ID 


OJ990605_34.9B05 


.C9 


Gene No. 


47582 






Strand 






Start 


9019 






End 


9807 




Name 


OJ990605 34 


.9B05.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5297 






End 


5557 




GI 


none 






Score 


185 





23112 



Exons 



5297.. 5557, 5298.. 5546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22870 
47582 
9019 

OJ990605_34, 

5345 

none 

5345. .5563, 
5651. .5701 



9B05.C9.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C9 
9807 

TBLASTX: Wheat 

5883 

215 



5349.. 5564, 5546.. 5599, 5546.. 5743, 5569.. 5883, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22870 Seq. ID 

47582 Strand 

9019 End 

OJ990605_34 . 9B05 . C9 . o2 . tm Method 

5911 End 

none Score 

5911. .6264, 5918. .6259 



OJ990605_34.9B05.C9 
9807 

TBLASTX : Maize 

6264 

208 



Seq. No. 22870 Seq. ID 

Gene No. 47582 Strand 

Start 9019 End 

Name OJ990605_34 . 9B05 . C9 . o2 . tw Method 

Start 5911 End. 

GI none Score 

Exons 5911.. 6336, 5918.. 6334 



OJ990605_34 . 9B05.C9 
9807 

TBLASTX: Wheat 

6336 

312 



Seq. No. 22870 Seq. ID 

Gene No. 47582 Strand 

Start 9019 End 

Name OJ990605_34 . 9B05.C9.o3. ts ^ Method 

Start 6082 ' End 

GI none Score 

Exons 6082.. 6330 



OJ990605_34.9B05.C9 
9807 

TBLASTX : Soybean 

6330 

206 



Seq. No. 22870 Seq. ID 

Gene No. 47582 Strand 

Start 9019 End 

Name OJ990605_34 .9B05.C9.o5. tm Method 

Start 6271 End 

GI none Score 

Exons 6271.. 6603, 6272.. 6550 



OJ990605_34.9B05.C9 
9807 

TBLASTX: Maize 

6603 

144 



Seq. No. 22870 Seq. ID 

Gene No. 47582 Strand 

Start 9019 End 

Name OJ990 605_34 . 9B05 . C9 . o5 . tw Method 

Start 6337 End 

GI none Score 

Exons 6337.. 6600, 6338.. 6598 

Seq. No. 22870 Seq. ID 

Gene No. '47582 Strand 

Start 9019 End 

Name OJ990605J34 . 9B05 .C9.ol . ts ' Method 

Start 6352 End 

GI none Score 



OJ990605_34 .9B05.C9 
9807 

TBLASTX: Wheat 

6600 

250 



OJ990605_34.9B05.C9 
9807 

TBLASTX : Soybean 

6747 

189 



23113 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6352. .6603, 
6715. .6747 

22870 
47582 
9019 

OJ990605_34. 

6658 

none 

6658. .7101, 

22870 
47582 
9019 

OJ990605_34. 

6687 

none 

6687. .7061, 

22870 
47582 
9019 

OJ990605_34. 

6820 

none 

6820. .7134 

22870 
47582 
9019 

OJ990605_34. 

7106 

none 

7106. .7261, 

22870 
47582 
9019 

OJ990605_34. 

7303 

none 

7303. .7656, 

22870 
47582 
9019 

OJ990605_34. 

7990 

none 

7990. .8340, 

22870 
47582 
9019 

OJ990605_34. 

8035 

none 



6362. .6595, 6658. .6711, 6668. .6709, 6715.;6747, 



9B05.C9.o4 . tm 
6668. .7105 

9B05.C9.o4.tw 
6688. .7170, 6691. 

9B05.C9.o4.ts 



9B05.C9.o7.tm 
7108. .7299 

9B05.C9.o8.tw 
7340. .7480 

9B05.C9.o7.tw 
8124. .8192, 8168. 

9B05.C9.o6. tm 



Seq. ID OJ990605_34.9B05.C9 
Strand 

End 9807 

Method TBLASTX : Mai ze 

End 7105 

Score 111 



Seq. ID OJ990605_34.9B05.C9 
Strand 

End 9807 

Method TBLASTX : Wheat 

End 7171 

Score 239 
.7167, 6731.. 7171 

Seq. ID OJ990605_34.9B05.C9 
Strand 

End 9807 

Method TBLASTX: Soybean 

End 7134 

Score 198 



Seq. ID OJ990605_34.9B05.C9 
Strand 

End 9807 

Method TBLASTX : Mai ze 

End 7299 

Score 156 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8341 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C9 
9807 

TBLASTX: Wheat 

7656 

93 



OJ990605_34.9B05.C9 
9807 

TBLASTX: Wheat 

8341 

50 



OJ990605_34.9B05.C9 
9807 

TBLASTX: Maize 

8340 

76 



23114 




Exons 


8035. .8340, 8189. .8314 






Seq. No. 


22870 


Seq. ID 


OJ990605__34.9B05.C9 




*1 f J o C. 


Oil d.rid 




Start 


9019 


End 


9807 


Name 


OJ990605 34.9B05.C9.o9.tw 


Method 


TBLASTX: Wheat 


Start 


8392 


End 


8590 


GI 


none 


Score 


130 


Exons 


8392..8S89, 8393. .8590 






Seq. No. 


22870 


Seq. ID 


OJ990605__34.9B05.C9 


Gene No. 


47582 


Strand 




Start 


9019 


End 


9807 

.7 O \J f 


Name 


OJ990605 34.9B05.C9.o3.np 


Method 


AAT/NAP 


Start 


9019 


End 


9807 


GI 


4512231 


Score 


1279 


Exons 


9019. .9807 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


22871 


Seq. ID 


OJ990605_34 . 9B05.C10 




47583 


Strand 


+ 


Start 


8954 


End 


10741 


Name 


OJ990605 34. 9B05 . C10 . o3 . gs 


Method 


GEN SCAN 


Start 


8954 


End 


10741 


GI 


none 


Score 


. 6 


Exons 


8954.. 9057, 9583.. 9613, 9748. 


.9836, 9993. .10198, 10686. .10741 


Seq. No. 


22871 


Seq. ID 


OJ990605_34 . 9B05 .C10 


bene lno . 


47584 


Strand 


+ 


Start 


10971 


End 


11256 


Name 


OJ990605 34.9B05.C10.o4.gp 


Method 


AAT/GAP 


Start 


10971 


End 


11256 


GI 


none 


Score 


545 


Exons 


10971. .11256 






Seq. No. 


22871 


Seq. ID 


OJ990605_34 . 9B05 .C10 


Gene No. 


47585 


Strand 




Start 


2290 


End 


2395 


Name 


OJ990605 34.9B05.C10.ol.gp 


Method 


AAT/GAP 


Start 


2290 


End 


2395 


GI 


. 5816518 


Score 


151 


Exons 


2290. .2395 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e-4C 


) Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


22871 


Seq. ID 


OJ990605_34.9B05.C10 


Gene No. 


47586 


Strand 




Start 


2404 


End 


2632 


Name 


OJ990605 34.9B05.C10.o2.gp 


Method 


AAT/GAP ' 


Start 


2404 


End 


2632 


GI 


3761181 


Score 


342 


Exons 


2404. .2632 






GI Descrip. 


4521193/dbj | AB0134 50 . 1 | ABO 134 50 1.0e-9S 


> Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. . 


22B71 


Seq. ID 


OJ990605_34 .9B05.C10 


Gene No. 


47587 


Strand 





23115 



Start 


4774 








End 


7838 


Name 


OJ990605 34*. 


.9B05 


.C10.o2 


.gs 


Method 


GENSCAN 


Start 


4774 






End 


7838 


GI 


none 








Score 


.95 


Exons 


4774. .4998, 


6511 


. .7350, 


7719. 


.7838 




Seq. No. 


22871 








Seq. ID 


OJ990605_34.9B05.C10 


Gene No. 


47587 








Strand 




O Lai L 


4774 








End 


7838 


Name 


OJ990605 34, 


. 9B05 


..ClO.ol 


.np 


Method 


AAT/NAP 


Start 


4777 








End 


7253 


GI 


2792155 








Score 


781 


Exons 


4777. .4998, 


6511 


. .7253 








GI Descrip. 


(AJ223291) chalcone reductase 


[Sesbania rostrata] 


Seq. No. 


o / 1 








Seq. ID 


OJ990605_34. 9B05.C10 


Gene No. 


4/300 








Strand 




OLdll 


1 1 1 A O 








End 


15644 


Name 


uo y yuouo J4 . 


Anne 


. C1U . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4774 








End- 


7229 


GI 


none 








Score 


75 


Exons 


Ann a tiC\c\n 

4 I / 4 . . OUU / , 


a nnn 
4 / / / 


A Q O C 

. . 4 yd 0, 


A Q A Q 

4 oUo . 


.4999, 6508.. 6624, 6625. .6837, 




CO AH 
0 / OX . . Oo4 / , 


boo y 


T A O O 

. . 70oz, 


T 1 A C 


.7137, 7158.. 7229 


Seq. No. 


Zzo f 1 








Seq. ID 


OJ990605_34.9B05.C10 


bene in<j . 


4 / 00O 








Strand 




Start 


111/10 
1 1 14z 








End 


15644 


Name 


uo y yuouo J4 . 


QTJrtC 

yBUo 


. C1U . O J 


. tc 


Method 


TBLASTX: Cress 


Start 


4774 ■■ 








End 


5017 


GI 


none 








Score 


63 


Exons 


Ann a jiqq's 
4 / / 4 . . 4 o yj , 


a q n n 
4o /U 


C A A /l 


4 y4 j . , 


.5017 




Seq. No. 


zzo /l 








Seq. ID 


OJ990605_34.9B05.C10 


Gene .No. 


4 / ooo 








Strand 




OtalU 


1 1 1 A O 
1 1 14z 








End 


15644 


Name 


ojyyuouo o4 . 


hone 

yBOo 


o 1 A n 

. CIO . ol , 


. tm 


Method 


TBLASTX: Maize 


Start 


4 ft 4 6 








End 


6852 


GI 


none 








Score 


147 


Exons 


4846. .5001, 


4846, 


. .5007,' 


6508.-. 


.6633, 6509.. 6634, 6622.. 6852, 




6623. .6835 












Seq. No. 


22871 








Seq. ID 


OJ990605_34.9B05.C10 


Gene No. 


47588 








Strand 




OLdlt 


11142 








End 


15644 


Name 


OJ990605 34. 


9B05, 


.ClO.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


6544 








End 


7211 


GI 


none 








Score 


60 


Exons 


6544. .6627, 


6622, 


, .6801, 


6907. . 


,6948, 6940. .7032, 7105. .7149, 




7164. .7211 












Seq. No. 


22871 








Seq. ID 


OJ990605_34. 9B05.C10 


Gene No. 


47588 








Strand 




Start 


11142 








End 


15644 


Name 


OJ990605 34. 


9B05. 


,C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start - 


6898 








End 


7232 


Gl 


none 








Score 


105 


Exons 


6898. .7023, 


6898. 


.7149, 


6980. . 


7150, 7155.. 7232, 7156.. 7224 



23116 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



22871 
47588 
11142 

OJ990605_34 . 9B05 . CIO . o2 . np 

11127 

1352681 



OJ990605 34.9B05.C10 



Seq. ID 
Strand 

End 15644 
Method AAT/NAP 
End 15644 
Score 315 

11127. .11286, 11350. .11500, 14 189 .. 14294 , 15549. .15644 
PROTEIN PHOSPHATASE 2C (PP2C) gi | 107 6391 | pir | | S55457 
phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi I 633028 | dbj | BAA07287 | (D38109) ' protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 1 AC008153_7 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



22871 Seq. ID 

47588 Strand 

11142 End 
OJ990605_34 . 9B05 . C10 . o4 . gs Method 

11142 End 

none Score 
11142. .11540 



OJ990605_34.9B05.C10 

15644 
GENSCAN 
11540 
.47 



Seq. No. 22871 

Gene No. 47588 

Start 11142 

Name OJ990605_34 . 9B05 . C10 . o2 . tc 

Start 11148 

GI none 

Exons 11148. .11198, 11349. .11501, 
14188. .14295 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C10 
15644 

TBLASTX: Cress 

14297 

106 



11350. .11502, 14184. .14297, 



Seq. No. 22871 Seq. ID OJ990605_34 . 9B05 . C10 

Gene No. 47588 Strand 

Start 11142 End 15644 

Name OJ990605_34 . 9B05 . C10 . o2 . ts Method TBLASTX : Soybean 

Start 11157 End 14297 

GI none Score 44 

Exons 11157. .11225, 11334 .. 11501, 11335 .. 11502 , 14 184 .. 14297 , 
14188. .14295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22871 
47588 
11142 

OJ990605_34 . 9B05 . C10 . o3 . tm 

11334 

none 



Seq. ID OJ990605_34.9B05.C10 
Strand 
End 

Method 
End 
Score 



15644 

TBLASTX: Maize 

14297 

117 



11334. .11501, 11350. .11502, 14 184 .. 14297 , 14188. .14295 



Seq. No. 22871 

Gene No. 47588 

Start 11142 

Name OJ990605_34 . 9B05 . C10 . ol . tw 

Start 11349 

GI none 

Exons 11349. .11498, 11350 .. 11502 , 
14188. .14295 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C10 
15644 

TBLASTX : Wheat 

14297 ■ 

71- 



11352. .11501, 14184. .14297, 



23117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22872 
47589 
1 

OJ990605_34. 9B05 . Cll . ol . np 
1 

4336434 



OJ990605 34.9B05.C11 



Seq. ID _ 
Strand 

End . 979 
Method AAT/NAP 
End 97 9 

Score 66 
1..101, 461. .612, 681. .861, 914. .979 

(AF092431) nodule-enhanced protein phosphatase type 2C [Lotus 
japonicus] 



22873 Seq. ID 

47590 Strand 

1 End 

OJ990605_34 . 9B05 . G12 . ol . np Method 

1 End 

652354,7 Score 



OJ990605_34, 
+ 

1909 
AAT/NAP 
1909 
220 



9B05.C12 



1..141, 1019. .1704, 1817. .1909 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 22873 Seq. ID 

Gene No. 47590 Strand 

Start 1 End ' 

Name OJ990605_34 . 9B05 . C12 . ol . gs Method 

Start 1032 End 

GI none Score 

Exons 1032.. 1799 



OJ990605_34.9B05.C12 
+ 

1909 
GENS CAN 
1799 
.45 



Seq. No. - 22874 Seq. ID OJ990605 34.9B05.C13 

Gene No. 47591 Strand 

Start 2041 End 

Name OJ990605_34 . 9B05 . C13 . ol . gp Method 

Start 2041 End 

GI 533_1.R1084 Score 

Exons 2041.. 2082, 2105.. 2170 

GI Descrip. ' 113172/sp I P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

. PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



OJ990605_34. 
+ 

2170 
AAT/GAP 
2170 
88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22874 
47592 
2963 

OJ990605_34, 

2963 

none 



9B05.C13.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C13 
3527 

TBLASTX: Maize 

3434 

309 



2963. .3151, 2964. .3335, 3201. .3335, 3348. .3434, 3365. .3433 



22874 
47592 
2963 

OJ990605_34. 
3159 
none 
3159. 



9B05.C13.ol.tw 



.3527, 3216.. 3323, 3360. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3422 



OJ990605_34.9B05.C13 
3527 

TBLASTX: Wheat 

3527 

330 



Seq. No. 



22875 



Seq. ID OJ990605_34.9B05.C14 



23118 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47593 Strand 

62 64 End 

OJ990605_34 . 9B05 . C14 . o4.. tm Method 

1 End 

none Score 
1..198, 3. .182, 236. .298 

22875 Seq. ID 

47593 Strand 

6264 End 

OJ990605_34 . 9B05 . C14 . ol . np Method 

6264 End 

2443320 ' Score 

6264. .7660 

(D85597) polyprotein [Oryza australiensis] 



7660 

TBLASTX: Maize 
298 
198 



OJ990605 34.9B05.C14 



7660 
AAT/NAP 
7660 
2073 



22875 
47593 
6264 

OJ990605_3'4 . 9B05 . C14 . o3 . tm 

6274 

none 



Seq. ID OJ990605 34.9B05.C14 



Strand 
End 

Method 

End 

Score 



7660 

TBLASTX: Maize 

6707 

99 



6274. .6495, 6279. .6509, 6520. .6654, 6531. .6707 



Seq. No. 22875 Seq. ID 

Gene No. 47593 Strand 

Start 6264 End 

Name OJ990605_34 . 9B05 . C14 . o2 . tw Method 

Start 6303 End 

GI none Score 

Exons 6303.. 6791, 6304.. 6786, 6569.. 6790 



OJ990605_34.9B05.C14 
7660 

TBLASTX: Wheat 

6791 

324 



Seq. No. 22875 

Gene No. 47593 

Start 6264 

Name OJ990605_34 . 9B05 . C14 . o2 . ts 

Start 6399 

GI none 

Exons 6399.. 6503, 6531.. 6893, 6592.. 6699 



Seq. ID OJ990605_34.9B05.C14 
Strand 

End 7 660 

Method TBLASTX : Soybean 

End 6893 

Score 64 



Seq. No. 22875 Seq. ID 

Gene No. 47593 Strand 

Start 6264 End 

Name OJ990605_34 . 9B05 . C14 . o2 . tm Method 

Start 6771 End 

GI none Score 

Exons 6771.. 7076, 7053.. 7190 



OJ990605_34 . 9B05 .C14 
7660 

TBLASTX: Maize 

7190 

54 



Seq. No. 22875 

Gene No. 47593 

Start 6264 

Name OJ990605_34 . 9B05 . C14 . ol . tw 

Start 6864 

GI none 
Exons 



Seq. ID OJ990605_34.9B05.C14 



Strand 
End 

Method 

End 

Score 



7660 

TBLASTX: Wheat 

7659 

283 



6864. .7328, 6865. .7284, 6894. .7292, 7211. .7300, 7253. .7654, 
7314. .7658, 7326. .7655, 7342. .7659 



23119 




Seq. No. 


22875 




Seq. ID 


OJ990605_34.9B05.C14 


bene no . 


A 7 c no 




Strand 




Start 


6264 




End 


7660 


Name 


OJ990605 34.9B05.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7227 




End 


7659 


GI 


none 




Score 


151 


Exons 


7227.. 7640, 7366. .7659 








Seq. No. 


22875 




Seq. ID 


OJ990605_34.9B05.C14 


Gene No. 


47593 




Strand 




O L. d -L U 


6?64 




FnH 


7 660 


Name 


OJ990605 34.9B05.C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7353 




End 


7641 


GI 


5509260 




Score 


92 


Exons 


7353.. 7640, 7366. .7503, 


7537 


. .7641 




GI Descrip. 


- 








Seq. No. 


22876 




Seq. ID 


OJ990605_34.9B05.C15 


bene no . 


A 1 Q Q A 




o urana 


• 


Start 


5 




End 


637 


Name 


OJ990605 34.9B05.C15.ol. 


gs 


Method 


GENS CAN 


Start 


5 




End 


637 


GI 


none 




Score 


• .48 


Exons 


5. .637 








Seq. No. 


22877 




Seq. ID 


OJ990605_34.9B05.C16 


Gene No. 


47595 




Strand 




DLdlL. 


1 




End 


1690 


Name 


OJ990605 34.9B05.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1690 


GI 


2443320 




Score 


2324 


Exons 


1. .1690 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 


Seq. No. 


22877 




Seq. ID 


OJ990605_34.9B05-.C16 


bene no . 


47595 




Strand 




Start 


1 




End 


1690 


Name 


OJ990605 34.9B05.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


291 




End 


815 


GI 


none 




Score 


121 


Exons 


291. .503, 609. .815 








Seq. No. 


22877 




Seq. ID 


OJ990605_34.9B05.C16 


bene no . 


47595 




Strand 




Start 


1 




End 


1690 


Name 


OJ990605 34.9B05.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


378 




End 


923 


GI 


none 




Score 


212 


Exons 


378.. 533, 519, -.596, 615. 


.923 






Seq. No. 


22877 




Seq. ID 


OJ990605_34.9B05.C16 


Gene No. 


47595 




Strand 




Start 


1 




End 


1690 


Name 


OJ990605 34.9B05.C16.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


396 




End 


827 


GI 


none 




Score 


90 


Exons 


396.. 533, 519.. 599, 600. 


.827 


, 601. .825 





23120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22877 
.47595 
1 

OJ990605_34 . 9B05 . C16 . ol . tw 

396 

none 



Seq. ID OJ990605_34.9B05.C16 
Strand 

End 1690 

Method TBLASTX : Wheat 

End 1061 

Score 570 



396. .1061, 415. .1035, 446. .1045 



22877 
47595 
1 

OJ990605_34 . 9B05 . C16 . o2 . ts 

837 

none 

837.. 1061, 1047.. 1220 



Seq. ID OJ990605_34.9B05.C16 
Strand 

End 1690 

Method TBLASTX : Soybean 

End 1220 

Score 97 



Seq. No. 22877 

Gene No. 47595 

Start 1 

Name OJ990605_34 . 9B05 . CI 6 . o2 . tw 

Start 1062 

GI none 
Exons 



Seq. ID OJ990605_34.9B05.C16 
Strand 

End 1690 

Method TBLASTX : Wheat 

End 1530 

Score 119 



1062. .1283, 1081. .1227, 1091. .1237, 1216. .1494, 1281. .1493, 
1283. .1498, 1285. .1530 



Seq. No. 22878 

Gene No. 47596 

Start 1 

Name OJ990605_34 . 9B05 . C17 . ol . np 

Start 1 

GI 2443320 

Exons 1..727 

GI Descrip. (D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990605_34.9B05.C17 
Strand 

End 727 

Method AAT/NAP 

End 727 

Score 864 



Seq. No. 22878 

Gene No. 47596 

Start 1 

Name OJ990605_34 . 9B05 . C17 . ol . tw 

•Start 183 

GI none 

Exons 183.. 395, 200.. 529 



Seq. ID OJ990605_34.9B05.C17 

Strand 

End -727 

Method TBLASTX : Wheat 

End 529 

Score 68 



Seq. No. 22878 

Gene No. 47596 

Start 1 

Name OJ990605_34 . 9B05 . C17 . ol . gs 

Start 337 

GI none 

Exons 337.. 724 



Seq. ID OJ990605_34.9B05.C17 
Strand 

End 727 

Method GENSCAN 

End 724 

Score .93 



Seq. No. 22879 

Gene No. 47597 

Start' 684 

Name OJ990605_34 . 9B05 . C18 . ol . gs 

Start 684 

GI none 



Seq. ID OJ990605_34.9B05.C18 

Strand + 

End 1311 

Method GENSCAN 

End 1311 

Score .83 



23121 



Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI 'Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



684. .751, 1179. .1311 

22879 
47598 
2239 

OJ990605_34 . 9B05 . C18 . o2 . gs 
2239 
none 

2239. .2511 

22879 
47599 
3242 

OJ990605_34. 9B05 . C18 . o3 . gs 
3242 
none 

3242..3336, 3421. .3442, 4574.. 4630 

22880 
47600 
9020 

OJ990605_34 . 9B05 . C19 . o3 . gs 
9020". 
none 

9020.. 9127, 9606.. 9665 

22880 
47601 
16232 

OJ990605_34 . 9B05 . C19 . o5 . gs 
16232 
none 

16232. .16727, 17507. .17589 

22880 
47601 
16232 

OJ990605_34 . 9B05 . C19 . o3 . np 
16298 
1628482 
16298. .16681, 17712.. 17755 

(X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. ID 


OJ990605 


_34 


.9B05 


.C18 


Strand 


- 








End 


2511 








Method 


GENS CAN 








End 


2511 








Score 


. 6 








Seq. ID 


OJ990605 


_34 


.9B05 


.C18 


Strand 


- 








End 


4630 








Method 


GENSCAN 








End 


4630 








Score 


. 61 








.4630 










Seq. ID 


OJ990605 


_34. 


. 9B05 


.C19 


Strand 


+ 








End 


9665 








Method 


GENSCAN 








End 


9665 








Score 


■ .55 








Seq. ID 


OJ990605 


_34. 


, 9B05 


.C19 


Strand 


+ 








End 


17755 








Method 


GENSCAN 








End 


17589 








Score 


.47 








Seq. ID 


OJ990605 


34. 


9B05, 


.C19 


Strand 


+ 








End 


17755 








Method 


AAT/NAP 








End 


17755 








Score 


136 









OJ990605 34.9B05.C19 



22880 
47602 
2139 

OJ990605_34 . 9B05 . C19 . ol . gp 
2139 

LIB3477-003-P1-K1-E9 
2139. .2179, 8702. .8782 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8782 
AAT/GAP 
8782 
125 



Seq. No. 
Gene No. 
Start 



22880 
47602 
2139 



Seq. ID 

Strand 

End 



OJ990605 34.9B05.C19 



8782 



23122 



Name OJ990605_34 . 9B05 . C19 . ol . np Method AAT/NAP 

Start 5293 End 6985 

GI 6907086 Score 531 

Exons 5293.. 5647, 5859.. 6185, 6241.. 6985 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


22880 




Gene No. 


47603 




Start 


12872 




Name 


OJ990605 34.9B05.C19 


.o4 . gs 


Start 


12872 










Exons 


12872. .12939, 13800. 


.13925, 




15491. .15524 




Seq. .No. 


22880 




Gene No. 


47604 




Start 


18917 




Name 


OJ990605 34.9B05.C19 


.ol. tm 


OLdl L 






GI 


none 




Exons 


11402. .11962, 11413. 


.11670, 




11960. .12208, 11974. 


.12036, 


Seq. No. 


22880 




Gene No. 


47604 




Start 


18917 




Name 


OJ990605 34.9B05.C19 


. ol . tw 


O Lai L 


1 1 A ^ft 

114 JO 




GI 


none 




Exons 


11438. .11686, 11464. 


.11658 


Seq. No. 


22880 




Gene No. 


47604 




Start 


18917 




Name 


OJ990605 34.9B05.C19 


. o3 . tw 


Cf art 

OL.Cl.LU 


1 91 no 




GI 


none 




Exons 


12100. .12474, 12101. 


.12205, 




12554. .12652 




Seq. No. 


22880 




Gene No. 


47604 




Start 


18917 




Name 


OJ990605 34.9B05.C19 


. o3 . tm 


Start 


12272 




GI 


none 




Exons 


12272. .12520, 12346. 


.12489 


Seq. No. 


22880 




Gene No. 


47604 




Start 


18917 




Name 


OJ990605 34.9B05.C19 


. o2. tm 


Start 


12553 




GI 


none 




Exons 


12553. .12915, 12554. 


.12922, 



Seq. ID OJ990605_34.9B05.C19 
Strand 

End 15524 

Method GENSCAN 

End 15524 

Score .88 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_34.9B05.C19 
19071 

TBLASTX: Maize 

12249 

405 



OJ990605_34.9B05.C19 
19071 

TBLASTX: Wheat 

11686 

270 



OJ990605_34.9B05.C19 
19071 

TBLASTX: Wheat 

12652 

58 

78, 12281. .12475, 



OJ990605_34.9B05.C19 
19071 

TBLASTX: Maize 

12520 

228 



OJ990605_34.9B05.C19 
19071 

TBLASTX: Maize 

13009 

298 



12922, 12953. .13009, 12958.. 13008 



23123 



Seq. No. 


22880 


Seq. ID 


; OJ990605_34. 9B05 


.C19 




4 7 604 


Strand 






Start 


18917 


End 


19071 




Name 


OJ990605 34.9B05.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12740 


End 


13118 




GI 


none 


Score 


200 




Exons 


12740. .13012, 12871. .13008, 


12988. .13116, 12999.. 13118 




Seq. No. 


22880 


Seq. ID 


OJ990605 34.9B05 


.C19 




47604 


Strand 






Start 


18917 


End 


19071 




Name 


OJ990605 34.9B05.C19.o6.gs 


Method 


GENSCAN 




Start 


18917 


End 


19071 




GI 


none 


Score 


.54 




Exons 


18917. .19071 








Seq. No. 


22881 


Sea ID 


OJ990605 34 9B05 


.C20 




47 60S 


Strand 


. + ~~ 




Start 


1034 


End 


1737 




Name 


OJ990605 34.9B05.C20.o2.gs 


Method 


GENSCAN 




Start 


1034 


End 


1737 




GI 


none 


Score 


.83 




Exons 


1034. .1139, 1604. .1737 




* :i • 




Seq. No. 


22881 




OJ99060S ^4 9R0S 


.C20 




47606 


Strand 






Start 


67 


End 


428 




Name 


OJ990605 34.9B05.C20.ol.gs 


Method 


GENSCAN 




Start 


67 


End 


428 




GI 


none 


Score 


.79 




Exons 


67. .264, 336. .428 








Seq. No. 


22882 


Seq. ID 


OJ990605_34 . 9B05 


.C23 


Gene No. 


47607 


Strand 


+ 




Start 


472 


End 


1106 




Name 


OJ990605 34.9B05.C23.ol.np 


Method 


AAT/NAP 




Start 


472 


End 


1106 




GI 


2498930 


Score 


745 




Exons 


472. .535, 703. .1106 









GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


22882 




Seq. ID 


OJ990605 


Gene No. 


47607 




Strand 


+ 


Start 


472 




End 


1106 


Name 


OJ990605 34.9B05.C23.ol 


.gs 


Method 


GENSCAN 


Start 


476 




End 


1005 


GI 


none 




Score 


.47 


Exons 


476.-535, 703. .1005 








Seq. No. 


22883 




Seq. ID 


OJ990815 


Gene No. 


47608 




Strand 


+ 


Start 


1291 




End 


4934 


Name 


OJ990815 36.9B15.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1291 




End 


4931 


GI 


2832625 




Score 


1065 


Exons 


1291.. 1335, 3346.. 3639, 


3739. 


.3863, 4004.. 4249, 



23124 




4711. .4931 



GI Descrip. 


(AL021711) putative protein [Arabidops 


is thaliana] 




£. O O O 


Seq. ID 


OJ990815_36. 9B15.C2 


Gene No. 


4 / DUO 


Strand 


+ 


Start 




End 


4934 


Name 




Method 


GENSCAN 


Start 




End 


4934 


GI 


none 


Score 


.91 


Exons 


^fi^Q "^^Q "^ftfi? 4004 


.4249, 4354. .4609, 4711. .4934 


Seq. No. 


22883 


Seq. ID 


OJ990815_36.9B15.C2 


Gene No. 


47609 


Strand 




Start 


SOfiQ 


End 


8903 


Name 


DTQQnfll R ^fi QR1 R CO nl rrn 


Method 


AAT/GAP 


Start 


Rflft Q _ 


End 


6271 


GI 


± / ^ f± U 1 .I\1U04 


Score 


1386 


Exons 


SfiftQ ~ SSfR Sfi?4 RQ^^ 


.6054, 6182. .6271 


GI Descrip. 




-33 (AL021711) protein kinase' 




piOCclIl [nl aUiUUpblb LHa.XJLd.Ilcl 


] 1 




Seq. No. 


22883 


Seq. ID 


OJ990815_36.9B15.C2 


Gene No. 


47609 


Strand 




Start 


5089 


End 


8903 


Name 


OJ990815 36. 9B15 . C2 . o3 . gs 


Method 


GENSCAN 


Start 


5399 


End 


8819 


GI 


none 


Score 


.9 


Exons 


5399.. 5503, 5624.. 5735, 5933. 


.6054, 61: 


82. .6267, 6392. .6517, 




6982.. 6993, 7410.. 7462, 7649. 


.7734, 7927. .8022, 8119. .8193, 



8478. .-8819 



Seq. No. 22883 Seq. ID OJ990815_36 . 9B15 . C2 

Gene No. 47609 Strand 

Start 5089 End 8903 

Name • OJ990815_36 .'9B15 . C2 . o2 . np Method . AAT/NAP ■ 

Start?" 5408 " .... .". : >.End 8:768 

GI ' 2832623--- ' ' ■ ". '. Score 885 

Exons 5408.. 5503', 5624.. ,5735, 5933.. 6054, 6182.. 6267, 6392, 

6751. .6830, 7410. .7530, 7649.-7734, 7927. .8022, 8119, 

8478. .8768 

GI Descrip. (AL021711) protein kinase-like protein [Arabidopsis thaliana] 



,6510, 
,8193, 



Seq. No. 22883 

Gene No. 47609 

Start 5089 

Name OJ990815_36 . 9B15 . C2 . o2 . gp 

Start 8478 

GI uC-osroM202030a07bl 

Exons 8478.. 8903 

GI Descrip. 1 2832623/emb | CAA16752 . 1 | 4, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990815_36.9B15.C2 

8903 
AAT/GAP 
8903 
836 



protein [Arabidopsis thaliana] ' 



Oe-17 (AL021711) protein kinase-like 



Seq. No. 22883 Seq. ID OJ990815_36 . 9B15 . C2 

Gene No. 47610 Strand 

Start 10485 End 11281 

Name OJ990815_36.9B15.C2.ol.tc Method TBLASTX : Cress 

Start 3471 -End 4934 



23125 



GI 

Exons 



none Score 169 

3471. .3590, 3479. .3589, 3587. .3637, 3588. .3644, 3717. .3863, 

3737. .3862, 4003. .4227, 4004. .4264, 4356. .4430, 4357. .4431, 

4438. .4611, 4536. .4610, 4697. .4924, 4698. .4934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22883 
47610 
10485 

OJ990815_36. 

3471 

none 



9B15.C2.o3.tm 



Seq. ID OJ990815_36.9B15.C2 



Strand 
End 

Method 

End 

Score 



11281 

TBLASTX: Maize 

3865' 

274 



3471. .3644, 3473. .3637, 3716. .3862, 3735.-3863, 3740. .3865 



Seq. No. 22883 

Gene No. 47610 

Start 10485 

Name OJ9908 15_36 . 9B15 . C2 . o2 . ts 

Start 3473 

GI none 

Exons 3473.-3637, 3474.. 3644, 3735. 
4004. .4204 



OJ990815_36. 9B15.C2 
11281 

TBLASTX: Soybean 

4204 

249 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3863, 3737.. 3862, 4003.. 4203, 



Seq. No. - 22883 
Gene No. 47610 
Start 10485 

Name OJ990815_36. 9B15.C2.ol.tm 

Start 3997 
GI none 

Exons 3997.. 4224, 4001.. 4264, 4351, 

4357. .4533, 4534. .4569 



Seq. ID OJ990815_36. 9B15.C2 
Strand 

End '11281 

Method TBLASTX : Mai ze 

End 4569 

Score 305 

.4533, 4355.-4438, 4356. .4463, 



Seq. No. 22883 

Gene No. 47610 

Start 10485 

Name ./OJ9908 15_36 . 9B15 . C2 . 61 . ts 

Start > ■ . 4205 ■ 

GI none 

Exons 4205.'. 4264, 
4709. .4909 



Seq. ID OJ990815_36. 9B15.C2 
Strand 

End 11281 

Method TBLASTX : Soybean 

. End 4 934 

'■ Score ' 55' 
4338..4463, 4351. .4611, 4357.-4599, 4698. .4934, 



Seq. No. 22883 

Gene No. 47610 

Start 10485 

Name OJ990815_36 . 9B15 . C2 . 06 . tm 

Start 4709 

GI none 

Exons 4709.. 4924, 4733.. 4936, 4761. 



OJ990815_36.9B15.C2 
11281 

TBLASTX: Maize 
4937 
187 

,4937, 4845. .4934, 4846. .4935 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 22883 
Gene No. 47610 
Start 10485 

Name 0 J9 90 8 1 5_3 6.9B15.C2.o2.tm 

Start 5308 
GI none 

Exons 5308.. 5382, 5330.. 5383, 5377. 

5624.. 5734, 5625. .5735, 5931. 
6179. .6268, 6179. .6271, 6183. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990815 36.9B15.C2 



11281 

TBLASTX : Mai ze 
6473 
40 

5511, 5392.. 5505, 5400.. 5513, 
'6056, 5932.. 6057, 5933.. 6055, 
6272, 6186.. 6272, 6372.. 6473, 



23126 




6385. .6471 



Seq. No. 


22883 








Seq. ID 


OJ990815 


_36,9B15.C2 


OCllC ViKJ • 


a i fii n 








Strand 






Start 


10485 








End 


11281 




Name 


OJ990815 36 


. 9B15 


.C2.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5441 








End 


6842 


GI 


none 








Score 


60 




Exons 


5441. .5506, 


5621 


. .5734, 


5622. 


.5735, 5932.. 6057, 


5935. .6057 




6179. .626.5, 


6192 


. .6260, 


6447. 


.6509;. 6453. .6509, 


6466. .6510 




6590. .6694, 


6592 


. .6654, 


6600. 


.6695, 6750.. 6842, 


6751. .6831 




0000-3 
ZiOO J 








Seq. ID 


OJ990815 


O C. QD1 C CO 


Gene No. 


47610 








Strand 






Start 


10485 








End 


11281 




Name 


OJ990815 36 


.9B15 


.C2.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5675 








End 


6626 




GI 


none 








Score 


70 




Exons 


5675. .5734, 


5935 


. .6057, 


5950. 


.6057, 6179.. 6274, 


6183. .6263 




6447. .6509, 


6466 


. .6510, 


6590. 


.6625, 6600. .6626 




Seq. No. 


22883 








Seq. ID 


OJ990815 


_36.9B15.C2 


Gene No. 


47610 








Strand 






Start 


10485 








End 


11281 




Name 


d TQQOR 1 R 
UyjjUOlJ JO 




. L>Z . oo . 


LIU 


Method 


TBLASTX: 


Mai ze 


Start 


6474 








End 


8025 




GI 


none 








Score 


67 ' 




Exons 


6474. .6509, 


6476 


. .6508, 


6590. 


.6688, 6593.. 6664, 


6600. .6683 




6601. .6687, 


6750 


. .6842, 


6751. 


.6831, 7401.. 7529, 


7408. .7524 




7410. .7529, 


7411 


. .7530, 


7643. 


.7735, 7644. .7736, 


7647. .7745 




7648. .7737, 


7648 


. .7770, 


7925. 


.8023, 7926.. 8021, 


7927. .8025 




7931. .8023 














Seq. No. 


. .22883 








Seq. ID 


OJ990815 


_36.9B15.C2 




A 7 £1 fi 
4 / D J. U 








Strand 






Start . 


104851' " ^ 








End . 


11281 




Name 


OJ990815 36 


9B15 


.C2'.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


7422 








End 


8777 


GI 


none 








Score 


80 




Exons 


7422. .7523, 


7422 


. .7526, 


7423. 


.7527, 164 


8. .7782, 


7649. .7735 




7927. .8022, 


7928 


. .8023, 


8072. 


.8194, 8077.. 8193, 


8478. .8681 




8479. .8595, 


8736 


. .8777, 


8737. 


.8775 






Seq. No. 


22883 








Seq. ID 


OJ990815 


_36.9B15.C2 


Gene No. 


47610 








Strand 






Start 


10485 








End 


11281 




Name 


OJ990815 36. 


9B15 


.C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8134 








End 


8777 




GI 


none 








Score 


66 




Exons 


8134. .8193, 


8134 


. .8193, 


8478. 


.8693, 8479.-8598, 


8739. .8777 


Seq. No. 


22883 








Seq. ID 


OJ990815 


_36. 9B15.C2 


Gene No. 


47610 








Strand 






Start 


10485 








End 


11281 




Name 


OJ990815 36. 


9B15 


.C2.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8143 








End 


8778 




GI 


none 








Score 


64 





23127 



Exons 



8143. .8193, 8146. .8193, 8478. .8687, 8478. .8690, 8479. .8733, 
8725..8778, 8736. .8777 



End 

Method 
End 
Score 



Seq. No. 22883 

Gene No. 47610 

Start 10485 

Name OJ990815_36. 9B15.C2 .o4 .gs 

Start 10485 

GI none 

Exons 10485. .10598, 10871.. 11281 

Seq. No. 22884 

Gene No. 47611 

Start 3370 

Name OJ9908 15_36 . 9B15 . C3 . ol . tc 

Start 3366 

GI none 

Exons 3366. .3587, 3367. .3588, 3696. .3755 



Seq. ID OJ990815_36.9B15.C2 
Strand 

11281 
GEN SCAN 
11281 
.49 



Seq. ID OJ990815_36.9B15.C3 

Strand • + 

End 3882 

Method TBLASTX : Cress 

End 3755 

Score 165 



Seq. No. 22884 

Gene No. 47611 

Start 3370 

Name OJ990815_36. 9B15 . C3 .ol . gs 

Start 3370 

GI none 

Exons 3370. .3573 



Seq. ID OJ990815_36.9B15.C3 

Strand + 

End 3882 

Method GENSCAN . 

End 3573 

Score .4 



Seq. No. 22884 

Gene No. 47611 

Start 3370 

Name OJ9908 15_36 . 9B15 . C3 . ol . np 

Start 3373 

GI 4903139 

Exons 3373.. 3573, 3696.. 3757, 3852. 
GI Descrip. 



Seq. ID OJ990815_36.9B15.C3 
Strand + 

3882 
AAT/NAP 
3882 
199 



End 

Method 
End 
Score 
.3882 



(AB027456) extensive homology to FT (FLOWERING LOCUS T, 
AB027504) and.TSF (TWIN SISTER OF- FT, AB027506) genes .of 
Arabidopsis €haliana; similar to mammalian ' 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 
Seq., No. 



22884 
47611 
3370 

OJ990815_36.9B15.C3.ol.tm 

3390 

none 



Seq. ID OJ990815_36.9B15.C3 

Strand + 

End 3882 

Method TBLASTX : Mai ze 

End 3756 

Score 184 



3390. .3587, 3391. .3588, 3696. .3755, 3700. .3756, 3700. .3756 



22884 
47611 
3370 

OJ990815_36.9B15.C3.ol.ts 

3390 

none 



Seq. ID OJ990815_36.9B15.C3 

Strand + 

End 3882 

Method TBLASTX: Soybean ■ 

End 3755 

Score 191 



3390.. 3569, 3391.. 3588, 3696.. 3755 

22885 Seq. ID OJ990815 36.9B15.C4 



23128 



Gene No. 47612 Strand + 

Start 74 End 4740 

Name OJ990815_36. 9B15.C4 .ol.np Method AAT/NAP 

Start 74 End 1599 

GI 4903139 Score 216 

Exons 74.. 172, 1373.. 1599 

GI Descrip. (AB027456) extensive homology to FT (FLOWERING LOCUS T, 
AB027504) and TSF (TWIN SISTER OF FT, AB027506) genes of 
Arabidopsis thaliana; similar to mammalian 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. . . 



Seq. No. 


22885 






Seq. ID 


OJ990815_36.9B15. 


C4 


Gene No. 


47612 






Strand 


+ 




Start 


74 






End 


4740 




Name 


OJ990815 36. 


9B15 


.C4 .ol.gs 


Method 


GENSCAN 




Start 


449 






End 


4740 




GI 


none 






Score 


.71 






449.. 467, 656.. 703, 1376.. 1595, 2621. 


2754, 2965.. 3032, 








JO £. 1 


Qd 41 D7 


.4237, 4516. .4621, 4691. .4740 


Seq. No. 


22885 






c orT t n 

JC4 . JL D 


\JO y V\J O -L D JO • jDI J . 




Gene No. 


47612 






C f- r3nr l 

olI dllu. 


_1_ 

1 




Start 


74 








4 7 A n 




Name 


OJ990815 36. 


9B15 


.C4 .ol.tm 




1 DLnO 1 A . ixia 1 z e 




Start 


1375 






End 


1610 




rir 
ox 


none 






Score 


302 




Exons 


1 j / j . . IjDj/ 


1 "377 


i ci n idin 

.-.J.OXU, 111U. 


1 6H7 






Seq. No. 


22885 






oeq. lu 


riTQQHQI Qni c 




Gene No. 


47612 






Strand 


+ 




Start 


74 






End 


4740 




Name 


OJ990815 36. 


9B15 


.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1375 






. End 


1589 




czt 


none 






Score 


187 




Exons 


1375. .1563, 


1416 


..1589. 








Seq. No.' 


22886 






Seq. ID 


OJ990815_36. 9B15. 


C5 


Gene No. 


47613 






Strand 






Start 


218 






End 


523 




Name 


OJ990815 36. 


9B15 


.C5.ol.gs 


Method 


GENSCAN 




Start 


218 






End 


523 




GI 


none 






Score 


.71 




Exons 


218. .523 












Seq. No. 


22887 






Seq. ID 


OJ990815_36.9B15. 


C6 


Gene No. 


47614 






Strand' 






Start 


2099 






End 


2234 




Name 


. OJ990815 36. 


9B15 


C6.o2.gs 


Method 


GENSCAN 




Start 


2099 






End 


2234 




GI 


none 






Score 


.51 




Exons 


2099. .2234 












Seq. No. 


22888 






Seq. ID 


OJ990815_36.9B15. 


C7 


Gene No. 


47615 






Strand 


+ 




Start 


348 






End 


' 1447 




Name 


OJ990815_36. 


9B15< 


C7 . ol . gs 


Method 


GENSCAN 





23129 



Start 348 End 1447 

GI none Score .45 

Exons , 348.. 432, 1300.. 1447 



Seq. No. 22889 Seq. ID 

Gene No. 47616 Strand 

Start 12 End 

Name OJ9908 15_36 . 9B15 . C8 . ol . gp Method 

Start 12 End 

GI ' 2427862 . Score 

Exons 12.. 298 



OJ990815_36.9B15.C8 
+ 

742 

AAT/GAP 
298 
502 . 



Seq. No. 22889 Seq. ID 

Gene No. 47616 Strand 

Start 12 End 

Name OJ990815_36 . 9B15 . C8 . ol . tm Method 

Start 135 End 

GI none Score 

Exons 135. .245, 138. .182, 142. .249, 143. .250, 
354. .443 



OJ990815_36.9B15.C8 
+ 

742 

TBLASTX: Maize 

444 

70 

307. .444, 313. .408, 



Seq. No. 22889 Seq.- ID 

Gene No. 47616 Strand 

Start 12 End 

Name OJ9908 15_36 . 9B15 . C8 . ol . np Method 

Start , 145 End 

GI 4454480 Score 

Exons 145.. 243, 283.. 549, 644. .742 

GI Descrip. (AC006234) ( 1-4 ) -beta-mannan endohydrolase [Arabidopsis 
thaliana] 



OJ990815_36.9B15.C8 
+ 

742 

AAT/NAP 
742 
301 



Seq. No. 


22889 




Seq. ID 


OJ990815_36. 9B15.C8 


Gene No. 


47616 




Strand 


+ 


Start 


12 




End 


742 


Name 


OJ990815 36.9B15.C8 


.ol.gs 


Method 


GENSCAN 


Start 


151 


End 


720 


GI 


none 




Score 


.58 . 


Exons 


151. .549, 644. .720 








Seq. No. 


22889 




Seq. ID 


OJ990815_36.9B15.C8 


Gene No. 


47616 




Strand 


+ 


Start 


12 




End 


742 


Name 


OJ990815 36.9B15.C8 


. o2 . np 


Method 


AAT/NAP 


Start 


226 




End 


742 


GI 


6630540 




Score 


276 


Exons • 


226. .549, 644. .742 








GI Descrip. 


(AC011708) putative 


( 1-4 ) -beta-mannan 


endohydrolase [Arabidopsis 




thaliana] 








Seq. No. - 


22889 




Seq. ID 


OJ990815_36.9B15.C8 


Gene No. 


47616 




Strand 


+ 


Start 


12 




End 


742 


Name 


OJ990815 36.9B15.C8 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


310 




End 


742 


GI 


none 




Score 


250 


Exons 


310 . . 549, 354 . .548, 


641. .742, 


646. .729 





23130 




Seq. No. 


22889 




Seq. ID 


OJ990815_36.9B15 


.C8 


uene wo . 


A 1 £ 1 £ 




otrana 


+ 




Start 


12 




End 


742 




Name 


OJ990815 36.9B15.C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


313 




End 


742 




GI 


none 




Score 


251 




Exons 


313. .552, 313. .390, 


366. .551, 


641. .742 






Seq. No. 


22889 




Seq. ID 


OJ990815_36.9B15 


.C8 




fi / D -L D 




ot r ana 


T 




Start 


12 




End 


742 




Name 


OJ990815 36.9B15.C8. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


481 




End 


742 




GI 


none 




Score 


115 




Exons 


•481. .549, 486..S48, 


641. .742, 


641. .697 


, 643. .741 




Seq. No. 


22890 




Seq. ID 


OJ990815_36.9B15 


.C9 


Gene No. 


47617 




Strand 


+ • 




Start 


1 




End 


721 




Name 


OJ990815 36.9B15.C9. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


398 




GI 


4454480 




Score 


283 




Exons 


1. .398 










GI Descrip. 


(AC006234) (1-4) -beta-mannan 


endohydrolase [Arabidopsis 






thaliana] 










Seq. No. 


22890 




Seq. ID 


OJ990815_36. 9B15 


.C9 


oene lno . 


47617 




Strand 


+ 




Start 


1 




End 


721 




Name 


OJ990815 36.9B15.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


721 




GI 


none 




Score 


395 




Exons 


2.. 388, 2.. 346, 668. 


.721 








Seq. No.. 


22890 




Seq. ID 


OJ990815_36.9B15 


.C9 


belle 1NO ■ 


47617 




Strand 


+ 




Start 


1 




End • 


721 " 




Name 


OJ990815 36.9B15.C9. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


343 




GI 


none 




Score 


218 




Exons 


2. .343 










Seq. No. 


22890 




Seq. ID 


OJ990815 36.9B15 


.C9 


bene ino . 


47617 




Strand 


+ 




Start 


1 




End 


721 




Name 


OJ990815 36.9B15.C9. 


ol . gs 


Method 


GENSCAN 




Start ' 


29 


End 


607 




GI 


none 




Score 


.77 




Exons 


29. .379, 456. .607 










Seq. No. 


22891 




Seq. ID 


OJ990815_36. 9B15 


.CIS 


Gene No. 


47618 




Strand 


+ 




Start 


1237 




End 


24145 




Name 


OJ990815 36.9B15.C12 


. ol . gs 


Method 


GENSCAN 




Start 


1237 




End 


2474 




GI 


none 




Score 


.77 




Exons 


1237. .2474 











23131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990815_36. 9B15.C12 
+ 



Seq. No. 22891 
Gene No. 47 618 

Start 1237 

Name OJ9908 15_36 . 9B15 . C12 . o4 . np 

Start 1443 
GI 1076205 

Exons 1443.. 1555, 3899.. 4036, 4279. 

23167. .23458, 23624.-23739 
GI Descrip. hypothetical protein WP6 - Chlamydomonas eugametos gi 1530878 

(L29028) amino acid feature: N-glycosylation sites, aa 41 .. 43, 



24145 
AAT/NAP 
23739 
106 



,4449, 5424. .5505, 10274 .. 10422 , 





46 .. 48, 51 .. 53, 72 


. . 74 


, 107 . . 109, 128 130, 132 .. 




134, 158 .. 


160, 163 


165; 


amino acid feature: Rod protein 




domain, aa 


169 340; 


amino 


acid feature: globular pro... 


Con KFr> 


22891 






Seq. ID 


OJ990815_36.9B15.C12 


Gene No. 


47618 






Strand 


+ 


Start 


1237 






End 


24145 


Name 


OJ990815 36 


. 9B15.C12.o2 


.gs 


Method 


GENSCAN 


Start 


3185 






End 


7338 


GI 


none 






Score 


.84 


Exons 


3185. .3230, 


3756. .3878, 


4060 


..4281, 4386. .4600, 4682. .4851, 




5478. .5664, 


5697. .5839, 


7305 


. .7338 




o e q . in o . 


22891 






Seq. ID 


OJ990815_36.9B15.C12 


Gene No. 


47618 






Strand 


+ 


Start 


1237 






End 


24145 


Name 


OJ990815 36 


. 9B15.C12.o2 


.np 


Method 


AAT/NAP 


Start 


3344 






End 


4912 


GI 


4584523 






Score 


167 


Exons 


3344. .3397, 


4161. .4281, 


4389 


. .4654, 4823. .4912 


GI Descrip. 


(AL049607) 


putative protein 


[Arabidopsis thaliana] 


oeq . no . 


22891 






Seq. ID 


OJ9908 15_36 . 9B15 . C12 


Gene No. 


47618 






Strand 


+ 


Start 


1237 






End 


24145 


Name 


OJ990815 36 


.9B15.C12.ol 


• n P 


Method 


AAT/NAP 


Start 


4095 




End 


6108 


GI 


5701785 






Score 


113 


Exons 


4095. .4340, 


4769. .4851, 


6072 


. .6108 




GI Descrip. 


(AL021749) 


copper-binding protein-like 


[Arabidopsis thaliana 


Seq. No. 


22891 






Seq. ID 


OJ990815_36.9B15.C12 


Gene No. 


47618 






Strand 


+ 


Start 


1237 






End 


24145 


Name 


OJ990815 36 


.9B15.C12.o3 


.np 


Method 


AAT/NAP 


Start 


6341 






End 


8984 


GI 


2130136 






Score 


396 


Exons 


6341. . 6596, 


7561. .7830, 


8574 


..8664, 8757... 8984 


GI Descrip. 


homeotic protein Hox2b 


- maize 




Seq. No. 


22891 






Seq. ID 


OJ990815_36.9B15.C12 


Gene No. 


47618 






Strand 


+ 


Start 


1237 






End 


24145 


Name 


OJ990815 36 


.9B15.C12.o3 


.gs 


Method 


GENSCAN 


Start 


10298 






End 


23975 


GI 


none 






Score 


.45 



23132 



Exons 



10298. .10669, 10808 10999, 11288 .. 11398 , 11609 11944 , 

12045. .12123, 13112. .13769, 144 61 14 588 , 15131 .. 15277 , 

15397. .15509, 16778 .. 17060, 178 68 17 984 , 184 4 4 .. 18583, 

20252. .20464, 20681 .. 21052, 21868 21977 , 22018 .. 22048, 

23163. .23815, 23927.. 23975 



Seq. No. 22891 

Gene No. 47618 

Start 1237 

Name OJ9908 15_36 . 9B15 . C12 . ol . gp 

Start 23742 

GI 3768855 

Exons 23742. .24145 



Seq. ID OJ990815_36.9B15.C12 

Strand + 

End 24145 

Method AAT/GAP 

■End 24145 

Score 700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22891 
47619 
24523 

OJ990815_36 . 9B15 . C12 . ol . tm 

1572 

none 



Seq. ID OJ990815_36.9B15.C12 
Strand 
End 

Method 
End 
Score 



24854 

TBLASTX: Maize 

1804 

84 



1572. .1676, 1574. .1675, 1661. .1804, 1671. .1796, 1736. .1804 



Seq. No. 22891 

Gene No. 47619 

Start 24523 

Name OJ990815_36 . 9B15 . C12 . o2 . ts 

Start 1835 

GI none 

Exons 1835.. 1972, 1848.. 2117, 1851.. 2024 



Seq. ID OJ990815_36.9B15.C12 

Strand - ■ 

End 24854 

Method TBLASTX : Soybean 

End 2117 

Score 195 



Seq. No. 22891 

Gene No. 47619 

Start 24523 

Name OJ990815_36. 9B15 . C12 . o3 . tm 

Start 2052 

GI none 
. Exons 



Seq. ID OJ990815_36.9B15.C12 



Strand 
End 

Method 

End 

Score 



24854 

TBLASTX: Maize 

2471 

186 



2052. .2327, 2070 .. 2381, 2267 2371 , 2388. .2471, 2388. .2459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22891 
47619 
24523 

OJ990815_36.9B15.C12.o4.tm 

4124 ' 

none 



Seq. ID OJ990815_36.9B15.C12 
Strand 
End 

Method 
End 
Score 



24854 

TBLASTX: Maize 

4525 

208 



4124. .4279, 4125. .4280, 4415. .4468, 4499.-4525 



Seq. No. 


22891 




Seq. ID 


OJ990815_36. 9B15. 


C12 


Gene No. 


47619 




Strand 






Start 


24523 




End 


24854 




Name 


OJ990E 


*15_36.9B15.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10852 




End 


11289 




GI 


none 




Score 


219 




Exons 


10852. 


.11013, 10853. .11014, 


11068. .1128 9, 11192. .11287 




Seq. No. 


22891 




Seq. ID 


OJ990815_36. 9B15. 


C12 


Gene No. 


47619 




Strand 






Start 


24523 




End 


24854 





23133 



Name 


OJ990815 36.9B15.C12 


,o2. tm 


Method 


TBLASTX : 


Maize 




Start 


13285 




End 


13503 






GI 


none 




Score 


221 






Exons 


13285. .13431, 13287. 


.13436, 


13425. .13463, 13462 


. .13503, 






13467. .13502 












Seq. No. 


22891 




Seq. ID 


OJ990815 


_36. 9B15 


.C12 


Gene No. 


47619 




Strand 










O/l coo 




End 


24854 






Name 


OJ990815 36.9B15.C12 


. o5. tm 


Method 


TBLASTX : 


Maize 




Start 


23126 




End 


23531 






GI 


none 




Score 


42 






Exons 


23126. .23155, 23130. 


.23162, 


23255. .23371, 23280 


. .23372, 






23466. .23531, 23466. 


.23528 










Seq. No. 


22891 




Seq. ID 


OJ990815 


_36.9B15 


.C12 


Gene No . 


h 1 01 y 




Strand 








Start 


24523 




End 


24854 






Name 


OJ990815 36.9B15.C12 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


23138 




End 


23366 






GI 


none 


.231-1 4, 


Score 


48 






Exons 


23138. .23173, 23139. 


23243. .23365, 23277 


. .23366 




Seq. No. 


22891 




. Seq. ID 


OJ990815 


_36. 9B15 


.C12 


Gene No. 


47619 




Strand 








Start 


24523 




End 


24854 






Name 




. ol . tw 


Method 


TBLASTX: 


wneat 




Start 


23581 




End 


23869 






GI 


none 




Score 


83 






Exons 


23581. .23631, 235$2. 


.23632, 


23583. .23633, 23630 


. .23707, 






23631. .23708, 23661. 


.23813, 


23678. .23815, 23795 


. .23836, 






23797. .23841, 23825. 


.23869 










Seq. No. 


22891 




Seq. ID 


OJ990815 


_36.9B15 


.C12 


Gene No . 






Strand . . 








Start • • 


24523 




End 


24854 






Name 


OJ990815 36.9B15.C12 


. o4 .gs 


Method 


GENSCAN 






Start - 


24523 




End 


24854 






GI 


none 




Score 


.73 






Exons 


24523. .24682, 24733. 


.24854 










Seq. No. 


22892 




Seq. ID 


UJ990815 


_36. 9B15 


.C13 


Gene No . 


47620 




Strand 


+ 






Start 


1174 




End 


1450 






Name 


OJ990815 36.9B15.C13 


. ol . gs 


Method 


GENSCAN 






Start 


1174 




End 


1450 






GI 


none 




Score 


.63 






Exons 


1174. .1275, 1404. .1450 










Seq. No. 


22892 




Seq. ID 


OJ990815_ 


J36.9B15 


.C13 


Gene No. 


47621 




Strand 


+ 






Start 


7493 




End 


9824 






Name 


OJ990815 36.9B15.C13, 


. o2 .np 


Method 


AAT/NAP 






Start 


7493 




End 


9776 






GI 


3860252 




Score 


523 






Exons 


74 93. .7521, 8829. . 9776 '* 











GI Descrip. (AC005824) hypothetical protein [Arabidopsis thaliana] 



23134 



oeq, in o . 


OOOQ9 








oeq. ±u 






Gene No. 


47621 








Strand 


+ 




Start 


7493 








End 


9824 




Name 


OJ990815 36 


.9B15 


C13.o3 


.gs 


Method 


GENSCAN 




Start 


8661 








End 


9824 




GI 


none 








Score 


.99 




Exons 


8661. .9824 














Seq. No. 


22892 








Seq. ID 


OJ990815_ 


36. 9B15.C13 




47622 








Strand 


+ 




Start 


12223 








End 


13619 




Name 


OJ990815 36 


.9B15. 


C13.o4 


. np 


Method 


AAT/NAP 




Start 


12223 








End 


13619 




GI 


3540201 








Score 


97 




Exons 


12223. .12283, 13393.. 13619 








GI Descrip. 


(AC004260) 


Putative nuclear protein [Arabidopsis 


thaliana] 


Seq. No. 


22892 








Seq. ID 


OJ990815_ 


_36.9B15.C13 


bene inu . 


47623 








Strand 






Start 


4642 








End 


8541 




Name 


OJ990815 36 


.9B15. 


C13.o2 


.gs 


Method 


GENSCAN 




Start 


4642 








End 


8430 




GI 


none 








Score 


.88 




Exons 


4642. .4704, 


5525. 


.5624, 


5809. 


.5907, 6015.. 6079, 


6436. .6504, 




6936. .7067, 


8135. 


.8244, 


8331. 


.8430 






Seq. No. 


22892 








Seq. ID 


OJ990815_ 


_36.9B15.C13 


Gene No. 


47623 








Strand 






Cfarf 


4642 








End 


8541 




Name 


OJ990815 36 


.9B15. 


C13.ol 


.np 


Method 


AAT/NAP 




Start 


4645 








End 


8212 




GI 


1653245 








Score 


310 




Exons 


4645. .4704, 


5525. 


.5624, 


5809. 


.5907, 6015.. 6079, 


6436. .6504, 




6606. .6716, 


6866. 


.7075, 


8152. 


.8212 






GI Descrip. 


(D90912) hypothetical protein 


[Synechocystis sp. 


] 




22892 








Seq. ID 


OJ990815_ 


"if. QDI C PI O 


Gene No. 


47623 








Strand 






Start 


4642 








End 


8541 




Name 


OJ990815 36 


.9B15. 


C13.ol 


.gp 


Method 


AAT/GAP 




Start 


6929 






End 


8541 




GI 


none 








Score 


728 




Exons 


6929. .7067, 


8135. 


.8244, 


8331. 


.8541 






Seq. No. 


22892 








Seq. ID 


OJ990815_ 


36.9B15.C13 




47624 








Strand 






Start 


10298 








End 


13590 




Name 


OJ990815 36 


. 9B15. 


C13.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5525 








End 


6498 




GI 


none 








Score 


74 




Exons 


5525. .5590, 


5526. 


.5585, 


5576. 


.5641, 5577. .5633, 


5809. .5910, 




5811. .5909, 


6015. 


.6083, 


6015. 


.6083, 6426. .6497, 


6433. .6498 


Seq. No. 


22892 








Seq. ID 


OJ990815_ 


36. 9B15.C13 


Gene No. 


47624 








Strand 






Start 


10298 








End 


13590 





23135 



Name 

Start 

GI 

Exons 



OJ990815_36.9B15.C13.o4 .gs Method 
10298 End 
none Score 



GENSCAN 
13590 
. 62 



10298. .10501, 10734. .10894, 1138 6 .. 11551, 11789 11988 , 
12210. .12391, 12629. .12771, 13453.. 13590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22892 
47624 
10298 

OJ990815_36. 9B15 . C13 . o3 . np 

10313 

2500036 

10313. .10501, 10734. .10894, 
11789. .11925, 12210. .12391, 



OJ990815 36.9B15.C13 



Seq. ID 
Strand 

End 13590 
Method AAT/NAP 
End 12700 
Score 1205 
11201. .11317, 11386. .11551, 
12524.. 12700 

DIHYDROOROTASE PRECURSOR (DHOASE) gi 12121273 (AF000146) 
dihydroorotase [Arabidopsis thaliana] gi | 3292818 | emb | CAA19808 . 1 | 
(AL031018) dihydroorotase [Arabidopsis thaliana] 



22892 Seq. ID 

47624 Strand 
10298 End 
OJ990815_36.9B15.C13.ol.tc Method 
10317 " End 
none Score 

10317. .10502, 10319. .10504, 10332. 

10738. .10890, 11199. .11312, 11200. 

11206. .11319, 11355. .11552, 11384. 

11387. .11551, 11488. .11553, 11786. 

12211. .12393, 12266.. 12406 



OJ990815 36.9B15.C13 



13590 

TBLASTX: Cress 
12406 
175 

10502, 10734. .10901, 
11319, 11202. .11366, 
11557, 11385. .11504, 
11923, 11787. .11921, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22892 
47624 
10298 

OJ990815_36.9B15.C13.o2.tm 
10344 



none 

10344. 

10733. 

11203. 

11384. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990815 36.9B15.C13 



,11319, 11205 
,11428, 11385. .11429 



13590 

TBLASTX: Maize 
11429 
212 

10504, 
10902, 

11318, 11205. .11330, 11206 .. 11340, 



.10502, 10345. .10503, 1034 6 .. 10504 , 10346 
.10894, 10734 . .10895, 10734 .. 108:92 , 10738 



22892 
47624 
10298 

OJ990815_36.9B15.C13.ol.ts 

10451 

none 



Seq. ID OJ990815_36.9B15.C13 
Strand 

End 13590 

Method TBLASTX : Soybean 

End 11557 

Score 68 



10451. .10504, 10452. .10502, 10732 108 93, 10733 .. 108 67 , 
10734. .10901, 10738. .10893, 11199'. . 1 1318 , 11202 .. 11366, 
11206. .11319, 11384. .11557, 11385 .. 11504 , 11492. .11542 



Seq. No. 22892 Seq. ID 

Gene No. 47624 Strand 

Start 10298 . End 

Name OJ990815_36 . 9B15 . C13 . o3 . gp Method 

Start 11225 End 

GI 25003 1.R1084 Score 



OJ990815_36.9B15.C13 

13590 
AAT/GAP 
12642 
1148 



23136 



Exons 11225. .11317, 1138.6 .. 11551, 11789 .. 11 925, 12210 .. 124 42, 

12590. .12642 

GI Descrip. ' 2500036/sp | 004 904 | PYRC_ARATH 1.0e-102 DIHYDROOROTASE PRECURSOR 
{ DHOASE) >gi_2121273 (AF000146) dihydrodrotase [Arabidopsis 
thaliana] >gi_3292818_emb_CAA19808 . 1_ (AL031018) dihydroorotase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22892 
47624 
10298 

OJ990815_36.9B15.C13.ol.tm 
11489 



OJ990815 36.9B15.C13 



none 
11489. 
11845. 
12266. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11542, . 11813. .11923, 11814 .. 11924 , 11832 .. 11927, 
11928, 12204. .12251, 12208 .. 12393, 12211 .. 12393, 
12406 



13590 

TB_ASTX: Maize 

12406 

174 



Seq. No. 22892 

Gene No. 47624 Strand 

Start 10298 End 

Name OJ990815_36 . 9B15 . C13 . o3 . tm Method 

Start 13392 End 

GI none Score 

Exons 13392. .13535, 13393 .. 13548, 13507.. 13560 



Seq. ID OJ990815_36.9B15.C13 



13590 

TBLASTX : Maize 
13560 
221 



Seq. No. 22893 

Gene No. 47625 

Start 53 

Name OJ990815_36 . 9B15 . C14 . ol . gs 

Start 53 

GI none 
Exons 



Seq. ID OJ990815_36.9B15.C14 



Strand 
End 

Method 

End 

Score 



+ 

2803 
GEN SCAN 
2803 
.72 



53.-258, 1151. .1182, 1245. .1348, 2290. .2380, 2658. .2803 



Seq. No. 22893 

Gene No. 47626 

Start 3495 

Name OJ990815_36 . 9B15 . C14 . ol . gp 

Start 34 95 

GI 43727_1.R1084 

Exons 3495.. 3662, 4083.. 4414 

GI Descrip. ' 4049350/emb | CAA22575 . 1 | 3. 

[Arabidopsis thaliana] ' 



Seq. ID OJ990815_36.9B15.C14 

Strand + 

End 4 414 

Method . AAT/ GAP 

End 4414 

Score 945 

Oe-26 (AL034567) putative protein 



Seq. No. 22893 
Gene No. 47627 
Start 4336 

Name OJ990815_36 . 9B15 . C14 . ol . np 

Start 4336 
GI 478809 

Exons 4336.. 4479, 5047.. 5511, 6020. 

GI Descrip. protein kinase 6 (EC 2.7.1.-) 

protein kinase [Glycine max] gi | 44478 9 | prf 

kinase [Glycine max] 



OJ990815_36.9B15.C14 
+ 

7339 
AAT /NAP 
7339 
1077 

6475, 7061.. 7339 
- soybean gi 1170047 (M67449) 

1908223A protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



22893 
47627 
4336 



Seq. ID OJ990815_36.9B15.C14 
Strand + 
End 7339 



23137 




Name 


OJ990815 36 


.9B15.C14.o2 


. gs 


Method 


GEN SCAN 


Start 


4336 




End 


7166 


GI 


none 






Score 


-89 . 


Exons 


4336. .5511, 


6020. .6475, 


7140. .7166 




Seq. No. 


22893 






Seq. ID 


OJ990815 


Gene No. 


47627 






Strand 


+ 


Start 


4336 






End 


7339 


Name 


OJ990815 36 


.9B15.C14.o2 


• gp 


Method 


AAT/GAP 


Start 


62.56 






End 


7332 


GI 


3061255 






Score 


957 


Exons 


6256. .6475, 


7061. .7332 








GI Descrip. 


478809/pir | 


IS29851 2.0e 


-56 


protein kinase 6 (EC 



soybean >gi_170047 (M6744 9) protein kinase [Glycine max] 
>gi_444789_prf 1908223A protein kinase [Glycine max] 



Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start • 


8676 








End 


10885 


Name 


OJ990815_36. 


9B15 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


C4-3 


H U 0 1 








End 


4442 


GI 


none 








Score 


72 


Exons 


4081. .4152, 


4179 


. .4250, 


4183. 


.4218, 4183. .4257, 4184. .4285, 




4351. .4440, 


4353 


. .4442, 


4362. 


. 4442 




Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 


Name 


r\ tq Qn Q 1 c 




. L14 . Oj 


. tm 


Method 


TBLASTX: Maize 


Start 


5007 








End 


5514 


GI 


none 








Score 


76 


Exons 


5007. .5042, 


5034 


. .5069, 


5035. 


.5109, 5057. .5230, 5058. .5228, 




5247. .5513, 


5251 


. .5514 








Seq. No. 


22895 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start - 


867.6- 








End 


10885 


Name 


OJ990815 36. 


9B15 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5244 








End 


7345 


GI 


none 








Score 


232 


Exons 


5244. .5507, 


5251 


. .5541, 


6013. 


.6474, 6027. .6461, 6029. .6475, 




6149. .6475, 


6991 


. .7212, 


7058. 


.7228, 7058.. 7228, 7253. .7345 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15 


.C14.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6026 








End 


7177 


GI 


none 








Score 


506 


Exons 


6026. .6433, 


6027 


. .6407, 


6028. 


.6426, 7081. .7170, 7091. .7177 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6056 








End 


7141 


GI 


none 








Score 


577 



23138 




Exons 


6056. .6475, 


6058. 


.6474, 


7052. 


.7138, 7058. .7141, 7066. .7140 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


laene no . 


A n r o p 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15. 


C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6056 








End 


7213 


GI 


none 








Score 


202 


Exons 


6056. .6295, 


6187. 


.6294, 


.6277. 


.6408, 6278. .6430, 7067.. 7213 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


i^ene no . 


A "7 £9 Q 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15. 


C14.o3. 


gs 


Method 


GENSCAN 


Start 


8676 








End 


10885 


GI 


none 








Score 


.85 


Exons 


8676. .9082, 


9799. 


.10054, 


10238. .10483, 


10850: .10885 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 


Name 




QD1 C 


14 . OZ • 


LIU 


Method 


TBLASTX: Maize 


Start 


8677 








End 


10060 


GI 


none 








Score 


109 


Exons 


8677. .8754, 


8677. 


.8739, 


ft 70^ 


.8753, 8790. .8945, 8791. .8946, 




8943. .9086, 


8944. 


.9033, 




.9361, 9410. .9445, 9773.-9889, 




9784. .9879, 


9792. 


.10034, 


Q1QA 


. .10033, 


10028. .10057, 10031.. 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Lyene no. 


A 1 £9 ft 
4 / OZ O 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15. 


C14.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8790 








End 


9905 


GI 


none 








Score 


209 


Exons 


8790. .9032, 


8794. 


.9030, 


9036. 


.9086, 9782.. 9889, 9798.. 9905 


Seq. No.\-'" 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


KjQTlG NO. 










Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15. 


C14.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8790 








End 


10037 


GI 


none 








Score 


221 


Exons 


8790. .8867, 


8803. 


.9027, 


8913. 


.9086, 9782.. 10033, 9798.. 1003 


Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 


Name 


OJ990815 36. 


9B15. 


C14.o3. 


gp 


Method 


AAT/GAP 


Start 


8794 








End 


9902 


GI 


3762249 








Score 


740 


Exons 


8794. .9082, 


9799. 


.9902 








GI Descrip. 


4049350/emb|CAA22575.1 | 


3.0e- 


26 (AL034567) putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


22893 








Seq. ID 


OJ990815_36.9B15.C14 


Gene No. 


47628 








Strand 




Start 


8676 








End 


10885 



23139 



Name 

Start 

GI 

Exons 



OJ990815_36.9B15.C14.o4.gp 

9815 

2431295 

9815. .10032 



Method ' AAT/GAP 
End 10032 
Score 308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start - 
GI 

Exons 

GI Descrip.- 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



22893 Seq. ID 

47628 Strand 

8676 End 
OJ990815_36.9B15.C14.o5.gp Method 

9980 End 

2431295 Score 

9980.. 10027, 10238. .10395 



OJ990815_36.9B15.C14 

10885 
AAT/GAP 
10395 
375 



22894 
47629 
387 

OJ990815_36.9B15.C15.ol.gs 
387 
none 

387. .774, 1103. .1157, 2751 
3989. .4108, 4863. .4886, 5727. .5764, 5849 
6675. .6821, 7372. .7428, 7558. .7755 



OJ990815_36.9B15.C15 
+ 

9765 
GEN SCAN 
7755 
.78 

2853, 3176. .3259, 3635. .3691, 

6005, 6440.. 6496, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22894 
47629 
387 

OJ990815_36.9B15.C15.ol.np 
393 

3688172 



Seq. ID OJ990815_36.9B15.C15 
Strand + 
End 9765 
Method AAT/NAP 
End 97 65 

Score 1115 

393. .761, 2701. .3074, 3477. .3599, 3635. .3691, 4863. .5063, 
5515. .5653, 5839. .6005, 6262. .6387, 6675. .6821, 6991. .7061, 
7144. .7291, 9736.-9765 

(AL031804) putative protein [Arabidopsis thaliana] 



22894 
47629 
387 

OJ9908 15_36 . 9B15 . C15 . ol . gp 
6438 
426919 

6438..6496, 6675. .6821, 
3688172/emb|CAA21200| 3 
[Arabidopsis thaliana] 



Seq. ID OJ990815_36.9B15.C15 
Strand + 
End 9765 
Method- AAT/GAP 
End 7194 
Score 569 
6991. .7061, 7144. .7194 
Oe-24 (AL031804) putative protein 



22894 
47630 
10095 

OJ990815_36.9B15.C15.o2.gs 

10095 

none 

10095. .10173, 10269. .11636, 
12895. .13410, 13419. .13769, 

22894 
47630- 
10095 

OJ990815_36.9B15.C15.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 

11858 

14053 



12009, 
14280 



OJ990815_36.9B15.C15 
+ 

14280 
GENSCAN 
14280 
.41 

12202. .12777, 



Seq. ID OJ990815_36.9B15.C15 

Strand + 

End 14280 

Method AAT/NAP 



23140 



Start 


10328 




End 


13778 






GI 


6907089 




Score 


1900 






Exons 


10328. .11315, 11346.. 


11681, 


11717. .12073, 12143. 


.12747, 






12862. .13065, 13135.. 


13778 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22894 




Seq. ID 


OJ990815_ 


36.9B15 


.C15 


Gene No. 


47631 




Strand 


+ 






Start 


31333 




End 


36735 






Name 


OJ990815 36.9B15.C15. 


o5 .np 


Method 


AAT/NAP 






Start 


31318 




End 


35694 






GI 


2586082 




Score 


4228 






Exons 


31318. .33794, 33870.. 


35694 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


22894 




Seq. ID 


OJ990815_ 


36.9B15 


.C15 


Gene No. 


47631 




Strand 


+ 






Start 


31333 




End 


36735 






Name 


O.TQQ0R1 R ^fi QR1 S PIS 


*± . y o 


Method 


GENSCAN 






Start 


^1 "3*3^ _ 
Jl JJJ 




End 


36735 . 






GI 


nono * 

I LKJL 1C 




Score 


.66 






Exons 


^1 ?4 1 ^4 ^4471 




34766. .34910, 35526. 


.35646, 






■^66^7 ^67*^ 

JDOJ / . • JO / JJ 












Seq. No. 


22894 




Seq. ID 


OJ990815_ 


36.9B15 


.C15 


Gene No. 


47632 




Strand 








Start 


14494 




End 


28766 






Name 


OJ990815 36.9B15.C15. 


o3.gs 


Method 


GENSCAN 






Start 


14494 




End 


28766 . 






GI 


none 




Score 


. 69 






Pynn c: 


14494. .15264, 15284.. 


15329, 


15583. .15982, 16226. 


.16501, 






16827. .16961, 17247.. 


17552, 


19143. .19181, 19510. 


.19744, 






19893. .19962, 20111.. 


20424, 


21167. .21213, 21290. 


.21522, 






22129. .22295, 22304.. 


22434, 


22535. .23120, 23227. 


.24032, 






25103. .25393, 25648.. 


25846, 


27056. .27273, 27813. 


.27853, 






28732 ...'28766 . 












Seq. No. 


22894 




' Seq. ID • 


OJ990815_ 


36.9B15 


.C15 


Gene No. 


47632 




. Strand 






Start 


14494 




End 


28766 






Name 


OJ990815 36.9B15.C15. 


o3.np 


Method 


AAT/NAP 






Start 


14497 




End 


20802 






GI 


6498441 




Score 


3124 






Exons 


14497. .14778, 14872.. 


16254, 


16441. .17085, 17258. 


.17392, 






17576. .17784, 20775.. 


20802 











GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 22894 Seq. ID OJ990815_36.9B15.C15 

Gene No. 47632 Strand 

Start 14494 End 28766 

Name OJ990815_36. 9B15.C15.o4 .np Method AAT/NAP 

Start 18371 End 23738 

GI 6063554 Score 287 

Exons 19371. .18543, 19483 19761, 20575 .. 208 17 , 23656.. 23738 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 



23141 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22894 
47632 
14494 

OJ990815_36.9B15.C15.o4 .gp 
21963 

48729_1.R1084 

21963. 122434, 22535.. 22658 
M519615/dbj IBAA75667.il 5. 
gallus] ' 

22894 
47633 
44393 

OJ990815_36.9B15.C15.o3.tm 

343 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990815_36.9B15.C15 

28766 
AAT/GAP 
22658 
1148 



Oe-09 (AB017594) RPE65 [Gallus 



Seq. ID OJ990815_36.9B15.C15 
Strand 

End 48610 

Method TBLASTX : Mai ze 

End 32167 

Score 308 



343. .363, 348. .587, 419. .553, 460. .603, 573. .623, 574. .654, 
577. .771, 615. .653, 695. .784, 696. .767, 32042. .32167 



Seq. No. 


22894 








Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 








Strand 




Start 


44393 








End 


48610 


Name 


OJ990815 36 


. 9B15 


.C15.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4004 








End 


5579 


GI 


none 








Score 


170 


Exons 


4004.". 4108, 


4004 


. .4108, 


4006. 


.4113, 4008. .4112, 4027. .4113, 




4844. .4936, 


4848 


. .4937, 


4853. 


.4936, 4854. .4937, 4932. .5063, 




4934. .5065, 


4935 


. .5063, 


5513. 


.5575, 5514. .5579, 5515. .5571 


Seq. No. 


22894 








Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 








Strand 




Start 


44393 








End 


48610 


Name 


OJ990815 36 


.9B15 


.C15.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4842 " 








End 


•5066 


GI 


none 








•Score 


253 


Exons 


4842. .5066, 


4854 


. .5063, 


4862. 


.5065 




Seq. No. 


22894 








Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 








Strand 




Start 


44393 








End 


48610 


Name 


OJ990815 36 


.9B15 


.CIS.olO 


.tw 


Method 


TBLASTX: Wheat 


Start 


5744 








End 


6346 


GI 


none 








Score 


252 


Exons 


5744. .5764, 


5847 


. .6005, 


5850. 


.6008, 6261.. 6344, 6263. .6346 


Seq. No. 


22894 








Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 








Strand 




Start 


44393 








End 


48610 


Name 


OJ990815 36 


.9B15 


.C15.ol2 


. tm 


Method 


TBLASTX: Maize 


Start 


5744 








End 


6008 


GI 


none 








Score 


48 


Exons 


5744. .5770, 


5745 


. .5771, 


5847. 


.6005, 5848.. 6006, 5852. .6007, 



5856. .6008 



23142 



Seq. No. 22894 Seq. ID 

Gene No. 47633 Strand 

Start 44393 End 

Name OJ990815_36. 9B15 . C15 . o5 . tc Method 

Start 5825 End 

GI none Score 

Exons 5825.. 6058, 5850.. 6008, 6261.. 6314 



OJ990815_36.9B15.C15 
48610 

TBLASTX: Cress 

6314 

186 



Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 






Strand 




Start 


44393 






End 


48610 


Name- 


OJ990815 36. 


9B15. 


.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


6736 






End 


7680 


GI 


none 






Score 


82 


Exons 


6736. .6816, 


6738. 


.6821, 6743. 


.6820, 6938. .7063, 6990. .7064, 




7032. .7064, 


7139. 


.7234, 7139. 


.7231, 7141. .7239, 7354. .7431, 




7368. .7430, 


7539. 


.7679, 7539. 


.7679, 7540. .7680 


Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15.C15 


Gene No . 


47633 






Strand 




Start 


44393 






End 


48610 


Name 


OJ990815 36. 


9B15. 


C15.o8.tm 


Method 


TBLASTX: Maize 


Start 


9074 






End 


33488 


GI 


none 






Score 


64 . 


Exons 


9074. .9121, 


33061. .33150, 33172.. 33486 


, 33303.. 33488 


Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 






Strand- 




Start 


44393 






End 


48610 


Name 


OJ990815 36. 


9B15. 


C15.o4.tw 


Method 


TBLASTX: Wheat 


Start 


14506 






End 


15114 


GI 


none 






Score 


112 


Exons 


14506. .14631 


, 14662. .15114, 14816.. 14965 


Seq. No. 


22894 






Seq. "ID 


OJ990815_36.9B15.C15 


Gene No. 


47633 






Strand 




Start.'. 


" 44393 






End. - 


48610. 


Name 


OJ990815 36. 


9B15-. 


C15 .ol4'. tm 


Method r - 


TBLASTX: Maize 


Start' 


14629 






: End 


14892 


GI 


none 






Score 


220 


Exons 


14629. .14892 











Seq. No. 22894 Seq. ID 

Gene No. 4 7 633 Strand 

Start 44393 End 

Name OJ990815_36 . 9B15 . C15 . o9 . tw Method 

Start 15235 End 

GI none Score 

Exons 15235. .15363, 1524 4 .. 15363, 15245 .. 15364 , 15334 .. 15603, 
15354. .15623 



OJ990815_36.9B15.C15 
48610 

TBLASTX: Wheat 
15623 
72 



Seq. No. 22894 Seq. ID 

Gene No. 47633 Strand 

Start 44393 End 

Name OJ990815_36 . 9B15 . C15 . olO . tm " Method 

Start 15304 End 

GI none Score 



OJ990815_36.9B15.C15 
48610 

TBLASTX: Maize 

15651 

185 



23143 




Exons 


15304*. . 15390, 15334 . 


. 15651, 


15354. .15626 




Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


47633 




^t rand 






Start 


44393 




Hji L\J. 


4 r fii n 

4001U 




Name 


OJ990815_36. 9B15 .CI 5 


,ol6. tw 




1 oLtno 1 /\ • vv 1 1 1; ci u 




Start 


15783 




End 


1 6070 




GI 


none 




Score 


190 




Exons 


15783 . . 16070 










Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815_36.9B15.C15 


. o7 .tw 


Method 


TBLASTX: Wheat 




Start 


16125 




End 


16574 




GI 


none 




Score 


108 




Exons 


16125. .16265, 16126. 


. 16272, 


1634 4. .16481, 1634 8. .16503, 






16350. .16574 










Seq. No. 


- 

22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36 . 9B15 . CI 5 


. ol4 . tw 


Method 


,TBLASTX : Wheat 




Start 


16843 




End 


17154 




GI 


none 




Score 


58 




Exons 


16843. .16977, 17001. 


. 17153, 


17065. .17154 




Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815_36.9B15.C15 


.06. tm 


Method 


TBLASTX: Maize 




Start 


17046 




End 


17428 




GI 


none 




Score 


141 




Exons 


17046. . 17153, 17152 . 


. 17427, 


17153. .17428 




Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


4.7.633 ' 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815_36 . 9B15 . C15 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


17158 




End 


17376 




GI 


none 




Score 


69 




Exons 


17158 . . 17376, 17159. 


.17275 • 








Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


4 7 633' 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815_36.9B15.C15 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17167 




End 


17586 




GI 


none 




Score 


268 




Exons 


17167. .17586, 17180. 


17584 








Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15 


.C15 


Gene No. 


47633 




Strand 






'Start 


44393 




End 


48610 . 




Name 


OJ990815 36.9B15.C15. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17455 




End 


17736 




GI 


none 




Score 


105 





23144 




Exons 


17455'. 


.17688, 17455. 


.17736, 


17465. .17734 




Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15 


.C15 


Rpnp No 


47633 






strand 






Start 


44393 






Fnri 

uilU 


48610 




Name 


OJ990815 36.9B15.C15 


,o!3.tw 


Mp *t~ hnH 


TRT.A^TX • Whp^t" 

X DltAJ 1 A . nllCa L 




Start 


17587 


— 




End 


17736 




GI 


none 






Score 


130 




Exons 


17587. 


.17736, 17588. 


.17725 








Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15 


-CIS 


fZpnp No 


47633 






Strand 






Start 


44393 






End 


48610 




Name 


OJ9908 


15_36.9B15.C15 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


23569 






End 


23781 




GI 


none 






Score 


220 




Exons 


23569. 


.23730, 23570. 


.23728, 


23711. .23779, 23731. .23781 




Seq. No.. 


22894 






Seq. ID 


OJ990815_36.9B15 


.CIS 


Gene No . 


47633 






Strand 






Start 


44393- 






End 


48610 




Name 


OJ990815 36.9B15.C15 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


31413 






End 


31839"'"' 




GI 


none 






Score 


87 




Exons 


31413. 


.31493, 31414. 


.31518, 


31522. .31839, 31543.. 31812 




Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15 


.C15 


flpnp No 


47633 






Strand 






Start 


44393 






End 


48610 




Name 


OJ990815 36.9B15.C15 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


31654 






End 


31986 




GI 


none 






Score 


247 




Exons 


31654. 


.31986 










Seq. No. 


22894 






Seq. ID 


OJ990815_36. 9B15 


.CIS 


fipnP No 


47633 






Strand 






Start 


44393 






End 


.-48610 




Name 


OJ990815 36.-9B15.C15- 


. oS.tw . 


Method 


TBLASTX: Wheat . , 




Start 


32173 






End 


32562 




GI 


none 






Score 


413 




Exons 


32173. 


.32562, 32190. 


.32459, 


32284. .32556 




Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15 


.C15 


fjpnp No 


47633 






Strand 






Start 


44393 






End 


48610 




Name 


OJ990815 36.9B15.C15, 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


32269 






End 


32571 




GI 


none 






Score 


264 




Exons 


32269. 


.32571, 32274.'. 


.32492 








Seq. No. 


22894 






Seq. ID 


OJ990815_36.9B15 


.CIS 


Gene No. 


47633 






Strand 






Start 


44393 






End 


48610 




Name 


OJ990815 36.9B15.C15, 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


32656 






End 


33057 




GI 


none 






Score 


77 




Exons 


32656. 


.32751, 32755.. 


.32862, 


32884. .33057 





23145 



O rt rt- XI rt 

beq. NO. 


ZZ 0 y 4 




O rt « TH 

beq. iu 


ujyyuoio ob.ytJio. 




Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


33064 




End 


33495 




GI 


none 




Score 


260 




Exons 


33064. .33495 






- 




O « rt- KT rt 

beq. NO. 


zzoy*± 




. beq . 1 jj 


ujyyuoio ob.yoio-. 




Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


33067 




End 


33516 




GI 


none 




Score 


336 




Exons 


33067. .33516 










O rt <— » M rt 

beq . no . 


zzo y 4 




O rt rt- T Pi 

beq. iu 


nTQQnQI c; 0 c cm 1 c: 




Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


33169 




End 


33525 




GI 


none 




Score 


287 




Exons 


.33169. .33525, 33186. 


.33509 








Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15. 


C15 


uene ino . 






Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


34174 




End 


34668 




GI 


5509260 




Score 


397 




Exons 


34174. .34668, 34287. 


.34451, 


34491. .34655 




GI Descrip. 


- 










O rt rt- TV7 rt 

beq. no. 


z<i o y 4 




Seq. ID 


OJ990815_36.9B15. 


pi c 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name " - " 


OJ990815 36.9B15.C15 


.ol5. tm 


, Method 


TBLASTX: Maize 




Start 


34212 




End 


34464 




GI 


none 




Score 


217 




Exons 


34212. .34463, 34213. 


.34464 








C 1 rt rt- VT rt 

beq. no. 


O O Q Q A 

zz o y 4 




Seq. ID 


OJ990815_36.9B15. 


pi c 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


34285 




End 


34551 




GI 


none 




Score 


281 




Exons 


34285. .34551, 34296. 


.34532, 


34474 . .34542 




Seq. No. 


22894 




Seq. ID * 


OJ990815_36.9B15. 


C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


34332 




End 


34845 




GI 


none 




Score 


281 




Exons 


34332. .34430, 34333. 


.34677, 


34482. .34571, 34486 .. 34641, 





23146 




34663. .34845 



Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15. 


C15 


Gene No. 


47633 




Strand 


- 




Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


34465 




End 


34911 




GI 


none 




Score 


384 




Exons 


34465. .34911, 34485. 


.34775 








Seq. No. 


22894 




Seq. ID 


OJ990815_36. 9B15. 


C15 


Gene No. 


47633 




Strand 


- 




Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


34729 




End 


35007 




GI 


none 




Score 


206 




Exons 


34729. .35007 










Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15. 


C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


34846 




End 


35283 




GI 


none 




Score 


444 




Exons 


34846. .35283, 34851. 


.35165, 


35243. .35281 




O c q . LN U ■ 


Z. 0 _? 4 




Seq. ID 


OJ990815_36. 9B15. 




Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


35035 




End 


35643 




GI 


none 




Score 


309 




Exons 


35035. .35442, 35037. 


.35201, 


35241. .35384, 35466 .. 35564 , 






35467. .35643 










Seq. No. 


22894 




Seq. ID 


OJ990815_36. 9B15. 


C15 


Gene No.. 


47633 




Strand 






Start - 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


35047 




End 


35670 




GI 


none 




Score 


539 




Exons 


35047. .35670, 35049. 


.35201, 


35241. .35435, 35245.. 35637 




Seq. No. 


22894 




Seq. ID 


OJ990815_36.9B15. 


C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


.o4 .tc 


Method 


TBLASTX: Cress 




Start 


35239 




End 


35744 




GI 


none 




Score 


58 




Exons 


35239. .35310, 35320. 


.35442, 


35458. .35661, 35688.-35744 




Seq. No. 


22894 




Seq. ID 


OJ990815_36. 9B15. 


C15 


Gene No. 


47633 




Strand 






Start 


44393 




End 


48610 




Name 


OJ990815 36.9B15.C15 


. ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


35290 




End 


35646 * 




GI 


none 




Score 


93 





23147 



Exons 



35290. .35448, 35340. . 35441, 35454 .. 35537 , 35455. .35646 

Seq. ID OJ990815_36.9B15.C15 
Strand 

End 48610 

3.tm Method TBLASTX : Maize 

End 40143 

Score 84 



Seq. ID - OJ990815_36.9B15.C15 
Strand 

End 48610 
Method TBLASTX : Wheat 
End 40590 
Score 85 



Seq. ID OJ990815_36.9B15.C15 
Strand 

End 48610 

Method AAT/NAP 

End 48610 

Score 1140 



Seq. No. 


22894 


Gene No. 


47633 


Start 


44393 


Name 


OJ990815 36.9B15.C15 


Start 


39850 


GI 


none 


Exons 


39850. .39951, 39946. 


Seq. No. 


22894 


Gene No. 


47633 


Start 


44393 


Name 


OJ990815 36.9B15.C15 


Start 


40220 


GI 


none 


Exons 


40220. .40441, 40222. 


Seq. No. 


22894 


Gene No. 


47633 




44393 


Name 


OJ990815 36.9B15.C15 


Start 


44393 


GI 


5295955 


Exons 


44393. .44960, 45000. 




46888. .47102, 48123. 


GI Descrip. 


(AB026295) Similar t 




[Oryza sativa] 


064. IN O . 


00 ft QA 


Gene No. 


47633 


Start 


44393 


Name 


OJ990815 36.9B15.C15 


Start 


45727 


GI 


none 


Exons 


45727. .45815, 46223. 




48253. .48352 


Seq. No. 


22895 


Gene No. 


47634 


Start 


1 


Name 


OJ990815 36.9B15.C17 


Start 


1 


GI 


5051771 



Seq. ID OJ990815_36.9B15.C15 
Strand 

End 48610 

Method GEN SCAN 

End 48352 

Score .48 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 8385 

Method AAT/NAP • 

End 24 92 

Score 652 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start - - 

Name 

Start 

GI 

Exons 



1..189, 320. .588, 808. .995, 1377. .1540, 1847. .2492 
(AL078637) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990815_36.9B15.C17 
Strand + 
End 8385 
Method GENSCAN 
End 8385 
Score .83 

320.. 369, 1377. .1540, 2136. .2260, 2269. .2374, 2923. .3023, 
3103. .3155,- 3926. .4027, 6471. .6649, 6760. .7248, 7309. .7436, 
7524. .8385 



22895 
47634 
1 

OJ990815_36.9B15.C17.ol.gs 

320 

none 



23148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22895 
47634 
1 

OJ990815_36.9B15.C17.ol.gp 
868 

LIB3433-035-P1-K1-C7 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End . 8385 

Method AAT/GAP 

End 198 9 

Score 794 



868. .995, 1377. .1540, 1847. .1989 

'3688172/emb|CAA21200| 3.0e-24 (AL031804) putative protein 
[Arabidopsis thaliana] 1 



22895 
47634 
1 

OJ990815_36 . 9B15 . C17 . o2 . gp 
2231 
4714748 
2231. .2730 

5051771/emb|CAB45064.1| 6.0e-09 (AL078637) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 8385 

Method AAT/GAP 

End 2730 

Score 940 



22895 
47634 

1 :. . - 

OJ990815_36 . 9B15 . C17 . o2 . np 

5829 

2213586 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 8385 

Method AAT/NAP • 

End 8361 

Score 1008 



5829. .5934, 6432. .6649, 6760. .7258, 7361. .7421, 7537. .8361 
(AC000348) T7N9.6 [Arabidopsis thaliana] 



22895 
47635 
8665 

OJ990815_36.9B15.C17.o4.tm 
1 

none 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 9788 

Method . TBLASTX: Maize 

End 4 61 

Score 248 



1..195, 2. .196, * 8. .199, 15. .200, 303. .437, 313. .411, 317. .439, 
'318. .461, 319. .450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22895 
47635 
8665 

OJ990815_36. 9B15 . C17 . ol . ts 
2 

none 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 9788 

Method TBLASTX : Soybean 

End 2253 

Score 155 



2. .202, 311. .436, 312. .515, 809. .1000, 811. .999, 1359. .1541, - 
1378. .1539, 1379. .1543, 1825. .2238, 1843. .2253, 1844. .2251 



22895 
47635 
8665 

OJ990815_36.9B15.C17.o5.tc 
20 

none 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 9788 

Method TBLASTX : Cress 

End 4 64 

Score 124 



20... 196, 131. .196, 312. .464, 317. .433 



Seq. No. 
Gene No. 



22895 
47635 



Seq. ID OJ990815_36.9B15.C17 
Strand + 



23149 



Start 
Name 
Start 
GI 

Exons 



8665 End 

OJ990815_36.9B15.C17. 06. tm Method 

471 End 

none Score 



9788 

TBLASTX : Maize 

1543 

66 



471. .530, 472. .516, 809. .1000, 811. .990, 1346. .1543, 1377. .1538, 
1378. .1539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22895 
47635 
8665 

OJ990815_36. 9B15 .C17 . o4 . tc 

1834 

none 



Seq. ID OJ990815_36.9B15.C17 



Strand 
End 

Method 

End 

Score 



+ 

9788 

TBLASTX: Cress 

2439 

140 



1834. .1986, 1847. .1957, 2012. .2086, 2126. .2221, 2128. .2217, 
2306. .2437, 2308. .2439 



22895 
47635 
8665 

OJ990815_36 . 9B15 . C17 . ol . tw 

1847 

none 

1847. .2194, 1849. .2193 

22895 
47635 
8665 

OJ9908 15_36 . 9B15 . C17 . ol . tm 

1903 

none 



Seq. ID OJ990815_36.9B15.C17 

■Strand + 

End 9788 

Method TBLASTX : Wheat 

End 2194 

Score 610 



Seq. ID OJ990815_36.9B15.C17 



Strand 
End 

Method 

End 

Score 



+ 

9788 

TBLASTX: Maize 

2583 

1004 



1903. .2541, 1907. .2533, 2544. .2576, 2545. .2583 



22895 
47635 
8665 

OJ990815_36. 9B15 . C17 . ol . tc 

5856 

none 



Seq. ID OJ990815 36.9B15.C17 



Strand 
End 

Method 

End 

Score 



+ 

9788 

TBLASTX: Cress 

8343 

79 



5856. .5933, 6443. .6670, 6831. .7139, 6832. .7176, 7585. .7986, 
7587.. 7883, 7996.. 8199, 8173.. 8343 



22895 
47635 
8665 

OJ990815_36.9B15.C17.o4.ts 

6837 

none 

6837. .7145, 6838. .7176 

22895 
47635 
8665 

OJ990815_36.9B15.C17.o3.tm 

6838 

none 



Seq. ID OJ990815_36.9B15.C17 

Strand + 

End 97 88 

Method TBLASTX : Soybean 

End 7176 

Score 262 



Seq. ID OJ990815 36.9B15.C17 



Strand 
End 

Method ■ 

End 

Score 



+ 

9788 

TBLASTX: Maize 

8343 

108 



6836.. /006, 6988.. 7038, 7051.. 7176, 7297.. 7377, 7545.. 7655, 
7546. .7914, 7701. .7883, 7996. .8187, 8040. .8174, 8236. .8343 



23150 



Sea No 


22895 








Seq. ID 


OJ990815_36.9B15.C17 


Gene No. 


47635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ990815 36 


.9B15 


.C17.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


7732 








End 


8346 


GI 


none 








Score 


176 


Exons 


7732. .7908, 


7737 


. .7883, 


8002. 


.8346, 8004. .8093 


Sea No 


22895 








Seq, ID 


OJ990815_36.9B15.C17 


Gene No. 


47635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ990815 36 


. 9B15 


.C17.o2 


. tw 


Mpt hod 


TRLA9TX • Whp^t 


Start 


8011 








End 


8343 


GI 


none 








Score 


147 


Exons 


8011. .8199, 


8013 


. .8105, 


8236. 


. 8343 




Qprr No 


22895 








Seq. ID 


OJ990815_36.9B15.C17 


Gene No. 


47635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ990815 36 


. 9B15 


.C17.o2, 


.gs 


Method 


GENSCAN 


Start 


8665 








End 


9756 


GI 


none 








Score 


.85 


Exons 


8665. .8755, 


87 60 


. .9206, 


9299. 


.9756 




Seq. No. 


22895 








Seq. ID 


OJ990815_36.9B15.C1'7 


UC11C J.NU . 


47 635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ990815 36. 


.9B15. 


.C17.o2. 


■ tc 


Method 


TBLASTX : Cress 


Start 


8903 








End 


9393 


GI 


none 








Score 


34 


Exons 


8903. .8929, 


8996, 


. .9208, 


8999. 


.9127, 9016.. 9207, 9297.. 9392, 




9298. .9393 












Seq. No. 


22895 








Seq. ID 


OJ990815_36.9B15.C17 




47635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ9.90815 36. 


,9B15. 


.C17.o2. 


,tm 


Method 


TBLASTX: Maize 


Start 


8905 








End 


9480 


GI 


none 








Score 


53 


Exons 


8905. .8946, 


8907. 


. .8948, 


8992. 


.9060, 8993. .9058, 9022. .9207, 




9065. .9208, 


9297. 


. .9479, 


9297. 


.9479, 9298. .9480, 9403. .9480 


Seq. No. 


22895 








Seq. ID 


OJ990815_36.9B15.C17 


Gene No . 


47635 








Strand 


+ 


Start 


8665 








End 


9788 


Name 


OJ990815 36. 


9B15. 


,C17.o3. 


np 


Method 


AAT/NAP 


Start 


8906 








End 


9753 


GI 


2832620 








Score 


623 


Exons 


8906. .9206, 


9299. 


. .9753 








GI Descrip. 


(AL021711) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


22895 








Seq. ID 


OJ990815_36.9B15.C17 


Gene No. 


47635 








Strand 


+ 


Start 


8665 








End . 


9788 


Name 


OJ990815 3b. 


9B15. 


C17.o2. 


ts 


Methods- 


TBLASTX : Soybean 


Start 


8992 








End 


9540 



23151 



GI 


none 


Score 


233 


Exons 


8992.. 9207, 8996.. 9208, 9270. 


.9539, 9298. .9540 


Seq. No. 


228 95 


q prr T n 


O.TQQ0P1R ^fi QR1 ^ PI 7 

UUjjUOI J JO. 7D1J .LI / 


ociie IN (J . 


T / UJJ 


OllallCl 


_i_ 
i 


Start 


8665 


Hi! 1L1 


Q7PP 


Name 


OJ990815 36. 9B15 . C17 . o3 . tc 




TiDT 7\ C TV • fraee 


Start 


9394 






GI 


none 


Score 


<1 0 J. 


Exons 


9394. .9651, 9399. .9548, 9655. 


.9729 




Seq. No. 


22895 


O . J-U 






A 1 f^ 1 ^ 

H 1 DO -J 




_1_ 

1 


Start 


8665 




Q7 P P 


Name 


OJ990815 36.9B15.C17.o5.tm 


L v Jc L.IHJQ. 




Start 


9562 




Q7PP 


GI 


none 






Exons 


9562. .9768, 9607. .9762, 9672. 


Q7P P 
. J / oo 




Seq. No. 


22896 


Seq. ID 


OJ990815_36.9B15.C18 


Gene No. 


47636 


Strand 


+ 


Start 


486 


End 


1129 


Name 


OJ990815 -36.9B15.C18.ol.np 


Method 


AAT/NAP 


Start 


486 


End 


1129 


GI 


2498930 


Score 


758 


Exons 


486. .549, 717. .1129 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) -gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


22896 


Seq. ID 


OJ990815_36.9B15.C18 




47636 


Strand 


+ 


Start 


486 


End 


1129 


Name 


OJ990815 36.9B15.C18.ol.gs 


Method 


GENSCAN 


Start 


490 


End 


1111 


GI 


none 


Score 


1 


Exons 


490. .549, 717. .1111 






Seq. No. 


22897 


■ Seq. ID 


OJ990915_14.. 9B08.C1 


Gene No. 


47637 ■ 


Strand 


+ 


Start 


1 


End 


724 


Name 


OJ990915 14.9B08.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


724 


GI 


5091513 


Score 


1215 


Exons 


1. .724 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


22897 


Seq. ID 


OJ990915_14.9B08.C1 




47637 


Strand 


+ 


Start 


1 


End 


724 


Name 


OJ990915 14.9B08.Cl.ol.gs 


Method 


GENSCAN 


Start 


34 


End 


628 


GI 


none 


Score 


.95 


Exons 


34. .628 






Seq. No. 


22898 


Seq. ID 


OJ990915_14.9B08.C2 


Gene No." 


4 7 638 


Strand 


+ 


Start 


479 


End " 


1108 



23152 



Name 

Start 

GI 

Exons 



OJ990915_14 . 9B08 . C2 . ol . gs Method GEN SCAN 

479 End 1108 

none Score . 94 
479. .1108 



Seq. No. 22898 

Gene No. 47639 

Start 3172 

Name OJ990915_14 . 9B08 . C2 . o2 . gp 

Start 3172 

GI uC-osflcyp033a04bl 

Exons 3172.. 3555 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990915_14.9B08.C2 
Strand + 

3555 
AAT/GAP 
3555 
677 



End 

Method 

End 

Score 



Seq. No. 


22898 






Seq. ID 


OJ990915_14 . 


9B08 


.C2 


Gene No. 


47640 






Strand 


+ 






Start 


5483 






End 


13254 






inch ue 


OJ990915 14. 


9B08.C2.ol. 


np 




AAT /NAP 






Start 


5480 






End 


13251 






GI 


4680179 






Score 


5380 






Exons 


5480. .6565, 


6599. .8981, 


12233 


. .13251 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. -.ihdica] 






Seq. No. 


O 0 POP 






Seq. ID 


OJ990915_14. 


9B08 


.C2 


Gene No. 


47640 






Strand 


+ 






ij Lai L 


5483 






Fnd 


13254 






Name 


OJ990915 14. 


9B08.C2.o4. 


gs 


Method 


GENSCAN 






Start 


5483 






End 


8995 






GI 


none 






Score 


.99 






Exons 


5483. .8995 














Seq. No. 


22898 






Seq. ID 


OJ990915 14. 


9B08 


.C2 


Gene No. 


47640 






Strand 


+ 






Cfarf 
O LCLi- U 


5483 








J. J J *» 






Name 


OJ990915 14. 


9B08.C2.o5. 


gs 


Method 


GENSCAN 






Start 


9606 






End 


10626 






GI 


none • 






Score 








Exons 


9606. .10284, 


10541. .10626 










Seq. No.. 


22898 






Seq. ID 


OJ990915_14. 


9B08 


.C2 


Gene No. 


47640 






Strand 


+ 






Start 


5483 






End 


13254 






Name 


OJ990915 14. 


9B08.C2.o6. 


gs 


Method 


GENSCAN 






Start 


11524 






End 


13254 






GI 


none 






Score 


.43 






Exons 


11524. .11600 


, 12195.. 13254 










Seq. No. 


22898 






Seq. ID 


OJ990915_14. 


9B08 


.C2 


Gene No. 


47641 






Strand 








Start 


1686 






End 


2075 






Name 


OJ990915 14. 


9B08.C2.o2. 


gs 


Method 


GENSCAN 






Start 


1686 . 






End 


2075 






GI 


none 






Score 


1 






Exons 


1686. .2075 














Seq. No. 


22898 






Seq. ID 


OJ990915_14 . 


9B08 


.C2 



231.53 




Gene No . 


47642 








Strand 






Start 


3250 








End 


5301 




Name 


OJ990915 14 


.9B08 


.C2.o3. 


gs 


Method 


GENSCAN 




Start 


3250 






End 


5301 




GI 


none 








Score 


.81 




Exons 


3250. .3457, 


5207 


. .5301 










Seq. No. 


22898 








Seq. ID 


OJ990915JL4.9B08. 


C2 


Gene No. 


47642 








Strand 






Start 


3250 








End 


5301 




Name 


OJ990915 14 


.9B08 


.C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


4300 








End 


5011 




GI 


none 








Score 


198 




Exons 


4300. .4524, 


4313 


. .4525, 


4786. 


.5010, 4799. .5011 




Seq. No. 


22898 








Seq. ID 


OJ990915 14 9B08 


C2 


Gene No . 


47643 








Strand 






Start 


5723 








End 


5925 




Name 


OJ990915 14 


.9B08 


.C2.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


5723 








End 


5925 




GI 


none 








Score 


209 




Exons 


5723. .5920, 


5725 


. .5925 










Seq. No. 


22898 








Seq. ID 


OJ990915 14 9B08 


C2 


Gene No . 


47644 








Strand 






Start 


5956 








End 


6307 




Name 


OJ990915 14 


.9B08 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5956 








End 


6307 




GI 


none 








Score 


293 




Exons 


5956. .6150, 


5957 


. .6307 










Seq. No. 


22898 








Seq. ID 


OJ990915 14 9B08 


C2 


Gene No . 


47644 








St" rand 






Start 


5956 








End 


6307 




Name 


OJ990915 14 


.9B08 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5957 








End 


6262 




GI 


none 








.Score 


232 




Exons 


5957. .6262, 


5971 


. ,,6135 










Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 


Gene No . 


47645 








Strand 






Start 


6590 








End 


7048 




Name 


OJ990915 14 


.9B08 


.C2.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


6590 








End 


6943 




GI 


none 








Score 


189 




Exons 


6590. .6943 














Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 


Gene No 


47645 








Strand 






Start 


6590 








End 


7048 




Name 


OJ990915 14 


. 9B08 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


6626 








End 


7048 




GI 


none 








Score 


163 




Exons 


6626. .6835, 


6682, 


. .6834, 


6880. 


.6993, 6881. .7048 




Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 


Gene No. 


47646 - 








Strand 







23154 



Start 


7163 








End 


8032 




Name 


OJ990915 14 


.9B08 


,C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7163 








End 


7645 




GI 


none 








Score 


51 




Exons 


7163. .7213, 


7267 


. .7602, 


7268. 


.7645 






Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 


VJC11C vt\j . 


47 646 














Start 


7163 








End 


8032 




Name 


OJ990915 14 


.9B08 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7175 : 








End 


7464 




GI 


none 








Score 


277 




Exons 


7175. .7462, 


7271 


. .7462, 


7273. 


.7464 






Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 


f^evn^ No 


4764 6 








Strand 






Start 


7163 








End 


8032 




Name 


OJ990915 14 


.9B08 


. C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7538 








End 


8032 




GI 


none 








Score 


164 




Exons 


7538. .7711, 


7540 


. .7686, 


7718. 


.8032, 7858. .7911, 7939.-7989 


Seq. No. 


22898 








Seq. ID 


OJ990915_14.9B08. 


C2 




4 7 64 6 








Strand • 






Start 


7163 








End 


8032 




Name 


OJ990915 14 


.9B08 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7586 








End 


7981 




GI 


none 








Score 


57 




Exons 


7586. .7618, 


7588 


. .7617, 


7622. 


.7981, 7624. .7662, 7690. .7980 


Seq. No. 


22898 








Seq. ID 


OJ990915_14 .9B08. 


C2 




47 64 6 








Strand 






Start 


7163 








End 


8032 




Name 


OJ990915 14 


.9B08 


. C2 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7694 








End 


7996 




GI 


none 








Score 


381 




Exons 


7694. .7996, 


7696 


. .7980 










Seq. No. 


22898 








Seq. ID 


OJ990915_14. 9B08. 


C2 




47 647 








Strand 






Start 


7997 








End 


8431 




Name 


OJ990915 14 


. 9B08 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7997 








End 


8422 




GI 


none 








Score 


602 




Exons 


7997. .8422, 


8029 


. .8418 










Seq. No. 


22898 








Seq. ID 


OJ990915JL4.9B08. 


C2 


Hano Mo 


47 64 7 








Strand 






Start 


7997 








End 


8431 




Name 


OJ990915 14 


. 9B08 


.C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8003 








End 


8248 




GI 


none 








Score 


201 




Exons 


8003. .8248, 


8020 


. .8247 










Seq. No.. 


22898 








Seq. ID 


OJ99091514.9B08. 


C2 


Gene No. 


4 7 647 








Strand 






Start 


7997 








End 


8431 





23155 



Name 


OJ990915 14, 


, 9B08.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


8068 




End 


8431 




GI 


none 




Score 


481 




Exons 


8068. .8418, 


8069. .8422, 8069. .8431 






Seq. No. 


22898 




Seq. ID 


OJ990915_14.9B08 


.C2 


Gene No. 


47648 




Strand 






Start 


8425 




End 


12306 




Name 


OJ990915 14. 


9B08.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8425 




End . 


8986 




GI 


none 




Score 


631 




Exons 


8425. .8985, 


8426. .8986 








Seq. No. 


22898 




Seq. ID 


OJ990915_14.9B08 


-C2 


Gene No. 


47648 




Strand 






Start 


8425 




End 


12306 




Name 


OJ990915 14. 


9B08.C2.o4 .tm 


Method 


TBLASTX: Maize 




Start 


8639 




End 


12306 




GI 


none 




Score 


289 




Exons 


8639. .8989, 


8749. .8988, 12235. .12306 






Seq. No. 


22898 




Seq. ID 


OJ990915_14.9B08 


.C2 


Gene No . 


47648 




Strand 






Start * " 


8425 




End 


12306 




Name 


OJ990915 14. 


9B08.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8777 




End 


12288 




GI 


none 




Score 


214 




Exons 


8777. .8986, 


8782. .8988, 12226. .12288 






Seq. No. 


22898 




Seq. ID 


OJ990915_14.9B08 


-C2 


Gene No. 


47649 




Strand 






Start 


12247 




End 


13206 




Name 


OJ990915 14. 


9B08.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12247 




End 


12873 




GI 


none 




Score 


707 




Exons 


12247. .12873 


, 12253. .12675, 


12303. .12761, 12748. .12870 




Seq. No. 


• 22898 




Seq. ID 


OJ990915_14, 9B08 


.C2 


Gene No . 


47649 




Strand 






Start 


12247 




End 


13206 




Name 


OJ990915 14. 


9B08.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


12427 




End 


13026 




GI 


none 




Score 


231 




Exons 


12427. .12588, 12435 .. 12581, 


12585. .13010, 1258 6. .13026 




Seq. No. 


22898 




Seq. ID 


OJ990915_14 . 9B08 


.C2 


Gene No . 


47649 




Strand 






Start 


12247 




End 


13206 




Name 


OJ990915 14. 


9B08.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


12873 




End 


13206 




GI 


none 




Score 


326 




Exons 


12873. .13142 


,■ 12874. .13206, 


12877. .131? 


35 




Seq. No. 


22899 




Seq. ID 


OJ990915 14.9B08, 


■ C3 


Gene No. 


47650 




Strand 


+ 




SLart 


614 




End 


1740 




Name 


OJ990915_14. 


9B08.C3.ol.gs 


Method 


GENSCAN 





23156 




Start 


614 




End 


1740 






GI 


none 




Score 


.83 






Exons 


614. .1740 












Seq. No. 


22900 




Seq. ID 


OJ990915_14. 


9B08 


.C4 


fZorto Mo 


4 1 KM 




c-f- ran H 
OLi clIKJ. 


X 

1 






Start 


6 




End 


96 






Name 


OJ990915 14.9B08 


.C4.ol.gs 


Method 


GEN SCAN 






Start 


6 




End 


96 






GI ' 


none 




Score 


.48 






Exons 


6. .96 












Seq. No. 


22901 




Seq. ID 


OJ990915_14. 


9B08 


.C6 


riono Mo 


4 7 fiS? 












Start 


26 




End 


245 






Name 


OJ990915 14.9B08 


.C6.ol.gs 


Method 


GENSCAN 






Start 


26 




End 


245 






GI 


none 




Score 


.73 






Exons 


26. .245 












Seq. No. 


22902 




Seq. ID 


OJ990915_14. 


9B08 


.C12 


Gene No. 


47653 




Strand 


+ 






Start 


450 




End 


597 






Name 


OJ99091S 14 9B08 


.'C12.ol.gp 


Method 


AAT/GAP 






Start 


450 




End 


597 






GI 


17708 1.R1084 




Score 


273 






Exons 


450. .597 












GI Descrip. 


'1888551 2.0e-34 


(U89895) pathogenesis 


-related protein 


class 




[Oryza sativa] 1 












Seq. No. 


22903 




Seq. ID 


OJ990915_14. 


9B08 


.C13 


Clones Mo 
vats i it; lnu ■ 


4 7 fi^d 




Strand 


+ 






Start 


329 




End 


658 






Name 


OJ990915 14.9B08 


.C13.ol.gs 


Method - 


GENSCAN 






Start 


329 




End 


631 






GI 


none 




Score 


.72 






Exons 


329. .631 








•> 


'is--.' 


Seq. No. 


22903 




Seq. ID 


OJ990915_14 . 


9B08 


.C13 


Gene No. 


47654 




Strand 


+ 






Start 


329 




End 


658 






Name 


OJ990915 14.9B08 


.C13.ol.np 


Method 


AAT/NAP 






Start 


329 




End 


658 






GI 


5852182 




Score 


429 






Exons 


329. .658 












GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


22904 




Seq. ID 


OJ990915_14. 


9B08 


.C16 


flono Mo 


47655 




Strand 


+ 






Start 


303 




End 


497 






Name 


OJ990915 14.9B08 


.C16.ol.gs 


Method 


GENSCAN 






Start 


303 


End 


497 






GI 


none 




Score 


.82 






Exons 


303. .497 












Seq. No. 


22904 




Seq. ID 


OJ990915_14 . 


9B08 


.C16 


Gene No. 


47656 




Strand 


+ 







23157 



Start 1426 End 2102 

Name OJ990915_14 . 9B08 .C16 . ol . np Method AAT/NAP 

Start 1426 End 2102 

GI 6630696 Score 698 

Exons 1426.. 2102 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Qppr KJo 
O C • iNU • 


99904 


Seq. ID 


OJ990915_14.9B08.C16 


Gene No. 


47657 


Strand 




Start 


1651 


End 


1822 


Name 


OJ990915 14.9B08.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1327 


End 


1718 


GI 


none 


Score 


89 


Exons 


1327.. 1437, 1431.. 1718, 1457 


..1666, 1587. .1718 


UC<^[. IN U • 


99 QH4 


Seq. ID 


OJ990915_14 . 9B08.C16 


Gene No . 


47657 


Strand 




Start 


1651 


End 


1822 


Name 


OJ990915 14.9B08.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


1469 


End 


1745 


GI 


none 


Score 


226 


Exons 


1469. .1657, 1470. .1745, 1561 


..1710, 1584. .1721 


O c 14 • in \j . 




oeq. id 




Gene No. 


47657 


Strand 




Start 


1651 


End 


1822 


Name 


OJ990915 14. 9B08.C16.o2.gs 


Method 


GENSCAN 


Start 


1651 


End 


1822 


GI 


none 


Score 


.93 


Exons 


1651. .1822 






O C ^ • IN \J • 


99 Qfi S 


Seq. ID 


OJ990915_14.9B08.C17 


Gene No. 


47658 


Strand 


+ 


Start 


871 


End 


2961 


Name 


OJ990915 14.9B08.C17.ol.gs 


Method 


GENSCAN 


Start 


-871 


-End 


2961 


GI 


none 


Score 


.63 


Exons 


871. .900, 2115. .2664, 2669.. 


2961 




Seq. No. 


22906 


Seq. ID 


OJ990915_14.9B08.C18 


Gene No. 


47659 


Strand 


+ 


Start 


946 


End 


5321 


Name 


OJ990915 14.9B08.C18..ol.gs 


Method 


GENSCAN 


Start 


946 


End 


4493 


GI 


none 


Score 


. 62 


Exons 


946..98S, 1432. .1520, 2139.. 


3534, 3625. 


.4256, 4401. .4493 


Seq. No. 


22906 


Seq. ID 


OJ990915_14.9B08.C18 


Gene No. 


47659 


Strand 




Start 


946 


End 


5321 


Name 


OJ990915 14.9B08,C18.ol.np 


Method 


AAT/NAP 


Start 


994 


End 


5321 


GI 


6815097 


Score - 


2233 


Exons 




.4562, b042 


I. .5321 


GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 



23158 




[Oryza sativa] 



Seq. No. 


22906 








Seq. ID 


OJ990915_14.9B08 


.C18 


Gene No. 


47659 








Strand 


+ 




Start 


946 








End 


5321 




Name 


OJ990915 14 


.9B08 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4206 








End 


4580 




GI 


5509260 








Score 


135 




Exons 


4206. .4337, 


4206 


. .4358, 


4404. 


.4490, 4517. .4579, 4518. .4580 


GI Descrip. 
















Seq. No. 


22906 








Seq. ID 


OJ990915 14.9B08 


.C18 


Gene No. 


47659 








Strand 


+ 




Start 


946 








End 


5321 




Name 


OJ990915 14 


. 9B08 


.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4207 








End 


4583 




GI 


none 








Score 


59 




Exons 


4207. .4323, 


4233 


. . 4484, 


4239. 


.4358, 4518. .4583 




Seq. No. 


22907 








Seq. ID 


OJ990915 14.9B08 


.C20 


Gene No. 


47660 








Strand 






Start 


321 








End 


380 




Name 


OJ990915 14 


. 9B08 


.C20.ol 


.gs 


Method 


GENSCAN 




Start 


321 ' 








End 


380 






none 








Score 


. 76 




Exons 


321. .380 














fjj Seq. No. 


22908 








Seq. ID 


OJ990915 14.9B08 


.C21 


rl Gene No. 


47661 








Strand 


+ 




;7j Start 


43 








End 


178 




Name 


OJ990915 14 


. 9B08 


.C21.ol 


.gs 


Method 


GENSCAN 




; =J Start 


43 








End 


178 




f U GI 


none 








Score 


. 55 




« Exons 


43. .178 














r\ Seq. No. 


22909 








Seq. ID 


OJ990915_14.9B08 


. C22 


. "" E Gene No. 


47662 








Strand 






|! * Start 


1 








End 


239 




; = 3 Name 


OJ990915 14 


. 9B08 


,C22.ol 


• gp 


Method 


AAT/GAP 




O Start 


1 








End 


158 




a GI 


2799714 








Score 


294 




Exons 


1. .158 














' Seq. No. 


22909 








Seq. ID 


OJ990915_14.9B08 


.C22 


Gene No. 


47662 








Strand 






Start 


1 








End 


239 




Name 


OJ990915 14 


.9B08 


C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


12 








End 


239 




GI 


none 








Score 


95 




Exons 


12. .239, 79 


. .237 












Seq. No. 


22910 








Seq. ID 


OJ990915_14.9B08 


.C23 


Gene No. 


47663 








Strand 






Start 


.260 








End 


330 




Name 


OJ990915 14 


. 9B08. 


C23.ol 


gs 


Method 


GENSCAN 




Start 


260 








End 


330 




GI 


none 








Score 


.4 





23159 



Exons 



260. .330 



Seq. No. 22911 . Seq. ID 

Gene No. 47664 Strand 

Start 43 " End 

Name OJ990915JL4 . 9B08 . C27 . ol . np Method 

Start 43 End 

GI 1632831 Score 

Exons 43.. 259, 1231.. 1322, 1436.. 1552 

GI Descrip. (Z49698) orf [Ricinus communis] 



OJ990915_14.9B08.C27 
+ 

1848 
AAT/NAP 
1552 
226 



Seq. No. 22911 Seq. ID 

Gene No. 47664 Strand 

Start 4 3 End 

Name OJ990915_14 . 9B08 . C27 . ol . gp Method 

Start 1240 End 

GI 1095JL.R1084 Score 

Exons 1240.. 1322, 1436.. 1848 

GI Descrip. ' 4 6804 89/gb | AAD27669 . 1 | AF119222_1 2.0e-09 (AF119222) 
hypothetical protein [Oryza sativa] 1 



OJ990915_14.9B08.C27 
+ 

1848 
AAT/GAP 
1848 
923 



Seq. No. 


22911 


Seq. ID 


OJ990915_14. 


9B08.C27 


Gene No. 


47665 


•. Strand 


+ 




Start 


5058 


End 


. 7316 




Name 


OJ990915 14.9B08.C27.o2 


. gp Method 


AAT/GAP 




Start 


5058 


End 


7316 




GI 


31775 1.R1084 


Score 


1035 




Exons 


5058.. 5446, 6117.. 6176, 


7225. .7316 






GI Descrip. 


'4 680489/gb IAAD27669.il. 


AF119222 1. 2.0e 


-09 (AF119222) 




hypothetical protein [Oryza sativa] 1 






Seq. No. 


22911 


Seq. ID 


OJ990915_14. 


9B08.C27 


Gene No. 


47666 


Strand 


+ 




Start 


7250 


End 


9644 




Name 


OJ990915 14.9B08.C27.o3 


. gs Method 


GEN SCAN 




Start 


7250 


End 


9332 




GI 


none 


Score 


.71 




Exons 


7250.. .7680, 7762.. 7796, 


8692. .874.7, 8872. .8977, 9196. .9332 


Seq. No. 


22911 


Seq. ID 


OJ990915_14. 


9B08.C27 


Gene No. 


47666 


Strand 


+ 




Start 


7250 


End 


9644 




Name 


OJ990915 14.9B08.C27.o2 


. np Method 


AAT/NAP 




Start 


7340 


End 


9644 




GI 


4680201 


Score 


219 




Exons 


7340. .7659, 8924. .9087, 


9625. .9644 






GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


22911 


Seq. ID 


OJ990915_14. 


9B08.C27 


Gene No. 


47666 


Strand 


+ 




Start 


7250 


End 


9644 




Name 


OJ990915 14.9B08.C27.o3 


. gp Method 


AAT/GAP 




Start 


7439 


End 


7959 




GI 


471478.6 


Score 


1004 




Exons 


7439. .7959 








GI Descrip. 


4 6804 89/gb IAAD27 669.1 |AF119222_1 2 . Oe- 


09 (AF119222) 


hypothetical 



protein [Oryza sativa] 



23160 



Seq. No. 22911 Seq. ID OJ990915_14.9B08.C27 

Gene No. 47667 Strand + 

Start 17599 End 17982 

Name OJ990915_14 . 9B08 .C27 .o4 . gp Method AAT/GAP 

Start 17599 End 17982 

GI uC-osflcyp033a04bl Score 673 

Exons 17599. .17982 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 


22911 


Seq. ID 


OJ990915_ 


_14.9B08 


.C27 


Gene No. 


47668 


Strand 


+ 






Start 


25041 


End 


31206 






Name 


OJ990915 14.9B08.C27.o6.gs 


Method 


GENSCAN 






Start 


25041 


End 


26661 






GI 


none 


Score 


.44 






Exons 


25041. .25112, 26305.. 26661 










Seq. No. 


22911 


Seq. ID 


OJ990915 


14.9B08 


.C27 


Gene No. 


47668 


Strand 


+ 






Start 


25041 


End 


31206 






Name 


OJ990915 14.9B08.C27.o6.np 


Method 


AAT/NAP 






Start 


26499 


End 


31206 






GI 


5803270 


Score 


589 






Exons 


26499. .26657, 26735.-26878, 


28707. .28814, 31188. 


.31206 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22911 


Seq. ID 


OJ990915_ 


14.9B08 


.C27 


Gene No. 


47669 


Strand 








Start 


4766 


End 


6161 






Name 


OJ990915 14.9B08.C27.o2.gs 


Method 


GENSCAN 






Start 


4766 


End 


6161 






GI 


none 


Score 


.84 






Exons 


4766. .4854, 5148. .5261, 5966. .6161 








Seq. No. 


22911 


Seq. ID 


OJ990915_ 


14.9B08 


.C27 


Gene No. 


-47670 


Strand 








Start 


9230 


End " 


17639 






Name 


OJ990915 14.9B08.C27.o3.np 


Method 


AAT/NAP 






Start 


9230 


End 


11543 






GI 


4680201 


Score 


154 






Exons 


9230.. 9336, 11220.. 11543 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


22911 


Seq. ID 


OJ990915_ 


14.9B08 


.C27 


Gene No. 


47670 


Strand 








Start 


9230 


End 


17639 






Name 


OJ990915 14.9B08.C27.o4.gs 


Method 


GENSCAN 






Start 


9999 


End 


17639 






GI 


none 


Score 


.7 






Exons 


9999.. 10007, 10957. .11023, 


11092. .11126 


11220.. 


11667, 






11799. .12028, 12216. .12255, 


14041. . 14068, 14237. 


.14322, 






15080. .15134, 15321. .15356, 


16264. .16673, 16725. 


.16841, 






17461. .17639 . 










Seq. No. 


22911 


Seq. ID 


OJ990915_ 


14.9B08 


.C27 



23161 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



47671 Strand 

19694 End 

OJ990915_14 . 9B08 . C27 . o5 . gs Method 

19694 End 

none Score 



23234 
GEN SCAN 
23234 
.41 



19694. .20144, 20300 .. 20449, 20692 .. 21330, 21411 .. 21508, 
21539. .21730, 217 98 .. 21922, 22091 .. 2277 6, 23191. .23234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22911 
47671 
19694 

OJ990915_14 . 9B08 . C27 . o4 . np 
20587 
6721561 

20587. .21330, 21411 
(AP001073) EST 
predicted gene 



Seq. ID OJ990915_14.9B08.C27 
Strand 

End 23234 
Method AAT/NAP 
End 22036 
Score 1005 
21539. .21730, 21968.. 22036 
AU082058 (C12976) corresponds to a region of the 
hypothetical protein [Oryza sativa] 



,21469, 



gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


22911 








Seq. ID 


OJ990915_14.9B.08.C27 


Gene ,No. 


47672 








Strand 




Start 


27171 








End 


33282 


Name 


OJ990915 14 


.9B08, 


,C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1216 








End 


1580 


GI 


none 








Score 


62 


Exons 


1216. . 1320, 


1224 . 


, . 1325, 


1241 . 


.1324, 1431. .1550, 1432. .1554, 




1432. .1554, 


1433. 


, .1555, 


1476. 


.1580 




Seq. No. 


22911 








Seq. ID 


OJ990915_14 . 9B08.C27 


Gene No. 


47672 








Strand 




Start 


27171 








End 


33282 


Name 


OJ990915 14 


. 9B08. 


C27.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1224 








End 


1555 


GI" 


none 








Score 


102 


Exons 


1224. .1325, 


1241. 


.1318, 


1433. 


.1555, 1435.. 1554 


Seq. No. 


22911 








Seq. ID 


OJ990915_14.9B08.C27 


Gene No. 


47672 . 








Strand 




Start 


27171 








End 


33282 


Name 


OJ990915 14 


. 9B08. 


C27.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


1224 








End 


1794 


GI 


none 








Score 


125 


Exons 


1224. .1325, 


1227. 


.1292, 


1241. 


.1318, 1432. .1554, 1433. .1555, 




1435. .1554, 


1632. 


.1673, 


1759. 


.1794 




Seq. No. 


22911 








Seq. ID 


OJ990915_14 . 9B08.C27 


Gene No. 


47672 








Strand 




Start 


27171 








End 


33282 


Name 


' OJ990915 14, 


.9B08. 


C27.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


1224 








End 


1566 


GI 


none 








Score 


98 


Exons 


1224. .1325, 


1433. 


.1564, 


1437. 


.1556, 1438.. 1566 


Co/-* M 

• LK W . 


o n rt -t -i 
3 X X 








Seq. ID 


OJ990915_14 . 9B08 . C27 


Gene No. 


47672 








Strand 





23162 



Start 
Name 
Start 
GI 

Exons 



27171 End 

OJ990915_14 . 9B08 . C27 . o2 . tm Method 

7390 End 

none Score 



33282 

TBLASTX: Maize 

11484 

197 



7390. .7569, 7391. .7564, 7397. .7570, 11311 .. 114 48 , 11311 .. 11484 , 
11343. .11477 



Seq. No. 22911 

Gene No. 47672 

Start 27171 

Name OJ990915JL4 . 9B08 . C27 . o7 . gs 

Start 27171 

GI none 

Exons 27171. .27477, 274 97 .. 27738, 
30173. .30310, 32381. .32416, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_14 . 9B08.C27 

33282 
GENS CAN 
33282 
.45 



27744. .28006, 28688.-28763, 
32830. .32906, 33189. .33282 



Seq. No. 22912 

Gene No. 47673 

Start 760 

Name OJ990915_14 . 9B08 . C28 . ol . gs 

Start 760 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

760. .884, 916. .1102, 2118. .2271, 3345 
5133. .5234, 6381. .6571, 7273. .8092, 8255. .9302, 940i:.9721, 
10136. .10196, 10280. .11247, 12054 .. 127 90, 13048. .13250 



OJ990915_14.9B08.C28 
+ 

14014 
GENSCAN 
13250 
.51 

3572, 5056.. 5124, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22912 Seq. ID 

47673 Strand 

760 End 14014 

OJ990915_14 . 9B08.C28.o2.np Method AAT/NAP 

1081 End 14014 

5091513 Score 1674 

1081. .1102, 10792. .11425, 12080 .. 13183, 13567.. 
13759. .13924, 13964. .14014 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ990915_14.9B08.C28 
+ 



13645, 



22912 
47673 

760 V 
OJ990915_14. 9B08.C28.ol.np 
1964 
5852180 



Seq. ID OJ990915_14.9B08.C28 

Strand + 

End • 14014 

Method AAT/NAP 

End 864 0 

Score 458 



1964. .2021, 3001. .3118, 3170. .3616, 8563. .8640 
(AL117265) zhbOOOlO.l [Oryza sativa] 



22912 Seq. ID 

47673 Strand 

7 60 End 

OJ990915_14 . 9B08 . C28 . o2 . gp Method 

9743 End 

5816518 Score 
9743. .9849 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990915_14.9B08.C28 
+ 

14014 
AAT/GAP 
9849 
155 



o«4. inO. 

Gene No. 



47673 



Seq. ID OJ990915_14.9B08.C28 
Strand + 



23163 




Start 


760 




End 


14014 


Name 


OJ990915 14.9B08.C28 


,o3.gp 


Method 


AAT/GAP 


Start 


9857 




End 


10105 


GI 


3761181 




Score 


418 


Exons 


9857. .10105 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 






Seq. No. 


22912 




Seq. ID 


OJ990915_14 . 9B08.C28 


Gene No. 


47673 ' 




Strand 


+ 


Start 


760 




End 


14014 


Name 


OJ990915 14.9B08.C28 


.o2 ,gs 


Method 


GENSCAN 


Start 


13609 




End 


13764 


GI 


none 




Score 


. 67 


Exons 


13609. .13764 








Seq. No. 


22912 




Seq. ID 


OJ990915 14.9B08.C28 


Gene No. 


47674 




Strand 


+ 


Start 


15132 




End 


17735 


Name 


OJ990915 14.9B08.C28 


.o3.gs 


Method 


GENSCAN 


Start 


15132 




End 


16558 


GI 


none 




Score 


.84 


Exons 


15132. .15205, 15722. 


.15824,: 15896. .16558 


Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47674 




Strand 


+ 


Start 


15132 




End 


17735 


Name 


OJ990915 14.9B08.C28 


.o4 .gp 


Method 


AAT/GAP 


Start 


15334 




End 


15580 


GI 


3761181 




Score 


429 


Exons' 


15334. .15580 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 l.Oe-! 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 






Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47674 




Strand 


+ 


Start 


15132 - 




End 


17735 


Name 


OJ990915 14.9B08.C28 


.o3 .np 


Method 


AAT/NAP 


Start 


15705 




End 


17735 


GI 


5732031 




Score 


315 


Exons 


15705. .15837, 15921. 


.16422, 17705.. 17735 


GI Descrip. 


(AF147260) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08.C28 


Gene No . 


47675 




Strand 


+ 


Start 


19144 




End 


21066 


Name 


OJ990915 14.9B08.C28 


. oS.gp 


Method 


AAT/GAP 


Start 


19144 


End 


19980 


GI 


3548947 




Score 


907 


Exons 


19144. .19614, 19935. 


.19980 






Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47675 




Strand 


+ 


Start 


19144 




End 


21066 


Name 


OJ990915_14.9B08.C28 


. o4 .np 


Method 


AAT/NAP 


Start 


19269 




End 


21066 


GI 


228207 




Score 


150 



23164 



Exons 



19269. .19436, 20307 .. 20569, 20699 20875, 20985.. 21066 



GI Descrip. 


tnpl protein [Antirrhinum majus] 




Seq. No. 


22912 


Seq. ID 


OJ990915_14 . 9B08 .C28 


Gene No. 


47676 


Strand 




Start 


1870 


End 


2251 


Name 


OJ990915 14.9B08.C28.ol.gp 


Method 


AAT/GAP 


Start 


1870 


End 


2251 


GI 


uC-osflcyp033a04bl 


Score 


687 


Exons 


1870. .2251 






GI Descrip. 


• 601684 5/dbj IAP000570.il AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


22912 


Seq. ID 


OJ990915_14 . 9B08 . C28 


Gene No. 


47677 


Strand 




Start 


18990 


End 


s\ s\ r\ r\ r\ 

20222 


Name 


OJ990915 14 . 9B08 .C28.o3.ts 


Method 


TBLASTX : Soybean 


Start 


7564 


End 


7800 


GI 


none 


Score 


197 


Exons 


7564. .7800 






Seq. No. 


22912 


Seq. ID 


OJ990915_14.9B08.C28 


Gene -No. 


47677 


Strand 




.Start 


18990 


End 


20222 


Name 


OJ990915 14.9B08.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


7836 


End 


8187 


GI 


none 


Score 


94 


Exons 


7836. .7943, 7855.-7944, 7966. 


.8187, 8028. .8168 


Seq. No. 


22912 


Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47677 


Strand 




Start 


18990 


End 


20222 


Name 


OJ990915 14. 9B08.C28.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7975 


End 


8262 


GI 


none 


Score 


300 


Exons 


7975.-8262, 7980. .8168 






Seq. No. 


22912 


Seq. ID 


OJ990915_14 . 9B08 .C28 


Gene No. 


47677 


Strand 




Start 


18990 


End 


20222 


Name 


OJ990915 14. 9B08.C28.o4.tm 


Method 


TBLASTX: Maize 


Start 


8022 


End 


8475 


GI 


none 


Score- 


255 


Exons 


8022. .8168, 8032.-8265, 8032. 


.8181, 8278..847S, 8280. .8474 


Seq. No. 


22912 


Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47677 


Strand 




Start 


18990 


End 


20222 


Name 


OJ990915 14.9B08.C28.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8305 


End 


8544 


GI 


none 


Score 


200 


Exons 


8305. .8544, 8307. .8522 






Seq. No. 


22912 


Seq. ID 


OJ990915_14.9B08.C28 


Gene No. 


47677 


Strand 




Start 


I89yu 


End 


20222 


Name 


OJ990915 14.9B08.C28.o5.tm 


Method 


TBLASTX: Maize 



23165 




Start 


8608 




End 


8814 




GI 


none 




-'Score 


200 




Exons 


8608 . . 8814, 


8682. .8813 








Seq. No. 


22912 




Seq. ID 


OJ990915_14 . 9B08 


.C28 


Gene No. 


47677 




Strand 






Start 


18990 




End 


20222 




Name 


OJ990915 14. 


9B08.C28.o3.tm 


Method 


TBLASTX: Maize 




Start 


8857 




End 


9303 




GI 


none 




Score 


400 




Exons 


8857 . . 9303, 


8859.. 9302, 9157 


. . 9303 






Seq. No. 


22912 




Seq. ID 


OJ990915_14 . 9B08 


.C28 


Gene No. 


47677 




Strand 






Start 


18990 




End 


20222 




Name 


OJ990915 14. 


9B08 .C28 .ol . ts 


Method 


TBLASTX: Soybean 




Start 


8890 




End 


9291 




GI 


none 




Score 


140 




Exons 


8890. . 9042, 


8937.. 9047, 9052 


..9291, 9171. .9290 




Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08 


,C28 


Gene No. 


. 47677 




Strand. 






Start 


> 18990 




End 


20222 




Name 


OJ990915_14. 


9B08.C28.ol.tw"'*" 


Method 


TBLASTX: Wheat 




Start 


8953 




End 


16294 




GI 


none 




Score 


259 




Exons 


8953. .9306, 


9006.,. 9125, 9180 


..9272, 9384. .9515, 9398. .9517, 




9624. .9719, 


16118. .16294 








Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08 


.C28 


Gene No. 


47677 




Strand 






Start 


18990 




End 


20222 




Name 


OJ990915 14. 


9B08.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


. 15801 




End 


16180 




GI 


none 




Score 


43 




Exons 


15801. . 15836 


, 15895. . 16140, 


15896. .16180, 16038.. 16169 




Seq. No. 


22912 




Seq. ID 


OJ990915_14.9B08 


.C28 


Gene No . 


47677 




Strand " 






Start 


18990 




End 


20222 




Name 


OJ990915 14. 


9B08.C28.o4.gs 


Method 


GENSCAN 




Start 


18990 




End 


20222 




GI 


none 




Score 


.4 




Exons 


18990. .19228, 19518 .. 19612 , 


20039. .20222 




Seq. No. 


22912 




Seq. ID 


OJ990915_14 . 9B08 


.C28 


Gene No. 


47678 




Strand 






Start 


20326 




End 


20857 




Name 


OJ990915 14. 


9B08.C28.ol.tm 


Method 


TBLASTX :Maize 




Start 


20326 




End 


20857 




GI 


none 




Score 


264 




Exons 


20326. .20514 


, 20327. .20539, 


20519. .2057 


8, 20534. .20581, 






20668. .20856 


, 20670. .20816, 


20672. .20857 




Seq. No. 


22913 




Seq. ID 


OJ990915JL4.9B08 


.C29 


Gene No. 


47679 




Strand 


+ 




Start 


110 




End 


1613 





23166 



• # 



Name 


OJ990915 14 . 9B08 .C29.ol.gs 


Method 


GENS CAN 




Start 


110 


End 


1613 




GI 


none 


Score 


.85 




Exons 


110. .268, 520. .603, 853. .918, 


1021.. 1086, 1383.. 1448, 1566.. 


Seq. No. 


22914 


Seq. ID 


OJ990915 13.9B04 


.CI 


Gene No . 


47680 


Strand 


+ 




Start 


171 


End 


278 




Name 


OJ990915_13. 9B04 .Cl.ol.gs 


Method 


GENSCAN 




Start 


171 


End 


278 




GI 


none 


Score 


.4 




Exons 


171. .278 








Seq. No. 


22915 


Seq. ID 


OJ990915 13.9B04 


.C3 


Gene No. 


47681 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990915 13.9B04.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


732 




GI 


6742729 


Score 


589 




Exons 


1. .732 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


22915 


Seq. ID 


OJ990915 13.9B04 


.C3 


Gene No. 


47681 


Strand 


+ ~~ 




Start 


1 


End 


787 




Name 


OJ990915 13.9B04.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


256 




GI 


none 


Score 


205 




Exons 


2. .256, 28. .237, 113. .256 








Seq. No. 


22915 


Seq. ID 


OJ990915_13. 9B04 


.C3 


Gene No. 


47681 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990915 13.9B04.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


787 




GI 


none 


Score 


412 




Exons 


2. .442, 4 . .444, 449. .649, 502 


..639, 647. .787, 661. .786 




Seq. No. 


22915 


Seq. ID 


OJ990915_13.9B04 


.b'3 


Gene No . 


47681 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990915 13.9B04.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


187 


End 


613 




GI 


none 


Score 


231 




Exons 


187. .444, 191. .442, 449. .613, 


502. . 609 






Seq. No. 


22916 


Seq. ID 


OJ990915_13. 9B04 


.C4 


Gene No. 


47682 


Strand 


+ 




Start 


619 


End 


6249 




Name 


OJ990915 13.9B04.C4.ol.gs 


Method 


GENSCAN 




Start 


619 


End 


6212 ' 




GI 


none 


Score 


.67 




Exons 


619. .792, 1509. .1632, 2575. .2820, 2870. 


.3072, 3174. .3309, 




4118. .4448, 5113. .5252, 5274. 


5660, 5739.. 6212 




Seq. No. 


22916 


Seq. ID 


OJ990915_13.9B04 


.C4 


Gene No. 


47682 


Strand 


+ 





23167 



Start 


619 V - ■ 


End 


6249 


Name 


OJ990915 13.9B04.C4.o3.np 


Method 


AAT/NAP 


Start 


1007 


End 


6249 


GI 


4680204 


Score 


89 


Exons 


1007. .1099, 4128. .4428, 6097. 


.6249 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


22916 


Seq. ID 


OJ990915_13.9B04.C4 


Gene No. 


47682 


Strand 


+ 


Start 


619 


End 


6249 


Name 


OJ990915 13.9B04.C4.o2.np 


Method 


AAT/NAP 


Start 


1612 


End 


4578 


GI 


5852179 


Score 


250 


Exons 


1612.. 1632, 2620.. 2820, 2895. 


.3072, 4561. .4578 


GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 




Seq. No. 


22916 


Seq. ID 


OJ990915_13.9B04.C4 


Gene No. 


47682 


Strand 


+ 


Start 


619 


End 


6249 


Name 


OJ990915 13.9B04.C4.o2.gp 


Method 


AAT/GAP 


Start 


1970 


End 


2706 


GI 


101153 1.R1084 


Score 


389 


Exons 


1970.. 2201, 2657. .2706 






GI Descrip. 


? 5852170/emb|AL117265.1|OST17 


304 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


22916 


Seq. ID 


OJ990915JL3. 9B04 ,C4 


Gene No. 


47683 


Strand 




Start 


720 


End 


992 


Name 


OJ990915 13.9B04.C4.ol.gp 


Method 


AAT/GAP 


Start 


720 


End 


992 


GI 


61605 1.R1084 


Score 


470 


Exons 


720. .992 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. ' 


22916 


Seq. ID 


OJ990915_13. 9B04 .C4 


Gene No . 


47684 


Strand 




Start 


1364 


End 


6249 ■ 


Name 


OJ990915 13.9B04.C4.ol.np 


Method 


AAT/NAP 


Start 


1364 


End 


6249 


GI 


6063554 


Score 


230 


Exons 


1364. .1537, 2172. .2203, 2859. 


2972, 3007.. 3098, 3150.. 3253 



3304.. 3432, 6223.. 6249 
GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22917 Seq. ID 

47685 Strand 

120 End 

OJ990915_13 . 9B04 .C5.ol.gs Method 

120 End 

none Score 



OJ990915_13.9B04.C5. 
+ 

4832 
GEN SCAN 
4832 
.61 



120. .719, 747. .1000, 1079. .1249, 4517. .4832 



Seq. No. 



22918 



Seq. ID OJ990915_13.9B04.C6 



23168 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47686 Strand + 

1 End 2988 

OJ990915_13 . 9B04 . C6 . ol . np Method AAT/NAP 

1 End 514 

6907106 Score 381 
1..233, 270. .514 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



22918 
47686 
1 

OJ990915_13.9B04.C6.ol.tm 
109 
none 

109. .180, 122. .181, 127. .207, 131 
193. .279, 211. .270, 282. .329, 284 
376.. 417 



Seq. ID 
Strand 
End 

Method 
End 

Score 65 

208, 188 
415, 285 



O*J990915_13.9B04.C6 
+ 

2988 

TBLASTX: Maize 
417 



,268, 191. .268, 
.416, 285. .416, 



Seq. No. 22918 Seq. ID 

Gene No. 47686 Strand 

Start 1 . End 

Name OJ990915_13 . 9B04 . C6 . ol . gs ,, ..Method 

Start 387 End 

GI none Score 

Exons 387.. 502, 1746.. 2988 



OJ990915_13.9B04.C6 
+ 

2988 
GENS CAN 
2988 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22919 
47687 
5628 

OJ990915_13. 9B04.C7.o2.gs 

5628 

none 



Seq. ID OJ990915 13.9B04.C7 



Strand 
End 

Method 

End 

Score 



+ 

10310 
GENSCAN 
8075 
.41 



5628. .5710, 6001. .6399, 7450. .7531, 8067. .807.5 



22919 
47687 
5628 

■OJ990915_13 . 9B04 . C7". ol . np 
6562 
6063554 



Seq. ID OJ990915_13. 9B04.C7 

Strand + 

End 10310 

Method AAT/NAP 

End 10310 

Score 431 



6562. .6661, 8577. .8855, 8973. .9185, 94 64 9500, . 10136 10310 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



22919 Seq. ID 

47687 Strand 
5628 End 
OJ990915_13. 9B04.C7.ol.gp Method 
8612 End 
2312818 Score 
8612. .8921 

5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica (GLA4 ) genomic DNA> chromosome 4, BAC clone:tl7804 



OJ990915_13. 9B04.C7 
+ 

10310 
AAT/GAP 
8921 
581 



Seq. No. 



22919 



Seq. ID OJ990915 13.9B04.C7 



23169 



Gene No. 47687 Strand + 

Start 5628 End 10310 

Name OJ990915_13 . 9B04 . C7 . o2 . gp Method AAT/GAP 

Start 8966 End 9701 

GI 101153_1.R1084 Score 652 

Exons 8966.. 9155, 9473.. 9701 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 1 



Seq. No. 22919 Seq. ID 

Gene No. 47688 Strand 

Start 10680 End 

Name OJ990915JL3 . 9B04 . C7 . o5 . gp Method 

Start 10680 End 

GI 61605_3.R1084 Score 

Exons 10680.. 10985 

GI Descrip. ■ 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase 
thaliana] 1 



OJ990915_13.9B04.C7 
+ 

10985 
AAT/GAP 
10985 
423 



[Arabidopsis 



Seq. No. 22919 Seq. ID 

Gene No. 47689 Strand 

Start 19052 End 

Name ■ OJ990915JL3 . 9B04 . C7 . 06 . gs Method 

Start 19052 End 

GI none Score 

Exons 19052. .19189 



OJ990915_13.9B04.C7 
+ 

19189 

GENSCAN . - 

19189 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22919 Seq. ID 

47690 . Strand 

1863 End 

OJ990915_13 . 9B04 . C7 . ol . gs Method 

1863 End 

none Score 



OJ990915_13.9B04.C7 

4558 
GENSCAN 
4558 
.76 



1863.. 2003, 2629.-2796, 3168. .3196, 3316. .4558 



Seq. No. 22919 Seq. ID 

Gene No. 47691 Strand 

Start 8901 End 

Name • OJ990915_13 . 9B04 . C7 . o3 . gs Method ' 

Start 8901 End 

GI none Score 

Exons 8901.. 9308, 9416.. 9568, 10072 . .10165, 



OJ990915_13.9B04.C7 

18224 
GENSCAN 
14740 
.65 

10396. .10471, 



10538. 
14678. 



.10697, 
,14740 



11457. .11556, 11683. .11750,, 127 65 .. 128 66, 



Seq. No. 22919 Seq. ID OJ990915_13 . 9B04 . C7 . 

Gene No. 47691 Strand 

Start 8901 a End 18224 

Name OJ990915_JL3 . 9B04 . C7 . o2 . np Method AAT/NAP 

Start 14457 End 16135 

GI 6646758 Score 385 

Exons 14457. .14552, 14 678 .. 1474 6, 14851 .. 14911, 15234 .. 154 04 , 

15514. .15617, 15911. .16135 

GI Descrip. (AC013258) hypothetical protein [Arabidopsis thaliana] 



Gene No. 



o rs 1 /■> 

47691 



Seq. ID 
Strand 



OJ990915 13.9B04.C7 



23170 




Start 


8901 






End 


18224 


Name 


OJ990915 13.9B04.C7. 


. 06 . gp 


Method 


AAT/GAP 


Start 


15579 






End 


18224 


GI 


none 






Score 


769 


Exons 


15579. 


.15617, 15911. 


, . 16130, 


17918. .18090, 18195. .18224 


Seq. No. 


22919 






Seq. ID 


OJ990915_13.9B04 


Gene No. 


47692 






Strand 




Start 


19879 






End 


21009 


Name 


OJ990915 13.9B04.C7. 


, ol . tw 


Method 


TBLASTX: Wheat 


Start 


14486 






End 


14914 


GI 


none 






Score 


113 


Exons 


14486. 


.14554, 14488. 


, .14553, 


14488. .14574, 14 657 .. 14761, 




14678. 


.14746, 14682. 


.14747, 


14682. .14762, 14 683 .. 14772 , 




14843. 


.14914, 14845. 


.14913 






Seq. No. 


22919 






Seq. ID 


OJ990915_13.9B04 


Gene No. 


47692 






Strand 




Start 


19879 






End 


21009 


Name 


OJ990915 13.9B04.C7. 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


14490 






End 


16049 


GI 


none 






Score 


93 


Exons 


14490. 


.14555, 14494. 


,14556, 


14657. .14761, 14 682 .. 14735, 




14830. 


.14913, 14849; 


-.14911, 


14853. .14915, 154 80 .. 15617 , 




15553. 


.15630, 15908. 


.16048, 


15909. .16049 


Seq. No. 


22919 






Seq. ID 


OJ990915_13.9B04 


Gene No. 


47692 






Strand 




Start 


19879 






End 


21009 


Name 


OJ990915 13.9B04.C7. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


15480 






End 


16046 


GI 


none 






Score 


88 


Exons 


15480. 


.15617, 15492. 


.15608, 


15544. .15630, 15553 .. 15630, 




15908. 


.16045, 15909. 


J 16.04 6 






Seq. No. 


22919 






Seq. ID 


OJ990915_13.9B04 


Gene No. 


47692 






Strand 




Start 


19879 






End 


21009 


Name 


OJ990915 13.9B04.C7. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


■ 15908 






End 


16049 


GI 


none 






Score 


130 


Exons 


15908. 


.15985, 15909. 


.15989, 


15909. .15986, 15986 .. 16048, 




15987. 


.16049 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990915_13.9B04.C7 



22919 

47692 Strand 

19879 End 21009 

OJ990915_13 . 9B04 . C7 . o7 . gs Method GENSCAN 

19879 End 21009 

none Score .69 

19879. .19984, 20117 .. 20257 , 20849.. 21009 



22920 Seq.. ID 

47693 Strand 

1227 End 

OJ990915_13 . 9B04 .c8.ol.np Method 

1227 End 



OJ990915__13.9B04.C8 
+ 

6872 

AAT/NAP 

6872 



23171 



GI 6498441 Score 6.954 

Exons 1227.. 2291, 2622.. 3085, 3149.. 3522, 3706.. 3840, 4014.. 4441, 

4634..4929, 5100. .6497, 6591.. 6872 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


22920 


Seq. ID 


OJ990915 13.9B04.C8 


Gene No. 


47694 


Strand 


+ 


Start 


11074. 


End 


14882 


Name 


OJ990915 13. 9B04 .C8 .o3.gs 


Method 


GEN SCAN 


Start 


11074 


End 


12590 


GI 


none 


Score 


.95 


Exons 


11074. .11177, 11765. .11837, 


11937. .12026, 12295. .12465, 




12570. .12590 






Seq. No. 


22920 


Seq. ID 


OJ990915_13.9B04.C8 


Gene No. 


47694 


Strand 


+ 


Start 


11074 


End 


14882 


Name 


OJ990915 13.9B04.C8.o4.np 


Method 


AAT/NAP 


Start 


11898 


End 


14882 


GI 


3980378 


Score 


94 


Exons 


11898. .12026, 12592. .12730, 


1484.2. .148 


82 


GI Descrip. 


(AC004561) putative RNA-binding protein [Arabidopsis thali. 


Seq. No. 


22920 


Seq. ID 


OJ990915 13 9B04 C8 


Gene No. 


47695 


Strand 




Start 


7502 


End 


10793 


Name 


OJ990915 13.9B04.C8.o2.gs 


Method 


GENS CAN 


Start 


7502 


End 


10793 


GI 


none 


Score 


.72 


Exons 


7502.. 9132, 9205.. 9437, 9532 


. .10793 




Seq. No. 


22920 


Seq. ID 


OJ990915_13.9B04.C8 


Gene No. 


47695 


Strand 




Start 


7502 


End 


10793 


Name 


OJ990915 13.9B04.C8.o2.np 


Method 


AAT/NAP 


Start 


7505 


End 


10793 


GI ■ 


6907089 


Score 


5069 


Exons 


7505.. 9437, 9532.. 10793 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22920 


Seq. ID 


OJ990915_13. 9B04 .C8 


Gene No. 


47696 


Strand 




Start 


11608 


End 


12498 


Name 


OJ990915 13.9B04.C8.o7.tw 


Method 


TBLASTX: Wheat 


Start 


479 


End 


12401 


GI 


none 


Score 


55 


Exons 


479. .547, 6261. .6545, 6266.. 
12333. .12401 


6544, 6737 


..6859, 6738.-6863, 


Seq. No. 


22920 


Seq. ID 


OJ990915_13. 9B04.C8 


Gene No. 


47696 


Strand 




Start 


11608 


End 


12498 


Name 


OJ990915_13.9B04.C8.o6.tw 


Method 


TBLASTX: Wheat 


Star L 


1216 


End 


8472 


GI 


none 


Score 


36 



23172 




Exons 


1216. .1251, 


1376 


. .1423, 


1430. 


.1528, 1435. .1527, 1507. .1734 




1511. .1768, 


8362 


. .8472 










Seq. No. 


22920 








Seq. ID 


OJ990915 13.9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13. 


, 9B04 


.C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1381 








End 


1666 




GI 


none 








Score 


197 




Exons 


1381. . 1665, 


1418 


. . 1666 










Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13. 


9B04 


.C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1776 








End 


5234 




GI 


none 








Score 


184 




Exons 


1776. .1829, 


4801 


. .4998, 


4866. 


.4991, 4989. .5051, -4994 . .5041 




5085. .5234, 


5094 


. .5231, 


5111. 


.5233 






Seq. No. 


22920 








Seq. ID 


OJ990915JL3.9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 ' 




Name 


OJ990915 13. 


9B04 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2506 








End 


2992 




GI 


none 








Score 


416 




Exons 


2506. .2679, 


2507 


. .2992, 


2701. 


.2961 






Seq. No. 


22920 








Seq. ID 


OJ990915JL3.9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13. 


9B04 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3156 








End 


3619 




GI 


none 








Score 


209 




Exons 


3156. .3599, 


3157 


. .3612, 


3158. 


.3619, 3158. .3613 




Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04 


.C8 


Gene No . 


47696 








Strand 






Start " 


11608 








End 


12498 




Name 


OJ990915 13. 


9B04 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3197 








End 


3562 




GI 


none 








Score 


117 




Exons 


3197. .3421, 


3428 


. .3562 










Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13. 


9B04 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3287 








End 


3643 




GI 


none 








Score 


387 




Exons 


3287. .3643, 


3322, 


. .3633, 


3527. , 


.3643 






Seq. No. 


22920 








Seq. ID 


OJ990915JL3. 9B04 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13. 


9B04 , 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3670 








End 


4053 





23173 



GI 


node ' 








Score 


286 




Exons 


3670. .3948, 


3671 


. .3949, 


3943. 


.4053 






Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04 


.C8 


Gene No 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13 


. 9B04 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3727 








End 


4146 




GI 


none 








Score 


280 




Exons 


3727. .3948, 


3728 


. .3958, 


3728. 


.3949, 3940. .4146, 3966. .4139 


Seq. No. 


22920 








Seq. ID 


OJ990915 13 9B04 


.C8 


Gene No . 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13 


. 9B04 


.C8.ol. 


ts 




TBLASTX • Sovbean 




Start 


3806 








End 


4176 




GI 


none 








Score 


154 




Exons 


3806. .3949, 


3823 


. .3948, 


3946. 


.4176 






Seq. No. 


22920 








Seq. ID 


OJ990915 13 9B04 


. C8 


Gene No . 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13 


.9B04 


.C8.08. 


tw 




TRT.A^TX * Wheat- 




Start 


5237 








End 


5549 




GI 


none 








Score 


183 




Exons 


5237. .5335, 


5289 


. .5549 










Seq. No. 


22920 








Seq. ID 


OJ990915 13 9B04 


. C8 


Gene No 


47696 








Strand 






Start 


11608 








• End 


12498 




Name 


OJ990915 13 


.9B04 


.C8.o2. 


tm 


Met h nd 


TBLASTX • Ma i 7p 

X XJ JJiliJ X / X . L 1 GI -L. £j C 




Start 


5742 








End 


6065 




GI 


none 








Score 


347 




Exons 


5742. .6065, 


5771 


. .6052 










Seq. No. 


22920 








Sea ID 


OJ990915 13 9B04 


. C8 


fjpnp No 


47696 








Q+- rand 






Start 


11608 








End 


12498 




Name 


OJ990915 13/9B04 


.C8.o4. 


tw 


Met hod 


TBLASTX • Wheat 




Start 


5880 








Fnd 


U o u 




GI 


none 








O \J JL C 






Exons' 


5880. .6260, 


5981 


. .6229 










Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04 


.C8 


Gene No 


47696 








Strand 






Start 


11608 








End 


12498 




Name 


OJ990915 13, 


. 9B04 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6732 








End 


6875 




GI 


none 








Score 


184 




Exons 


6732. .6875, 


6737 


. .6871 










Seq. No. 


22920 








Seq. ID 


OJ990915_13.9B04, 


.C8 


Gene No. 


47696 








Strand 






Start 


11608 








End . 


12498 




Name 


OJ990915_13. 


.9B04, 


.C8.o3. 


np 


Method 


AAT/NAP 




S LciX't 


11608 








End 


12498 




GI 


5922623 








Score 


202 





23174 




Exons 


11608. .11683, 11851. .12009, 


12418.. 12498 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi| 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


22921 


Seq. ID 


OJ990915_13. 


, 9B04 


.C9 


Gene No. 


47697 


Strand 


+ 






Start 


976 


End 


3751 






Name 


OJ990915 13.9B04.C9.ol.gs 


Method 


GENSCAN 






Start 


976 


End 


3751 






GI 


none 


Score 


.54 






Exons 


976.. 1118, 2785.. 2916, 3292 


..3506, 3674.. 3751 






Seq. No. 


22921 


Seq. ID 


OJ990915_13. 


9B04 


.C9 


Gene No. 


47698 


Strand 


+ 






Start 


5979 


End 


11246 






Name 


OJ990915 13.9B04 .C9.o2.np 


Method 


AAT/NAP 






Start 


5979 


End 


9732 






GI 


3702342 


Score 


61 






Exons 


5979. .6025, 7218. .7452, 9712. .9732 








GI Descrip. 


(AC005397) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22921 


Seq. ID 


OJ990915_13. 


9B04 


.C9 


Gene No. 


47698 


Strand 


+ 






Start 


5979 


End 


11246 






Name 


OJ990915 13.9B04.C9.o3.gs 


Method 


GENSCAN 






Start 


7057 


End , 


10951 






GI 


none 


Score 


.88 






Exons 


7057.. 7770, 10361.. 10951 










Seq. No. 


22921 


Seq. ID 


OJ990915JL3. 


9B04 


.C9 


Gene No. 


47698 


Strand 


+ 






Start 


5979 


End 


11246 






Name 


OJ990915 13.9B04.C9.o3.np 


Method 


AAT/NAP 






Start 


8524 


End 


11246 






GI 


3702342 


Score 


287 






Exons 


8524.. 8546, 10435.. 11246 










GI Descrip. 


. (AC005397) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22921 


Seq. ID 


OJ990915_13. 


9B04 


.C9 


Gene No. 


47699 


Strand 


+ 






Start 


14036 


End 


14566 






Name 


OJ990915 13.9B04.C9.o4.gs 


Method 


GENSCAN 






Start 


14036 


End 


14566 






GI 


none 


Score 


.74 






Exons 


14036. .14566 










Seq. No. 


22921 


Seq. ID 


OJ990915_13. 


9B04 


,C9 


Gene No. 


47700 


Strand 








Start 


5605 


End 


5811 






Name 


OJ990915 13.9B04.C9.o2.gs 


Method 


GENSCAN 






Start 


5605 


End 


5811 






GI 


none 


Score 


. 6 






Exons 


5605. .5811 










Seq. No. 


22921 


Seq. ID 


ojyyu9i5_i3. 


9B04 


.C9 


Gene No. 


47701 


Strand 









23175 



Start 


6344 


End 


7769 


Name 


OJ990915 13.9B04.C9.ol.np 


Method 


AAT/NAP 


Start 


6344 


. End 


7769 


GI 


5852084 


Score 


81 


Exons 


6344. .6444, 7749. .7769 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


22921 


Seq. ID 


OJ990915_13.9B04.C9 


Gene No . 


47702 


Strand 




Start 


12234 


End 


14.670 


Name 


OJ990915 13. 9B04.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


10718 


End 


10972 


GI 


none 


Score 


304 


Exons 


10718. .10972, 10718. .10969 






Seq. No. 


22921 


Seq. ID 


OJ990915_13. 9B04 .C9 


Gene No . 


47702 


Strand 




Start 


12234 


End 


14670 


Name 


OJ990915 13.9B04.C9.ol.gp 


Method 


AAT/GAP 


Start 


12234 


End 


14670 


GI 


none 


Score 


1187 


Exons 


12234. .12569, 14374.. 14670 






Seq. No. 


22922 


Seq. ID 


OJ990915_13. 9B04 .C10 


Gene No . 


47703 


Strand 


+ 


Start 


255 


End 


806 


Name 


OJ990915 13. 9B04.C10.ol.gs 


Method 


GENSCAN 


Start 


255 


End 


806 


GI 


none 


Score 


.74 


Exons 


255. .806 






Seq. No. 


22922 


Seq. ID 


OJ990915_13. 9B04 .C10 


Gene No. 


47704 


Strand 




Start 


. 1 


End 


2775 


Name 


OJ990915 13. 9B04.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2775 


GI 


3746069 


Score 


256 


Exons 


1..85, 1721. .2775 






GI Descrip. 


(AC005311) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


22922 


Seq. ID 


OJ990915_13. 9B04 .C10 


Gene No . 


47704 


Strand 




Start 


1 


End 


2775 


Name 


OJ990915 13.9B04.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1721 


End 


1944 


GI 


none 


Score 


119 


Exons 


1721.. 1810, 1807.. 1944 






Seq. No. 


22922 


Seq. ID 


OJ990915_13. 9B04.C10 


Gene No. 


47704 


Strand 




Start 


1 


End 


2775 


Name 


OJ990915 13.9B04.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


2168 


End 


2560 


GI 


none 


Sco v re ■ 


87 


Exons 


2168. .2314, 2324..2542, 2324 


. .2560 





23176 




Seq. No. 


22922 




Seq. ID 


OJ990915_13.9B04. 


C10 


Gene No . 


47704 




Strand 






Start 


1 




End 


2775 




Name 


OJ990915 13.9B04.C10.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


2180 




End 


2744 




GI 


none 




Score 


119 




Exons 


2180. .2278, 2369. .2623, 


2382. 


. 2744 






Seq. No. 


22922 




Seq. ID 


OJ990915_13.9B04. 


C10 


Gene No. 


47704 




. Strand 






Start 


1 




End 


2775 




Name 


OJ990915 13.9B04.C10.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


2354 




End 


2755 




GI 


none 




Score 


68 




Exons 


2354. .2539, 2429. .2671, 


2528. 


.2755, 2529. .2750 




Seq. No. 


22922 




Seq. ID 


OJ990915 13.9B04. 


CIO 


Gene No. 


47704 




Strand 






Start 


1 




End 


2775 




Name 


OJ990915 13.9B04.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2561 




End 


2774 




GI 


none 




Score 


197 




Exons 


2561.. 2617, 2565.. 2774, 


2669. 


.2773 






Seq. No. 


22923 




Seq. ID 


OJ990915 13.9B04. 


Cll 


Gene No . 


47705 




Strand 






Start 


300 




End 


1331 




Name 


OJ990915 13.9B04.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


300 




End 


1219 




GI 


none 




Score 


. 78 




Exons 


300. .487, 768. .1219 










Seq. No. 


22923 




Seq. ID 


OJ990915 13.9B04. 


Cll 


Gene No . 


47705 




Strand 






Start 


300 




End 


1331 




Name 


OJ990915 13.9B04.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


352 




End 


756 




GI 


none 




Score 


97 




Exons 


352.. 483, 354.. 500, 505. 


.756, 


506. .595 






Seq. No. 


22923 




Seq. ID 


OJ990915_13.9B04. 


Cll 


Gene No. 


47705 




Strand 






Start 


300 




End 


1331 




Name 


OJ990915 13.9B04.Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


977 




End 


1331 




GI 


none 




Score 


122 




Exons 


977. .1189, 979. .1203, 1002. .1328, 1003, 


..1329, 1278. .1331 




Seq. No. 


22924 




Seq. ID 


OJ990915_13.9B04. 


C15 


Gene No . 


47706 




Strand 






Start 


781 




End 


1254 




Name 


OJ990915 13.9B04.C15.ol. 


gs 


Method 


GENSCAN 




Start 


781 




End 


1254 




GI 


none 




Score 


.58 




Exons 


781. .1015, 1074. .1254 










Seq. No. 


22925 




Seq. ID 


OJ990915_13.9B04. 


C17 



23177 



Gene No. 


47707 




Strand 


+ 


Start 


140 




End 


199 


Name 


OJ990915 13.9B04.C17.ol 


. gs 


Method 


GENSCAN 


Start 


140 




End 


199 


GI 


none 




Score 


.77 


Exons 


140. .199 








Seq. No. 


22925 




Seq. ID 


OJ990915 


Gene No. 


47708 




Strand 




Start 


1 




. End 


351 


Name 


OJ990915_13.9B04 .C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


351 


GI 


5257270 




Score 


149 


Exons 


1..32, 121. .351 








GI Descrip. 


(AP000364 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


22926 




Seq. ID 


OJ990915 


Gene No. 


47709 




Strand 


+ 


Start 


1 




End 


835 • 


Name 


OJ990915 13.9B04.C20.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


835 


GI 


6498441 




Score 


858 


Exons 


1..576, 766.-835 









GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


22926 




Seq. ID 


OJ990915_ 


13. 


9B04 


.C20 


Gene No. 


47709 




Strand 


+ 








Start 


1 




End 


835 








Name 


OJ990915 


_13.9B04.C20.ol.gs 


Method 


GENSCAN 








Start 


63 




End 


788 








GI 


none 




Score 


.63 








Exons 


63. .788 














Seq. No. 


22927 




Seq. ID 


OJ990915_ 


13. 


9B04 


.C21 


Gene No. 


47710 




Strand 










Start 


125 




End 


545 








Name 


OJ990915 


_13.9B04.C21. 61. gs" 


Method 


GENSCAN 








Start 


125 




End 


545 








GI 


none 




Score 


.47 








Exons 


125. .257, 


299. .417, 419. .545 












Seq. No. 


22928 




Seq. ID 


OJ990915_ 


18. 


9B01 


.CI 


Gene No. 


47711 




Strand 


+ 








Start 


28 




End 


1230 








Name 


OJ990915 


18.9B01.Cl.ol.gs 


Method 


GENSCAN 








Start 


28 




End 


1230 








GI 


none 




-Score 


. 97 








Exons 


28. .582, 


790.. 1230 












Seq. No. 


22928 




Seq. ID 


OJ990915_ 


18. 


9B01 


• CI 


Gene No. 


47712 




Strand 










Start 


23312 




End 


24997 








Name 


OJ990915_ 


18.9B01.Cl.o3.np 


Method 


AAT/NAP 








C-t- ^ ~4- 


'"■>—>—> 1 r\ 




End 


24997 








GI 


6911873 




Score 


282 









23178 




Exons 


23312. .23373, 24632. .24997 








GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22928 


Seq. ID 


OJ990915 18.9B01 


.CI 


Gene No. 


47712 


Strand 


+ 




Start 


23312 


End 


24997 




Name 


OJ990915_18 . 9B01 . CI . oo . gs 


Method 


GEN SCAN 




Start 


23934 


End 


24962 




GI 


none 


Score 


.63 




Exons 


23934 ..23963, 24358.. 244 62, 


24614. .24796, 24814. .24962 




Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47713 


Strand 






Start 


3120 


End 


4172 




Name 


OJ990915_18 . 9B01.Cl.o2.gs 


Method 


GENSCAN 




Start 


3120 


End 


4172 




GI 


none 


Score 


1 




Exons 


3120 . .4172 








Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47713 


Strand 






Start 


3120 


End 


4172 




Name 


OJ990915_18. 9B01.Cl.ol.np 


Method 


AAT/NAP • 




Start 


3303 


-End 


4151 




GI 


6911873 


- Score 


545 




Exons 


3303. .4151 








GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


CI 


Gene No. 


47714 


Strand 






Start 


5549 


End 


6448 




Name 


OJ990915 18. 9B01.Cl.ol.gp 


Method 


AAT/GAP 




Start 


5549 


End 


6448 




GI 


6547 1.R1084 


Score 


1316 




Exons 


5549. .6281, 6380. .6448 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 4 . Oe- 


52 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ? 






Seq. No.. ■ 


22928 


Seq. ID 


OJ990915_18.9B01. 


CI 


Gene No. 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o6.ts 


Method 


TBLASTX : Soybean 




Start 


3303 


End 


16005 




GI 


none 


Score 


65 




Exons 


3303.. 3524, 15784 16005, 15863.. 15982 






Seq. No. 


22928 


Seq. ID 


OJ990915_18. 9B01. 


CI 


Gene No . 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


3312 


End 


24993 




GI 


none 


Score 


74 




Exons • 


3312.. 3575, 3315.. 3647, 3657 


..3836, 3664. .3837, 3922. .3975, 



3924. .3971, 3975. .4007, 15793 .. 16056, 157 96 .. 16128 , 
16135. .16236, 16138 .. 16317 , 1614 5 .. 16318 , 22694 .. 2274 1, 
22745. .22 / / / , 24 631. .24 /32, 2 4 632. .24 775, 24713.. 24778, 
24820. .24993 



23179 



Seq. No. 


22928 


Seq. ID 


OJ990915JL8.9B01 


-CI 


Gene No. 


47715 


Strand. 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


3333 


End 


24993 




GI 


none 


Score 


64 




Exons 


3333.. 3827, 3357.. 3428, 3475 


'..3822, 3930. .4007, 15814.. 


163i 




15838. .15909, 15956 .. 16303, 


22700. .22807, 24641 .. 24775, 






24646. .24717, 24783 .. 24 992, 


24784 . .24993 




Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18. 9B01.Cl.ol. ts 


Method 


TBLASTX: Soybean 




Start 


3537 


End 


24930 




GI 


none 


Score 


71 




Exons 


3537.. 3833, 3550.. 3690, 3739 


..3846, 3897. .4007, 3907. .3987, 




16018. .16314, 16031. .16171, 


16220. .16327, 22655 .. 22780, 






22677. .22769, 24622 .. 24729, 


24635. .24775, 24781 .. 24 930, 






24786. .24917 








Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No . 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o6.tm 


Method 


TBLASTX: Maize 




Start 


5624 


End 


5970 




GI 


none 


Score 


171 




Exons 


5624.. 5833, 5625.. 5828, 5787 


..5813, 5834. .5869, 5915. .5968, 




5926. .5970, 5928. .5969 








Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o2.np 


Method 


AAT/NAP 




Start 


16965 


End 


21134 




GI 


4234852 


Score 


4432 




Exons 


16965. .20924, 20958.. 21134 








GI Descrip.. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


22928 


Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o7.tm 


Method 


TBLASTX: Maize 




Start 


17004 


End 


17462 




GI 


none 


Score 


55 




Exons 


17004. .17195, 17244. .17420, 


17403. .17462 




Seq. No. 


22928 


Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 


Strand 






Start 


16965 


End 


24993 




Name 


OJ990915 18.9B01.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


17016 


End 


17415 




GI 


none 


Score 


118 




Exons 


17016. .17411, 17182. .17415 








Seq. No. 


22928 


Seq. ID 


OJ990915_18.9B01 


.CI 



23180 




Gene No . 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1, 


. o4 . ts. 


Method 


TBLASTX: Soybean 




Start 


17019 






End 


17585 




GI 


none 






Score 


131 




Exons 


17019. 


.17210, 17199, 


, .17390, 


17403. .17585 




Seq. No. 


22928 






Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


,o3. tm 


Method 


TBLASTX: Maize 




Start 


17475 






End 


17906 




GI 


none 






Score 


126 




Exons 


17475. 


.17771 f 17476. 


, .17631, 


17745. .17906 




Seq. No. 


22928 






Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


17571 






End 


18351 




GI 


none 






Score 


154 




Exons 


17571. 


.18020, 17575. 


, .18021, 


17997. .18350, 18004 . .18351, 






18006. 


.18350 










Seq. No. 


22928 






Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No . 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17907 






End 


18350 




GI 


none 






Score 


136 




Exons 


17907. 


.18008, 18042. 


.18350, 


18043. .18333 




Seq. No. 


22928 






Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


18042 






End 


18479 




GI 


5509260 




Score 


41 




Exons 


18042. 


.18479, 18043. 


.18075, 


18118. .18390, 1844 6. .18472 




GI Descrip. 














Seq. No. 


22928 






Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


18132 






End 


18392 




GI 


none 






Score 


116 




Exons 


18132. 


.18392, 18154. 


.18390 








Seq. No. 


22928 






Seq. ID 


OJ990915JL8.9B01 


.CI 


Gene No. 


47715 






Strand 






Start 


16965 






End 


24993 




Name 


OJ990915 18.9B01.C1. 


o5 . ts 


Method . 


TBLASTX : Soybean 




Start 


18990 






End 


19376 




GI 


none 






Score 


7-7 




IJAWHO 


i n r\ r\ r\ 


.19163, 19167. 


. 19376, 


1919b. . 193/4 





23181 




Seq. No. . 


22928 




Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18.9B01.C1 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18993 




End 


19655 




GI 


none 




Score 


35 




Exons 


18993. .19091, 19018 


. . 19092, 


19071. .19376, 19093. .19353, 






19416. .19655, 19417 


. . 19641 








Seq. No. 


22928 




Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18 . 9B01 .CI 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


18996 




End 


19376 




GI 


none 




Score 


123 




Exons 


18996. .19163, 19176 


. . 19376 








Seq. No. 


22928 




Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18 . 9B01 .CI 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19182 




End 


19640 




GI 


none 




Score 


80 




Exons 


19182. . 19367, 19204 


. . 19365, 


19416. . 19640 




Seq. No. 


22928 




Seq. ID 


OJ990915_18. 9B01 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18 . 9B01 .CI , 


.o3 - ts 


Method 


TBLASTX : Soybean 




Start 


19431 




End 


19817 




GI 


none 




Score 


122 




Exons 


19431. .19817, 19600. 


. .19806 








Seq. No. 


22928 




Seq. ID 


OJ990915_18.9B01 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18 . 9B01 .CI , 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19674 




End 


20111 




GI 


none 




Score 


115 




Exons 


19674 . . 19844, 19914 . 


. .20111 








Seq. No. 


22928 




Seq. ID 


OJ990915_18. 9B01, 


.CI 


Gene No. 


47715 




Strand 






Start 


16965 




End 


24993 




Name 


OJ990915_18. 9B01.C1. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


20031 




End 


21042 




GI. 


none 




Score 


50 




Exons 


20031 . . 20096 f 20137 . 


.20187, 


20292. .20423, 20311 .. 20352 , 






20433.- .21041, 20463. 


.20717, 


20464. .21042 




Seq. No. 


22929 




Seq. ID 


OJ990915_18. 9B01, 


,C2 


Gene No. 


47716 




Strand 






Start ; 


2115 




End 


2729 




Name 


OJ990915 18.9B01.C2. 


o2 . gs 


Method 


GENSCAN 




Start 


2115 


End 


2729 




CI 


none 




Score 


.53 




Exons * 


2115. .2168, 2655. .2729 









23182 



Seq. No. 22930 Seq. ID 

Gene No. 47717 Strand 

Start 3605 End 

Name OJ990915_18 . 9B01 . C3 . ol . gs Method 

Start 3605 End 

GI none Score 
Exons 



OJ990915_18.9B01.C3 
+ 

8938 
GEN SCAN 
8820 
.71 



3605. .3701, 4731. .4886, 4965. .5075, 5610. .6069, 6111. .6260, 
6278. .6508, 6648. .6720, 7883. .8153, 8248. .8321, 8689. .8820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18.9B01.C3 



22930 Seq. ID OJ990915_ 

47717 Strand + 

3605 End 8938 

OJ990915_18 . 9B01 . C3 . ol . np Method AAT/NAP 

6646 End 8174 

6815062 Score 549 

6646.. 6720, 7883.. 8174 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22930 Seq. ID OJ990915_18 . 9B01 . C3 

47717 Strand + 

3605 End ' 8938 

0 J990 915_18 .9B01.C3.o2. np Method AAT/NAP 

8241 End 89'38 

5922623 Score 323 

8241. .8321, 8689. .8938 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



22930 
47718 
7473 

OJ990915_18 . 9B01 . C3 . ol . gp 
7473 

58045^2. R1084 
7473.. 7551 

'2224899 3.0e-25 (U67133) 
[Petroselinum crispum] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_18.9B01.C3 

7551 
AAT/GAP 
7551 
114 



DNA-binding protein PcMYBl 



Seq. No. 


22930 










Seq. ID 


OJ990915_18.9B01 


.C3 


Gene No. 


47719 










Strand 






Start 


7991 










End 


8176 




Name 


OJ990915 18 


.9B01 


.C3 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7991 










End 


8176 




GI 


none 










Score 


218 




Exons 


7991. .8176, 


7993 


. .8 


169 










Seq. No. 


22931 










Seq. ID 


OJ990915_18.9B01 


.C4 


Gene No . 


47720 










Strand . 


+ 




Start " 


145 










End 


222 




Name 


OJ990915 18 


. 9B01 


,C4 


.ol 


. gs 


Method 


GENSCAN 




Start 


145 










End 


222 




GI 


none 










Score 


.51 




Exons 


145. .222 

















23183 




Seq. No. 


22931 


Seq. ID 


OJ990915_18 . 9B01 . 


C4 


Gene No. 


47721 


Strand 


+ 




Start 


824 


End 


4052 




Name 


OJ990915 18.9B01.C4.ol.np 


Method 


AAT/NAP 




Start 


824 


End 


4052 




GI 


6907089 


Score 


4096 




Exons 


824. .2085, 2185. .4052 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22931 


Seq. ID 


OJ990915_18.9B01. 


C4 


Gene No. 


47721 


Strand 


+ 




Start 


824 


End . 


4052 




Name 


OJ990915 18.9B01.C4.o2.gs 


Method 


GENSCAN 




Start 


824 


End 


4009 




GI 


none 


Score 


. 47 




Exons 


824. .4009 








Seq. No. 


22931 


Seq. ID 


OJ9909l5_l8 . 9B01 . 


C4 


Gene No. 


47722 


Strand 


+ 




Start 


8872 


End 


14018 




Name 


OJ990915 18.9B01.C4.o4.np 


Method 


AAT/NAP 




Start 


8872 


End 


14018 




GI 


6815062 


Score 


1405 




Exons 


8872. .8893, 11958 .. 12551 , 


12634. . 12732, 


12810. .13149, 






13778. .14018 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


: BAC 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 








Seq. No. 


22931 


Seq. ID 


OJ990915 18.9B01. 


C4 


Gene No. 


47722 


Strand 


+ 




Start 


8872 


End 


14018 




Name 


OJ990915 18.9B01.C4.o3.np 


Method 


AAT/NAP 




Start 


10880 


End 


13061 




GI 


5922623 


Score 


419 




Exons 


10880. .10960, 11328.. 11475 


, 11643. .11718, 12848. .13061 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199.il 


(AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 


22931 


Seq. ID 


OJ9909l5_l8. 9B01. 


C4 


Gene No. 


47722 


Strand 


+ 




Start 


8872 


End 


14018 




Name 


OJ990915 18.9B01.C4.o5.gs 


Method 


GENSCAN 




Start 


11334 


End 


13163 




GI 


none 


Score 


.69 




Exons 


11334. .11459, 11882. .12242 


, 12448. .12551, 12634., , 12732 , 






12810. .13163 








Seq. No. 


22931 


Seq. ID 


OJ9909l5_l8.9B0l. 


C4 


Gene No. 


47723 


Strand 






Start 


4648 


End 


10803 




Name 


OJ990915 18.9B01.C4.o3.gs 


Method 


GENSCAN 




Start 


4648 


End 


8313 




GI 


none 


Score 


l 





Exons 4648.. 8313 



23184 



Seq- No. 22931 Seq. ID OJ990915_18 . 9B01 . C4 

Gene No. 47723 Strand 

Start 4648 End 10803 

Name OJ990915_18.9B01.C4.o2.np Method AAT/NAP 

Start 4651 End 10297 

GI 6498441 Score 6822 

Exons 4651. .4932, 5026. .6423, 6595. .7077, 7270. .7510, 7685. .7819, 

8003.. 8376, 8440.. 8903, 9234.. 10297 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 




Gene No. 


47723 








Strand 


~ 




Start 


4648 








End 


10803 




Name 


OJ990915 18. 


9B01 


.C4.o4. 


gs 


Method 


GENSCAN 




Start 


8377 








End 


10803 




GI 


none 








Score 


.99 




Exons 


8377 . . 10803 














Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 


C4 


Gene No. 


47724 








Strand 






Start 


13523 








End 


14180 




Name 


OJ990915 18. 


9B01 


,C4.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4660 








End 


5262 




GI 


none 








Score 


177 




Exons 


4660. .4785, 


4978 


. .5262, 


4979. 


. 5257 






Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 


C4 


Gene No. 


47724 








Strand 


— 




Start 


13523 








End 


14180 




Name 


OJ990915 18. 


9B01 


.C4 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5263 








End 


5644 




GI 


none 








Score 


161 




Exons 


5263. .5643, 


5294 


. .5542, 


5588. 


.5644 






Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 


C4 


Gene ' No . 


A 1 *7 O A 
4 / / 24 








Strand 






Start 


13523 








End 


14180 




Name 


OJ990915 18. 


9B01 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5458 








End 


5781 




GI 


none 








Score 


178 




Exons 


5458. .5781, 


5471 


. .5764 










Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 


C4 


Gene No. 


47724 








Strand 






Start 


13523 








End 


14180 




Name 


OJ990915 18. 


9B01 


.C4.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


5974 ■ 








End 


6286 




GI 


none 








Score 


63 




Exons 


5974. .6234, 


6110 


. .6286 










Seq. No. 


22931 








Seq. ID 


OJ990915_18.9B01. 


C4 


Gene No. 


47724 , 








Strand 






C4--, 

u i_ a. j_ i_ 


1 -1 1- ^ -v 








hind / 


14180 




Name 


OJ990915JL8. 


9B01 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 





23185 




Start ' 


6034 






End ' 


6600 


GI 


5666795 






Score 


68 


Exons 


6034. .6234, 


6289 


..6426, 6502. 


.6600 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


22931 






Seq. ID 


'OJ990915_18.9B01.C4 


Gene No. 


47724 






Strand 




Start 


13523 






End 


14180 


Name 


OJ990915 18 


. 9B01 


. C4 . o5 . tw 


Method 


TBLASTX: Wheat 


Start 


6289 






End 


6747 


GI 


none 






Score 


87 


Exons 


6289. . 6438, 


6290 


..6427, 6485. 


.6658, 6499. .6747, 6499.. 6723 


Seq. No. 


22931 






Seq. ID 


OJ990915 18 9B01 C4 


Gene No. 


47724 






Strand 




Start 


13523 






End 


14180 


Name 


OJ990915 18 


. 9B01 


.C4 .ol . ts 


Method 


TBLASTX • Sovbean 


Start 


7348 






End 


7719 


GI 


none 






Score 


85 


Exons 


7348. .7719, 


7559 


. .7702 






Seq. No. 


22931 






Seq. ID 


OJ990915_18.9B01.C4 


Gene No. 


47724 






Strand 




Start 


13523 






End 


14180 


Name 


OJ990915 18, 


. 9B01 


C4 o2 tw 


Method 


TBLASTX : Wheat 


Start 


7373 ~ 






End 


7798 


GI 


none 






Score 


334 


Exons 


7373. .7798, 


7378 


. .7797 






Seq. No. 


22931 






Seq. ID 


OJ990915_18.9B01.C4 


Gene No. 


47724 






Strand 




Start 


13523 






End 


14180 


Name 


OJ990915 18. 


. 9B01 


.C4 ,o4 . tm 


Method 


TBLASTX: Maize 


Start 


7471 






End 


7855 


GI 


none 






Score 


221 


Exons 


7471. .7854, 


7490, 


..7855 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

*j i_ ax. i_ 

Name 



22931 
47724 
13523 

OJ990915_18.9B01.C4 .o2.tm 

7882 

none 

7882. .8187, 7882. .8238, 7892. 

22931 
47724 
13523 

,OJ990915_18.9B01.C4 .ol.tw 
7906 
none 



22931 
47724 

-I i rn i 

OJ990915 18.9B01.C4.o3.ts 



Seq. ID OJ990915_18. 9B01.C4 
Strand 
End 

Method 
End 
Score 
.8203 



14180 

TBLASTX: Maize 

8238 

116 



Seq. ID OJ990915_18.9B01.C4 
Strand 
End 

Method 
End 
Score 



14180 

TBLASTX: Wheat 

8369 

400 



7906. .8367, 7907. .8368, 7926. .8369 



Seq. ID 

Strand 

End 

Method 



OJ990915_18.9B01.C4 
14180 

TBLASTX: Soybean 



23186 




Start 


7963 




End 


8328 


GI 


none 




Score 


117 


Exons 


7963. . 8097, 


8104 . . 8328 






Seq. No. 


22931 




Seq. ID 


OJ990915_18. 9B01.C4 


Gene No. 


47724 




Strand 




Start 


13523 




End 


14180 


Name 


OJ990915_18 . 


9B01.C4.o3.tw 


Method 


TBLASTX: Wheat 


Start 


8533 




End 


9019 


GI 


none 




Score 


172 


Exons 


8533 . . 9018, 


8537. .8824, 8846. .9019 




Seq. No. 


22931 




Seq. ID 


OJ990915_18. 9B01.C4 


Gene No. 


47724 




Strand 




Start 


13523 




End 


14180 


Name 


OJ990915_18 . 


9B01.C4.o6.tw. 


Method 


TBLASTX: Wheat 


Start 


9757 




End 


10149 


GI 


none 




Score 


88 


Exons 


9757 . . 10014, 


9791. .10030, 9997. .10095, 


9998 . . 10078, 10102 . 


Seq. No. 


22931 




Seq. ID 


OJ990915_18 . 9B01 -C4 


Gene No. 


47724 




Strand 




Start 


• 13523 




End 


14180 ■ 


Name 


OJ990915_18 . 


9B01.C4.o5.tm 


Method 


TBLASTX: Maize 


Start 


9859 




End 


10144 


GI 


none 




Score 


103 


Exons 


9859. . 10107, 


9860. .10144 






Seq. No. 


22931 




Seq. ID 


OJ990915_18 . 9B01 .C4 


Gene No. 


47724 




Strand 




Start 


13523 




End 


14180 


Name 


OJ990915_18 . 


9B01.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


11957 




End 


12358 


GI 


none 




Score 


54 


Exons 


11957 . . 12019 


», 12047. .12358, 


12049. .12354, 12071. .12358 


Seq. No. 


22931 




Seq. ID 


OJ990915_18.9B01.C4 


Gene No. 


47724 




Strand 




Start 


13523 




End 


14180 


Name 


OJ990915 18. 


9B01.C4.o6.gs 


Method 


GEN SCAN 


Start . 


13523 




End 


14180 


GI 


none 




Score 


.88 


Exons 


13523. .13672, 13737 .. 13802 , 


13867. .14062, 14099. .14180 


Seq. No. 


22932 




Seq. ID 


OJ990915_18. 9B01.C5 


Gene No. 


47725 




Strand 


+ 


Start 


743 




End 


3374 


Name 


OJ990915 18. 


9B01.C5.ol.gs 


Method 


GENSCAN 


Start 


743 




End 


3374 


GI 


none 




Score 


. 62 


Exons 


743..883, 1029. .1427, 1565. 


.1661, 2098 


..2387, 2560. .2769, 




2897. .3136, 


3237. .3374 






Seq. No. 


22932 




. Seq. ID 


OJ990915_18. 9B01.C5 


Gene No. 


47725 




"Strand 


+ 


C+- -» ~4- 






End 


3374 


Name 


OJ990915_18. 


9B01.C5.ol.np 


Method 


AAT/NAP 



23187 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



833 End 3371 

169777 Score 2388 

833. .883, 1029. .1427, 1565. .1729, 2124. .2387, 2560. .2769, 

2897.. 3148, 3249.. 3371 

(L10345) beta-amylase [Oryza sativa] 



22932 
47726 
1860 

OJ990915_18 . 9B01 . C5 . ol, tm 

784 

none 



Seq. ID OJ990915_18.9B01.C5 
Strand 

End 3428 

Method TBLASTX: Maize 

End 3428 

Score 67 



784. .882, 809. .886, 824. .880, 1028. .1099, 1028. .1438, 
1029. .1439, 1236.. 1442, 1538. .1729, 1562.. 1729, 1563.. 1736, 
2115. .2387, 2123. .2389, 2124. .2393, 2557. .2772, 2561. .2770, 
2562. .2777, 2893. .3138, 2894. .3136, 2895. .3143, 2896. .3138, 
3235.. 3393, 3236.. 3424, 3237.. 3398, 3237.. 3428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22932 
47726 
1860 

OJ990915_18.9B01.C5.ol.ts 

1028 

none ■ 



Seq. ID OJ990915_18.9B01.C5 
Strand 

End 3428 

Method TBLASTX : Soybean 

End 3133 

Score 403 



1028. .1087, 1149. .1439, 1172. .1423, 1299. .1427, 1562. .1726, 
1564. .1725, 2121. .2393, 2123. .2389, 2557. .2781, 2562. .2780, 
2893.. 3129, 2894.. 3133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22932 
47726 
1860 

OJ990915_18.9B01.C5.ol.tw 

1089 

none 



Seq. ID OJ990915_18. 9B01.C5 
Strand 

End 3428 

Method TBLASTX : Wheat 

End 1651 

Score 44 9 



1089. .1187, 1149. .1448, 1160. .1438, 1236 .. 1442, 1538 1651, 
1562. .1651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22932 . . 

47726 

1860 

OJ990915_18 . 9B01 .C5.ol.tc 

1149 

none 



Seq. ID OJ990915_18-9B01.es 
Strand 

End 3428 

Method TBLASTX: Cress 

End 3133 

Score 393 



1149. .1439, 1172. .1420, 1236. .1442, 1562. .1726, 1567. .1725, 
2115. .2378, 2121. .2393, 2123. .2389, 2545. .2772, 2562. .2621, 
2655.. 2777, 2894.. 3133, 2896.. 3066 



Seq. No. 22932 

Gene No. 47726 

Start 1860 

Name OJ990915_18 . 9B01 . C5 . o2 . tw 

Start 1651 

GI none 

Exons 1651.. 1728, 
. 2126. .2311 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_18. 9B01.C5 
3428 

TBLASTX: Wheat 

2312 

126 



1652. .1729, 1656. .1736, 2122. .2277, 2124. .2312, 



Seq. No. 



22932 



Seq. ID OJ990915_18.9B01.C5 



23188 



Gene No. 47726 Strand 

Start 1860 End 3428 

Name OJ990915_18 . 9B01 . C5 . ol . gp Method • AAT/GAP 

Start 1860 End 2310 

GI uC-osflM202043fl2bl Score 874 

Exons I860.. 2310 

GI Descrip. '169777 4.0e-33 (L10345) beta-amylase [Oryza sativa]' 



Seq. No. 22932 Seq. ID 

Gene No. 47726. Strand 

Start 18 60 End 

Name OJ990915_18 . 9B01 . C5 .o3 . tw . Method 

Start 2542 End 

GI none Score 

Exons 2542.. 2715, 2562.. 2618 



OJ990915_18.9B01.C5 
3428 

TBLASTX: Wheat 

2715 

199 



Seq. No. . 22933 Seq. ID 

Gene No. * 47727 Strand 

Start 5100 End 

Name OJ990915_18 . 9B01 . C6 . o2 . gs Method 

Start 5100 End 

GI none Score 

Exons 5100.. 5395, 6148.. 7456 



OJ990915_18.9B01.C6 
+ 

7456 
GENS CAN 
7456 
.74 



Seq. No. 22934 Seq. ID OJ990915_18 . 9B01 . C7 

Gene No. 47728 Strand + 

Start 266 End 504 

Name OJ990915_18 . 9B01 . C7 . ol . np Method AAT/NAP 

Start 266 End .504 

GI 6815062 Score 298 

Exons 266.. 504 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


22934 






Seq. ID 


OJ990915_18.9B01. 


C7 


Gene No . 


47729 






Strand 






Start 


277 






End 


398 




Name 


OJ990915 18 


.9B01.C7 


. ol . gs 


Method 


GENSCAN 




Start 


277 






End 


398 




GI 


none 






Score 


.51 




Exons 


277 .'.398 












Seq. No. 


22935 






Seq. ID 


OJ990915_12. 9B12. 


CI 


Gene No. 


47730 






Strand 


+ 




Start 


1 






End 


759 




Name 


OJ990915 12 


.9B12.C1 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End . 


759 




GI 


5257279 






Score 


1104 




Exons 


1. .759 












GI Descrip. 


(AP000364) 


Similar ■ 


to Transposon MAGGY 


gag and pol gene 






homologues . 


{L35053 


) [Oryza 


sativa] 






Seq. No. 


22935 






Seq. ID 


OJ990915_12.9B12. 


CI 


Gene No. 


47730 






Strand 


+ 




Start 


I 






End 


759 




Name 


OJ990915 12 


.9B12.C1 


. o2 . tm 


Method 


TBLASTX: Maize 





23189 



Start 
GI 

Exons 



1 

none 

1..237, 16. 



,192 



End 
Score 



237 
218 



Seq. No. 22935 Seq. ID 

Gene No. 47730 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . CI . ol . tw Method 

Start 1 End 

GI .none Score 

Exons 1..357, 3.. 329 

Seq. No. 22935 Seq. ID 

Gene No. 47730 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . CI . ol . tc Method 

Start 4 End 

GI none Score 

Exons 4.. 393 



OJ990915_12.9B12.C1 
+ 

759 

TBLASTX: Wheat 

357 

435 



OJ990915_12.9B12.C1 
+ 

759 

TBLASTX: Cress 

393 

176 



Seq. No. 22935 Seq. ID 

Gene No. 47730 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . CI . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55. . 698 



OJ990915_12.9B12.C1 
+ 

759 

GEN SCAN 

698 

.99 



Seq. No. 22935 Seq. ID 

Gene No. 47730 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . CI . ol . tm Method 

Start 244 End 

GI none ' Score 

Exons 244. .423, 409. .744, 570. .722 



OJ990915_12. 9B12.C1 
+ 

759 

TBLASTX: Maize 

744 

159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Naiue 
Start 



22935 
47730 
1 

OJ990915_12.9B12.Cl.ol.ts 

298 

none 

298. .330, 315. .374, 334. .693, 

22935 
47730 
1 

OJ990915JL2 . 9B12 . CI . o2 . tw 

406 

none 

406. .759, 450. .758 

22936 
47731 
1 



1 



Seq. ID 

Strand 

End 

Method 
End 
Score 
450. .665 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990915_12.9B12.C1 
+ 

759 

TBLASTX : Soybean 

693 

56 



OJ990915_12.9B12.C1 
+ 

759 

TBLASTX: Wheat 

759 

420 



OJ990915_12. 9B12.C3 

1312 

AAT/NAP 

1312 



23190 




GI 


5257279 


Score 


401 




Exons 


1..289, 337.. 1023, 1246.. 1312 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza sativa] 






Seq. No. 


22936 


Seq. ID 


OJ990915_12. 9B12. 


>C3 


Gene No. 


' 47731 


Strand 






Start 


1 


End 


1312 




Name 


OJ990915 12.9B12.C3.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1270 




GI 


4680179 


Score 


510 




Exons 


1 . . Ill, 214 . . 1270 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


22936 


Seq. ID 


OJ990915 12.9B12. 


C3 


Gene No. 


47731 


Strand 






Start 


1 


End 


1312 




Name 


OJ990915 12.9B12.C3.ol.gs 


Method 


GENS CAN 




Start 


25 


End 


1147 




GI 


none 


Score 


.47 




Exons 


25. .1147 








Seq. No . 


22936 


Seq. ID 


OJ990915 12.9B12. 


C3 


Gene No. 


47731 


Strand 






Start 


1 


End 


1312 




Name 


OJ990915 12.9B12.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


392 


End 


793 




GI 


none 


Score 


242 




Exons 


392. .793 








Seq. No. 


22936 


Seq. ID 


OJ990915_12.9B12. 


C3 


Gene No. 


47731 


Strand 






Start 


1 


End 


1312 




Name 


OJ990915 12.9B12.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


674 


End 


1051 




GI 


none 


Score 


60 




Exons 


674. .1051, 933. .1034 








Seq. No. 


22937 


Seq. ID 


OJ990915_12.9B12. 


C4' 


Gene No . 


47732 


Strand 






Start 


1 


End 


5369 




Name 


OJ990915 12.9B12.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5133 




GI 


4680179 


Score 


4005 




Exons 


1..2938, 3041. .3916, 5004. .5133 






GI Descrip. 


(AF11170.9) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


22937 


Seq. ID 


OJ990915_12.9B12. 


C4 


Gene No. 


47732 


Strand 






Start 


1 


End 


5369 




Name 


OJ990915 12.9B12.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


524 




GI 


none 


Score 


263 




Exons 


3. .524, 4. .429 








Seq. No. 


22937 


Seq. ID 


Oj990915_12. yB12. 


C4 


Gene No . 


47732 


Strand 







23191 



Start 1 End 

Name OJ990915_12 . 9B12 . C4 . 06 . tm Method 

Start 3 End 

GI none Score 

Exons 3. .239, 25. .240 

Seq. No. 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . C4 . o2 . tm Method 

Start - 24 6 End 

GI none Score 

Exons 246. .551, 249.-566, 493.. 564 

Seq. No. 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . C4 . o2 . ts Method 

Start 483 End 

GI none • Score 

Exons 483. .611, 483. .731, 493. .738 

Seq. No. . 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . C4 . ol . tc Method 

' Start 507 End 

GI none Score 

Exons 507.. 650, 523.. 648, 651.. 803, 651.. 824 

Seq. No. 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . C4 . o2 . tw Method 

Start 531 End 

GI none Score 

Exons 531.. 1055, 535.. 903 

Seq. No. 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 

Name OJ990915_12 . 9B12 . C4 . o5 . tm Method 

Start 567 End 

GI none Score 

Exons 567.. 884, 568.. 771, 582.. 845 

Seq. No. 22937 Seq. ID 

Gene No. 47732 ' Strand 

Start 1 End 

Name OJ990915JL2 . 9B12 . C4 . ol . tm Method 

Start 1088 End 

GI - none Score 

Exons 1088.. 1450, 1098.. 1451, 1150.. 1449 

Seq. No. 22937 Seq. ID 

Gene No. 47732 Strand 

Start 1 End 



5369 

TBLASTX: Maize 

240 

143 



OJ990915_12.9B12.C4 
5369 

TBLASTX: Maize 

566 

202 



OJ990915_12.9B12.C4 
5369 

TBLASTX: Soybean 

738 

74 



OJ990915_12 . 9B12:-.:C4 
5369 

TBLASTX: Cress 

824 

101 



OJ990915_12.9B12.C4 
5369 

TBLASTX: Wheat 

1055 

262 



OJ990915_12.9B12.C4 
5369 

TBLASTX: Maize 

884 

124 



OJ990915_12. 9B12.C4 
5369 

TBLASTX: Maize 

1451 

219 



OJ990915 12.9B12.C4 



5369 



23192 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

n -i — . ^~-t~ 

Name 



OJ990915_12. 

1098 

none 

1098. .1523, 

22937 
47732 
1 

OJ990915_12. 

1272 

none 

1272. .1517 

22937 
47732 
1 

OJ990915_12. 

1488 

none 

1488. .1823, 

22937 ■ 

47732 

1 

OJ990915_12. 

1530 

none 

1530. .1826, 

22937 
47732 
1 

OJ990915_12. 

1539 

none 

1539. .1898, 

22937 
47732 
1 

OJ990915_12. 

1875 

none 

1875. .2357, 



9B12.C4.ol.tw 
1100. .1462, 1113. 

9B12.C4.o3.ts 



Method TBLASTX : Wheat 

End 1524 

.Score 112 
.1466, 1135.. 1524 

Seq. ID OJ990915_12.9B12.C4 
Strand 

End 5369 

Method TBLASTX : Soybean 

End 1517 

Score 210 



9B12.C4.o3.tm 
1510. .1662, 1809. 

9B12.C4.o5. tw 
1567. .1809 

9B12.C4.ol.ts 
1567. .1920, 1902. 

9B12.C4.o3.tw 
1884.. 2330, 1903. 



Seq. ID OJ990915_12.9B12.C4 
Strand 

5369 

TBLASTX: Maize 
1988 
59 



End 

Method 
End 
Score 
.1988 



Seq. ID OJ990915__12.9B12.C4 
Strand 

End 5369 

Method TBLASTX : Wheat 

End 1826 

Score 186 



Seq. ID OJ990915_12. 9B12.C4 
Strand 

5369 

TBLASTX : Soybean 
1934 
198 



End 

Method 
End 
Score 
.1934 



Seq. ID- OJ990915_12.9B12.C4 
Strand ' - 

5369 

TBLASTX: Wheat 
2358 
165 



End 

Method 
End 
Score 
.2358 



22937 
47732 
1 

OJ990915_12 . 9B12 .C4 . o4 . tm 

2058 

none 

2058.. 2336, 2058.. 2345, 2059. 

22937 
47732 
± 

OJ990915 12.9B12.C4.o6.tw 



Seq. ID OJ990915_12.9B12.C4 
Strand 

5369 

TBLASTX: Maize* 
2346 
89 



End 

Method 
End 
Score 
.2346 



Seq. ID OJ990915_12. 9B12.C4 
Strand 

End 5369 

Method TBLASTX : Wheat 



23193 



Start 2505 

GI none 

Exons 2505.. 2669, 2518.. 2673, 2682. 

Seq. No. 22937 

Gene No. 47732 

Start 1 

Name OJ990915_12 . 9B12 . C4 . 08 . tm 

Start 2586 

GI none 

Exons 2586.. 2903, 2586.. 2909, 2797. 

Seq. No. 22937 

Gene No. 47732 

Start 1 

Name OJ990915_12 . 9B12 . C4 . o7 . tm 

Start 3219 

GI none 

Exons 3219.. 3620 



End 2904 
Score 85 
.2903, 2749.. 2904 



Seq. ID OJ990915_12. 9B12.C4 
Strand 

5369 

TBLASTX: Maize 
2910 
72 



End 

Method 
End 
Score 
.2910 



Seq. ID OJ990915_12. 9B12.C4 
Strand 

End 5369 

Method TBLASTX : Maize 

End 3620 

Score 234 



Seq. No. 22937 

Gene No. 47732 

Start 1 

Name • '■' ■ OJ990915_12 . 9B12 .C4\ o7 . tw 

Start 3501 

GI none 

Exons 3501.. 3878 



Seq. ID OJ990915_12.9B12.C4 
Strand 

End 5369 

Method TBLASTX : Wheat 

End 3878 

Score 254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Nfe v * v 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



22937 Seq. ID 

47732 Strand 

1 End 

OJ990915_12 . 9B12 .C4 .02 .np Method 

4588 End 

6002794 Score 
4588. .5369 

(AF149813) unknown [Oryza sativa] 



OJ990915__12.9B12.C4 

5369 
AAT/NAP 
5369 
1252 



22938 Seq. ID 

47733 Strand 
1 End 
OJ990915_12. 9B12.C5.ol.np Method 
1 End 
6907087 Score 
1..84, 160. .261 

(AP001129) ESTs C72771(E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990915_12.9B12.C5 
+ 

261 ' 
AAT/NAP 
261 
150 



Seq. No. 22938 Seq. ID 

Gene No. 47734 Strand 

Start 724 ^ End 

Name OJ990915_12 . 9B12 .C5.ol.gp Method 

Start 724 End 

GI uC-osflcyp033a04bl Score 

Exons 724.. 1106 

GI Descrip. : 6016845/dbj \ AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990915_12. 9B12.C5 
+ 

1106 
AAT/GAP 
1106 
680 



23194 



Seq. No. 22938 

Gene No. 47735 

Start 5977 

Name OJ990915_12 . 9B12 . C5 . o2 . gs 

Start 5977 

GI none 

Exons 5977.. 6058, 6173.. 6255, 7085. 

Seq. No. 22938 

Gene No. 47735 

Start 5977 

Name OJ990915_12 . 9B12 . C5 . o2 . gp 

Start 6516 

GI 5667165 

Exons 6516.. 6707 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7531 



OJ990915_ 
+ 

7531 
GENSCAN 
7531 
.54 



12.9B12.C5 



Seq. ID OJ990915_12.9B12.C5 

Strand + 

End 7531 

Method AAT/GAP 

End 6707 

Score 360 



5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 22938 

Gene No. 47736 

Start 154 

Name OJ990915_12 . 9B12 . C5 . ol . gs 

Start 154 

GI none 
Exons 



Seq. ID OJ990915_12. 9B12.C5 



Strand 
End 

Method 

End 

Score 



4426 
GENSCAN 
4426 
.59 



154. .260, 2101. .2271, 3119. .3255, 4386. .4426 



Seq. No. 


22938 


Seq. ID 


OJ990915_12. 


9B12 


■ C5 


Gene No. 


47736 


Strand 








Start 


154 


End 


4426 






Name 


OJ990915 12.9B12.C5.o2.np 


Method 


AAT/NAP 






Start 


653 


End 


2601 






GI 


4680186 


Score 


244 






Exons 


653. .857, 2572. .2601 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


22938 


Seq. ID 


OJ990915_12. 


9B12 


.C5 


Gene No. 


47737 


Strand 








Start 


8768 


End 


10505 






Name 


OJ990915 12. 9B12.C5.o3.np 


Method 


AAT/NAP 






Start 


8739 


End 


10505 






GI 


4680179 


Score 


2132 






Exons 


8739. .10505 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


22938 


Seq. ID 


OJ990915_12. 


9B12 


.C5 


Gene No. 


47737 


Strand 








Start 


8768 


End 


10505 






Name 


OJ990915 12.9B12.C5.o3.gs 


Method 


GENSCAN 






Start 


8768 


End 


10417 






GI 


none 


Score 


.77 






Exons 


8768. .9400, 9509. .10417 










Seq. No. 


22938 


Seq. ID 


OJ990915_12. 


9B12 


.C5 


Gene No. 


47737 . 


Strand 








Start 


8768 


End 


10505 






Name 


OJ990915 12.9B12.C5.o3.tw 


Method 


TBLASTX: Wheat 





23195 



Start 


8783 








End 


9116 


GI 


none 








Score 


94 


Exons 


8783. . 9115, 


8804 


. .8941, 


8835. 


. 9116 




Seq. No. 


22938 








Seq. ID 


OJ990915_12 . 9B12 .C5 


Gene No. 


47737 








Strand 




Start 


8768 








End 


10505 


Name 


OJ990915_12. 


. 9B12 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8798 








End 


8956 


GI 


none 








Score 


189 


Exons 


8798. .8956 












Seq. No. 


22938 








Seq. ID 


OJ990915_12 . 9B12 .C5 


Gene No. 


47737 








Strand 




Start 


8768 








End 


10505 


Name 


OJ990915_12. 


.9B12 


. CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8966 








End 


9559 


GI 


none 








Score 


64 


Exons 


8966. . 9061, 


8966 


. . 9400, 


8976. 


.9404, 9136. .9408, 9404. .9559 




9408. .9554 












Seq. No. 


22938 








Seq. ID 


OJ990915_12> 9B12 .C5 


Gene No. 


47737 








Strand 


— 


Start 


8768 








End 


10505 


Name 


OJ990915 12. 


9B12 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9116 








End 


9742 


GI 


none 








Score 


316 


Exons 


9116. . 9742, 


9117 


. . 9686 








Seq. No. 


22938 








Seq. ID 


OJ990915_12.9B12.C5 


Gene No. 


47737 








Strand 




Start 


8768 








End 


10505 


Name 


OJ990915 12. 


9B12 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9611 








End 


9903 


GI 


none 








Score 


237 


Exons 


9611. . 9901, 


9615 


. . 9890, 


9751. 


.9903 




Seq. No. 


22938 








Seq. ID 


OJ990915_12.9B12.C5. 


Gene No. 


47737 








Strand 




Start 


8768 








End 


10505 


Name 


OJ990915_12 . 


9B12 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9701 








End 


9956 


GI 


none 








Score 


178 


Exons 


9701. .9949, 


9702 


. . 9956 








Seq. No. 


22938 








Seq. ID 


O'J990915_12.9B12.C5 


Gene No. 


47737 








Strand 




Start 


8768 








End 


10505 


Name 


OJ990915_12 . 


9B12 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9725 








End 


10042 


GI 


none 








Score 


101 


Exons 


9725. . 9868, 


9741, 


. . 9866, 


9869. 


.10042, 9923.. 10021 


Seq. No. 


22938 








Seq. ID 


OJ990915_12. 9B12.C5 


Gene No. 


47737 








"Strand 




Start 


6768 








End 


10505 


Name 


OJ990915 12. 


9B12, 


>C5.o2. 


tw 


Method 


TBLASTX: Wheat 



23196 




Start 


9749 






End 


10273 


GI ^ ' 


none 






Score 


251 


Exons 


9749. .10273, 


9753. .10070 






Seq. No. 


22938 






Seq. ID 


OJ990915_12.9B12.C5 


Gene No . 


47737 






Strand 




Start 


8768 






End 


10505 


Name 


OJ990915 12. 


9B12 . 


C5 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


10316 






End 


10495 


GI 


none 






Score 


. 96 


Exons 


10316. .10495, 10319. .10486, 


10368. .10493 


Seq. No. 


22938 






Seq. ID 


OJ990915_12.9B12.C5 


Gene No. 


47737 






Strand 




Start 


8768 






End 


10505 


Name 


OJ990915 12. 


9B12. 


C5.o4 . tw 


Method 


TBLASTX: Wheat 


Start 


10316 






End 


10495 


GI 


none 






Score 


71 


Exons 


10316. .10495, 10318. .10464, 


10331. .10471, 10353.. 10493 


Seq. No. 


22939 






Seq. ID 


OJ990915_12.9B12.C6 


Gene No . 


47738 






Strand 




Start 


4057 






End 


4548 


Name 


OJ990915 12. 


9B12 . 


C6 . o2 . gs 


Method 


GEN SCAN 


Start 


4057 ~~ 






End 


45.48 


GI 


none 






Score 


.73 


Exons 


4057 . .4548 










Seq. No. 


22939 






Seq. ID 


OJ990915_12.9B12.C6 


Gene No. 


47739 






Strand 




Start 


6751 






End 


7189 


Name 


OJ990915 12. 


9B12. 


C6.ol. tc 


Method 


TBLASTX: Cress 


Start 


4057 






End 


7146 


GI 


none 






Score 


89 


Exons 


4057. .4128, 


4123. 


.4200, 4216 


..4275, 4303. .4359, 4366. .4479, 




6748. .6819, 


6811. 


.6894, 6901 


..6963, 6991. .7047, 7054. .7146 


Seq. No. 


22939 






Seq. ID 


OJ990915_12.9B12.C6 


Gene No. 


47739 






Strand 




Start 


6751 






End 


7189 


Name 


OJ990915 12. 


9B12. 


C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


4060 






End 


71B9 


GI 


none 






Score 


82 


Exons 


4060. .4119, 


4126. 


.4200, 4204 


..4302, 4312. .4374, 4366. .4458, 




6751. .6810, 


6811. 


.7062, 6815 


..6904, 7054. .7146, 7091. .7189 


Seq, No. 


22939 






Seq. ID 


OJ990915_12. 9B12.C6 


Gene No. 


47739 






Strand 




Start 


6751 






End 


7189 


Name 


OJ990915 12. 


9B12. 


C6.bl. tw 


Method 


TBLASTX: Wheat 


Start 


4060 






End 


7180 


GI 


none 






Score 


62 


Exons 


4060. .4119, 


4126. 


.4200, 4136 


..4195, 4204. .4308, 4279. .4380, 




4322. .4351, 


4387. 


.4458, 4402 


..4458, 6644. .6673, 6751. .6810, 



6811. .6933, 6815. .6904, 6907. .6996, 6967. .7068, 7010. .7039, 
7075. .7146, 7091. .7150 

23197 



Seq. No. 22939 

Gene No. 47739 

Start 6751 

Name OJ990915_12 . 9B12 . C6 . ol . ts 

Start 4111 

GI none 

Exons 4111.. 4200, 4219.. 4281, 4303. 

6991. .7047, 7054. .7188 



Seq. ID '" OJ990915_12.9B12.C6 
Strand 

End 7189 

Method TBLASTX : Soybean 

End 7188 

Score 100 

.4359, 4366. .4458, 6826.-6969, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22939 Seq.. ID OJ990915JL2 . 9B12 . C6 

47739 Strand 

6751 End 7189 

OJ990915_12. 9B12.C6.ol.np Method AAT/NAP 

6751 End 7189 

1498731 Score 308 

6751. .7189 

(U64806) pathogenesis-related protein PR1 [Brassica napus] 



22940 Seq. ID 

47740 Strand 

44 End 

OJ990915_12 . 9B12 . C7 . ol . gs Method 

44 End 

none Score 
44. .148 



OJ990915_12.9B12.C7 
+ 

148 

GENSCAN 

148 

.4 



Seq. No. 22940 Seq. ID 

Gene No. 47741 Strand 

Start 624 End 

Name OJ990915_12 . 9B12 .C7 . o2 . gs Method 

Start 624 End 

GI none Score 

Exons 624.. 761, 858.. 1025, 1462.. 1623 



OJ990915_12.9B12.C7 

1623 
GENSCAN 
1623 
.84 



Seq. No. 22940 Seq. ID 

Gene No. 47742 Strand 

Start 3067 End 

Name OJ990915_12 . 9B12 ,C7 . o3 . gs Method 

Start , . 3067 ■ ,. End 

GI none Score 

Exons 3067.. 3145, 3375.. 3439 



OJ990915_12.9B12.C7 

3439 
GENSCAN 
3439 
.58 



Seq. No. 22940 

Gene No. 47743 

Start 4154 

Name OJ990915_12 . 9B12 .C7 . o4 . gs 

Start 4154 

GI none 
Exons 



Seq. ID OJ990915 12.9B12.C7 



Strand' 
End 

Method 

End 

Score 



11756 
GENSCAN 
11635 
.53 



4154. .4752, 5685. .5855, 6249. .6306, 6574. .6626, 8506. .8622, 
10192. .10333, 10478. .10602, 11139 .. 11278 , 11298. .11635 



Seq. No. 22940 Seq. ID 

Gene No. 47743 Strand 

Start 4154 - End 

Name OJ990915_12 . 9B12 .C7 . o2 . gp Method 

Start 11027 End 

GI 15261 1.R1-084 Score 



OJ990915_12.9B12.C7 

11756 
AAT/GAP 
11756 
1293- 



23198 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



pathogenesis-related protein class 1 



11027. .11756 

■1888551 2.0e-29 (U89895) 
[Oryza sativa] ' 

22940 
47743 . 
4154 

OJ990915_12. 9B12.C7.ol.np 
11159 
1888551 
11159. .11653 

(U89895) pathogenesis-related protein class 1 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_12.9B12.C7 

11756 
AAT/NAP 
11653 
466 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915 12.9B12.C7 



22940 
47744 
15778 

OJ990915_12. 9B12.C7.ol.ts 
4142 
none 

4142. .4294, 4266. .4334, 4267. .4302, 4487. .4549, 4547. .4609, 
11156. .11422, 11163. .11420, 1144 1 .. 11572 , 11451 .. 11555, 
15772. .15849, 15785 .. 15850, 15844 .. 15915 , 15845 .. 15919, 
15923. .16060, 15928 .. 16059, 16159 .. 16218 , 16160. .16213 



16296 

TBLASTX: Soybean 

16218 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22940 
47744 
15778 

OJ990915_12.9B12.C7.ol.tc 

4151 

none 



Seq. ID OJ990915_12.9B12.C7 
Strand 

End 16296 

Method TBLASTX : Cress 

End 16200 

Score 104 



4151. .4333, 11156. .11368, 11157 .. 11324 , 114 02 .. 11422, 
11441. .11557, 15778. .15849, 1584 1 .. 15954 , 16024 .. 16047 , 
16159. .16200 



OJ990915 12.9B12.C7 



16296 

TBLASTX: Wheat 

16219 

58 



Seq. No. 22940 Seq. ID 

Gene No. 4774 4 Strand 

Start 15778 End 

Name OJ990915_12 . 9B12 . C7 . ol . tw Method 

Start 4157 End 

GI none Score 

Exons 4157. .4294, 4257. .4316, 4307. .4360, 4482. .4568, 4547. .4609, 

4548.. 4610, 10966. .11016, 10993 .. 11052 , 11159 11395, 
11181. .11396, 11441. .11572, 114 42 .. 11573, 15781 .. 1584 6, 
15785. .15838, 15850 .. 15915, 15851 .. 15937 , 15928 .. 16020, 
15929. .16018, 15937. .16020, 16024 .. 1 6059, 16025 .. 16072 , 
16159. .16218, 16160.. 16219 



Seq. No. 22940 Seq. ID 

Gene No. 47744 Strand 

Start 15778 End 

Name OJ990915JL2 . 9B12 .C7 .ol . tm Method 

Start 4259 End 

GI none Score 

Exons 4259.-4294, 4266. .4334, 4487. .4549, 4547. .4609, 112 64 11422 , 

11265. .11420, 11441. .11572, 114 51 .. 11555, 15880 .. 15915 , 

15887 . . 15919, 15923. .16060, 15928 . . 16059, 16159 .. 16218, 
16160. .16213 



OJ990915_12. 9B12.C7 
16296 

TBLASTX: Maize 

16218 

107 



23199 




Seq. No. 


22940 Seq. ID 


OJ990915 


12 . 


9B12 


.C7 


Gene No. 


47744 Strand 










Start 


15778 End 


16296 








Name 


OJ990915 12.9B12.C7.o6.gs Method 


GENSCAN 








Start 


15778 End 


16296 








GI 


none Score 


.99 








Exons 


15778. .16296 










Seq. No. 


22940 . Seq. ID 


OJ990915_ 


12. 


9B12 


.C7 


Gene No. 


47744 Strand 










Start 


15778 End 


16296 








Name 


OJ990915 12.9B12.C7.o2.np Method 


AAT/NAP 








Start 


15781 End 


16296 








GI 


1498731 Score 


336 








Exons 


15781.. 16296 










GI Descrip. 


(U64806) pathogenesis-related protein 


PR1 [Brassica 


. napus] 


Seq. No. 


22941 Seq. ID 


OJQ9091 S 


X £. . 




CR 


Gene No. 


47745 Strand 










Start 


8 6 End 


1484 








Name 


OJ990915 12.9B12.C8.ol.gs Method 


GENSCAN 








Start 


86 End 


X -J \J 1 








GI 


none Score 


. \J X 








Exons 


86. .208, 1026. .1108, 1223. .1304 










Seq. No. 


22941 Seq. ID 


\J U J ^ \J ^ X -J 


X • 


Zf D X C 


CR 


Gene No. 


47745 Strand 










Start 


86 End 


1484 








Name 


OJ990915 12. 9B12.C8.ol.np Method 


AAT /NAP 








Start 


154 End 










GI 


6907088 Score 


1061 








Exons 


154. .541, 1026. .1263, 1440. .1484 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


ball v a. J 








Seq. No. 


22942 Seq. ID 


OJ990915_ 


_12. 


9B12 


.C9 


Gene No. 


47746 Strand ' 


+ 








Start 


1 End 


943 








Name 


OJ990915 12.9B12.C9.ol.np Method 


AAT/NAP 








Start 


1 End 


943 








GI 


6907086 Score 


575 








Exons 


1..514, 572. .943 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


- sativa] 








Sea. No 


22942 Sea ID 


OJ990915_ 


_12. 


9B12 


.C9 


Gene No. 


47746 Strand 


+ 








Start 


1 End 


943 








Name 


OJ990915 12. 9B12.C9.ol.gs Method 


GENSCAN 








Start 


31 End 


497 








GI 


none Score 


.73 








Exons 


31. .86, 175. .228, 263. .497 










Seq. No. 


22943 Seq. ID 


OJ990915_ 


_12. 


9B12 


.C12 


Gene No. 


47747 Strand 


+ 








Start 


1 - End 


2986 








Name 


OJ9909I5 12 . 9B12 . C12 . ol . np Method 


AAT/NAP 








Start 


1 End 


1599 









23200 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2832646 Score 399 

1..102, 217. .278, 367. .1293, 1546. .1599 

(AL021710) MuDR transposable element - like protein [Arabidopsis 
thaliana] 



22943 
47747 
1 

OJ990915_12.9B12.C12.ol.gs 
15 

none 



Seq. ID OJ990915_12.9B12.C12 

Strand + 

End 2986 

Method GENSCAN 

End 2986 

Score .64 



15. .278, 448. .1380, 1468. .1557, 2447. .2986 



22943 
47747 
1 

OJ990915_12. 9B12.C12.ol.gp 
199 

uC-osflcyplllf05bl 



Seq. ID OJ990915_12.9B12.C12 

Strand + 

End 298 6 

Method AAT/GAP 

End 1534 

Score 8 95 



199. .278, 367. .460,' 1102. .1380, 1468. .1534 

, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 22943 

Gene No. 47748 

Start 185 

Name OJ990915_12 . 9B12 . C12 . ol . tm 

Start 120 

GI none 

Exons 120.. 233, 346.. 462, 568.. 759 



Seq. ID OJ990915_12.9B12.C12 
Strand 

End 5230 

Method TBLASTX: Maize 

End 759 

Score 83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22943 
47748 
185 

OJ990915_12.9B12.C12.o2.np 
185 . 
6705984 
185.. 206, 4206.. 5230 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990915_12.9B12.C12 
Strand 

End 5230 

Method AAT/NAP 

End 5230 

Score 843 



22943 
47748 
185 

OJ990915_12.9B12.C12.ol.ts 

406 

none 

406. .741 



Seq. ID OJ990915_12.9B12.C12 
Strand 

End 5230 

Method TBLASTX : Soybean 

End 741 

Score 235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



22943 
47748 
185 

OJ990915JL2 . 9B12 . C12 . ol . tw 

1279 

none 



Seq. ID OJ990915_12.9B12.C12 
Strand 

End 5230 

Method TBLASTX : Wheat 

End 5230 

Score 55 



1279. .1365, 4727. .5230, 4800. .4841, 4805. .5194, 4923. .5228 
22943 Seq. ID OJ990915_12.9B12.C12 



23201 



# • 



Gene No. 


47748 




Strand 








Start 


185 




End 


5230 






Name 


OJ990915 12. 9B12.C12.o2 


tw 


Method 


TBLASTX : Wheat 




Start 


1914 




End 


4 648 






GI 


none 




Score 


174 






Exons 


1914. .2000, 4379. .4648 












Seq. No. 


22943 




Seq. ID 


OJ990915_12 . 


9B12 


.C12 


Gene No . 


47748 




Strand 








Start 


185 




End 


5230 






Name 


OJ990915_12. 9B12.C12.o2 


.gs 


Method 


GENSCAN 






Start 


3722 




End 


5074 






GI 


none 




Score 


.59 






Exons 


3722. .3913, 4247. .5074 












Seq. No. 


22943 




Seq. ID 


OJ990915_12. 


9B12 


.C12 


Gene No . 


47748 




Strand 








Start 


185 




End 


5230 






Name 


OJ990915 12.9B12.C12.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


4877 




End 


5230 . 






GI 


none 




Score 


94 






Exons 


4 877. .5098, 5090. .5230 












Seq. No. 


22944 




Seq. ID 


OJ990'915_12. 


9B12 


-C13 


Gene No. 


47749 




Strand 








Start 


248 




End 


3050 






Name 


OJ990915 12.9B12.C13.ol 


.gs 


Method 


GENSCAN 






Start 


248 




End 


1430 






GI 


none 




Score 


.46 






Exons 


248. .314, 1237. .1430 












Seq. No. 


22944 




Seq. ID 


OJ990915_12. 


9B12 


.C13 


Gene No. 


47749 




Strand 








Start 


248 




End 


3050" 






Name 


OJ990915 12.9B12.C13.ol 


.np 


Method 


AAT/NAP 






Start 


618 




End 


3050 






GI 


6498436 




Score 


56 






Exons 


618.. 651, 1832.. 2050, 3013.. 3050 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22945 




Seq. ID 


OJ990915_12. 


9B12 


.C14 


Gene No. 


47750 




Strand 


+ 






Start 


3639 




End 


4387 






Name 


OJ990915 12.9B12.C14.o2 


.np 


Method 


AAT/NAP 






Start 


3534 




End 


4387 






GI 


4680179 




Score 


969 






Exons 


3534. .4387 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


22945 




Seq. ID 


OJ990915_12. 


9B12 


. C14 


Gene No. 


47750 




Strand 


+ 






Start 


3639 




End 


4387 






Name 


OJ990915 12.9B12.C14.o2 


.gs 


Method 


GENSCAN 






Start 


3639 


End 


4358 






GI 


none 




Score 


. 99 






Exons 


3639 . . 4358 













23202 



Seq. No. 


22945 






Seq. ID 


OJ990915_12 . 9B12.C14 


Gene No. 


47751 






Strand 


— 


Start 


1852 






End 


2476 


Name 


OJ990915 12.9B12 


.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


1699 




End 


2476 


GI 


12536 2.R1084 






Score 


1446 


Exons 


1699. .2476 










GI Descrip. 


'1888551 9.0e-38 


.(U89895) pathogenesis 


-related protein class 1 




[Oryza sativa] 1 










Seq. No. 


22945 






Seq. ID 


OJ990915_12. 9B12.C14 


Gene No. 


47751 






Strand 




Start 


1852 






End 


2476 


Name 


OJ990915 12.9B12 


.C14.ol 


. np 


Method 


AAT/NAP 


Start 


1849 






End 


2379 


GI 


3702665 






Score 


435 


Exons 


1849. .2379 










GI Descrip. 


(AJ007349) pathogenisis 


-related protein 1.2 [Triticum aestivum] 


Seq. No. 


22945 






Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47751 






Strand 




Start 


1852 






End 


2476 


Name 


OJ990915 12.9B12 


>C14.ol 


. as 


Method 


GENSCAN 


Start 


1852 






End 


2391 


GI 


none 






Score 


.58 


Exons 


1852. .2391 










Seq. No. 


22945 






Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 






Strand 




Start 


5698 






End 


12017 


Name 


OJ990915 12.9B12 


C14 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1877 ~ 






End 


2310 


GI 


none 






Score 


82 


Exons 


1877. .1957, 1879 


.1944, 


1946. 


.2014, 1948.. 2013, 2032. .2139, 




2033.. 2137, 2158 


.2310 








Seq. No. 


22945 






Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 






Strand 




Start 


5698 ; - v 






End 


12017 


Name 


OJ990915 12.9B12. 


C14.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1879 






End 


2319 


GI 


none 






Score 


124 


Exons 


1879.. 2013, 2026. 


.2100, 


2110. 


.2139, 2158.. 2319 


Seq. No. 


22945 






Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 






Strand 




Start 


5698 






End 


12017 


Name 


OJ990915 12.9B12. 


C14 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1879 






End 


2319 


GI 


none 






Score 


72 


Exons 


1879.. 1947, 1883. 


.1957, 


1942. 


.2013, 1943. .2014, 2032. .2124, 




2059.. 2127, 2113. 


.2139, 


2114.. 


.2140, 2158. .2319 


Seq. No. 


22945 






Seq. ID 


OJ990915_12. 9B12.*C14 


Gene No. 


47752 






Strand 




Start 


5698 






End 


12017 


Name 


OJ990915 12.9B12. 


C14 .o2 


tm 


Method 


TBLASTX: Maize 



23203 



Start 


1879 








End 


2316 


GI 


none 








Score 


69 


Exons 


1879. .1956, 


1883. 


, .1957, 


1946. 


.2044, 1948.. 2013, 2032. .2124, 




2063. .2128, 


2113. 


, .2139, 


2158. 


.2184, 2230.. 2316 


Seq. No. 


22945 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 








Strand 




Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


,C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3570 








End 


4161 


GI 


none 








Score 


217 


Exons 


3570.. 3725, 


3572. 


.3718, 


3718. 


.3990, 3722.. 4150, 3723.. 4160, 




4065. .4160, 


4102. 


.4161 








Seq. No. 


22945 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 








Strand 


— 


Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


C14.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


3572 








End 


4010 


GI 


none 








Score 


512 


Exons 


3572. .4009, 


3573. 


.4010 








Seq. No. 


22945 




- 




Seq. ID 


OJ990915_12.9B12.C14 


Gene No . 


47752 








Strand 


— 


Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


C14.o2, 


.tw 


Method 


TBLASTX: Wheat 


Start 


4010 








End 


4343 


GI 


none 








Score 


375 


Exons 


4010. .4291, 


4011. 


.4343, 


4173. 


.4322 




Seq. No. 


22945 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No . 


47752 








Strand 


- 


Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


C14.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


4167 








End 


4328 


GI 


none 








Score 


190 


Exons 


4167. .4325, 


4170. 


.4328 








Seq. No. 


22945' 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 








Strand 




Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


C14.o3. 


,gs 


Method 


GEN SCAN 


Start 


5698 








End 


7522 


GI 


none 








Score 


.68 


Exons 


5698. .6144, 


6971. 


.7053, 


7168. 


.7522 




Seq. No. 


22945 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 








Strand 




Start 


5698 








End 


12017 


Name 


OJ990915 12. 


9B12. 


C14.o3. 


np 


Method 


AAT/NAP 


Start 


6090 








End 


7522 


GI 


6907088 








Score 


1229 


Exons 


6090. .6477, 


6971. 


.7208, 


7385. 


.7522 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


22945 








Seq. ID 


OJ990915_12.9B12.C14 


Gene No. 


47752 








Strand 





23204 



Start 


5698 




End 


12017 




Name 


OJ990915_12 . 9B12 . C14 . o4 . 


,np 


Method 


AAT/NAP 




Start 


7288 




End 


12017 




GI 


4680204 




Score 


837 




Exons 


7288. .7360, 9331. .9817, 


9909. 


.11255, 


11961. .12017 




GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


22945 




Seq. ID 


OJ990915_12.9B12. 


.C14 


Gene No. 


47752 




Strand 






Start 


5698 




End 


12017 




Name 


OJ990915 12.9B12.C14.o4. 


,gs 


Method 


GENSCAN 




Start 


8685 




End 


11255 




GI 


none 




Score 


.7 




Exons 


8685. . 9300, 9624 . . 9838, 


10029 


. . 10274, 


10287. .10669, 10838.. 11255 


Seq. No. 


22945 




Seq. ID 


OJ990915_12.9B12. 


,C14 


Gene No. 


47752 




Strand 






Start 


5698 




End • 


12017 




Name 


OJ990915_12 . 9B12.C14.o5. 


,tw 


Method 


TBLASTX: Wheat' 




Start 


9605 




End 


9977 




GI 


none 




Score 


62 




Exons 


9605. .9823, 9906. .9977 










Seq. No. 


22945 




Seq. ID 


OJ990915_12'.9B12. 


C14 


Gene No. 


47752 




Strand 






Start 


5698 




End 


12017 




Name 


OJ990915 12.9B12.C14.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


10299 




End 


10700 




GI 


none 




Score . 


81 




Exons 


10299. .10469, 10300 10470, 10459 .. 10599, 104 64 .. 10700, 






10506. .10700 










Seq. No. 


22946 




Seq. ID 


OJ990915_12.9B12. 


C15 


Gene No . 


47753 




Strand 


+ 




Start 


112 




End 


303 




Name 


OJ990915 12.9B12.C15.ol. 


gs 


Method 


GENSCAN 




Start 


112 


End 


303 




GI 


none 




Score 


.99 




Exons 


112. .303 










Seq. No. 


22946 




Seq. ID 


OJ990915_12.9B12. 


C15 


Gene No. 


47754 - 




Strand 


+ 




Start 


5234 




End" 


5680 




Name 


OJ990915 12.9B12.C15.o2. 


np 


Method 


AAT/NAP 




Start 


5231 


End 


5651 




GI 


6006310 




Score 


341 




Exons 


5231. .5651 










GI Descrip. 


(AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 




Seq. No. 


22946 




Seq. ID 


OJ990915_12.9B12. 


C15 


Gene No. 


47754 




Strand 


+ 




Start 


5234 




End 


5680 




Name 


OJ990915 12.9B12.C15.o3. 


gs 


Method 


GENSCAN 




Start 


5234 


End 


5680 




GI 


none 




Score 


.98 




Exons 


5234 . . 5660 











23205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22946 Seq. ID 

47755 Strand 

971 End 

OJ990915_12 . 9B12 . C15 . ol . np Method 

971 End 

4680203 Score 



OJ990915_12 . 9B12 .C15 

4280 
AAT/NAP 
4280 
3271 



971. .1947, 2224. .2454, 2608. .4280 

(AF114171) TNP2-like protein [Sorghum bicolor] 



22946 
47756 
5876 

OJ990915_12. 9B12.C15.ol.tw 

1025 

none 

1025.. 1087, 1105.. 1185, 1136. 
1286.. 1381, 1318.. 1377, 1383. 
1439. .2341, 2161. .2346 



Seq. ID OJ990915_12.9B12.C15 
Strand 

End 6508 
Method TBLASTX : Wheat 
End 234 6 

Score 65 

.1186, 1181. .1339, 1192. .1338, 
.1448, 1384. .1428, 1423. .2340, 



Seq. No. 22946 

Gene No. 47756 

Start 5876 

Name OJ990915_12 .'9B12 . C15 . ol . tc * 

Start 1606 

GI none 

Exons 1606.. 1755, 1606.. 2049, 1610. 



Seq. ID OJ990915_12.9B12.C15 
Strand 

End 6508 - 

Method TBLASTX: Cress 

End 2053 

Score 108 
.2053, 1616. .2053 



Seq. No. 22946 

Gene No. 47756 

Start 5876 

Name OJ990915_12 . 9B12 . C15 . o2 . tm 

Start 1984 

GI none 

Exons 1984.. 2298, 2012.. 2287 



Seq. ID OJ990915_12.-9B12.C15 
Strand 

End 6508 

Method TBLASTX : Mai ze 

End 2298 

Score 131 



Seq. No. 22946 
Gene No. 47756 

Start - 5876 

Name OJ990915_12 . 9B12 . C15". o3 . tw 

Start 2347 
GI none 

Exons 2347.. 2427, 2348.. 2431, 2353. 

2689. .2751, 2702. .2752 



Seq. ID OJ990915_12.9B12.C15 
Strand 

End ■ 6508 

Method TBLASTX: Wheat 

End 2752 

Score 55 

.'2433, 2461.. 2703, 2501.. 2683, 



Seq. No. 22946 

Gene No. 47756 

Start 5876 

Name OJ990915_12 . 9B12 . Ci5 . o3 . ts 

Start 2785 
GI • none 

Exons 2785.. 3027 



Seq. ID OJ990915_12.9B12.C15 
Strand 

End 6508 

Method TBLASTX : Soybean 

End 3027 

Score 206 



Seq. No. 
Gene No. 
Start 

1>I C11LL<3 

Start 



22946 
47756 
5876 

2857 



Seq. ID 

Strand 

End 

Method 
End 



OJ990915_12.9B12.C15 
6508 . 

TBLASTX: Maize 
3315 



23206 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none (V Score 105 

2857. .3051,^3061. .3303, 3062.. 3313, 3166.. 3315 



22946 
47756 
5876 

OJ990915_12 . 9B12 . C15 . o2 . tw 

2891 

none 

2891. .3097, 2891.. 3100, 2896. 
3100.. 3198, 3101.. 3193, 3202. 
3308. .3352 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 12.9B12.C15 



6508 

TBLASTX: Wheat 
3360 
157 

3099, 2896.. 3120, 3098. 
3306, 3206.. 3307, 3304. 



.3190, 
.3360, 



Seq. No. 22946 Seq. ID 

Gene No. 47756 Strand 

Start 5876 End 

Name OJ990915_12 . 9B12 . C15 . o2 . tc Method 

Start 3148 End 

GI none Score 

Exons 3148.. 3489, 3167.. 3295, 3344.. 3496 



OJ990915_12.9B12.C15 
6508 

TBLASTX : Cress 

3496 

76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22946 
47756 
5876 

OJ990915_12 . 9B12 . C15 ;ol . ts 

3229 

none 



Seq. ID OJ990915_12.9B12.C15 
Strand 
End 

Method 
End 
Score 



6508 

TBLASTX : Soybean 

3658 

92 



3229. .3525, 3242. .3493, 3575. .3658, 3583. .3657 



Seq. No. 


22946 








Seq. ID 


OJ990915_12 . 9B12 . C15 


Gene No . 


47756 








Strand 




Start 


5876 








End 


6508 


Name 


OJ990915 12 


.9B12. 


C15.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3579 








End 


3975 


GI 


none 








Score 


201 


Exons 


3579. .3821, 


3589. 


.3840, 


3590. 


.3832, 3823.. 3975 


Seq. No. 


22946 








Seq. ID 


OJ990915_12.9B12.C15 


Gene No. 


47756 








Strand 




Start 


5876 








End 


6508 


Name 


OJ990915 12 


.9B12. 


C15.ol 


.gp . 


Method 


AAT/GAP 


Start 


5876 






End 


6508 


GI 


17708 1.R1084 






Score 


1239 


Exons 


5876. .6508 












GI Descrip. 


•1888551 2. 


Oe-34 


(U89895) pathogenesis 


-related protein clas: 




[Oryza sativa] 1 










Seq. No. 


22946 








Seq. ID 


OJ990915_12.9B12.C15 


Gene No. 


47756 








Strand 




Start 


5876 








End 


6508 


Name 


OJ990915 12 


.9B12. 


C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5937 








End 


6392 


GI 


none 








Score 


56 


Exons 


5937. .5990, 


5960. 


.6094, 


6066. 


.6098, 6066.. 6134, 6102.. 6251, 




6107. .6226, 


6245. 


.6340,' 


6335. 


.6388, 6336.. 6392 


Seq. No. 


22946 








Seq. ID 


OJ990915_12.9B12.C15 



23207 




Gene No. 


47756 




Strand 




Start 


5876 




End 


6508 


Name 


OJ990915_12. 9B12.C15.o4 , 


.gs 


Method 


GENSCAN 


Start 


5954 


End 


6472 


GI 


none 




Score 


1 


Exons 


5954 . . 6472 








Seq. No. 


22946 




Seq. ID 


OJ990915_12 . 9B12 .C15 


Gene No. 


47756 




Strand 




Start 


5876 




End 


6508 


Name 


OJ990915 12.9B12.C15.o3, 


,np 


Method 


AAT/NAP 


Start 


5957 


End 


6463 


GI 


■1888551 




Score 


416 


Exons 


5957. .6463 








GI Descrip. 


(U89895) pathogenesis-related 


protein 


class 1 [Oryza sativa 


Seq. No. 


22946 




Seq. ID 


OJ990915_12 . 9B12 .CIS 


Gene No. 


47756 




Strand 




Start 


5876 




End . 


6508 


Name 


. OJ990915_12.9B12.C15.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


5960 




End 


6379 


GI 


none 




Score 


37 


Exons 


5960. .6133, 6245. .6343, 


6338. 


.6379 




Seq. No. 


22946 




Seq. ID 


OJ990915_12 . 9B12 .CIS 


Gene No. 


47756 




Strand 




Start 


5876 




End 


6508 


Name 


OJ990915_12.9B12.C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5960 




End 


6398 


GI 


none 




Score 


61 


Exons 


5960. .6094, 6057. .6098, 


6107. 


.6226, 6108. .6224, 6335. .6388, 




6336. .6398 








Seq. No. 


22946 




Seq. ID 


OJ990915_12.9B12.C15 


Gene No. 


47756 




Strand 




Start 


5876 




End 


6508 


Name 


OJ990915 12.9B12.C15.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


5960 




End 


6398 


GI 


none 




Score 


50 


Exons 


5960. .6094, 6057.. 6116, 


6107. 


.6163, 6108. .6203, 6335. .6388, 




6336. .6398 








Seq. No. 


2294 7 




Seq. ID 


OJ990915_12.9B12.C16 


Gene No. 


47757 




Strand 




Start 


555 




End 


968 


Name 


OJ990915 12.9B12.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


407 




End 


966 


GI 


none 




Score 


167 


Exons 


407. .445, 564. .794, 580. 


.795, 


840. . 965 


, 841. .966 


Seq. No. 


22947 




Seq. ID 


OJ990915_12.9B12.C16 


Gene No. 


47757 




Strand 




Start 


555 




End 


968 


Name 


OJ990915 12.9B12.C16.ol. 


gp . 


Method. 


AAT/GAP 


Start 


417 




End 


968 


GI 


15261 I.RI064 




Score 


1084 


Exons 


417. .968 









23208 



G.I Descrip. '1888551 2.0e-29 (U89895) pathogenesis-related protein class 1 
[Oryza sativa] 1 



Seq. No. 22947 

Gene No. 47757 

Start 555 

Name OJ990915_12 . 9B12 . CI 6. ol . gs 

Start 555 

GI none 

Exons 555.. 884 



Seq. ID OJ990915_12.9B12.C16 

Strand 

End 968 

Method GENS CAN 

End 884 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

Starts*.; .... 
Name 
Start 
GI 

Exons 



22947 
47757 
555 

OJ990915_12.9B12.C16.ol.np 
558 

1888551 
558. .968 

(U89895) pathogenesis-related protein class 1 [Oryza sativa] 



Seq. ID OJ990915_12.9B12.C16 

Strand 

End • 968 

Method AAT/NAP 

End 968 

Score 436 



22947 
47757 
555 - 

OJ990915_12.9B12.C16.ol.tc 

564 

none 



Seq. ID OJ990915_12.9B12.C16 

Strand 

End . • 968 

Method TBLASTX : Cress 

End 956 

Score 103 



564. .767, 580. .723, 801. .821, 840. .956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22947 c 

47757 

555 

OJ990915_12.9B12.C16.ol.ts 

576 

none 



Seq. ID OJ990915_12.9B12.C16 

Strand 

End 968 

Method TBLASTX : Soybean 

End 965 

Score 180 



576. .821, 577. .819, 840. .965, 850. .954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22947 
47757 
555 

OJ990915_12.9B12.C16.ol.tm 

663 

none 



Seq. ID OJ990915_12.9B12.C16 

Strand 

End 968 

Method TBLASTX: Maize 

End 965 

Score 107 



663. .821, 664. .819, 840. .965, 850. .954 



Seq. No. 22948 

Gene No. 47758 

Start 557 

Name OJ990915_12 . 9B12 . C17 . ol . gs 

Start 557 

GI none 

Exons 557.. 630 



Seq. ID OJ990915_12.9B12.C17 
Strand 

End 630 

Method GENSCAN 

End 630 

Score 1 



Seq. No. 
Gene No. 
Start 

XT 

IM CULLG 

Start 



22949 
47759 
554 



.^aiz.cio.oi.gs 

554 ■ 



Seq. ID OJ990915_12.9B12.C18 

Strand 

End 622 

Method GENSCAN 

End 622 



23209 




GI 


none 


Score 


.44 






Exons 


554 . . 622 










Seq. No. 


22950 


Seq. ID 


OJ990825_ 


JL4.9B15 


.C2 


Gene No. 


47760 


Strand 








Start 


1091 


End 


1282 






Name 


OJ990825 14.9B15.C2.ol.gs 


Method 


GENSCAN 






Start 


1091 


End 


1282 






GI 


none 


Score 


.65 






Exons 


1091. .1282 










Seq. No. 


22951 


Seq. ID 


OJ990825_ 


JL4.9B15 


.C3 


Gene No. 


47761 


Strand 


+ 






Start 


7514 


End 


9191 






Name 


OJ990825 14.9B15.C3.o3.np 


Method 


AAT/NAP 






Start 


7514 


End 


9191 






GI 


6539588 


Score 


198 






Exons 


7514. .7822, 9135. .9191 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22951 


Seq. ID 


OJ990825_ 


_14.9B15 


.C3 


Gene No. 


47762 


Strand 








Start 


109 


End 


1214 






Name 


OJ990825 14.9B15.C3.ol.gs 


Method 


GENSCAN 






Start 


109 


End 


1214 






GI 


none 


Score 


.92 






Exons 


109. .772, 892. .1214 










Seq. No. 


22951 


Seq. ID 


OJ990825_ 


_14. 9B15 


,C3 


Gene No. 


47762 


Strand 








Start 


109 


End 


1214 






Name 


OJ990825 14.9B15.C3.ol.np 


Method 


AAT/NAP 






Start 


484 


End 


777 






GI ' 


6472921 


Score 


129 






Exons 


484 . .777 










GI Descrip. 


(AB035271) elicitor-induced DNA-binding protein 


homolog 






[Matricaria chamomilla] 










Seq. No. 


22951 


Seq. ID 


OJ990825_ 


JL4.9B15 


.C3 


Gene No. 


47763 


Strand 








Start 


1285 


End 


5443 






Name 


OJ990825 14.9B15.C3.o2.np 


Method 


AAT/NAP 






Start 


1285 


End 


4478 






GI 


6016874 


Score 


740 






Exons 


1285. .1546, 2479. .2807, 3129. 


.3308, 3696. .3855, 


4243. .4478 


GI Descrip. 


(AP000570) ESTs C19143 (E10020 


) , D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


22951 


Seq. ID 


OJ990825_ 


_14. 9B15 


.C3 


Gene No. 


47763 


Strand 








Start 


1285 


End 


5443 






Name 


OJ990825 14 . 9B15 . C3 . o2 . gs 


Method 


GENSCAN 






Start 


2452 


End 


5443 






GI 


none 


Score 


. 68 







Exons 2452. .4779, 4806. .4862, 49bi..bUOU, 5437. .5443 

23210 



Seq. No. 


22951 








Seq. ID 


OJ990825_14 . 9B15 


.C3 


Gene No. 


47764 








Strand 






Start 


13946 








End 


. 14053 




Name 


OJ990825 14. 


, 9B15 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2528 








End 


2776 




GI 


none 








Score 


206 




Exons 


2528 . .2758, 


2530 


. .2772, 


2534. 


.2776 






Seq. No. 


22951 








Seq. ID 


OJ990825_14 . 9B15 


.C3 


Gene No. 


47764 








Strand 






Start 


13946 








End 


14053 




Name 


OJ990825 14. 


9B15 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2545 








End 


3396 




GI 


none 








Score 


90 




Exons 


2545. .2766, 


2558 


. .2761, 


3289. 


.3396 






Seq. No. 


22951 








Seq. ID 


OJ990825_14 . 9B15 


.C3 


Gene No. 


47764 . . 








Strand 






Start 


13946 








End 


14053 




Name 


OJ990825 14. 


9B15 


.C3.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3118 








End 


3441 




GI 


none 








Score 


159 




Exons 


3118. .3441, 


3140 


. .3394, 


3238. 


..3396, 3285 ? .3428 




Seq. No. 


22951 








Seq. ID 


OJ990825_14.9B15 


.C3 


Gene No. 


47764 








Strand 






Start 


13946 








End 


14053 




Name 


OJ990825 14. 


9B15 


.C3-.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3638 








End 


3954 




GI 


none 








Score 


151 




Exons 


3638 . .3859, 


3640 


. .3864, 


3646. 


.3885, 3874.. 3954 




Seq. No. 


22951 








Seq. ID 


OJ990825JL4.9B15 


.C3 


Gene No. 


47764 








Strand 






Start 


13946 








End 


14053 




Name 


OJ990825_14. 


9B15 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4048 








End 


4551 




GI 


none 








Score 


89 




Exons 


4048. .4086, 


4073 


. .4147, 


4081. 


.4143, 4162. .4419, 4163. .4417, 




4447 . .4485, 


4471 


. .4551 










Seq. No. 


22951 








Seq. ID 


OJ990825_14.9B15 


.C3 


Gene No. 


47764 








Strand 






Start 


13946 








End 


14053 




Name 


OJ990825_14 . 


9B15, 


.C3.o4 . 


gs 


Method 


GENS CAN 




Start 


13946 








End 


14053 




GI 


none 








Score 


.6 




Exons 


13946. .14053 














Seq. No. 


22952 








Seq. ID 


OJ990825_14.9B15 


.C7 


Gene No. 


47765 








Strand 


+ 




Start 


. 115 








End 


456 




Name 


OJ990825 14. 


9B15. 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


115 








End 


456 




GI 


none 








Score 


.78 





Exons 115.. 341, 360.. 4bb 

23211 



Seq. No. 22953 Seq. ID 

Gene No. 47766 Strand 

Start 256 End 

Name OJ990825_14 . 9B15 . C9 . ol . gs Method 

Start 256 End 

GI none Score 

Exons 256.. 356 



OJ990825J.4.9B15.C9 
+ 

356 

GEN SCAN 

356 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



22953 
47767 
505 

OJ990825_14 . 9B15 . C9 . ol . gp 
505 

993 2.R1084 



Seq. ID OJ990825_14.9B15.C9 
Strand 

End 2838 

Method AAT/GAP 

End 2333 

Score 2362 



505. .1233, 1750.. 2062, 2157. .2333 

•1815681 1.0e-131 (U85246) expansin [Oryza sativa] 1 



22953 
47767 
505 

OJ990825_14. 9B15 . C9 . o2 . tm 

753 

none 



Seq. ID OJ990825_14.9B15.C9 
Strand 

End 2838 

Method TBLASTX : Mai ze 

End 1047 

Score 42 



753. .824, 777. .809, 803. .829, 901. .969, 934. .1047, 966. .1046 



Seq. No. 


22953 


Seq. ID 


OJ990825_14 .9B15. 


C9 


Gene No. 


47767 


Strand 






Start 


505 


End 


2838 




Name 


OJ990825 14.9B15.C9.o2.gs 


Method 


GENSCAN 




Start 


930 


End 


2280 




GI 


none 


Score 


.85 




Exons 


930.. 1233, 1750.. 2062, 2157 


. .2280 






Seq. No. 


22953 


Seq. ID 


OJ990825_14 . 9B15 . 


C9 


Gene No. 


47767 


Strand 






Start 


505 


End 


2838 




Name 


OJ990825 14.9B15.C9.ol.np 


Method 


AAT/NAP 




Start 


933 


End 


2280 




GI 


1815681 


Score 


1286 




Exons 


933.. 1233, 1750.. 2062, 2157 


. .2280 






GI Descrip. 


(U85246) expansin [Oryza sativa] 






Seq. No. 


22953 


Seq. ID 


OJ990825_14.9B15. 


C9 


Gene No. 


47767 


Strand 






Start 


505 


End 


2838 




Name 


OJ990825 14.9B15.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


934 


End 


2218 




GI 


none 


Score 


323 




Exons 


934. .1236, 966. .1235, 1750. 


.2040, 1755. 


..2063, 2155. .2217 





2156. .2218 



Seq. No. 22953 Seq. ID 

Gene No. 4 77 67 Strand 

Start 505 End 

Name OJ990825_14 . 9B15 . C9 . o2 . tc Method 

StarL 943 End 

GI none Score 



OJ990825_14. 9B15.C9 
2838 

TBLASTX: Cress 

1128 

145 



23212 



Exons 



943. .1128, 966. .1127 



Seq. No. 22953 

Gene No. 47767 

Start 505 

Name OJ990825_14 . 9B15 . C9 . ol . tm 

Start 1048 

GI none 
Exons 



Seq. ID OJ990825_14.9B15.C9 
Strand 
End 

Method 
End 
Score 



2838 

TBLASTX: Maize 

2247 

277 



1048. .1236, 1053. .1235, 1750. .2037, 1755. .2063, 1755. .1961, 
1762. .1962, 2155. .2247, 2156. .2218 



Seq. No. 22953 

Gene No. 47767 

Start 505 

Name OJ990825_14 . 9B15 . C9 . ol . tw 

Start 1059 

GI none 

Exons 1059.. 1118, 
2683.-2838 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_14.9B15.C9 
2838 

TBLASTX: Wheat 

2838 

70 



1062. .1235, 1063. .1239, 1750. .1896, 1755. .1892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22953 
47767 
505 

OJ990825_14. 

1128 

none 

1128. .1235, 
2156. .2218 



9B15.C9.ol.tc 



1129.. 1239, 1750. 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
.2040, 



OJ990825 14.9B15.C9 



2838 

TBLASTX: Cress 
2218 
140 

1755. .2063, 2155. .2217, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22954 
47768 
675 

OJ990825_14. 9B15 . C10 . ol . gp 
675 

4138298 
675. .866 

4138299/emb|CAA75509| 4.0e-97 
[Oryza sativa subsp. indica] 

22954 
47769 
1223 

OJ990825_14. 9B15 . C10 . ol . gs 

1223 

none 

1223. .1382, 1657. .1881, 1950. 
2782. .2926, 3004. .3261 



Seq. ID OJ990825_14.9B15.C10 

Strand + 

End 866 

Method AAT/GAP 

End 8 66 

Score 284 

(Y15219) transcriptional activator 



Seq.. ID OJ990825_14.9B15.C10 

Strand + 

End 3261 

Method GENS CAN 

End 3261 

Score .7 

.2215, 2239. .2518, 2538.-2648, 



Seq. No. 22954 Seq. ID 

Gene No. 47770 Strand 

Start 6486 End 

Name OJ990825_14 . 9B15 . C10 . o2 . gp Method 

Start 6436 End 

GI 27145_1.R1084 Score 

Exons 6436.. 6757 , 

GI Descrip. : 2497752/spiQ430i7 |NLT1_PRUDU 1.0e-09 NONSPECIFIC LIPID-TRANSFER 

PROTEIN 1 PRECURSOR {LTP 1) >gi_1321 911_emb_CAA65475_ (X96714) 



OJ990825_14. 9B15.C10 
+ 

6902 
AAT/GAP 
6757 
640 



23213 




lipid transfer protein [Prunus dulcis] 1 



Seq. No. 


22954 


Seq. ID 


OJ990825_ 


14.9B15 


.C10 


Gene No. 


47770 


Strand 


+ 






Start 


6486 


End 


6902 






Name 


OJ990825_14 . 9B15 . CIO . o3 . gs 


Method 


GENSCAN 






Start 


6486 


End 


6902 






GI 


none 


Score 


.88 






Exons 


6486. . 6902 










Seq. No. 


22954 


Seq. ID 


OJ990825_ 


_14.9B15 


.C10 


Gene No. 


47771 


Strand 


+ 






Start 


8641 


End 


9209 






Name 


OJ990825_14 . 9B15 . CIO . o4 . gs 


Method 


GENSCAN 






Start 


8641 


End 


9209 






GI 


none 


Score 


. 45 






Exons 


8641. .8918, 8957. .9209 










Seq. No. 


22954 


Seq. ID 


OJ990825_ 


14.9B15 


.C10 


Gene No. 


47771 


Strand 


+ 






Start 


8641 


End 


9209 






Name 


OJ990825 14.9B15.C10.o2.np 


Method 


AAT/NAP 






Start 


8678 


.End 


9203 






GI 


6630539 


Score 


302 






Exons 


8678. .9203 










GI Descrip. 


(AC011708) putative RING zinc finger protein [Arabidopsis 




thaliana] 










Seq. No. 


22954 


Seq. ID 


OJ990825_ 


14.9B15 


.C10 


Gene No. 


47772 


Strand 


+ 






Start 


13178 


End 


18059 






Name 


OJ990825 14. 9B15 . C10 . 06 . gs 


Method 


GENSCAN 






Start 


13178 


End 


18059 






GI 


none 


Score 


.59 






Exons 


13178. .13309, 13585. .13884, 


14003. .14411, 16724. 


.16839, 






17589. .18059 










Seq. No. 


22954 


Seq. ID 


OJ990825_ 


14.9B15 


.C10 


Gene No. 


47772 


Strand 


+ 






Start 


13178 


End 


18059 






Name 


OJ990825 14.9B15.C10.o3.np 


Method 


AAT/NAP 






Start 


13523 


End 


15791 






GI 


1644232 


Score 


59 






Exons 


13523. .13788, 14085 14 157 , 


14239. .14289, 15747. 


.15791 




GI Descrip. 


(D67066) N-WASP [Bos taurus] 










Seq. No. 


22954 


Seq. ID 


OJ990825_ 


14.9B15 


.CIO 


Gene No. 


47773 


Strand 








Start 


1680 


End 


8766 






Name 


OJ990825 14.9B15.C10.ol.np 


Method 


AAT/NAP 






Start 


1680 


End 


8766 






GI 


2967456 


Score 


370 






Exons 


1680.. 1846, 1939.. 2152, 2237 


..2500, 8684. .8766 






GI Descrip. 


(AB012048) sulfate transporter [Arabidopsis thaliana] 




n »i - 

JC4. IN (J . 


22954 


Seq. ID 


OJ990825_ 


14 .9B15 


.C10 


Gene No. 


47773 


Strand 









23214 



Start 
Name 
Start 
GI 

Exons 



1680 

OJ990825_14.9B15.C10.o2.gs 

3892 

none 

3892.-4236, 4408. .4557, 4576. 



End 8766 
Method GENSCAN 
End 5506 
Score .88 
.4719, 5417. .5506 



Seq. No. 22954 

Gene No. 47774 

Start 10202 

Name OJ990825_14 . 9B15 . C10 . o5 . gs 

Start 10202 

GI none 

Exons 10202. .10645 



Seq. ID OJ990825_14.9B15.C10 
Strand 

End 10645 

Method GENSCAN 

End 10645 

Score .53 



Seq. No. 22954 

Gene No. 47775 

Start 18553 

Name OJ990825_14 . 9B15.C10 .ol . ts 

Start 1729 

GI none 

Exons 1729.. 1842, 1730.. 1843, 1944, 
2251. .2379 



Seq. ID OJ990825_14.9B15.C10 
Strand 

End 19664 

Method TBLASTX : Soybean 

End 2396 

Score 96 • 

.2141, 1945. .2142, 2238. .2396, 



Seq. No. 22954 

Gene No. 47775 

Start 18553 

Name OJ990825_14 . 9B15 . C10 . o2 . tm 

Start 1730 

GI none 

Exons 1730.. 1849, 1735.. 1848, 1938. 
2088. .2153 



Seq. ID OJ990825_14. 9B15.C10 
Strand 

End 19664 

Method TBLASTX : Mai ze 

End 2153 

Score 85 

.2141, 1944. .2033, 1945. .2142, 



Seq. No. 22954 

Gene No. 47775 

Start 18553 

Name OJ990825_14 . 9B15 . C10 . ol . tc 

Start 1735 

GI none 

Exons 1735.. 1842, 1736.. 1837, 1944. 

2251.. 2391, 2435.. 2500, 2442. 



Seq. ID OJ990825_14.9B15.C10 
Strand 

End 19664 

Method TBLASTX: Cress 

End 2500 

Score 108 

.2144, 1945.. 2145, 2238.. 2390, 
.2471 



Seq. No. 22954 

Gene No. 47775 

Start 18553 

Name OJ990825_14 . 9B15.C10 .o3. ts 

Start 6570 

GI none 

Exons 6570.. 6860, 6794.. 6859 



Seq. ID OJ990825_14.9B15.C10 
Strand 

End 19664 

Method TBLASTX : Soybean 

End 6860 

Score 188 



Seq. No. 22954 

Gene No. 47775 

Start 18553 

Name OJ990825_14 . 9B15 . C10 . ol . tm 

Start 6588 

GI none 

Exons 6588.. 6686", 6o9U..6685, 6654. 



Seq. ID OJ990825_14 . 9B157C10 
Strand 

End 19664 

Method TBLASTX: Maize 

End 68 63. 

Score 129 

.6776, 6777. .6863, 6785. .6862 



23215 




Seq. No. 


22954 




Seq. ID 


OJ990825_14 . 9B15 


.CIO 


Gene No. 


47775 




Strand 






Start 


18553 




End 


19664 




Name 


OJ990825 14 . 9B15.C10.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6593 




End 


6866 




GI 


none 




Score 


267 




Exons 


6593.-6688, 6594 .. 6866, 


6749 


. .6862, 6774. .6866 




Seq. No. 


22954 




Seq. ID 


OJ990825_14.9B15 


.CIO 


Gene No. 


47775 




Strand 






Start 


18553 




End 


19664 




Name 


OJ990825 14.9B15.C10.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


8934 




End 


9137 




GI 


4298640 




Score 


218 




Exons 


8934.. 9137, 8978.. 9136 










GI Descrip. 


3790575 3.0e-26 (AF078825) RING-H2 finger protein RHA3b 






[Arabidopsis thaliana] 










Seq. No. 


22954 




Seq. ID 


OJ990825_14. 9B15 


.CIO 


Gene No. 


47775 




Strand 






Start 


18553 




End 


19664 




Name 


OJ990825 14 .9B15.C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


8984 




End 


9140 




GI 


.~ none 




Score • 


196 




Exons 


8984. .9136, 8988. .9140 










Seq. No. 


22954 




Seq. ID 


OJ990825_14.9B15 


.CIO 


Gene No. 


47775 




Strand 






Start 


18553 




End 


19664 




Name 


OJ990825 14.9B15.C10.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


8984 




End 


9149 




GI 


none 




Score 


194 




Exons 


8984. .9139, 8985. .9149 










Seq. No. 


22954 




Seq. ID 


OJ990825_14. 9B15 


.CIO 


Gene No. 


47775 




Strand 






Start 


18553 




End 


19664 




Name 


OJ990825 14.9B15.C10.o7, 


.gs 


Method 


GENSCAN 




Start 


18553 




End 


19664 




GI 


none 




Score 


.88 




Exons 


18553. .18663, 19450. .194 98, 


19630. .19664 




Seq. No. 


22955 




Seq. ID 


'OJ990825JL4.9B15 


.Cll 


Gene No. 


47776 




Strand 


+ 




Start 


409 




End 


807 




Name 


OJ990825 14.9B15.Cll.ol, 


,gs 


Method 


GENSCAN 




Start 


409 




End 


807 




GI 


none 




Score 


.75 




Exons 


409. .587, 790. .807 










Seq. No. 


22955 




Seq. ID 


OJ990825_14 . 9B15. 


.Cll 


Gene No. 


47777 




Strand 


+ 




Start 


2421 




End 


4714 




Name 


OJ990825 14.9B15.Cll.ol. 


,np 


Method 


"AAT/NAP 




Start 


2421 




End 


4714 




GI 


1345132 




Score 


558 




Exons 


2421. .2633, 2775. .3712, 


4128 


..4313, 4678. .4714 





23216 



GI Descrip. (U47029) ERECT A [Arabidopsis thaliana] gi | 1389566 | dbj | BAA11869 | 
(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi|3075386|gb|AAC14518.1| (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 22955 Seq. ID 

Gene No. 47777 Strand 

Start 2421 End 

Name OJ990825_14 . 9B15 . Cll . o2 . gs Method 

Start 2421 End 

GI none Score 

Exons 2421.. 3712, 4128.. 4557 



OJ990825_14.9B15.C11 
+ 

4714 
GENSCAN 
4557 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22955 
47777 
2421 
OJ9908 
2487 
none 
2487. . 
2877. . 
3018. . 
3150. . 
3198. . 
3240. . 
3327. . 
3558. . 
4381. . 



25 14.9B15.Cll.ol.tc 



2576, 2583.. 2627, 2790. 

2957, 2880.. 2957, 2895. 

3104, 3018.. 3104, 3018. 

3335, 3180. .3482, 3180. 

3689, 3198. .3557, 3198. 

3557, 3246. .3317, 3267. 

3521, 3353.. 3466, 3402. 

3608, 4129. .4242, 4129. 
4455 



Seq. ID OJ990825_14.9B15.C11 

Strand + 

End 4714 

Method TBLASTX : Cress 

End 4455 

Score 59 

.2822," 2790. .2957, 2837.. 3055, 

.3089, 3005. .3085, 3018. .3104, 

.3101, 3018. .3101, 3018. .3098, 

.3704, 3180.. 3698, 3182.. 3316, 

.3713, 3198. .3377, 3200. .3457, 

.3449, 3267. .3704, 3309. .3614, 

.3593, 3456. .3704, 3525. .3686, 

.4254, 4129. .4308, 4177. .4314, 



Seq. No. 22955 Seq. ID 

Gene No. 47777 Strand 

Start 2421 End 

Name OJ990825_14 . 9B15 .Cll . o2 . tm Method 

Start 2487 End 

GI none Score 

Exons 2487.. 2663, 2493.-2627 



OJ990825_14.9B15.C11 
+ 

4714 

TBLASTX: Maize 

2663 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22955 
47777 
2421 

OJ990825_14< 
2790 
none 
2790. 
2866. 
2985. 
3090. 
3195. 
3285. 
3422. 
4129. 



9B15.Cll.ol.tm 



.2957, 
.3102, 
.3236, 
.3206, 
,3380, 
,3542, 
,3736, 
,4308, 



2801. 
2901. 
3018. 
3179. 
3198. 
3351. 
3423. 
4132. 



.2956, 
,3380, 
,3104, 
,3358, 
.3380, 
.3704, 
.3686, 
.4308, 



2862, 
2913. 
3018. 
3180. 
3204. 
3357. 
3465. 
4141. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.3173, 28 
.3101, 29 
.3104, 30 
.3380, 31 
.3686, 32 
.3614, 33 
.3713, 34 
,4314 



OJ990825_14.9B1 
+ 

4714 

TBLASTX: Maize 

4314 

74 

62.. 3242, 2863. 
14. .3120, 2934. 
18. .3101, 3070. 
80. .3317, 3180. 
07.. 3479, 3218. 
65.-3475, 3417. 



5. Cll 



13. .3725, 4081. 



2991, 
3173, 
3105, 
3317, 
3325, 
3737, 
4308, 



Seq. No. 22955 Seq. ID 

Gene No. 47777 Strand . 

Start ' . 2421 End 

Name OJ990825_I4 . 9BI5 . CII . oi . ts Method 

Start 2790 End 



OJ990825_14.9B15.C11 

+ 

4714 

TBLASTX : Soybean 
4629 



23217 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 73 

2790. .2963, 2877. .2957, 2880. .3101, 3054. .3098, 3180. .3605, 

3264. .3707, 3414. .3713, 3471. .3608, 3593. .3688, 4080. .4442, 

4119. .4310, 4129. .4308, 4129. .4308, 4132. .4443, 4147. .4314, 

4471. .4629, 4488. .4592, 4495. .4623 



22956 
47778 
1 

OJ990825_14 . 9B15 .C12 . o2 . np 
1 

2462749 
1..77, 582. .1411 

(AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ990825_14.9B15.C12 

Strand + 

End 1630 

Method AAT/NAP 

End 1411 

Score 369 



Seq. No. 22956 

Gene No. 47778 

Start 1 

Name OJ990825_14 . 9B15 . C12 . ol . gs 

Start 266 

GI none 

Exons 266.. 1385, 1515.. 1630 \ 



Seq. ID OJ990825__14.9B15.C12 

Strand + 

End 1630 

Method GENS CAN 

End 1630 

Score .74 



Seq. No. 22956 

Gene No. 47778 

Start 1 

Name OJ990825JL4 . 9B15 . C12 . o2 . tm 

Start 451 ■' 

GI none 

Exons 451. .588, 452. .589, 455.-589 



Seq. ID OJ990825_14.9B15.C12 

Strand + 

End 1630 

Method TBLASTX : Mai ze 

End 589 

Score 178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

r*4 j_ 

jtaiu 

GI 



22956 
47778 
1 

OJ990825_14 . 9B15 . C12 . o2 . ts 

523 

none 



Seq. ID OJ990825_14.9B15.C12 

Strand + 

End 1630 

Method TBLASTX : Soybean 

End 8 68 

Score 42 



523. .552, 530. .553, 535. .555, 558. .638, 559. .837, 560. .838, 
569.. 838, 839.. 868 



22956 
47778 
1 

OJ990825_14.9B15.C12.ol.gp 
580 

uC-osflcyp031e09bl 
580. .1084 

, 4138299/emb|CAA75509| 4.0e-97 (Y15219) transcriptional 
activator [Oryza sativa subsp. indica] 1 



Seq. ID OJ990825_14.9B15.C12 

Strand + 

End 1630 

Method AAT/GAP 

End 1084 

Score 978 



22956 
47778 
1 

OJ990825_14 . 9B15 . C12 . ol . tm 

590 

none 



Seq. ID OJ990825_14.9B15.C12 

Strand + 

End 1630 

Method TBLASTX : Mai ze 

End 1461 

Score 1165 



23218 



Exons 



590. .1456, 593. .955, 595.-975, 597. .1460, 729. .1190, 1010. .1456, 
1249, .1461, 1251. .1460 



Seq. No. 


22956 




Seq. ID 


OJ990825 14.9B15 


.C12 


Gene No. 


47778 




Strand 


+ 




Start 


1 




End 


1630 




Name 


OJ990825 14.9B15.C12.ol.np 




Method 


AAT/NAP 




Start 


609 




End 


1411 




GI 


2252864 




Score 


285 




Exons 


609. .1411 










GI Descrip. 


(AF013294) Similar to receptor kinase 


[Arabidopsis thaliana] 


Seq. No. 


22956 




Seq. ID 


OJ990825_14.9B15 


.C12 


Gene No. 


47778 




Strand 


+ 




Start 


1 




End 


1630 




Name 


OJ990825 14.9B15.C12.ol.tc 




Method 


TBLASTX: Cress 




Start 


667 




End 


1051 




GI 


none 




Score • 


242 




Exons 


667. .861, 668. .880, 878. .1051 








Seq. No. 


22956 




Seq. ID 


OJ990825_14 . 9B15 


.C12 


Gene No. 


47778 




Strand 


+ 




Start 


1 




End 


1630 




Name 


OJ990825 14.9B15.C12.ol.tw 




Method 


TBLASTX: Wheat 




Start 


713 




End 


1111 




GI 


none 




Score 


148 




Exons 


713. .949, 953. .1057, 1073.. 


,1111 






Seq. No. 


22956 




Seq. ID 


OJ990825_14.9B15 


.C12 


Gene No. 


47778 




Strand 


+ 




Start 


1 




End 


1630 




Name 


OJ990825 14.9B15.C12.ol.ts 




Method 


TBLASTX : Soybean 




Start 


874 




End 


1405 




GI 


none 




Score 


162 




Exons 


874. .1155, 881. .1213, 883.. 


975, 936..: 


L193, 1037. .1405, 






1176. .1394, 1240. .1401, 1262. 


.1405 






Seq. No. 


22956 




Seq. ID 


OJ990825_14. 9B15 


.C12 


Gene No. 


47778 




Strand 


+ 




Start 


1 




End 


1630 




Name 


OJ990825 14.9B15.C12.o2.tc 




Method 


TBLASTX: Cress 




Start 


1052 




,End 


1276 




GI 


none 




Score 


226 




Exons 


1052.. 1213, 1052.. 1276 










Seq. No. 


22957 




Seq. ID 


OJ990825_14. 9B15 


.C13 


Gene No. 


47779 




Strand 






Start 


1600 




End 


2676 




Name 


OJ990825 14.9B15.C13.ol.gs 




Method 


GENSCAN 




Start 


1600 




End 


2676 




GI 


none 




Score 


1 




Exons 


1600.. 2676 










Seq. No. 


22957 




Seq. ID 


OJ990825_14 . 9B15 


.CI 3 


Gene No. 


47780 




Strand 






Start- 


3832 




End 


4437 




Name 


OJ990825_14 . 9B15 . C13 . o2 . gs 




Method 


GENSCAN 





23219 




Start 


3832 






End 


4437 




GI 


none 






Score 


. 96 




Exons 


3832. .4008, 


J— I'll - A A *~\ *T 

4375 . .4437 










Seq. No. 


22957 






Seq. ID 


OJ990825_14 . 9B15 


.C13 


Gene No. 


47781 






Strand 






Start 


6741 






End 


11129 




Name 


OJ990825_14 


. 9B15 . C13 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2035 






End 


10253 




GI 


none 






Score 


98 




Exons 


2035. .2217, 


2039. .2200, 


10200 


. . 10253 






Seq. No. 


22957 






Seq. ID 


OJ990825_14 . 9B15 


.C13 


Gene No. 


47781 






Strand 






Start 


6741 






End 


11129 




Name 


OJ990825_14 


. 9B15.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2038 






End 


10262 




GI 


none 






Score 


138 




Exons 


2038 . .2220, 


2039. .2218, 


10203 


. .10262 






Seq. No. 


22957 






Seq. ID 


OJ990825_14 . 9B15 


.C13 


Gene No. 


47781 






Strand 






Start 


6741 






End 


11129 




Name 


OJ990825_14 


. 9B15.C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2041 






End 


10289 




GI 


none 






Score 


151 




Exons 


2041. .2217, 


2042. .2224, 


10076 


. .10138, 


10200. . 10289 




Seq. No. 


22957 






Seq. ID 


OJ990825_14 . 9B15 


.C13 


Gene No. 


47781 






Strand 






Start 


6741 






End 


11129 




Name 


OJ990825 14 


.9B15.C13.o3 


• 9 s 


Method 


GENSCAN 




Start 


6741 






End 


11129 




GI 


none 






Score 


.76. 




Exons 


6741. .7253, 


7349. .7636, 


7765. 


.7964, 8506. .8520, 8577.-8 


935, 




10195. .10287, 10756.. 11129 








Seq. No. 


22957 






Seq.- ID 


OJ990825_14.9B15 


.C13 


Gene" No . 


47781 






Strand 






Start 


6741 






End 


11129 




Name 


OJ990825 14 


. 9B15.C13.o2 


. np 


Method 


AAT/NAP 




Start 


7981 






End 


10263 




GI 


4895219 






Score 


74 




Exons 


7981. .8124, 


8781. .8935, 


10195, 


. .10263 






GI Descrip. 


(AC007660) putative WRKY-type 


DNA binding protein [Arabidop: 




thaliana] 












Seq. No. 


22958 






Seq. ID 


OJ990825_14.9B15 


.C14 


Gene No. 


47782 






Strand 


+ 




Start 


1214 






End 


1897 




Name 


OJ990825 14 


.9B15.C14.ol 


. gs 


Method 


GENSCAN 




Start 


1214 




End 


1897 




GI 


none 






Score 


.77 




Exons 


1214. .1216, 


1513. .1550, 


1663. . 


.1897 






1 • ~ • 


^ *j j 






Seq. ID 


OJ990825_14. 9B15 


.C15 


Gene No. 


47783 






Strand 


+ 





23220 



Start 
Name 
Start 
GI 

Exons 



160 End 

OJ990825_14.9B15.C15.ol.gs Method 

160 End 

none Score 
160. .177, 779. .860 



860 

GENSCAN 

860 

.54 



Seq. No. 22960 

Gene No. 47784 

Start 5049 

Name OJ990825_14 . 9B15 . C16 . ol . np 

Start 5049 

GI 6729510 

Exons 5049.. 5113, 5248.. 5391, 5477 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5548, 5646. .5929 
(AL132966) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



OJ990825_14.9B15.C16 
+ 

5929 
AAT/NAP 
5929 
299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22961 
47785 
1177 

OJ990825_14.9B15.C17.ol.gs 

1177 

none 

1177.. 1205, 1789.. 2146 

22961 
47786 
8685 

OJ990825_14 . 9B15 . C17 . o2 . gp 

8685 

2799534 

8685. .8768, 8868. .8891 

22961 
47787 
2439 

OJ990825_14.9B15.C17.ol.gp 
2439 

5548 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825_14.9B15.C17 
+ 

2146 
GENSCAN 
2146 
.87 



OJ990825_14.9B15.C17 
+ 

8891 
AAT/GAP 
8891 - 
111 



OJ990825 14.9B15.C17 



16665 
AAT/GAP 
4591 
1296 

2439. .2808, 3686. .3779, 3859. .3962, 4109. .4206, 4528. .4591 
1 10017 94/dbj | BAA10674 | 7.0e-31 (D64005) hypothetical protein 
[Synechocystis sp.] 1 



22961 
47787 
2439 

OJ990825_14 . 9B15 . C17 . ol . tm 
2722 



none 

2722. 

3859. 

4107. 

5347. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2805, 2723.. 2809, 2724.. 2831, 
3975, 3863.. 3958, 4102.. 4203, 
4208, 4477. .4605, 4508. .4711, 
5415 



OJ990825_14.9B15.C17 
16665 

TBLASTX: Maize 
5415 
133 

3682. .3780, 3687. .3785, 
4105. .4206, 4106. .4207, 
4525. .4728, 5346. .5414, 



Seq. No. 
Gene No. 
Start 
Name 



22961 
47787 

o a r> r\ 
i- i *j zt 

OJ990825 14.9B15.C17.ol.ts 



Seq. ID 

Strand 

£ncl 

Method 



OJ990825_14.9B15.C17 
16665 

TBLASTX : Soybean 



23221 



Start 
GI 

Exons 



2723 End 4710 

none Score 91 

2723.-2824, 2739.. 2831, 3687.. .3785, 3691.. 3780, 3859.. 3963, 

3869. .3961, 4126. .4206, 4130. .4207, 4477. .4605, 4525. .4710, 
4526. .4657 



Seq. No. 22961 

Gene No. 47787 

Start 2439 

Name OJ990825_14 . 9B15 . C17 . o2 . tc 

Start 2727 

GI none 
Exons 



Seq. ID OJ990825_14.9B15.C17 
Strand 
End 

Method 
End 
Score 

2727. .2810, 2735. .2824, 2739. .2825, 2740. .2850, 3687. .3785, 
3693. .3782, 3857. .3946, 3859. .3960, 3860. .3946 



16665 

TBLASTX: Cress 

3960 

109 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4714, 5347 
.7882, 8423 



OJ990825 14.9B15.C17 



Seq. No. 22961 
Gene No. 47787 
Start 2439 

Name OJ990825_14 . 9B15 . C17 . o2 . gs 

Start 2729 
GI none 

Exons 2729.. 2808, 3686.. 3779, 4528 

7202.. 7302, 7517.. 7608, 7734 
9023. .9444, 11851 .. 12117 , 12621 .. 12842, 12 962 .. 13104 , 
13181. .13403, 15560. .15659, 15761 .. 15990, 16187 1634 3, 
16412. .16622 - 



16665 
GENSCAN 
16622 
. 65 

5410, 
8615, 



6061. 
8654. 



6363, 
8924, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22961 Seq. ID 

47787 Strand 

2439 End 

OJ990825_14 . 9B15 . C17 . ol . np Method 

2735 End 

6136542 Score 



OJ990825_14 . 9B15 .C17 

16665 
AAT/NAP 
4719 
300 



2735. .2808, 3686. .3779, 3859.-3953, 4122. .4206, 4528. .4606, 
4634. .4719 

YCF52-LIKE PROTEIN gi | 1001794 | dbj | BAA10674 | (D64005) 
hypothetical protein [Synechocystis sp.] 



OJ990825 14.9B15.C17 



22961 
47787 
2439 

OJ990825_14 . 9B15 . C17 . o2 . np 
15445 
3600058 
15445. .15477, 
16480.. 16665 

(AF080120) similar to vacuolar ATPases [Arabidopsis thaliana] 
gi I 4850294 | emb | CAB43050.il (AL049876) H+-transporting ATPase 
chain E, vacuolar [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16665 
AAT/NAP 
16665 
540 



15560. . 15659, 15761 .. 15957 , 16187 .. 1634 3, 



22961 
47787 
2439 

OJ990825_14. 
15497 



Seq. ID OJ990825_14.9B15.C17 



9B15.C17.ol.tw 



Strand 
End 

Method 

End 

Score 



16665 

TBLASTX: Wheat 

15963 

$8 



15497. .15655, 15561 .. 15656, ' 15758 .. 15835, 157 69 15963, 



23222 



15895. .15963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22961 
47787 
2439 

OJ990825_14 -9B15.C17.ol.tc 

15537 

none 



Seq. ID OJ990825_14.9B15.C17 
Strand 

End 16665 

Method TBLASTX : Cress 

End 16611 

Score 92 



15537. .15659, 15548 ... 15658, 15769 .. 15963, 16181 .. 16342, 
16191. .16346, 16479. .16601, 16480. .16611 



Seq. No. 22961 Seq. ID 

Gene No.. 47787 Strand 
Start 2439 End 

Name OJ990825_14 . 9B15 . C17 . o2 . tm Method 

Start 15551 End 

GI none Score 

Exons 15551. .15661, 15551 .. 15646, 15761. 

15904. .15963, 16187 .. 16240, 16187, 

16479. .16601, 16480. .16581 



OJ990825 14.9B15.C17 



16665 

TBLASTX: Maize 
16601 
65 

15937, 15766. . 15963, 
16342, 16188. . 16346, 



Seq. No. 22961 

Gene No. 47787 

Start 24 39 

Name OJ990825 

Start 15557 

GI none 

Exons 15557. .15658, ,15561. 

16236. ,16346;-1"6479. 



14.9B15.C17.o2.ts 



,15659, 
16601, 



Seq. ID OJ990825__14.9B15.C17 

Strand 
■ End : 16665 

Method TBLASTX : Soybean 

End 16601 

Score 82 
15772. .15963, 16235 16342, 
16480.. 16581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22962 
47788 
139 

OJ990825_14 . 9B15 . C18 . ol . gs 

139 

none 



Seq. ID OJ990825_14.9B15.C18 

Strand + 

End 2523 

Method GENS CAN 

End 2523 

Score .59 



139. .322, 675. .848, 1227. .1279, 2488. .2523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22963 Seq. ID 

47789 Strand 

1176 End 

OJ990825_14 . 9B15 . C19 . ol . gs Method 

1176 End 

none Score 



OJ990825_14.9B15.C19 
+ 

5378 
GENSCAN 
5378 
.42 



1176. .1222, 2027. .2150, 3294. .3427, 3796. .4081, 4282. .4667, 
4805.. 4842, 5256.. 5378 



Seq. No. 22963 

Gene No. 47789 

Start 1176 

Name OJ990825_14 . 9B15 . C19 . ol . np 

Start 1191 

GI 6714368 

Exons 1191.. 1222, 2027.. 2150, 2902. 
4449. .4701 

GI Descrip. (AC012562) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990825_14.9B15.C19 

Strand + 

End 5378 

Method AAT/NAP 

End 4701 

Score 476 

.3298, 3584. .4081, 4282. .4373, 



23223 



Seq. No. 


22963 










47789 








Start 


1176 








Name 


OJ990825 14. 


9B15, 


,C19.o2 


. tm 


Start 


2899 








GI 


none 








Exons 


2899. .3132, 


2904. 


.3215, 


2911. 


Seq. No. 


22963 








Gene No. 


47789 








Start 


1176 








Name 


OJ990825 14. 


9B15. 


C19.ol 


. tm 


Start 


3373 








GI 


none 








Exons 


3373. .3561, 


3399. 


.3632, 


3399. 




3621. .3734, 


3730. 


.4020, 


3731. 




4021. .4083, 


4281. 


.4460, 


4282. 




4466..4S52, 


4467. 


,4595, 


4480. 


Seq. No. 


22963 








Gene No 


47789 








Start 


1176 








Name 


OJ990825 14. 


9B15. 


C19.ol. 


• gp 


Start 


4051 






GI 


427166 








Exons 


4051. .4081, 


4282. 


.4600 




Seq. No. 


22963 








Gene No. 


47789 








Start 


1176 








Name 


0.7990825 14 


9B15 . 






Start 


4446 








GI 


none 








Exons 


4446. .4535, 


4446. 


.4505, 


4450. 




4534. .4590, 


4537. 


.4590, 


4539. 




* 4621. .4665, 


4624. 


.4740, 


4752. 


Seq. No. 


22964 








Gene No. 


/ 47790 








Start 


65 








Name 


OJ990825 14. 


9B15. 


C20.ol. 


,gs 


Start 


65 






GI 


none 








Exons 


65.. 199, 221 


. .395 


, 400.. 


669, .: 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_14.9B15.C19 
+ 

5378 

TBLASTX: Maize 

3215 

173 



OJ990825_14 . 9B15 .C19 
+ 

5378 

TBLASTX: Maize 
4595 



134 



,3632, 3609.. 3731, 

,4021, 4018. .4089, 

,4458, 4452. .4505, 
,4593 



3620. .3736, 
4019. .4081, 
4453. .4593, 



Seq. ID OJ990825_14.9B15.C19 

Strand + 

End 5378 

Method AAT/GAP 

End 4 600 

Score 676 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825_14 . 9B15.C19 
+ 



5378 

TBLASTX: Wheat 
4778 
79 

,4536, 4454. .4534, 4477. 
,4595, 4579. .4623, 4582. 

,4778 



.4536, 
.4638, 



Seq. ID OJ990825_14.9B15.C20 

Strand + 

End 2931' * ' 

Method GENSCAN 

End 2931 

Score .5 



Seq. No. 22964 

Gene No. 47791 

Start 3246 

Name OJ990825_14 . 9B15 . C20 . o2 . gs 

Start 3246 

GI none 

Exons 3246.. 3703, 4390.. 4481 



Seq. ID OJ990825_14.9B15.C20 
Strand 

End 4646 

Method GENSCAN 

End 4481 

Score . 7 



Seq. No. 22964 

Gene No. 47791 

C-l J_ * *• 

Name OJ990825_14 .9B15.C20.ol.np 



Seq. ID 

Strand 

End 

Method 



OJ990825_14 . 9B15 . C20 

4646 
AAT/NAP 



23224 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3249 End 4646 

5257244 Score 88 

3249. .3739, 4624. .4646 

(AB026542) WASP-family protein [Homo sapiens] 



22965 Seq. ID 

47792 Strand 

769 End 
OJ990825_14 . 9B15 . C21 . ol . gs Method 

769 End 

none Score 

769. .881, 1315. .1506 



OJ990825_14 . 9B15 . C21 

1506 
GENSCAN 
,1506 
.92 



Seq. No. 22966 Seq. ID OJ990825_14.9B15.C25 

Gene No. 47793 Strand 

Start 1242 End 1372 

Name OJ990825_14 . 9B15 . C25 . ol . np Method AAT/NAP 

Start 1242 End 1372 

GI 6324074 Score 94 

Exons 1242.. 1372 

GI Descrip. Contains seven cysteine rich zinc finger motifs of the f CCHC 
retroviral-type' ; Gis2p gi | 1730843 | sp | P53849 | YNZ5_YEAST 
• HYPOTHETICAL 17.1 KD PROTEIN IN S.IP3-MRPL30 INTERGENIC REGION 
gi|2131945|pir| IS63228 hypothetical protein YNL255c - yeast 
(Saccharomyces cerevisiae) gi | 1255963 | emb | CAA65489 |' (X96722) ORF 
N0852 [Saccharomyces cerevisiae] gi | 1302303 | emb | CAA96162 | (Z71 



Seq. No. 


22966 


Seq. ID 


OJ990825_ 


14. 


. 9B15 


.C25 


Gene No. 


47794 


Strand 










Start 


1324 


End 


1715 








Name 


OJ990825 14.9B15.C25.o2. 


np Method 


AAT/NAP 








Start 


1324 


End 


1715 








GI 


5257269 


Score 


315 








Exons 


1324. .1715 












GI Descrip. 


(AP000364) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22966 


Seq. ID 


OJ990825_ 


14, 


. 9B15 


.C25 


Gene No. 


47795 


Strand 










Start 


"1793 


End 


1944 








Name 


OJ990825 14.9B15.C25.o3. 


np Method 


AAT/NAP 








Start 


1793 


End 


1944 








GI 


5257270 


Score 


236 








Exons 


1793. .1944-' 












GI Descrip. 


(AP000364) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22967 


Seq. ID 


OJ990825_ 


14 . 


. 9B15 


.C26 


Gene No. 


47796 


Strand 


+ 








Start 


234 


End 


1320 








Name 


OJ990825 14.9B15.C26.ol. 


gs Method 


GENSCAN 








Start 


234 


End 


1320 








GI 


none 


Score 


.67 








Exons 


234. .351, 438. .676, 1102 


. .1320 










Seq. No. 


22967 


Seq. ID 


OJ990825_ 


14 . 


,9B15 


.C26 


Gene No. 


47797 


Strand 


+ 








Start 


2600 


End 


3344 








Name 


OJ990825_14.9B15.C26.o3. 


gs Method 


GENSCAN 









23225 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2600 End 3344 

none Score .49 

2600. .2638, 2644. .2670, 2743. .2968, 3055. .3344 



22967 Seq. ID 

47798 Strand 

4071 End 

OJ990825_14 . 9B15 . C26 . o3 . np Method 

4050 End 

2583130 Score 
4050. .4594 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990825_14.9B15.C26 
+ 

4594 
AAT/NAP 
4594 
167 



Seq. No. 22967 ■ 

Gene No. 47798 

Start 4071 

Name OJ990825_14 . 9B15 . C26 . o4 . gs 

Start 4071 

GI none 

Exons 4071.. 4230, 4390.. 4556 



Seq. ID OJ990825_14.9B15.C26 

Strand + 

End 4594 

Method GENSCAN 

End 4556 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22967 Seq. ID 

47799 Strand 

1 End 

OJ990825_14 . 9B15 . C26 . ol . np Method 

1 End 

5257270 Score 



OJ990825_14.9B15.C26 
795 

AAT/NAP 

795 

470 



1..30, 201. .306, 334. .643, 677. .795 

(AP000364) hypothetical protein [Oryza sativa] 



Seq. No. 


22967 


Seq. ID 


OJ990825_14. 


9B15 


.C26 


Gene No. 


47800 


Strand 








Start 


1944 


End 


2514 






Name 


OJ990825 14.9B15.C26.o2.gs 


Method 


GENSCAN 






Start 


1944 


End 


2514 






GI 


none 


Score 


.94 






Exons 


1944. .2017, 2058. .2514 










Seq. No. 


22967 


Seq. ID 


OJ990825JL4. 


9B15 


.C26 


Gene No. 


47801 


Strand 








Start 


2785 


End 


4450 






Name 


OJ990825 14.9B15.C26.o2.np 


Method 


AAT/NAP 






Start 


2785 


End 


4450 






GI 


5306261 


Score 


163 






Exons 


2785. .3089, 4243. .4450 










GI Descrip. 


(AC006233) unknown protein 


[Arabidopsis 


: thaliana] 






Seq. No. 


22968 


Seq.- ID 


OJ990825_14. 


9B15 


.C27 


Gene No. 


47802 


Strand 


+ 






Start 


10424 


End 


13777 






Name 


OJ990825 14.9B15.C27.o4.gs 


Method 


GENSCAN 






Start 


10424 


End 


13777 






GI 


none 


Score 


.96 






Exons 


10424. .11310, 11662.. 13777 










Seq. No. 


22968 


Seq. ID 


OJ990825_14. 


9B15 


.C27 



23226 



Gene No. 


47803 








Strand 


+ 




Start 


14341 








End 


16137 




Name 


OJ990825 14 


.9B15, 


.C27.o5 


.gs 


Method 


GENSCAN 




Start 


14341 








End 


16137 




GI 


none 








Score 


.6 




Exons 


14341. .14625, 14 684 .. 147 95, 15567 15693, 16113. .16137 




Seq. No. 


22968 








Seq. ID 


OJ990825_14 .9B15 


.C27 


Gene No. 


47804 








Strand 


- 




Start 


3011 








End 


' 4063 




Name 


ujyyuozo 14 




. LZ / . OZ 


.gs 


Method 


GENSCAN 




Start 


3011 








End 


4063 




GI 


none 








Score 


.59 




Exons 


3011. .3127, 


3244. 


, .3575, 


3961. 


.4063 






Seq. No. 


22968 








Seq. ID 


OJ990825_14.9B15 


.C27 


Gene No. 


47805 








Strand 






Start 


4904 








End 


9056 




Name 


OJ990825 14 


.9B15. 


,C27.o3 


.gs 


Method 


GENSCAN - 




Start 


4904 








End 


9056 




GI 


none 








Score 


.67 




Exons 


4904. .5243, 


5801. 


.7316, 


7380. 


.7549, 8224. .9056 




Seq. No. 


22968 








Seq. ID 


OJ990825_14 . 9B15 


. C27 


Gene No . 


47805 








Strand 






Start 


4904 








End 


9056 




Name 


OJ990825 14 


.9B15. 


C27.o2, 


.np 


Method 


' AAT/NAP 




Start 


7438 








End 


8435 




GI 


2792216 








Score 


874 




Exons 


7438. .8026, 


8224. 


.8435 










GI Descrip. 


(AF032686) NBS-LRR type 


resistance protein [HordeLim vulgare 


Seq. No. 


22968 








Seq. ID 


OJ990825_14 .9B15 


.C27 


Gene No. 


47806 








Strand 






Start 


17032 








End 


18144 




Name 


OJ990825 14 


.9B15. 


C27.ol. 




Method 


TBLASTX: Wheat 




Start 


564 








End 


1013 




GI 


none 








Score 


229 




Exons 


564. .1013 














Seq. No. 


22968 








Seq. ID 


OJ990825_14.9B15 


.C27 


Gene No. 


47806 








Strand 






Start 


17032 








End 


18144 




Name 


OJ990825 14, 


. 9B15. 


C27.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7468 








End 


12394 




GI 


none 








Score 


48 




Exons 


7468. .7623, 


7678. 


.7860, 


7718. 


.7861, 7906.. 8028, 7933.. 8058, 




12065. .12193, 12221.. 12394 








Seq. No. 


22968 








Seq. ID 


OJ990825_14.9B15 


.C27 


bene jno . 


47806 








Strand 






Start 


17032 








End 


18144 




Name 


OJ990825 14, 


.9B15. 


C27.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7493 








End 


12181 




GI 


none 








Score 


106 






/ *i J J . . / / JO , 


74 95. 


.7809, 


11873 


. . 11959, 


12047 . . 12181 





23227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22968 
47806 
17032 

OJ990825_14.9B15.C27.ol.tm 

7708 

none 



Seq. ID OJ990825_14.9B15.C27 
Strand 

End 18144 

Method TBLASTX : Maize 

End 8028 

Score 67 



7708. .7779, 7712. .7825, 7801. .7875, 7817. .7870, 7891. .8028, 
7906. .8028 



Seq. No. 22968 Seq. ID 

Gene No. 47806 Strand 

Start 17032 End 

Name OJ990825_14 . 9B15 . C27 . 06 . gs Method 

Start 17032 End 

GI none Score 

Exons 17032. .17912, 18027.. 18144 



.OJ990825_14 . 9B15 . C27 

18144 
GENSCAN 
18144 
.93 



Seq. No. 


22969 


Seq. ID 


OJ990825_14. 9B15 


.C29 


Gene No. 


47807 


Strand 


+ 




Start 


803 


End 


3373 




Name 


OJ990825 14. 9B15 . C29 . ol . gs 


Method 


GENSCAN 




Start 


-803 


End 


3373 




GI 


none 


Score 


.94 




Exons 


803.. 1825,' 2520.. 2924, 3026. 


.3373 






Seq. No. 


22969 


Seq. ID 


OJ990825_14. 9B15 


.C29 


Gene No. 


47808 


Strand 


+ 




Start 


3500 


End 


3697 




Name 


OJ990825 14.9B15.C29.ol.gp 


Method 


AAT/GAP 




Start 


3500 


End 


3697 




GI 


2800156 


Score 


303 




Exons 


3500. .3697 








Seq. No. 


22969 


Seq. ID 


OJ990825_14.9B15 


.C29 


Gene No. 


47809 


Strand 






Start 


4075 


End 


7648 




Name 


OJ990825 14.9B15.C29.o2.gp 


Method 


AAT/GAP 




Start 


4075 


End 


7648 




GI 


uC-osflcyp026a06bl 


Score 


838 




Exons 


4075.. 4197, 4282. .4395, 4558 


..4618, 7491. .7648 




GI Descrip. 


'5932426/gb|AAD56954.1|AF186240_l l.Oe- 


-18 (AF186240) 





thioredoxin-like protein [Secale cereale] 1 



Seq. No. 22969 Seq. ID 

Gene No. 47810 Strand 

Start 8337 End 

Name OJ990825_14 . 9B15 . C29 . o4 . ts Method 

Start 1391 End 

GI none Score 

Exons 1391.. 1543, 1393.. 1542 



OJ990825_14.9B15.C29 
10896 

TBLASTX : Soybean 

1543 

198 



Seq. No. 
Gene No. 
Start 
Name 
Star L 
GI 



22969 
47810 
8337 

OJ990825_ 

1610 

none 



14.9B15.C29.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_14 . 9B15.C29 
10896 

TBLASTX : Soybean 

2801 

284 ' 



23228 




Exons 


1610. . 1837, 


1657 


. . 1836, 


2517. 


.2801, 2519.. 2800 


Seq. No. 


22969 








Seq. ID 


OJ990825__14.9B15.C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825 14 


.9B15 


.C29.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1622 








End 


3289 


GI 


none 








Score 


344 


Exons 


1622. . 1852, 


1702 


. . 1857, 


2514 . 


.2933, 2517.. 2594, 2519.. 2803, 




2885. .2926, 


2978 


. . 3112, 


3022. 


.3096, 3106. .3147, 3107. .3289, 




3185. . 3253 












Seq. No. 


22969 








Seq. ID 


OJ990825_14.9B15.C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825_14 


. 9B15 


.C29.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2598 








End 


3334 


GI 


none 








Score 


44 


Exons 


2598 . .2654, 


2661 


. .2933, 


2687. 


.2800, 2885.. 2923, 2975.. 3334, 




2977. .3252 












Seq. No. 


22969 








Seq. ID 


OJ990825_14 . 9B15.C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825 14 


. 9B15 


.C29.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2694 








End 


8940 


GI 


none 








Score 


76 


Exons 


2694 . .2846, 


8632 


. . 8742, 


8770. 


.8940 




Seq. No. 


22969 








Seq. ID 


OJ990825_14 . 9B15 .C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825 14 


. 9B15 


.C29.o3 


tm 


Method 


TBLASTX: Maize 


Start 


3838 








End 


4386 


GI 


none 








Score 


71 


£xons 


3838. .3945, 


3849 


. . 3950, 


4078. 


.4197, 4279. .4386 


Seq. No. 


22969 








Seq. ID 


OJ990825_14 . 9B15.C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825 14 


. 9B15 


C29.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


3849 








End 


4356 


GI 


none 








Score 


66 


Exons 


3849. .3983, 


4072 


.4221, 


4082. 


.4204, 4249.-4344, 4279. .4356 


Seq. No. 


22969 








Seq. ID 


OJ990825_14.9B15.C29 


Gene No. 


47810 








Strand 




Start 


8337 








End 


10896 


Name 


OJ990825 14 


.9B15. 


C29.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8311 








End 


10818 


GI 


none 








Score 


166 


Exons 


8311. .8613, 


8360, 


.8614, 


8419. 


.8616, 8602. .8745, 8603. .8740, 



8740. .8949, 9622. .9972, 9623. .9973, 9624. .9974, 10085 .. 1014 4 , 
10090. .10155, ' 10217. .10384, 10232 .. 10318 , 10245 .. 10433, 
10251. .10397, 10252. .10434, 10370. .10744, 10375 .. 107 43, 
10744 . . 10618 



23229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22969 Seq. ID 

47810 Strand 

8337 End 

OJ990825_14.9B15.C29.ol.ts Method 

8311 End 

none Score 



8311. .8613, 8360. .8614, 8419. .8616, 8602 
8740.. 8949, 9622. .9972, 9623. .9973, 9624 
10090. .10155, 10217. .10384, 10232 .. 10318 , 10245 
10251; .10397, 10252 .. 10434 , 10370 .. 104 56, 10375 



OJ990825_14.9B15.C29 
10896 

TBLASTX: Soybean 

10456 

166 

8745, 8603. .8740, 
9974, 10085. .10144, 
10433, 
10455 



Seq. No. 


22969 




Seq. ID 


OJ990825_14.9B15.C29 


Gene No. 


47810 




Strand 




Start 


8337 




End 


10896 


Name 


OJ990825 14 


.9B15.C29.ol.np 


Method 


AAT/NAP 


Start 


8337 




End 


10896 


GI 


6714369 




Score 


1666 


Exons 


8337. .8966, 


9627. .10896 






GI Descrip. 


(AC012562) 


putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


22969 




Seq. ID 


OJ990825_14.9B15.C29 


Gene No. 


47810 




Strand 




Start 


: §337 




End 


10896 


Name 


OJ990825 14 


.9B15.C29.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8440 




End 


8596 


GI 


none 




Score 


80 


Exons 


8440. .8589, 


8446..859S, 8447 


. .8596 





Seq. No. 22969 Seq. ID 

Gene No. 47810 Strand 

Start 8337 End 

Name OJ990825_14 . 9B15 . C29 . ol . tc Method 

Start 84 4 6 End 

GI none Score 
Exons 



OJ990825_14.9B15.C29 
10896 

TBLASTX : Cress 

8976 

65 



8446. .8520, 8506. .8601, 8506. .8613, 8507. .8614, 8602. .8757, 
8603. .8758, 8767. .8976, 8770. .8910, 8793.. 8951, 8915.. 8968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990825_14.9B15.C29 

10896 
AAT/GAP 
8788 
553 



22969 .. Seq. ID 

47810 Strand 
8337 End 
OJ990825JL4 . 9B15 . C29 . o3 . gp Method 
8474 End 
LIB3433-050-P1-K1-H6 Score 
8474. .8788 

, 2760839/gb|AAB95307..1| 3.0e-26 (AC003105) putative receptor 
kinase [Arabidopsis thaliana] 1 

22969 
47810 
8337 

OJ990825_14.9B15.C29.o3.tc 
9625 
none 



Seq. ID OJ990825_14.9B15.C29 
Strand 
End 

Method 
End 
Score 



10896 

TBLASTX: Cress 

10860 

65 



9625. .9729, 9626. .9724, 9742. .9942, 9743. .9952, 10228 .. 10281, 
10375. .10497, 10375 .. 10506, 10495 10716, 10723 .. 10785, 



23230 




Seq. No. 


22969 


Seq. ID 


OJ990825_14.9B15 


.C29 


Gene No. 


47810 


Strand 






Start 


8337 


End 


10896 . 




Name 


OJ990825 14. 9B15.C29.o3. tw 


Method 


TBLASTX: Wheat 




Start 


9736 


End 


9909 




GI 


none 


Score 


77 




Exons 


9736. .9909, 9737. .9907 








Seq. No. 


22969 


Seq. ID 


OJ990825_14 . 9B15 


.C29 


Gene No. 


47810 


Strand 






Start 


8337 


End 


10896 




Name 


OJ990825_14 . 9B15 . C29 . o4 . gp 


Method 


AAT/GAP 




Start 


9982 


End 


10449 




GI 


4880882 


Score 


862 




Exons 


9982. .10449 








Seq. No. 


22969 


Seq. ID 


OJ990825_14 . 9B15 


.C29 


Gene No. 


47810 


Strand 






Start 


8337 


End 


10896 




Name 


OJ990825 14.9B15.C29.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10582 


End 


10843 




GI 


none 


Score 


124 




Exons 


10582. .10761, 10583. .10750, 107 68 .. 10842 , 10769. .10843 




Seq. No. 


22970 


Seq. ID 


OJ990825_14.9B15 


.C31 


Gene No. 


47811 


Strand 


+ 




Start 


6 


End 


267 




Name 


OJ990825 14.9B15.C31.ol.gs 


Method 


GENSCAN 




Start 


6 


End 


267 




GI 


none 


Score 


.7 




Exons 


6. .51, 98..267 








Seq. No. 


22971 


Seq. ID 


OJ990825_14.9B15 


.C33 


Gene No. 


47812 


Strand 


+ 




Start 


53 


End 


94 




Name 


OJ990825 14.9B15.C33.ol.gs 


Method 


GENSCAN 




Start . 


53 


End 


94 




GI 


none 


Score 


.67 




Exons 


53.-94 








Seq. No. 


22972 


Seq. ID 


OJ990825 14.9B15 


.C35 


Gene No. 


47813 


Strand 


+ 




Start 


1 


End 


81 




Name 


OJ990825 14.9B15.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


81 




GI 


5777617 


Score 


108 




Exons 


1. .81 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


22972 


Seq. ID 


OJ990825_14.9B15, 


, C35 


Gene No. 


47814 


Strand 






Start 


83 


End 


248 




Name 


OJ990825 14.9B15.C35.o2.np 


Method 


AAT/NAP 




Start 


83 


End 


248 




GI 


6006372 


Score 


72 




Exons 


83. .248 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 





23231 




Seq. No. 


22973 








Seq. ID 


OJ990825_ 


_11. 


9B17 


.Cl 


Gene No. 


47815 








Strand 


+ 








otart 


too 








T-t _ _J 

End 


C O C\ 








Name 


ojyyuozo li 


no 1 T 

. ybi / 


. Cl . Ol . 


gs 


Method 


GENSCAN 








Start 


coo 








End 


OoU 








GI 


none 








Score 


. DO 








Exons 


tOO C3 f\ 


















Seq. No. 


22974 








Seq.' ID 


OJ990825_ 


U. 


9B17 


• C2 


Gene No. 


47816 








Strand 


+ 








b tart 










End 


o /U 








Name 


ojyyuozo 11 


Qnl 1 

yBi / 


. . ol . 


gs 


Method 


GENSCAN 








start 


bU4 






End 


O *7 f\ 

870 








GI 


none 








Score 


o o 

. 92 








Exons 




















Seq. No. 


22974 








Seq. ID 


OJ990825 


11. 


9B17 


.C2 


Gene No. 


47817 








Strand 


+ 








otart 


Z / DO 








End 


o a n Q 








Name 


ATQQnQOC 11 


yBi / 


O O a o 

. Cz . OZ . 


gs 


Method 


GENSCAN 








b tart 


Z / Uo 








End 


3008 








bl 


none 








Score 


/~ i 
. 61 








Exons 


Z / Ub. . oUUo 


















oeq. no. 


y / 4 








beq. ID 


(jj y yuoz d 


i i 
11 . 


ybi / 




Gene No. 


47818 








Strand 










Start 


4688 








End 


6134 








Name 


OJ990825 11. 


9B17 


.C2.o3. 


gs 


Method 


GENSCAN 








Start 


4688 








End 


6134 








GI 


none 








Score 


.41 








Exons 


4688. .4939, 


4975 


. .5154, 


5922. 


.6134 











Seq. No. 22974 Seq. ID OJ990825_11 . 9B17 . C2 

Gene No. 47819 Strand 

Start 6823 End 8570 

Name OJ990825_11 . 9B17 . C2 . ol . np Method AAT/NAP 

Start 6823 End 8570 

GI - 4325357 - Score 422 

Exons 6823.. 7439, 7879.. 8570 

GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


22974 








Seq. ID 


OJ990825_11.9B17 


.C2 


Gene No. 


47820 








Strand 






Start 


9582 








End 


11894 




Name 


OJ990825 11 


9B17 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7144 








End 


7485 




GI 


none 








Score 


78 




Exons 


7144 . .7329, 


7145 


. .7327, 


7372. 


.7485 






Seq. No. 


22974 








Seq. ID 


OJ990825_11.9B17 


.C2 


Gene No. 


47820 








Strand 






Start 


9582 








End 


' 11894 




Name 


0J9 9062 5 11. 


9BI7 


. C2 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


7903 








End 


8211 





23232 



GI 

Exons 



none 

7903. .8211 



Score 



201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
"GI 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22974 
47820 
9582 

OJ990825_11.9B17.C2.ol.ts 

7948 

none 

7948. .8226, 8268. .8357 

22974 
47820 
9582 

OJ990825_11. 9B17.C2.ol.tw 

7948 

none 

7948. .8037, 8011. .8226, 8241. 



Seq. ID OJ990825_11.9B17.C2 
Strand 

End 11894 

Method TBLASTX : Soybean 

End 8357 

Score 67 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8357 



OJ990825_11.9B17.C2 
11894 

TBLASTX: Wheat 

8357 

86 



OJ990825 11.9B17.C2 



22974 Seq. ID 

47820 Strand 

9582 End 11894 

OJ990825JL1 . 9B17 . C2 . o2 . np Method AAT/NAP 

9582 • ■ End 11894 

6721512 Score 78 

9582. .9615, 11073 .. 11250, 11277 .. 11425, 11865. .11894 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990825_11.9B17.C3 

Strand + 

End 1658 

Method AAT/NAP 

End 1589 

Score 396 



22975 
47821 
1 

OJ990825_11.9B17.C3.ol.np 
1 

6721562 
1..63, 442. .507, 898. .1589 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa, 
alpha zein gene cluster; hypothetical proteiriv (AF031569) [Oryza 
sativa] 



22975 
47821 
1 

OJ990825_11.9B17.C3.ol.gs 

375 

none 

375.. 473, 601.. 1021, 1108. 

22975 
47821 
1 

OJ990825_11.9B17.C3.ol.tw 

1026 

none 

1026 . . 1421 



Seq. ID 
Strand 
End . 
Method 
End 
Score 
,1398, 1510. 



OJ990825_11.9B17.C3 
+ 

.1658 
GENSCAN 
1658 
.88 
. 1658 



Seq. ID OJ990825_11. 9B17.C3 

Strand + 

End 1658 

Method TBLASTX : Wheat 

End 1421 

Score 244 



23233 



Seq. No. 


22976 


Seq. ID 


OJ990825_ 


11. 


9B17 


.C4 


Gene No. 


47822 


Strand 


+ 








Start 


24 


End 


734 








Name 


OJ990825 11.9B17.C4.ol.np 


Method 


AAT/NAP 








Start 


. 24 


End 


734 








GI 


6539588 


Score 


98 








Exons 


24. .196, 697. .734 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22977 


Seq. ID 


OJ990825 


11 . 


9B17 


.C6 


Gene No. 


47823 


Strand 


+ 








Start 


1 


End 


756 








Name 


OJ990825 11.9B17.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


756 








GI 


5042463 


Score 


161 








Exons 


1...336, 736.. 756 












GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


22978 


Seq. ID 


OJ990825_ 


11. 


9B17 


.CI 


Gene No. . 


47824 


Strand 


+ 








Start 


389 


End 


2004 








Name 


OJ990825 11.9B17.C7.ol.np 


Method 


AAT/NAP 








Start 


389 


End 


2004 










50424 63 


Score 


110 . 








j =J Exons 


389. .527, 574. .666, 1946. .2004 










Q GI Descrip. 


(AC00778 9) unknown protein 


[Oryza sativa] 








I'll Seq. No. 


22978 


Seq. ID 


OJ990825 


11. 


9B17 


-C7 


is- Gene No. 


47825 


Strand 


+ 








^ Start 


15083 


End 


17547 








! =*? Name 


OJ990825 11.9B17.C7.o4.gs 


Method 


GENSCAN 








□ Start 


15083 


End 


17547 








rU GI 


none 


Score 


.58 








Exons 


15083. .15091, 15330. .15642, 


17354. .17547 








Seq. No. 


22978 


Seq. ID 


OJ990825_ 


11. 


9B17 


• C7 


'"■4 Gene No. 


47826 


Strand 


+ 








M= Start ■ 


19072 


End 


21770 








i Name 


&OJ990825 11.9B17.C7.o5.gs 


Method 


GENSCAN 








Start 


19072 


End 


21770 








™ GI 


none 


Score 


.52 








Exons 


19072. .19084, 19806 .. 20402, 


20541. .20590, 20707. 


.20817, 






21603. .21770 












Seq. No. 


22978 


Seq. ID 


OJ990825_ 


11. 


9B17 


.C7 


Gene No. 


47826 


Strand 


+ 








Start 


19072 


End 


21770 








Name 


OJ990825 11.9B17.C7.o5.np 


Method 


AAT/NAP 








Start 


19157 


End 


21707 








GI 


4585936 


Score 


51 








Exons 


19157. .19236, 21514.. 21707 












GI Descrip. 


(AC007211) putative helicase [Arabidopsis thaliana] 






Seq. No. 


22978 


Seq. ID 


OJ990825_ 


11. 


9B17 


.C7 


Gene No. 


47827 


Strand 










O J i- 


500 


End 


6165 








Name 


OJ990825_11.9B17.C7.oi.gs • 


Method 


GENSCAN 









23234 



Start 


500 


End 


4608 




GI 


none 


Score 


.58 




Exons 


.500. .664, 972. .1087, 1435.. 


1462, 2157. 


.2265, 2306.. 2459, 






2863.. 3256, 3386.. 3949, 4195.. 4608 






Seq. No. 


22978 


Seq. ID 


OJ990825_11. 9B17. 


C7 


Gene No. 


47827 


Strand 






Start 


500 


End 


6165 




Name 


OJ990825 11.9B17.C7.o2.np 


Method 


AAT/NAP 




Start 


2463 


End 


6165 




GI 


6815052 


Score 


1609 




Exons 


2463. .2581, 2863. .2933, 3015. .3748, 3797. .3940, 4727. .4819, 




5660. .5759, 6052. .6165 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22978 


Seq. ID 


OJ990825_11.9B17. 


C7 


Gene No. 


47828 


Strand 






Start 


8412 


End 


15612 




Name 


OJ990825 11.9B17.C7.o3.gs 


Method 


GENSCAN 




Start 


8412 


End 


13800 




GI 


none 


Score 


.5 




Exons 


8412. .8702, 8798.-9238, 9244. .9367, 10491 .. 10600, 12755. 


.12829, 




12912. .13045, 1358 4. .13800 








Seq. No. 


22978 


Seq. ID 


OJ990825_11.9B17. 


C7 


Gene " No . 


47828 


Strand 






Start 


8412 


End 


15612 




Name 


OJ990825 11.9B17.C7.ol.gp 


Method 


AAT/GAP 




Start 


9959 


End 


15612 




GI 


31887 1.R1084 


Score 


2322 




Exons 


9959. .10212, 10315. .10402, 


10491. .10600, 11357. .11458, 






12755. .12829, 12912 .. 13045, 


13584. .13821, 15356. .15612 




GI Descrip. 


'3212861 3.0e-75 (AC004005) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


22978 


Seq. ID 


OJ990825_11.9B17. 


C7 


Gene No. 


47828 


Strand 






Start 


8412 


End 


15612 




Name 


OJ990825 11.9B17.C7.o3.np 


Method 


AAT/NAP 




Start 


10262 


End 


15571 




GI 


3212861 


Score 


771 




Exons 


10262. .10402, 10491. .10600, 


11357. .11458, 12755. .12829, 






12912. .13045, 13584. .13821, 


15356. .15571 




GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


22978 


Seq. ID 


OJ990825JL1.9B17. 


C7 


Gene No. 


47829 


Strand 






Start 


17913 


End 


19639 




Name 


OJ990825 11.9B17.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4073 


End 


4503 




GI 


none 


Score 


69 




Exons 


4073. .4300, 4084. .4299, 4324. .4503 






Seq. No. 


22978 ' 


Seq. ID 


OJ990825_11.9B17. 


C7 


Gene No. 


47829 


Strand 






O-J . — J- 


± f y±o 


End 






Name 


OJ990825_11.9B17.C7.o2.ts 


Method 


TBLASTX : Soybean 





23235 



Start 
GI 

Exons 



4111 
none 

4111. .4305, 4300. .4485 



End 
Score 



4485 
94 



Seq. No. 22978 

Gene No. 47829 

Start 17913 

Name OJ990825_11 . 9B17 .C7 . ol . ts 

Start 10141 

GI none 

Exons 10141. .10215, 10259 .'. 104 05, 
10490. .10600, 10491. .10586, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10312 

10508 



OJ990825 11.9B17.C7 



19639 

TBLASTX : Soybean 
11431 
106 

10401, 10325. .10402, 
10591, 11348.. 11431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22978 
47829 
17913 

OJ990825_11 . 9B17 .C7 . o2 . tm 
10159 



OJ990825 11.9B17.C7 



none 

10159. 

10314. 

11354. 

12900. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.10215, 10309. .10401, 10313 .. 10405, 10313 .. 10405, 
.10415, 10490. .10594, 10491 .. 10586, 104 93 .. 10594 , 
.11461, 11373. .11459, 12752 .. 12829, 12753 .. 12830, 
,12947, 12901. .12942 - 



19639 

TBLASTX: Maize 

12947 

117 



Seq. No. 22978 

Gene No. 47829 

Start 17913 

Name OJ990825_11 . 9B17 .C7 . ol . tm 

Start 12979 

GI none 
Exons 



Seq. ID OJ990825_11.9B17.C7 
Strand 

End 19639 

Method TBLASTX : Mai ze 

End 15584 

Score 103 



12979. .13047, 12979 .. 13041, 12980 13042 , 12981 .. 1304 6, 
13422. .13478, 13573 .. 13830, 13585 13830 , 15352 .. 15423, 
15354. .15584, 15359.. 15583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22978 
47829 
17913 
OJ990825 
17913 
5042463 



_11.9B17.C7.o4.np 



Seq. ID OJ990825_11.9B17.C7 
Strand 

End 19639 

Method AAT/NAP 

End 19639 

Score 186 



17913. .17973, 18510 .. 18585, 18634 .. 18799, 19460.. 19639 
(AC007789) unknown protein [Oryza sativa] 



22979 Seq. ID 

47830 Strand 
1 End 
OJ99082 5_11 . 9B17 . C9 . ol . np Method 
1 End 
6691716 Score 
1..310, 379. .490, 566. .742, 819. .1063 
(AP0004 92) hypothetical protein [Oryza 
gil 6691717 | dbj |BAA89397.1| (AP000570) 
[Oryza sativa] 



11.9B17.C9 



OJ990825_ 
+ 

1063 
AAT/NAP 
1063 
605 



sativa] 
hypothetical protein 



Seq. No. 
Gene No . 
Start 



22979 
47830 
1 



Seq. ID OJ990825_11.9B17.C9 
Strand + 
End 1063 



23236 



Name 

Start 

GI 

Exons 



OJ990825_11 . 9B17 . C9 . ol . gs Method GENSCAN 

171 End 1006 

none Score . 92 

171. .310, 379. .604, 703. .742, 819. .1006 



Seq. No. 22980 Seq. ID 

Gene No. 47831 Strand 

Start 1 End 

Name 0 J990825_ll . 9B17 . C10 . ol . np Method 

Start 1 End 

GI 6691716 Score 
Exons 1..488 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990825_11.9B17.C10 
+ 

488 

AAT/NAP 
488 
565 



Seq. No. 22980 Seq. ID 

Gene No. 47831 Strand 

Start 1 End 

Name OJ990825_11. 9B17 . C10 . ol . gs Method 

Start 150 End 

GI none Score 

Exons 150. . 383 



OJ990825_11.9B17.C10 
+ 

488 

GENSCAN 

383 

.91 



Seq. No. 22980 Seq. ID 

Gene No. 47832 Strand 

Start 3550 End 

Name OJ990825_11 . 9B17 . C10 . o3 . gs Method 

Start 3550 End 

GI none Score 
Exons 



OJ990825_11. 9B17.C10 
+ 

9549 
GENSCAN 
7583 
.75 



3550. .4773, 4872. .4941, 5592. .5713, 7479. .7583 



Seq. No. 22980 Seq. ID OJ990825 11.9B17.C10 

Gene No. 47832 Strand 

Start 3550 End 

Name OJ990825_11 . 9B17 . C10 . o4 . np Method 

Start 4215 End 

GI 6063554 Score 

Exons 4215.. 4289, 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

•protein [Oryza sativa] 



OJ990825_ 
+ 

9549 
AAT/NAP 
9549 
201 

7431. .7730, 7998. .8213, 8716. .8745, 9376. .9549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Si-art 

GI 



22980 
47833 
819 

OJ990825_11.9B17.C10.o2.gs 

819 

none 



Seq. ID OJ990825_11.9B17.C10 
Strand 

End 4 920 

Method GENSCAN 

End 3088 

Score .52 



819. .1051, 1623. .1786, 2148. .2219, 2298. .2642, 2916. .3088 



22980 Seq. ID 

47833 Strand 

819 End 

OJ9908.25_11 . 9B17 . C10 . o2 . np Method 

622 End 

5902445 Score 



OJ990825_11.9B17.C10 

4920 
AAT/NAP 
4920 
601 



23237 




Exons 


822. .1233/ 4875. .4920 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


22980 




Seq. ID 


OJ990825 11.9B17.C10 


Gene No. 


47834 




Strand 




Start 


8056 




End 


8415 


Name 


OJ990825 ll.9B17.C10.o4 


. as 


Method 


GEN SCAN 


Start 


8056 




End 


8415 


GI 


none 




Score 


. 62 


Exons 


8056. .8415 








Seq. No. 


22980 




Seq. ID 


OJ990825 11 . 9B17 .C10 


Gene No. 


47835 




Strand 




Start 


8663 




End 


9354 


Name 


OJ990825 11. 9B17.C10.o5 


. as 


Method 


GENSCAN 


Start 


8663 ~ 




End 


9354 


GI 


none 




Score 


. 65 


Exons 


8663. .8772, 9276. .9354 








Seq. No. 


22980 




Seq. ID 


OJ990825_11. 9B17.C10 


Gene No. 


47836 




Strand 




Start 


9905 




End 


10229 


Name 


OJ990825 11. 9B17.C10.ol 


.gp 


Method 


AAT/GAP 


Start 


9905 ~ 




End 


10229 


GI 


61605 3.R1084 




Score 


415 


Exons 


9905.710229 








GI Descrip. 


1 1402920/emb | CAA66965 | 


2.0e-20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


22980 




Seq. ID 


OJ990825 11. 9B17.C10 


Gene No. 


47837 




Strand 




Start 


11578 




End 


11682 


Name 


OJ990825 11. 9B17..C10.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


831 ~ 




End 


1229 


GI 


none 




Score 


137 


Exons 


831. .968, 954 . .1229 








Seq. No. 


• 22980 




Seq. ID 


OJ990825_11. 9B17.C10 


Gene No. 


47837 




Strand 




Start 


11578 




End 


11682 


Name 


OJ990825 11. 9B17.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


870 ~ 




End 


1124 


GI 


none 




Score 


50 


Exons 


870 . . 971, 910 . . 972, 951 


. .1124 


, 952. .1071 


Seq. No. 


22980 




Seq. ID 


OJ990825_11. 9B17.C10 


Gene No. 


47837 




Strand 




Start 


11578 




End 


11682 


Name 


OJ990825 11.9B17 C10 ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2315 




End 


2836 


GI 


none 




Score 


81 


Exons 


2315. .2461, 2336. .2461, 


2468. 


.2641, 2469. .2642, 2470. .2649, 




2471. .2719, 2638. .2742, 


2639. 


.2683, 274 


4. .2836, 2744. .2806 


Seq. No. 


22980 




Seq. ID 


OJ990825_11.9B17.C10 


Gene No . 


47837 




Strand 




Start 


11578 




End 


11682 



23238 



Name 


OJ990825_11 . 9B17 . CIO . o2 . tw 


Method 


TBLASTX : 


Wheat 


Start 


3718 


End 


4071 






GI 


none 


Score 


175 






Exons 


otto /inn 

37 18 . . 4071 










Seq. No. 


22980 


Seq. ID 


y*\ Tft rt Art ^ r 

OJ990825 


11 


. 9B17 


Gene No. 


47837 


Strand 








Start 


11578 


End 


11682 






NT ~> m a 

Name 


ojyyuo^D ii . 9Bi / . ciu . od . gs 


Method 


GENSCAN 






Start 


llo /o 


End 


11682 






GI 


none 


Score 


. 7 






Exons 


1 1 C "7 O 1 1 £ O O 

llo / o . .1 1 oo2 










Seq. No. 


o o n o 1 


Seq. ID 


OJ990825 


11 , 


. 9B17 


Gene No. 


47838 


Strand 


+ 






Start 


1 


End 


2590 






Name 


OJ99Uo2b 11 . yBl / . Cll . Ol . gs 


Method 


GENSCAN 






Start 


1 


End 


2590 






GI 


none 


Score 


.84 






Exons 


1..74, 268. .381, 2500. .2590 










Seq. No. 


22981 


Seq. ID 


OJ990825 


_11, 


. 9B17 


Gene No. 


47839 


Strand 


+ 






Start 


10646 


End 


13652 






Name 


OJ990825 11.9B17.Cll.o2.np 


Method 


AAT/NAP 






Start 


10646 


End 


13649 






GI 


6498436 


Score 


438 






Exons 


10646. .10666, 13003 .. 13277 , 


13531. .13649 






GI" Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22981 


Seq. ID 


OJ990825 


11 . 


. 9B17 


Gene No. 


47839 


Strand 


+ 






Start 


10646 


End 


13652 






VT m a 

Name 


OJ990825 11.9B17.Cll.o4.gs 


Method 


GENSCAN 






Start 


12385 


End 


13652 






GI 


none 


Score 


.53 






Exons 


12385. .12846, 13030 .. 13201, 


13531. .13652 






Seq. No. 


22981 


Seq'. ID 


OJ990825_ 


'll . 


, 9B17 


Gene No. 


47840 


Strand 


+ 






Start 


14171 


End 


14734 






Name 


OJ990825 11.9B17.Cll.o5.gs 


Method 


GENSCAN 






Start 


14171 


End 


14734 






GI 


none 


Score 


.57 






Exons 


14171. .14421, 14592. .14734 










Seq. No. 


22981 


Seq. ID 


OJ990825_ 


_11. 


9B17 


Gene No. 


47841 


Strand 


+ 






Start 


14635 


End 


14888 






Name 


OJ990825 11.9B17.Cll.o3.np 


Method 


AAT/NAP 






Start 


14635 


End 


14888 






GI 


2213632 


Score 


222 






Exons 


14635. .14888 










GI Descrip. 


(AC000103) F21J9.24 [Arabiciopsis thaliana] 






O ~ ~ "NT- 
OCV^. IN . 


o ^ r\ r\ i 


Seq. ID 


OJ990825_ 


_11. 


9B17, 


Gene No. 


47842 


Strand 









23239 



Start 1883 End 2402 

Name OJ990825_11 . 9B17 . Cll . ol . gp Method AAT/GAP 

Start 1883 End 2402 

GI LIB3434-038-P1-K1-F1 Score 744 

Exons 1883.. 2402 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22981 Seq. ID 

47843 Strand 

4840 End 
OJ990825_11 . 9B17 . Cll . o2 . gs Method 

4840 End 

none Score 

4840.. 4858, 4892.. 4962 



22981 Seq. ID 

47844 Strand 

8169 End 12173 

OJ990825_11 . 9B17 . Cll . ol . np Method AAT/NAP 

8169 End 11600 

6063554 Score 164 

8169. .8205, 9085. .9112, 9419. .9629, 9750. .9965, 



OJ990825_11.9B17.C11 

4962 
GEN SCAN 
4962 
.94 



OJ990825 11.9B17.C11 



11537. .11600 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 22981 Seq. ID. OJ990825_11 . 9B17 . Cll 

Gene No. 47844 Strand 

Start 8169 End 12173 

Name OJ990825_11 . 9B17 . Cll . o2 . gp Method AAT/GAP 

Start 8710 End 8811 

GI LIB3477-003-P1-K1-E9 Score 107 

Exons 8710.. 8811 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 22981 Seq. ID 

Gene No. 47844 Strand 

Start 8169 End 

Name OJ990825_11 . 9B17 . Cll . o4 . gp Method 

Start 11090 End 

GI none Score 

Exons 11090. .11241 



OJ990825_11.9B17.C11 

12173 
AAT/GAP 
11241 
267 



Seq. No. 22981 

Gene No. 47844 

Start 8169 

Name OJ990825_11 . 9B17 . Cll . o5 . gp 

Start 11425 

GI 3768124 

Exons 11425. .11568, 11785 .. 12007 , 12097.. 12173 



Seq. ID OJ990825_11.9B17.C11 



Strand 
End 

Method 

End 

Score 



12173 
AAT/GAP 
12173 
505 



Seq. No. 



Start 



22981 



14267 



Seq. ID 

Strand 

End 



OJ990825 11.9B17.C11 



14858 



23240 



Name 


OJ990825 11.9B17.Cll.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


14267 


End 


14858 




GI 


none 


Score 


99 




Exons 


14267. .14 425, 14305. .14 421, 


14515. .14712, 14544 


. . 14690, 




14703. .14858, 14783. .14851 








Seq. No. 


22981 


Seq. ID 


OJ990825 


_11.9B17 


Gene No . 


47845 


Strand 






Start 


14267 


End 


14858 




Name 


OJ990825 . 11 . 9B17 .Cll .ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


14330 


End 


14800 




GI 


none 


Score 


60 




Exons 


14330. .14425, 14515. .14712, 


14712. .14798, 14732 


. . 14800 


Seq. No. 


22982 


Seq. ID 


OJ990825 


_11.9B17 


Gene No. 


47846 


Strand 


+ 




Start 


1941 


End 


2812 




Name 


OJ990825 11.9B17.C12.ol.gs 


Method 


GENSCAN 




Start 


1941 


End 


2812 




GI 


none 


Score 


.79 




Exons 


1941. .1973, 2519. .2812 








Seq. No. 


22982 


Seq. ID 


OJ990825 


_11. 9B17 


Gene No. 


47847 


Strand 


+ 




Start 


8816 


End 


10415 




Name 


OJ990825 11.9B17.C12.o3.gs 


Method 


GENSCAN 




Start 


8816 


End 


10415 




GI 


none 


Score 


.5 




Exons 


8816.. 9124, 9952. .9991, 10198. .10415 






Seq. No. 


22982 


Seq. ID 


OJ990825 


_11. 9B17 


Gene No. 


47848 


Strand 


+ 




Start 


14783 


End 


19869 




Name 


OJ990825 11.9B17.C12.o5.gs 


Method 


GENSCAN 




Start 


14783 


End 


19869 




GI 


none 


Score 


.6 




Exons 


14783. .14925, 15704 .. 15901, 


16141. . 16385, 17100 


. . 17242, 




19088. .19208, 19820.. 19869 








Seq. No. 


22982 


Seq. ID 


OJ990825. 


_11. 9B17 


Gene No. 


47849 


Strand 


+ 




Start 


19908 


End 


24472 




Name 


OJ990825 11.9B17.C12.o2.np 


Method 


AAT/NAP 




Start 


19908 


End 


24472 




GI 


6942043 


Score 


83 




Exons 


19908. .19983, 20977 .. 21211 , 


21345. .21430, 21527 


. .21573, 




24449. .24472 








GI Descrip. 


(AF216524) IAA-alanine resistance protein 1 [Arabidopsi 




thaliana] 








Seq. No. 


22982 


Seq. ID 


OJ990825_ 


_11.9B17 


Gene No. 


47850 


Strand 


+ 




Start 


26641 


End . 


26740 




Name 


OJ990825 11.9B17.C12.o2.gp 


Method 


AAT/GAP 




Start 


26641 v '^-. 


End 


26740 




r* t 


uC-o s r oM2 02 0 1 7 a0 5 a I 


Score 


130 




Exons . 


26641. .26740 









23241 



GI Descrip. ' 6041846/gb | AAF02155 . 1 | AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 22982 Seq. ID 

Gene No. 47851 Strand 

Start 4050 End 

Name OJ990825_11 . 9B17 . C12 . o2 . gs Method 

Start 4050 End 

GI none Score 

Exons 4050.. 4135, 4647.. 4818 



OJ990825_11.9B17.C12 

4818 
GENSCAN 
4818 
.68 



Seq. No. 22982 Seq. ID OJ990825_11.9B17.C12 

Gene No. 47852 Strand 

Start 11616 End 13834 

Name OJ990825_11 . 9B17 . C12 . ol . np Method AAT/NAP 

Start 11373 End 12260 

GI 5441887 Score 159 

Exons 11373. .11500, 11576 .. 11709, 11809 .. 11896, 11999. .12260 

GI Descrip. (AP000367) Similar to Arabidopsis thaliana BAC genomic sequence. 
(AC002332) [Oryza sativa] 



Seq. No. 22982 

Gene No. 47852 

Start .. 11616 

Name ' ' OJ990825_11 . 9B17 . C12 . o4 . gs 

Start 11616 

GI none 

Exons 11616 
13306 



OJ990825 11.9B17.C12 



Seq. ID _ 
Strand 

End 13834 
Method GENSCAN 
End 13834 
Score .42 
11762, 11837. .12097, 12327 .. 12551 , 13170 .. 13268, 
13461, 13715.. 13834 



Seq. No.- 22982 Seq. ID 

Gene No. 47853 Strand 

Start 20636 End 

Name OJ990825_11 . 9B17 . C12 . 06 . gs Method 

Start 20636 End 

GI none Score 

Exons 20636. .20829, 21029.. 21197 



OJ990825_11.9B17.C12 

21197 
GENSCAN 
21197 
.46 



Seq. No. 22982 Seq. ID 

Gene No. 47854 Strand 

Start 25043 End 

Name OJ990825_11 . 9B17 . C12 . o7 . gs Method 

Start 25043 End 

GI none Score 

Exons 25043. .25476, 26775.. 26928 



OJ990825_11.9B17.C12 

26928 
GENSCAN 
26928 
.53 



Seq. No. 


22983 




Seq. ID 


OJ990825_ 


11. 


9B17 


.C13 


Gene No. 


47855 




Strand 


+ 








Start 


719 




End 


3441 








Name 


OJ990825 11.9B17.C13 


. ol . gs 


• Method 


GENSCAN 








Start 


719 




End 


3441 








GI 


none 




Score 


.74 








Exons 


719. .815, 914. .1192, 


2235. , 


.2580, 3404. 


.3441 








Seq. No. 


22983 




Seq. ID 


OJ990825_ 


11. 


9B17 


.C13 


Gene No . 


47855 




Strand 


+ 








Start 


719 




End 


3441 









23242 



Name 

Start 

GI 

Exons 



OJ990825_11.9B17.C13.ol.gp Method AAT/GAP 

919 End 2408 

none Score 855 
919. .1192, 2235. .2408 



Seq. ID OJ990825_11.9B17.C13 
Strand 
End 

Method 
End 
Score 

983. .1063, 1093. .1155, 1158. .1193, 1199. .1387, 2231. .2548, 
2234. .2548, 2235. .2549, 3034. .3237, 3037. .3243, 3054. .3242 



Seq. No. 22983 

Gene No. 47855 

Start 719 

Name OJ990825_11 . 9B17 . C13 . ol . tm 

Start 983 

GI none 
Exons 



+ 

3441 

TBLASTX: Maize 

3243 

348 



Seq. No. 


22983 






Seq. ID 


OJ990825 


JL1.9B17 


.C13 


Gene No. 


47855 






Strand 


+ 






Start 


719 






End 


3441 






Name 


OJ990825 11 


.9B17.C13.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


2237 






End 


2546 






GI 


none 






Score 


72 






Exons 


2237. .2380, 


2237. .2545, 


2238. 


.2546 








Seq. No. 


22983 ' 






Seq. ID 


OJ990825 


_11.9B17 


.C13 


Gene No. 


47855 






Strand 


+ 






Start 


719 






End 


3441 






Name 


OJ990825 11 


.9B17.C13.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2237 






End 


3084 






GI 


none 






Score 


104 






Exons 


2237. .2521, 


2237. .2521, 


2238. 


.2525, 2505.. 2546, 


3037. .3084 


Seq. No. 


22983 






Seq. ID 


OJ990825 


_11.9B17 


.C13 


Gene No. 


47855 






Strand 


+ 






Start 


719 






End 


3441 






Name 


OJ990825 11 


.9B17.C13.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3085 






End 


3243 






GI 


none 






Score 


190 






Exons 


3085. .3243, 


3085. .3237, 


3102. 


.3242 








Seq. No. 


22984 






Seq. ID 


OJ990825 


JL1.9B17 


.C15 


Gene No. 


47856' 






Strand 








Start 


121 






End 


581 






Name 


OJ990825 11 


.9B17.C15.ol 


.np 


Method 


AAT/NAP 






Start 


121 




End 


581 






GI 


5922620 






Score 


173 






Exons 


121. .257, 535. .581 













GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 | dbj IBAA8-5196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 22985 Seq. ID 

Gene No. 47857 .Strand 

Start 3908 End 

Name OJ990825_11 . 9B17 . C17 . o2 . gs Method 

Start 3908 End 

GI none Score 



OJ990825_11.9B17.C17 
+ 

5010 
GENSCAN 
5010 
.7 



23243 




Exons 


3908. .4151, 


4343. 


.4503, 


4584. 


.4837, 4923.. 5010 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No . 


47858 








Strand 


+ 


Start 


10747 








End 


10975 


Name 


OJ990825 11 


.9B17. 


C17.ol 


.gp 


Method 


AAT/GAP 


Start 


10747 








End 


10975 


GI 


none 








Score 


321 


Exons 


10747. .10975 










Seq. No. 


22985 








Seq. ID 


OJ990825 11.9B17.C17 


Gene No. 


47859 








Strand 


- 


Start 


2348 








End 


4300 


Name 


OJ990825 11 


.9B17. 


C17.ol 


np 


Method 


AAT/NAP 


Start 


2348 






End 


4300 


GI 


1237256 








Score 


45 


Exons 


2348. .2430, 


2481. 


.2681, 


4279. 


.4300 




GI Descrip. 


(M18247) gag-pol precursor polyprotein 


gPr80 [Feline leukem 




virus] 












Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


47860 








Strand 




Start 


6391 . 








End 


12002 


Name 


OJ990825 11 


.9B17. 


C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1333 








End 


1798 


GI 


none 








Score 


246 


Exons 


1333. .1554, 


1339. 


.1581, 


1665. 


.1706, 1665. .1697, 1733. .1792, 




1742. .1798 












Seq. No. 










Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


.9B17. 


C17.o2. 


np 


Method 


AAT/NAP 


Start 


6391 








End 


12002 


GI 


6691191 








Score 


1310 


Exons 


6391. .6449, 


6991. 


.8764, 


11765 


. .12002 




GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No . 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


.9B17. 


C17.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6989 








End 


7516 


GI 


none 








Score 


43 


Exons 


6989. .7042, 


7028. 


.7117, 


7127. 


.7516, 7189.; : ..7245, 7284.. 7514 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No . 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


.9B17. 


C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7124 








End 


7513 


GI 


none 








Score 


5.7 


Exons 


7124. .7504, 


7196. 


.7264, 


7299. 


.7505, 7328. .7513 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No . 


47660 








Strand 




Start 


6391 








End 


12002 



23244 



Name 


OJ990825 11 


. 9B17 


C17.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7517 








End 


7834 


GI 


none 








Score 


88 


Exons 


7517. .7714, 


7518. 


.7664, 


7700. 


.7759, 7717. .7770, 7793.-7834 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825_11 


. 9B17 . 


C17.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7529 








End 


7834 


GI 


none 








Score 


79 


Exons 


7529. .7693, 


7529. 


.7696, 


7723. 


.7767, 7726. .7770, 7769. .7834 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825_11 


. 9B17 . 


C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7856 








End 


8158 


GI 


none 








Score 


214 


Exons 


7856. .8158 












Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


.47-860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


.9B17. 


C17.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7952 








End 


8430 


GI 


none 








Score 


44" 


Exons 


7952. .8155, 


8238. 


.8339, 


8266. 


.8337, 8329. .8430, 8335. .8427 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No. 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


. 9B17. 


C17.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8443 








End 


8745 


GI 


none 








Score 


98 


Exons 


8443. .8583, 


8444 . 


.8587, 


8605. 


.8736, 8605. .8745 


Seq. No. 


22985 








Seq. ID 


OJ990825_11.9B17.C17 


Gene No . 


47860 








Strand 




Start 


6391 








End 


12002 


Name 


OJ990825 11 


. 9B17. 


C17 .o5. 


gs 


Method 


GEN SCAN 


Start 


9703 


✓ 






End 


11104 


GI 


none 








Score 


.93 


Exons 


9703. .9808, 


11094 


. .11104 








Seq. No. 


22986 








Seq. ID 


OJ990825_15. 9B22.C3 


Gene No. 


47861 








Strand 




Start 


977 








End 


2198 


Name 


OJ990825 15 


.9B22. 


C3.ol.gs 


Method 


GENSCAN 


Start 


977 








End 


2147 


GI 


none 








Score 


.46 


Exons 


977. .1098, 2108.. 


2147 








Seq. No. 


22986 








Seq. ID 


OJ990825_15. 9B22.C3 


Gene No. 


47861 








Strand 




S cart 


977 








End 


2198 


Name . 


OJ990825_15 


. 9B22. 


C3.ol.np 


Method 


AAT/NAP 



23245 




Start 


980 End 


2198 




GI 


6815052 Score 


253 




Exons . 


980. .1098, 1368. .1438, 1520. .1656, 2158. .2198 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22987 Seq. ID 


OJ990825JL5.9B22 


.C4 


Gene No. 


47862 Strand 


+ 




Start 


68 End 


12058 




Name 


OJ990825 15.9B22.C4.ol.gs Method 


GENSCAN 




Start 


68 End 


9354 




GI 


none Score 


.48 




Exons 


68. .438, 569. .721, 2551. .2729, 4818. .5239, 5372. .5761, 






5876. .6034, 8802. .9354 






Seq. No. 


22987 Seq. ID 


OJ990825_15. 9B22 


.C4 


Gene No. 


47862 Strand 


+ 




Start 


68 End 


12058 




Name 


OJ990825 15.9B22.C4.o2.gp Method 


AAT/GAP 




Start 


2205 End 


2313 




GI 


uC-osflcyp088bl2bl Score 


153 




Exons 


2205. .2313 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


22987 Seq. ID 


OJ990825 15.9B22 


.C4 


Gene No. 


47862 Strand 


+ 




Start 


68 End 


12058 




Name 


OJ990825 15.9B22.C4.o2.np Method 


AAT/NAP 




Start 


4833 End 


11237 




GI 


6006895 Score 


914 




Exons 


4833.-5239, 5372. .5761, 5876. .6034, 10907. .11237 




GI Descrip. 


(AC008153) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22987 Seq. ID 


OJ990825_15.9B22 


,C4 


Gene No. 


47862 Strand 


+ 




Start 


68 End 


12058 




Name 


OJ990825 15.9B22.C4.o3.gp Method 


AAT/GAP 




Start 


4851 End 


5476 




GI 


74030 1.R1084 Score 


932 




Exons 


4851. .5239, 5372. .5476 






GI Descrip. 


•3540199 6.0e-30 (AC004260) Putative monosaccharide transport 




protein [Arabidopsis thaliana] 1 






Seq. No. 


22987 Seq. ID 


OJ990825_15.9B22 


.C4 


Gene No. 


47862 Strand 


+ 




Start 


68 End 


12058 




Name 


OJ990825 15.9B22.C4.o4.gp Method 


AAT/GAP 




Start 


5564 End 


12058 




GI 


5816516 Score 


1155 




Exons 


5564. .5761, 5876. .6034, 11739. .12058 






GI Descrip. 


6006895/gb|AAF00670.1|AC008153 22 3.0e- 


-20 (AC008153) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22987 Seq. ID 


OJ990825_15.9B22 


.C4 


Gene No. 


47862 ' Strand 


+ 




Star t 


68 End 


I205H 




Name 


OJ990825_15. 9B22.C4 .o2.gs Method 


GENSCAN 





23246 



Start 
GI 

Exons 



9961 End 11246 

none Score . 7 

9961. .10265, 10892. .11246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22987 
47863 
1 

OJ990825_15 . 9B22 . C4 . ol . np 
1 

5295955 

1..366, 405. .753, 1479. .1634 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



Seq. ID OJ990825_15.9B22.C4 
Strand 

End 1634 

Method AAT/NAP 

End 1634 

Score 222 



22987 
47864 
12117 

OJ990825_15 . 9B22 . C4 . o3 . gs 

12117 

none 

12117. .12347, 12430. .12576 



Seq. ID OJ990825_15.9B22.C4 
Strand 

End 12576 

Method GENSCAN 

End .-12576 
Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22987 
47865 
13292 

OJ990825_15 . 9B22 . C4 . ol . tm 

5139 

none 



Seq. ID. -OJ990825_15.9B22.C4 

Strand - 

End 13567 

Method TBLASTX: Maize 

End 11237 

Score 101 



5139. .5240, 5346. .5474, 5369. .5485, 5370. .5486, 5463. .5753, 
5501. .5752, 10905. .10964, 11058 .. 11120, 11145 .. 11237, 
11147. .11197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22987 
47865 
13292 

OJ990825_15. 9B22.C4 .ol.ts 

5139 

none 



Seq. ID OJ990825_15.9B22.C4 
Strand 

End 13567 

Method TBLASTX : Soybean 

End 6032 

Score 104 



5139.. 5240, 5370.. 5486, 5496.. 5759, 5880.. 6032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22987 
47865 
13292 

OJ990825_15.9B22.C4 .ol.tw 

5196 

none 



Seq. ID OJ990825_15.9B22.C4 
Strand 

End 13567 

Method TBLASTX : Wheat 

End 5759 

Score 62 



5196. .5240, 5360. .5467, 5370. .5561, 5370. .5489, 5568. .5612, 
5673. .5759 



Seq. No. 22987 

Gene No. 47865 

Start 13292 

Name OJ990825_15.. 9B22.C4 .o2 .tc 

Start 5516 

GI none 



Seq. ID OJ990825_15. 9B22. C4 
Strand 

End 13567 

Method TBLASTX: Cress 

End 6035 

Score 93 



5516. .5611, 55J2..5639, Sb34..b762, 5639. .5758, 5877. .6035 



23247 




Seq. No. 


22987 


Seq. ID 


OJ990825_15 


. 9B22 


.C4 


Gene No. 


47865 


Strand 








Start 


13292 


End 


13567 






Name 


OJ990825_15. 9B22 . C4 . ol . tc 


Method 


TBLASTX: Cress 




Start 


11030 


End 


11228 






GI 


none 


Score 


284 






Exons 


11030. .11209, 11049. .11228 










Seq. No. 


22987 


Seq. ID 


OJ990825_15, 


. 9B22 


.C4 


Gene No. 


47865 


Strand 








Start 


13292 


End 


13567 






Name 


OJ990825_15. 9B22 ,C4 . o4 .gs 


Method 


GENSCAN 






Start 


13292 


End 


13567 






GI 


none 


Score 


.66 






Exons 


13292. . 13567 










Seq. No. 


22988 


Seq. ID 


OJ990825_15, 


. 9B22 


.C5 


Gene No. 


47866 


Strand 


+ 






Start 


680 


End 


5064 






Name 


OJ990825 15.9B22.C5.ol.gs 


Method 


GENSCAN 






Start 


680 


End 


5064 






GI 


none 


Score 


. 64 






Exons 


680. .786, 940. .1154, 2483. .2588, 3878. 


.4093, 4160., 


,5064 




Seq. No. 


22988 


Seq. ID 


OJ990825_15. 


. 9B22 


.C5 


Gene No. 


47867 


Strand 


— 






Start 


2365 


End 


3282 






Name 


OJ990825 15.9B22.C5.ol.np 


Method 


AAT/NAP 






Start 


2365 


End. 


3282 






GI 


6815053 


Score 


354 






Exons 


2365. .2576, 2645. .2832, 3136. 


.3282 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


. sativa] 






Seq. No. 


22989 


Seq. ID 


OJ990825_15 . 


, 9B22 


.C7 


Gene No. 


47868 


Strand 


— 






Start 


1 


End 


3150 






Name 


OJ990825 15.9B22.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3141 






GI 


6705984 


Score 


37 69 






Exons 


1. .3141 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. . 


22989 


Seq. ID 


OJ990825_15. 


9B22 


.C7 


Gene No. 


47868 


Strand 








Start 


1 


End 


3150 






Name 


OJ990825 15. 9B22 . C7 . ol . gs 


Method 


GENSCAN 






Start 


22 


End 


3150 






GI 


none 


Score 


.51 






Exons 


22. .782, 881. .1092, 1168. .1340, 1449.. 


3150 






Seq. No. 


2298 9 


Seq. ID 


OJ990825_15. 


9B22, 


.C7 


Gene No. 


47869 


Strand 








Start 


4502 


End 


5726 






Name 


OJ990825 15.9B22.C7.o4.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


182 






r.T 
\-> -±. 


none 


Score 


85 






Exons 


2. .178, 2. .181, 3. .182 











23248 




Seq. No. 


22989 






Seq. ID 


OJ990825_15. 9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15.9B22.C7, 


o2. tm 


Method 


TBLASTX: Maize 




Start 


23 






End 


445 




GI 


none 






Score 


157 




Exons 


23 . .445, 


24 . .404 










Seq. No. 


22989 






Seq. ID 


OJ990825_15.9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15.9B22.C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


92 






End 


493 




GI 


none 






Score 


117 




Exons 


92 . . 493, 


93 . . 446 










Seq. No. 


22989 






Seq. ID 


OJ990825_15. 9B22 


.CI 


■Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15 . 9B22 .C7 . 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


206 






End 


565 




GI 


none 






Score 


124 




Exons 


206. .565, 


219. .446 










Seq. No. 


22989 






Seq. ID 


OJ990825_15. 9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15.9B22.C7. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


488 






End 


940 




GI 


none 






Score 


133 




Exons 


488 . . 940, 


519. .743, 


521 . . 880 








Seq. No. 


22989 






Seq. ID 


OJ990825_15. 9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15.9B22.C7. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


542 






End 


1023 




GI 


none 






Score 


164 




Exons 


542 . . 919, 


576. . 929, 


940. . 1023 








Seq. No. 


22989 






Seq. ID 


OJ990825_15.9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825_ 


15. 9B22.C7. 


06. tm 


Method 


TBLASTX: Maize 




Start 


979 






End 


■1230 




GI 


none 






Score 


195 




Exons 


979. . 1122 


, 980. .1120 


, 1135.. 1230 






Seq. No. 


22989 






Seq. ID 


OJ990825_15 . 9B22 


.CI 


Gene No. 


47869 






Strand 






Start 


4502 






End 


5726 




Name 


OJ990825 


15.9B22.C7. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


1069 






End 


1252 




GI 


none 






Score 


76 




Exons 


1069.. 1162, 1069.. 1251, 1073.. 


1252 







23249 




Seq. No. 


22989 








Seq. ID 


OJ990825_15 . 9B22 


.C7 


Gene No. 


47869 








Strand 






Start 


4502 








End 


5726 




Name 


OJ990825 15 


. 9B22 


. C7 . o4 . 


, tm 


Method 


TBLASTX : Maize 




Start 


1303 








End 


1548 




GI 


none 








Score 


116 




Exons 


loOo . . 1548 , 


1312 


1 C A ft 

. . 1542, 


1 ft ft ^ 

1337 . 


. 154 6 ■ 






Seq. No. 


ft O ft O ft 

22989 








Seq. ID 


OJ990825_15 . 9B22 


.C7 


Gene No. 


47869 








Strand 






Start 


4502 








End 


5726 




Name 


(jjyyUo^D 15 


no o ft 

. 9B22 


0*7 * ft 

. C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1306 








End 


1548 




GI 


none 








Score 


110 




Exons 


1306. . 1548, 


1312 


. . 1542, 


1388 . 


. 1546 






Seq. No. 


ft ft ft O ft 

22989 








Seq. ID 


OJ990825_15 . 9B22 


.C7 


Gene No. 


47869 








Strand 






Start , 


4502 








End 


5726 




Name 


OJ990825_15 


. 9B22 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


1788 




GI 


none 








Score 


124 




Exons 


"1 ft ft "1 r A A 

1306 . . 1500, 


1333 


. . 1509, 


1344 . 


.1514, 1513. .1788, 1514. .1768, 




1 C 1 ft "ITT/" 

1519 . . 1776 














Seq. No. 


22989 








Seq. ID 


OJ990825_15. 9B2-2 


.C7 


Gene No. 


47869 








Strand 






Start 


4502 








End 


5726 




Name 


OJ990825_15, 


.9B22 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


zl38 








End 


2715 




GI 


none 








Score 


276 




Exons 


2138 . .2503, 


2145 


. .2306, 


2146. 


.2508, 2146. .2502, 2507. .2698, 




ft C A O ft ^* ft ft 

2508 . . 2639, 


2509 


. . 2715, 


2509 . 


.2697 






Seq. No. 


ft ft ft O ft 

22989 








Seq. ID 


OJ990825_15.9B22 


.C7 


Gene No. 


47869 








Strand 






Start 


4502 








End 


5726 




Name 


/ftTAAAOftC 1 C 

OJyyUozo 15, 


An ft ft 

, 9B22 , 


. C7 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2272 








End 


2668 




GI 


none 








Score 


58 




Exons 


2272 . .2493, 


2285 , 


. . 2473, 


2533. 


.2667, 2534. .2668 




Seq. No. 


ft ft A ft A 
22989 








Seq. ID 


OJ990825_15.9B22 


.C7 


Gene No. 


47869 








Strand 






Start 


4502 








End 


5726 




Name 


ZftTftftAOftC 1 C 

OJ990825 15. 


9B22 . 


. C7 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


ft A *7 /" 

2476 








End 


2713 




GI 


none 








Score 


214 




Exons 


ft >l "*7 /" ft ft ft ft 

2476. .2703, 


2477 . 


. .2701, 


2515. 


.2712, 2594. .2713 




Seq. No. 


ft ft ft ft ft 
22989 








Seq. ID 


OJ990825_15.9B22, 


.C7 


Gene No. 


4 /o by 








Strand 






Start 


4502 








End 


5726 




Name 


OJ990825 15. 


9B22. 


C7.o2. 


gs 


Method 


GEN SCAN 




Start 


4502 








End 


5633 




GI 


none 








Score 


.7 




Exons 


4502. .4615, 


4933. 


.5163, 


5235. 


.5633 







23250 




Seq. No. 


22989 


Seq. ID 


OJ990825_15. 9B22 


.C7 


Gene No. 


47869 


Strand 






Start 


4502 


End 


5726 




Name 


OJ990825 15 


. 9B22 . C7 . o2 . np Method 


AAT/NAP 




Start 


5334 


End 


5726 




GI 


6705984 


Score 


603 




Exons 


5334 . . 5726 








GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


22989 


Seq. ID 


OJ990825_15. 9B22 


.C7 


Gene No. 


47869 


Strand 






Start 


4502 


End 


5726 




Name 


OJ990825_15 


. 9B22 . C7 . o3 . tm Method 


TBLASTX: Maize 




Start 


5358 


End 


5604 




GI 


none 


Score 


141 




Exons 


5358 . . 5603, 


5358. .5603, 5389. .5604 






Seq. No. 


22989 


Seq. ID 


OJ990825_15.9B22 


.C7 


Gene No. 


47869 


Strand 






Start 


4502 


End 


5726 




Name 


OJ990825 15 


. 9B22 . C7 . o5 . tw Method 


TBLASTX: Wheat 




Start 


, 5520 


End 


5726 




GI 


";none 


Score 


172 




Exons 


5520. .5723, 


5523. .5726, 5533. .5724 






Seq. No. 


22990 


Seq.^ ID 


OJ990825_15. 9B22 


. C8 


Gene No. 


47870 


Strand 


+ 




Start 


1 


End 


1404 




Name 


OJ990825_15 


. 9B22 . G8 ; ol . np Method 


AAT/NAP 




Start 


1 


End 


1268 




GI 


6815052 


Score 


427 




Exons 


1..70, 531. 


.710, 792. .867, 1150. .1268 






GI Descrip. 


(AP001080) ; 


hypothetical protein [Oryza 


sativa] 




Seq. No, 


22990 


Seq. ID 


OJ990825 15.9B22 


.C8 


Gene No. 


47870 


Strand 


+ 




Start 


1 


End 


1404 . t 




Name 


OJ990825 15 


. 9B22.C8.ol.gs Method 


GENS CAN 




Start 


558 


End 


1404 




GI 


none 


Score 


. 66 




Exons 


558. .867, 1150. .1267, 1272. .1404 






Seq. No. 


22991 


Seq. ID 


OJ990825 15.9B22 


.C9 


Gene No. 


47871 


Strand 






Start 


3606 


End 


7611 




Name 


OJ990825 15 


. 9B22 . C9 . o2 . gs Method 


GEN SCAN 




Start 


3606 


End 


6936 




GI 


none 


Score 


. 62 




Exons 


3606. .4422, 


4696. .5125, 5155. .6936 






Seq. No. 


22991 


Seq. ID 


OJ990825_15. 9B22 


.C9 


Gene No. 


47871 


Strand 






Start 


3606 


End 


7611 




Name 


OJ990825_15 


. 9B22.C9.o4.tm Method ■ 


TBLASTX :M3£ze 




Start 


3606 


and 


3749 




GI 


none 


Score 


125 





23251 



Exons 



3606. .3749, 3610. .3744 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990825 15.9B22.C9 



22991 Seq. ID 

47871 Strand 
3606 End 
OJ990825_15.9B22.C9.ol.np Method 
3609 End 
6498441 Score 
3609. .3890, 3984. .5380, 5552. .5848, 
6960.. 7611 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



7611 
AAT/NAP 
7611 
4138 
6041. . 6467, 



6642. .6776, 



Seq. No. 22991 

Gene No. 47871 

Start 3606 

Name OJ990825_15 . 9B22 . C9 . o5 . tw 

Start 3618 

GI none 
Exons 



Seq. ID OJ990825_15.9B22.C9 
Strand 
End 

Method 
End 
Score 



7611 

TBLASTX: Wheat 

4220 

77 



3618. .3743, 3622. .3744, 3910. .4218, 3936. .4220, 3937. .4215 



Seq. No. 22991 Seq. ID 

Gene No. 47871 Strand 

Start 3606 End 

Name OJ990825_15 . 9B22 . C9 . o3 . tw Method 

Start 4221 End 

GI none Score 

Exons 4221.. 4601, 4252.. 4500 



OJ990825_15.9B22.C9 
7611 

TBLASTX: Wheat 

4601 

162 



Seq. No. 


22991 








Seq. ID 


OJ990825_15.9B22.C9 


Gene No. 


47871 








Strand 




Start 


3606 








End 


7611 


Name 


OJ990825 15. 


9B22 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4377 








End 


4739 


GI 


none 








Score 


151 


Exons 


4377. .4424, 


4416 


. .4739, 


4429. 


.4722 




Seq. No. 


22991 








Seq. ID 


OJ.990825_15.9B22.C9 


Gene No. 


47871 








Strand 




Start 


3606 








End 


7611 


Name 


OJ990825 15. 


9B22 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5246 








End 


5704 


GI 


none 








Score 


88 


Exons 


5246. .5395, 


5247 


. .5384, 


5429. 


.5680, 5430.. 5660, 5483. .5704 


Seq. No. 


22991 








Seq. ID 


OJ990825_15.9B22.C9 


Gene No. 


47871 








Strand 




Start 


3606 








End 


7611 


Name 


OJ990825 15. 


9B22 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6305 








End 


6676 


GI 


none 








Score 


90 


Exons 


6305. .6676, 


6516 


. .6659 








Seq. No. 


22991 








Seq. ID 


OJ990825_15.9B22.C9 


Gene No. 


47671 








Strand 




Start 


3606 








End 


7611 



23252 



Name . 

Start' 

GI 

Exons 



OJ990825_15 . 9B22 . C9 . ol . tw Method 

6335 End 

none Score 
6335. .6754, 6342. .6755 



TBLASTX: Wheat 

6755 

321 



Seq. No. 22991 Seq. ID 

Gene No. 47871 Strand 

Start 3606 End 

Name OJ990825_15 . 9B22 . C9 . ol . tm Method 

Start 6428 End 

GI none Score 

Exons . 6428.. 6811, 6447.. 6812 



OJ990825_15.9B22.C9 
7611 

TBLASTX: Maize 

6812 

229 



Seq. No. 22991 

Gene No. 47871 

Start 3606 

Name OJ990825_15 . 9B22 . C9 . o3 . tm 

Start 6839 

GI none 

Exons 6839.. 7051, 6839.. 7054, 6849.. 7055 



Seq. ID OJ990825__15.9B22.C9 
Strand 

End 7611 

Method TBLASTX : Mai ze 

End 7055 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



22991 Seq. ID 

47871 \- Strand 
3606 End 
OJ990825_15.9B22.C9.o4 .tw Method 
6863 End 
none Score 
6863. .7054, 6870. .7046 

22992 Seq. ID 

47872 Strand 
394 End 
OJ990825JL5 . 9B22 . C10 . ol . np Method 
394 End 
6705984 Score 
394. .420, 4649. .6157 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990825_15.9B22.C9 
7611 

TBLASTX: Wheat 
7054 
165 



OJ990825_15. 9B22.C10 
+ 

7144 
AAT/NAP 
6157 
2175 



22992 Seq. ID 

47872 Strand 

394 End 
OJ990825_15 . 9B22 . C10 . o2 . gs Method 

5825 End 

none Score 

5825. .5891, 6090. .6256, 6938. .7144 



OJ990825_15. 9B22.C10 
+ 

7144 
GENS CAN 
7144 
.51 



22992 
47873 
7870 

OJ990825_15. 9B22 . C10 . o2 . np 
7870 
6721561 



OJ990825_15. 9B22.C10 
+ 



Seq. ID 
Strand 

End 14522 
Method AAT/NAP 
End 13803 

- Score 1114 

7870. .7952, 12657 .. 12854 , 12913 12958 , 13041. .13803 
(AP001073) EST AU082058 (C12976) corresponds to a region, of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gii 68I5066idbj jBAA90372.ii (AP0G1G61) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



23253 




protein [Oryza sativa] 



Seq. No. 


22992 


Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene No. 


47873 


Strand 


+ 




Start 


7870 


End 


14522 




Name 


OJ990825 15. 9B22.C10.o5.gs 


Method 


GENSCAN 




Start 


11652 


End 


14522 




GI 


none 


Score 


.6 




Exons 


11652. .12005, 12117. .12285, 


12453. .12577, 12617. .12841, 






12927. . 12958, 13041. .13674, 


13907. .13973, 14197. .14 522 




Seq. No. 


22992 


Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene No. 


47874 


Strand 


+ 




Start 


17742 


End 


19448 




Name 


OJ990825 15.9B22.C10.o4.np 


Method 


AAT/NAP 




Start 


17742 


End 


19448 




GI 


" 6721512 


Score 


62 




Exons 


17742. .17763, 19342. .19448 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22992 


Seq. ID 


OJ990825 15.9B22 


.C10 


Gene No. 


47875 


Strand 






Start 


727 


End 


3694 




Name 


OJ990825 15.9B22.C10.ol.gs 


Method 


\J 1—1 IN kj x^IiLN 




Start 


727 


End 


3694 




GI 


none 


Score 


. 58 




Exons 


727. .798, 1326. .2095, 2621. . 


2709, 3561 


. .3694 




Seq. No. 


22992 


Seq. ID 


OJ990825 15 9B22 


.C10 


Gene No. 


47876 


Strand 






Start 


8671 


End 


8847 




Name 


OJ990825 15.9B22.C10.o3.gs 


Method 


GENSPAN 




Start 


8671 


End 


8847 




GI 


none 


Score 


. 66 




Exons 


8671. .8847 








Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22, 


.C10 


Gene No. 


47877 


Strand 






Start- 


9529 


End 


10765 




Name 


OJ990825 15.9B22.C10.o4.gs 


Method 


GENSCAN 




Start 


952 9 


End 


10765 




GI 


none 


Score 


.82 




Exons 


9529. .9720, 9751. .10357, 10377 104 73, 


10513. .10765 




Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22. 


.C10 


Gene No. 


47878 


Strand 






Start 


15326 


End 


19346 




Name 


OJ990-825 15.9B22.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


4169 


End 


6500 




C T 


none 


Score 


36 




Exons 


4169. .4213, 4217. .4297, 4388 


..4504, 5963. .6205, 5964. .6149, 




5965.. 6174, 6209. .6289, 6214 


..6270, 6379. .6495, 6432. .6500 


Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22. 


.C10 


Gene No. 


47878 


Strand 






SLart 


15326 


End 


19346 




Name 


OJ990825_15.9B22.C10.o2.ts 


Method 


TBLASTX: Soybean 





23254 




Start 


4673 








End 


4911 


GI 


none 








Score 


195 


Exons 


4673. .4816, 


4696. 


. .4824, 


4820. 


.4906, 4822. .4911 


Seq. No. 


22992 








Seq. ID 


OJ990825 15.9B22.C10 


Gene No . 


'47878 








Strand 




Start 


15326 








End 


19346 


Name 


OJ990825 15 


. 9B22 . 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start - 


4685 








End 


5053 


GI 


none 








Score 


543 


Exons 


4685. .5053, 


4687 . 


. .5052 








Seq. No. 


22992 








Seq. ID 


OJ990825_15 . 9B22 . C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


19346 


Name 


OJ990825_15 


. 9B22 . 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5009 








End 


5368 


GI 


none 








Score 


430 


Exons 


5009. .5368, 


5041 . 


, .5367 








Seq. No. 


22992 








Seq. ID 


OJ990825_15 . 9B22 . C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


19346 


Name 


OJ990825 15 


. 9B22 . 


ClO.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


5086 








End 


5431 


GI 


none 








Score 


494 


Exons 


5086. .5424, 


5087 . 


, .5431, 


5093. 


.5431 




Seq. No. . 


22992 








Seq. ID 


OJ990825_15. 9B22.C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


19346 


Name 


OJ990825 15 


. 9B22 . 


C10.o3. 


. ts 


Method 


TBLASTX : Soybean 


Start 


5150 








End 


5503 


GI 


none 








Score 


66 


Exons 


5150. .5215, 


5234 . 


.5308, 


5321. 


. 5503 




Seq. No. 


22992 








Seq. ID 


OJ990825_15. 9B22.C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


19346 


Name 


OJ990825_15 


. 9B22 . 


C10.o4 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


5180 








End 


5539 


GI 


none 








Score 


417 


Exons 


5180. .5539, 


5180. 


.5530, 


5185. 


.5532 




Seq. No. 


22992 








Seq. ID 


OJ990825 15.9B22.C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


19346 


Name 


. OJ990825 15, 


. 9B22 . 


C10.o7. 


. tm 


Method 


TBLASTX: Maize 


Start 


;'5432 








End 


16032 


GI 


none 








Score 


211 


Exons 


5432. .5731, 


5446. 


.5586, 


15862 


. .16032 




Seq. No. 


22992 








Seq. ID 


OJ990825_15. 9B22 .C10 


Gene No. 


47878 








Strand 




Start 


15326 








End 


1.934 6 • 


Name 


uuyyutJ^D 13, 




UiU.O^. 


tw 


Method 


TBLASTX: Wheat 


Start 


5570 








End 


5968 



23255 




GI 


none 


Score 


478 




Exons 


5570. .5968, 5572. .5958 








Seq. No. 


22992 


Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene No. 


47878 


Strand 






Start 


15326 


End 


19346 




Name 


OJ990825 15.9B22.C10.o6.tm 


Method 


TBLASTX: Maize 




Start 


5737 


End 


5962 




GI 


none 


Score 


250 




Exons 


5737. .5961, 5738. .5962 








Seq. No. 


22992 


Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene No. 


47878 


Strand 






Start 


15326 


End 


19346 




Name 


OJ990825 15.9B22.C10.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


9991 


End 


10341 




GI 


none 


Score 


69 




Exons 


9991. .10176, 9992. .10105, 10204.. 10341 






Seq. No. 


22992 


Seq. ID 


OJ990825_15 . 9B22 


.C10 


Gene No. 


47878 


Strand 






Start 


15326 


End 


19346 




Name 


OJ990825 15.9B22.C10.o3.np 


Method 


AAT/NAP 




« " Start 


15326 


End 


19346 




i GI 


5902445 


Score 


2896 




f Exons 


15326. .16560, 17512. .19346 








H GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




3 Seq. No. 


22992 


Seq. ID 


OJ990825JL5.9B22 


.C10 


: "j Gene No. 


47878 


Strand 






2 Start 


15326 


End 


19346 




Name 


OJ990825 15.9B22.C10.o6.tw 


Method 


TBLASTX: Wheat 




y Start 


. 15335 


End 


15942 




GI 


none 


Score 


63 




-s Exons 


15335. .15466, 15336 .. 15461, 


15491. .15703, 15712. .15942, 




"4 


15713.. 15793 








" Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22 


.CIO 


3 Gene No. 


47878 


Strand 






3 Start 


15326 


End 


1934 6 




s \ Name 


OJ990825 15.9B22.C10lo8.tm 


Method 


TBLASTX: Maize 




Start 


15371 


End 


15637 




GI 


none 


Score 


50 




Exons 


15371. .15454, 15405 154 61, 


15455. .15637, 15456.. 15563 




Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22 


.C10 


Gene No. 


47878 


Strand 






Start 


15326 


End 


19346 




Name 


OJ990825 15.9B22.C10.o7.tw 


Method 


TBLASTX: Wheat 




Start 


15964 


End 


16318 




GI 


none 


Score 


146 




Exons 


15964. . 16317, 15974 .. 16216, 


16262. . 16318 




Seq. No. 


22992 


Seq. ID 


OJ990825_15.9B22 


,C10 


Gene No. 


47878 


Strand ' 








1 cio/t 


End 


19346 




Name 


OJ990825 15.9B22.C10.o5.tm 


Method 


TBLASTX: Maize 





23256 



Start 


16144 






End 


16455 




GI 


none 






Score 


159 




Exons 


16144. 


.16455, 16145. 


.16432 








Seq. No. 


22992 






Seq. ID 


OJ990825_15 . 9B22 


.C10 


Gene No. 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


OJ990825 15.9B22.C10 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


17566 






End 


17860 




GI 


none 






Score 


104 




Exons 


17566. 


.17859, 17570. 


. 17860 








Seq. No. 


22992 






Seq. ID 


OJ990825_15 . 9B22 


.C10 


Gene No. 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


OJ990825 15.9B22.C10 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


17764 






End 


18147 




GI 


none 






Score 


58 




Exons 


17764. 


.18015, 17786. 


. 17884, 


17933. .18013, 18022. .18147 




Seq. No. 


. 22992 






Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene No. 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


- OJ990825 15.9B22.C10 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


17863 






End 


18270 




GI 


none 






Score 


72 




Exons 


17863. 


.18036, 17864. 


. 18007, 


18044. .18205, 18046. .18270 




Seq. No. 


22992 






Seq. ID 


OJ990825JL5.9B22 


.C10 


Gene No. 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


OJ990825 15.9B22.C10 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


18361 






End 


18786 




GI 


none 






Score 


93 




Exons 


18361. 


.18786, 18602. 


.18742 








Seq. No. 


22992 






Seq. ID 


OJ990825_15. 9B22 


.C10 


Gene -No. 


47878 






Strand 






Start 


15326 






' End 


19346 




Name 


OJ990825 15.9B22.C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18416 






End 


18840 




GI 


none 






Score 


256 




Exons 


18416. 


.18742, 18418. 


.18840, 


18448. .18837 




Seq. No. 


22992 






Seq. ID 


OJ990825_15.9B22 


.CIO 


Gene No . 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


OJ990825 15.9B22.C10 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


18514 






End 


18897 




GI 


none 






Score 


122 




Exons 


18514. 


.18897-, 18515. 


.18742 








Seq. No. 


22992 






Seq. ID 


OJ990825_15.9B22 


.C10 


Gene No. * 


47878 






Strand 






Start 


15326 






End 


19346 




Name 


OJ990825 15.9B22.CiO 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


18925 






End 


19281 





23257 



GI none Score 243 

Exons 18925. .19281, 18926.. 19246 



Seq. No. 


22992 




Seq. ID 


OJ990825_15.9B22.C10 


Gene No. 


47878 




Strand 




Start 


15326 




End 


19346 


Name 


OJ990825 15.9B22.C10 


. o5. tw 


Method 


TBLASTX: Wheat 


Start 


18955 




End 


19293 


GI 


none 




Score 


262 


Exons 


18955. .19287, 18956. 


.19288, 


18970.. 19293 


Seq. No. 


22993 




Seq. ID 


OJ990825_15.9B22.C11 


Gene No. 


47879 




Strand 




Start 


84 




End 


683 


Name 


OJ990825 15.9B22.C11 


.ol.gp 


Method 


AAT/GAP 


Start 


84 




End 


683 


GI 


2285 1.R1084 




Score 


1115 


Exons 


84. .683 








GI Descrip. 


f 4959460/gb|AF126053 


.1IAF126053 2.0e- 


10 Zea mays RACB small 



binding protein mRNA, complete cds 1 



Seq. No. 


22994 


Seq. ID 


OJ990825_ 


15 


.9B22 


.C12 


Gene No. 


• 47880 


Strand 


+ 








Start 


1573 


End 


4042 








Name 


OJ990825 15.9B22.C12.ol.gs 


Method 


GENSCAN 








Start 


1573 


End 


2951 








GI 


none 


Score 


.49 








Exons 


1573.. 1680, 2068.. 2133, 2678. 


.2951 










Seq. No. 


22994 


Seq. ID 


OJ990825_ 


15 


. 9B22 


.C12 


Gene No. 


47880 


Strand 


+ 








Start 


1573 


End 


4042 








Name' 


OJ990825 15.9B22.C12.o2.np 


Method 


AAT/NAP 








Start 


2732 


End 


4042 








GI 


1935918 


Score 


103 








Exons 


2732. .2851, 3910. .4042 ' 












GI Descrip. 


(U93559) putative serine/threonine protein kinase 


[Brassica 




rapa] 












Seq. No. 


22994 ' 


Seq. ID 


OJ990825_ 


15 


. 9B22 


.C12 


Gene No. 


47881 


Strand 










Start 


1456 


End 


5150 








Name 


OJ990825 15.9B22.C12.ol.np 


Method 


AAT/NAP 








Start 


1456 


End 


2358 








GI 


6815053 


Score 


339 








Exons 


1456. .1655, 1723.. 1923, 2227. 


.2358 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 









Seq. No. 22994 Seq. ID 

Gene No. 47881 Strand 

Start 1456 End 

Name OJ990825_15 . 9B22 . C12 . o3 . np Method 

Start 2184 End 

GI 5042463 Score 

Exons 2184.. 2292, 3630.. 3906, 5110.. 5150 
GI Descrip. 



OJ990825_15 . 9B22 .C12 

5150 
AAT/NAP 
5150 
146 



^Auuu//tsyj urucnown protein [Oryza sativaj 



23258 




Seq. No. 


22994 




Seq. ID 


OJ990825_15. 9B22 


.C12 


Gene No. 


47881 




Strand 






Start 


1456 




End 


5150 




Name 


OJ990825 15.9B22.C12.o2 


.gs 


Method 


GENS CAN 




Start 


4258 




End 


4980 




GI 


none 




Score 


.49 




Exons 


4258. .4352, 4924. .4980 










Seq. No. 


22995 




Seq. ID 


OJ990825_15. 9B22 


-C13 


Gene No. 


47882 




Strand 






Start 


768 




End 


915 




Name 


OJ990825_15 . 9B22.C13.ol 


.gs 


Method 


GENSCAN 




Start 


768 




End 


915 




GI 


none 




Score 


. 44 




Exons 


768. .915 










Seq. No. 


22996 




Seq. ID 


OJ990825_15. 9B22 


.C16 


Gene No. 


47883 




Strand 


+ 




Start 


51 




End 


310 




Name 


OJ990825 15.9B22.C16.ol 


.gs 


Method 


GENSCAN 




Start 


51 




End 


310 




GI 


none 




Score 


.87 




Exons 


51. .107, 187. .310 










Seq. No. 


22997 




Seq. ID 


OJ990825_15. 9B22 


.C17 


Gene No. 


47884 




Strand 


+ 




Start 


1 




End 


746 




Name 


OJ990825 15.9B22.C17.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


746 




GI 


6705984 




Score 


1217 




Exons 


1. .746 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


22997 




Seq. ID 


OJ990825_15.9B22 


.C17 


Gene No. 


47884 




Strand 


+ 




Start 


1 




End 


746 




Name 


OJ990825 15.9B22.C17.o2, 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


237 




GI 


none 




Score 


381 




Exons 


1..237, 3. .236 










Seq. No. 


22997 




Seq. ID 


OJ990825_15. 9B22 


.C17 


Gene No. 


47884 




Strand 


+ 




Start 


1 




End 


746 




Name 


OJ990825 15. 9B22.C17.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


16 




End 


191 




GI 


none 




Score 


212 




Exons 


16-. 186, 18. .191 










Seq. No. 


22997 




Seq. ID 


OJ990825_15 . 9B22 


.C17 


Gene No. 


47884 




Strand 


+ 




Start 


1 




End 


746 




Name 


OJ990825 15.9B22.C17.ol. 


gs 


Method 


GENSCAN • 




Start 


113 




End 


631 




GI 


none 




Score 


.42 




Exons 


113 . . 151 , 259 . . 631 











23259 




Seq. No. 


22997 


Seq. ID 


OJ990825_15. 9B22 


.C17 


Gene No. 


47884 


Strand 


+ 




Start 


1 


End 


746 




Name 


OJ990825_15. 9B22.C17 .ol. tc 


Method 


TBLASTX: Cress 




Start 


187 


End 


552 




GI 


none 


Score 


456 




Exons 


187. .552, 259. .549, 327. .551 








Seq. No. 


22997 


Seq. ID 


OJ990825 15.9B22 


.C17 


Gene No. 


47884 


istrand 


+ 




Start 


1 


End 


746 




Name 


OJ990825_15 . 9B22 .CI 7 . ol . tm 


Method 


TBLASTX: Maize 




Start 


271 


End 


619 




GI 


none 


Score 


521 




Exons 


271. .615, 274. .612, 281. .619, 


303. . 614 






Seq. No. 


22997 


Seq. ID 


OJ990825_15. 9B22 


.C17 


Gene No. 


47884 


Strand 


+ 




Start 


1 ' 


End 


746 




Name 


OJ990825_15 . 9B22 .C17 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


364 


End 


723 




GI 


none • 


Score 


417 




Exons 


364 . . 723, 369. . 7.13 








Seq. No. 


22997 


Seq. ID 


. OJ990825_15.9B22 


.C17 


Gene No. 


47884 


Strand 


+ 




Start 


1 


End 


746 




Name 


OJ990825_15. 9B22 . C17 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


418 


End 


687 




GI 


none 


Score 


83 




Exons 


418 . .492, 505 . . 687 








Seq. No. 


22998 


Seq. ID 


OJ990825_15. 9B22 


.C19 


Gene Nol 


47885 


Strand 


+ 




Start 


202 


End 


476 




Name 


OJ990825_15. 9B22 ,C19.ol .gs 


Method 


GENSCAN 




Start 


202 


End 


476 




GI 


none 


Score 


. 45 




Exons 


202. .269, 344. .476 








Seq. No. 


22999 


Seq. ID 


OJ990825_10. 9B23 


.CI 


Gene No. 


47886 


Strand 


+ * 




Start 


1 


End 


1265 . 




Name 


OJ990825 10.9B23.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1265 




GI 


4733891 


Score 


1102 




Exons 


1..208, 299. .504, 700. .819, 904. .1002, 


1083. .1265 




GI Descrip. 


(AF104 924) unconventional myosin heavy 


chain [Zea mays] 




Seq. No. 


,22999 


Seq. ID 


OJ990825_10. 9B23 


.CI 


Gene No. 


47886 


Strand 


+ 




Start 


1 


End 


1265 




Name 


OJ990825 10.9B23.Cl.ol.gp 


Method 


AAT/GAP 




Start 


18 


End 


733 




GI 


2310300 


Score 


778 




Exons 


18. .208, 299. .504, 700. .733 









GI Descrip. 47338 91/gb | AAD17931 . 2 | 5.0e-68 (AF104924) unconventional myosin 



23260 



heavy chain [Zea mays] 

Seq. No. 22999 

Gene No. 47886 

Start 1 

Name OJ990825_10 . 9B23 . CI . ol . tc 

Start 24 

GI none 
Exons 



Seq. ID OJ990825_10.9B23.C1 

Strand + 

End 1265 

Method TBLASTX: Cress 

End 1264 

Score 67 



24. .149, 25. .210, 27. .209, 109. .210, 298. .504, 298. .468, 
319. .453, 698. .820, 730. .825, 904. .1002, 905. .1003, 1077. .1181, 
1082. .1264 



Seq. No. 22999 

Gene No. 47886 

Start 1 

Name OJ990825_10 . 9B23 . CI . ol . tm 

Start 24 

GI none 
Exons 



Seq. ID OJ990825_10.9B23.C1 

Strand + 

End 1265 

Method TBLASTX : Maize 

End 94 6 

Score 196 



24. .200, 25. .213, 29. .82, 30. .221, 122. .232, 297. .503, 298. 
301. .504, 307. .468, 355. .504, 693. .761, .697. .771, 698. .820, 
700. .825, 701. .778, 702. .827, 891. .944, 899. .946, 904. .945, 
911. .946 



504, 



Seq. No. 22999 

Gene No. 47886 

Start 1 

Name OJ990825_10 . 9B23 . CI . ol . gs 

Start 67 

GI none 
Exons 



Seq. ID OJ990825_10. 9B23.C1 

Strand + 

End 1265 

Method GENSCAN 

End 1214 

Score .98 



67. .208, 299. .504, 904. .1002, 1083. .1214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



22999 
47886 
1 

OJ990825_10.9B23.Cl.ol.ts 

307 

none 



Seq. ID OJ990825__10. 9B23.C1 

Strand + 

End 1265 

Method TBLASTX: Soybean 

End 1264 

Score 93 



307. .468, 403. .504, 703. .825, 904. .1002, 1074. .1256, 1082. .1264 



23000 
47887 
1 

OJ990825_10.9B23.C2.ol.np 
1 

4733891 - 



Seq. ID OJ990825_10. 9B23.C2 

Strand + 

End 2283 

Method AAT/NAP 

End 2283 

Score 1211 



1. .28; 369. .503, 651. .770, 870. .923, 995. .1075, 1198. .1368, 
1708. .1860, 1946. .2152, 2242. .2283 

(AF104924) unconventional myosin heavy chain [Zea mays] 



23000 
47887 
1 

OJ990825_10 .9B23.C2.o2. tc 

366 

none 



Seq. ID OJ990825_10.9B23.C2 

Strand + 

End 2283 

Method TBLASTX : Cress 

End 1323 

Score 61 



366. .509, 647. .730, 654. .761, 872. .928, 875. .922, 1035. .1076, 
1042. .1077, 1190. .1318, 1191. .1322, 1195. .1323, 1197. .1322 



23261 



Seq. No. 23000 

Gene No. 47887 

Start 1 

Name OJ990825_10 . 9B23 . C2 . ol . gp 

Start 367 

GI uC-osflcypl24gl2bl 

Exons 367.. 508, 656.. 770, 870.. 923 

GI Descrip. ' 4733891/gb | AAD17931 . 2 | . 6 . Oe-63 (AF104924) unconventional myosin 
heavy chain [Zea mays] ' 



Seq. ID OJ990825_10.9B23.C2 

Strand +' 

End 2283 

Method AAT/GAP 

End 923 

Score 542 



Seq. No. 23000 

Gene No. 47887 

Start 1 

Name OJ990825_10 . 9B23 . C2 . o2 . tm 

Start 368 

GI none 

Exons 368.. 505, 368.. 532, 415.. 510, 
651. .773, 862. .921, 869. .928, 



Seq. ID OJ990825_10.9B23.C2 

Strand + 

End 2283 

Method TBLASTX : Mai ze 

End 1031 

Score 149 

643. .705, 643. .768, 644. .772, 
875. .922, 984. .1031 



Seq. No. 23000 

Gene No. 47887 

Start r 

Name OJ990825_10 . 9B23 . C2 . ol . gs 

Start 369 

GI none 

Exons 369.. 508, '656.. 770, 870.. 923, 
1946. .2152 



Seq. ID OJ990825_10. 9B23.C2 

Strand + 

End 2283 

Method GEN SCAN 

End 2152 

Score .85 

995. .1075, 1198. .1368, 1681. .1860, 



Seq. No. 23000 

Gene No. 47887 

Start 1 

Name OJ990825_10 . 9B23 . C2 . o3 . tm 

Start 1195 

GI none 

Exons 1195.. 1383, 1212.. 1376 



Seq. ID OJ990825_10.9B23.C2 

Strand + 

End 2283 

Method TBLASTX : Mai ze 

End 1383 

Score 194 



Seq. No. 23000 

Gene No. 47887 

Start 1 

Name OJ990825_10 . 9B23 . C2 . ol . ts 

Start 1705 

GI none 

Exons 1705.. 1854, 1710.. 1847, 1943. 



Seq. ID OJ990825_10.9B23.C2 

Strand + 

End 2283 • 

Method TBLASTX : Soybean 

End 2154 

Score 111 

,2152, 2026. .2151, 2050. .2154 



Seq. No. 23000 
Gene No. 47887 
Start ' 1 

Name ". ■ OJ990825_10 . 9B23 . C2 . ol . tc 
Start 1776 
GI none 

Exons 1776.. 1841, 1795.. 1842, 1943. 

2236.. 2277, 2238. .2276 



Seq. ID OJ990825_10.9B23.C2 • 

Strand + 

End 2283 

Method TBLASTX : Cress 

End • 2277 

Score 61 

2152, 1945. .2148, 2053. .2154, 



Seq: No. 
Gene No . 
Start 



23000 
47887 
1 



Seq. ID OJ990825_10.9B23.C2 
Strand + 
End 2283 • 



23262 



• # 

Name OJ990825jlO . 9B23 . C2 . ol . tm Method TBLASTX: Maize 

Start 1821 End 2283 

GI none Score 61 

Exons 1821.. 1859, 1822.. I860, 1914.. 2036, 1945.. 2085, 1946.. 2083, 
2050. .2085, 2101. .2151, 2114. .2152, 2236. .2283, 2241. .2282 

Seq. No. 23000 Seq. ID OJ990825_10 . 9B23 . C2 

Gene No. 47887 Strand + 

Start 1 End 2283 

Name OJ990825_10 . 9B23 . C2 . ol . tw Method TBLASTX: Wheat 

Start 1967 End 2154 

GI none Score 185 

Exons 1967.. 2152, 2025.. 2153,, 2026.. 2154, 2062.. 2154 

Seq. No. 23001 Seq. ID OJ990825_10 . 9B23 . C3 

Gene No. 47888 Strand .+ 

Start 12668 End 16373 

Name OJ990825_10 . 9B23 . C3 . o3 . gp Method AAT/GAP 

Start 12668 End 13100 

GI 52487_1.R1084 Score 849 

Exons 12668.. 13100 

GI Descrip. 1 3738324 4.0e-16 (AC005170) GMP synthase- like protein 
[Arabidopsis thaliana]' 

Seq. No. 23001 Seq. ID OJ990825_10 . 9B23 . C3 

Gene No. 47888 Strand + 

Start 12668 End 16373 

Name OJ990825_10 . 9B23 . C3 . o2 . np Method AAT/NAP 

Start 12848 End 16147 

GI 3738324 Score 448 

Exons 12848. .13162, 15532 .. 15687 , 15782 .. 15958 , 16049.. 16147 

GI Descrip. (AC005170) unknown protein [Arabidopsis thaliana] 

Seq. No. 23001 Seq. ID OJ990825_10 . 9B23 . C3 

Gene No. 47888 Strand + 

Start 12668 End 16373 

Name OJ990825_10 . 9B23 . C3 . o4 . gp Method AAT/GAP 

Start 15905 End 16373 

GI none Score 737 

Exons 15905. .15949, 16023.. 16373 

Seq. No. 23001 „ Seq. ID OJ990825_10 . 9B23 . C3 

Gene No. 47889 Strand 

Start 7221 End 10329 

Name OJ990825_10 . 9B23 . C3 . o2 . gp Method AAT/GAP 

Start 7221 End 10329 

GI LIB3477-003-P1-K1-E9 Score 130 

Exons 7221.. 7285, 10292.. 10329 

GI Descrip. V2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
SI PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 23001 Seq. ID OJ990825_10 . 9B23 . C3 

Gene No. 47889 - Strand 

Start 7221 End 10329 

Name OJ930825_I0 .'9B23 . C3 . ol . np Method AAT/NAP 

Start 8337 End 8434 



23263 



GI 


3617814 




Score 


72 




Exons 


8337. .8434 










GI Descrip. 


(AJ009982) NADH dehydrogenase subunit 


6 [Daucus carota] 




Seq. No. 


23001 




Seq. ID 


OJ990825_10.9B23. 


,C3 


Gene No. 


47890 




Strand 






Start 


12750 




End 


16143 




Name 


OJ990825 10 . 9B23 ,C3 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12750 ~~ 




End 


13086 




GI 


none 




Score 


37 




Exons 


12750. .12785, 12860. 


.13036, 


12861. .1298 9, 12878. .13084, 






12880. .13086 










Seq. No. 


23001 




Seq. ID 


OJ990825JL0.9B23. 


C3 


Gene No . 


47890 




Strand 






Start 


12750 




End 


16143 




Name 


OJ990825 10.9B23.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12866 ~~ 




End 


13135 




GI 


none 




Score 


94 




Exons 


12866 13036. 12867 


. 12989, 


12878. .13135, 12880.. 13134 




Seq. No. 


23001 




Seq. ID 


OJ990825_10.9B23. 


C3 


Gene No. 


47890 




Strand 






Start 


12750 




End 


16143 * 




Name 


OJ990825 10 9B23 C3 


ol . ts 


Method 


TBLASTX; Soybean 




Start 


12878 _ 




End 


16138 




GI 


none 




Score 


288 




Exons 


12878 13165. 12883 


. 12942, 


13039. . 13104, 13129. . 13161, 






15529. .15690, 15540. 


.15665, 


15779. .15967, 15788 .. 15967 , 






16057. .16131, 16058. 


.16138 








Seq. No. 


23001 




Seq. ID 


OJ990825_10.9B23. 


C3 


Gene No . 


47890 




Strand 






Start 


12750 




End 


16143 




Name 


OJ990825 10.9B23.C3. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


12893 — 




End 


16138 




GI 


none 




Score 


253 




Exons 


12893. .13165, 16052. 


.16138 








Seq. No. 


23001 




Seq. ID 


OJ990825JL0.9B23. 


C3 


Gene No. 


47890 




Strand 






Start 


12750 




End 


16143 




Name 


OJ990825 10. 9B23.C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15631 ~ 




End 


15946 




GI 


none 




Score 


53 




Exons 


15631. .15690, 15649. 


.15690, 


15779. .15946, 15779.. 15946 




Seq. No. 


23001 




Seq. ID 


OJ990825_10.9B23. 


C3 


Gene No. 


47890 




Strand 






Start 


12750 




End 


16143 




Name 


OJ990825 10.9B23.C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15658 




End 


16143 




GI 


none 




Score 


58 




Exons 


15658. .15690, 15774.. 


.15848, 


15779. .1594 9, 1577 9. .15958, 






16039. .16119, 16040. 


.16138, 


16040. .16138, 16045. .16143 




Seq. No. 


23002 




Seq. ID 


OJ990825_10.9B23. 


C4 



23264 



Gene No. 47891 Strand 

Start 33 End 

Name OJ990825_10 , 9B23 . C4 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33.. 206 



+ 

206 

GENSCAN 

206 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



23003 Seq. ID 

47892 Strand 

424 End 

OJ990825_10 .9B23.C5.ol. gs Method 

424 End 

none Score 

424. .562, 714. .837 



OJ990825_10.9B23.C5 
+ 

837 

GENSCAN 

837 

.43 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825 
+ 

6770 
AAT/GAP 
6770 
822 



10.9B23.C5 



23003 
47893 
6343 

OJ990825_10 .9B23.C5.o2. gp 
6343 

1600_1.R1084 
6343.. 6770 

, 3413423/emb|CAA06976.1| 2.0e-15 (AJ006309) hypothetical protein 
[Arabidopsis thaliana] ' - 



23003 
47894 
10221 

OJ990825_10. 9B23.C5.o3.gs 

10221 

none 



Seq. ID OJ990825_10. 9B23.C5 

Strand + 

End 11076 

Method GENSCAN 

End 11076 

Score .83 



10221. .10301, 10430. .10607, 10626 .. 10807 , 10921.. 11076 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Slart 
Name 



23003 Seq. ID OJ990825_10 . 9B23 . C5 

47895 Strand 

2652 End 13879 

OJ990825_10. 9B23.C5.ol.gp Method AAT/GAP 

2335 End 5783 

14297_1.R1084 Score 1509 

2335. .2741, 3113. .3285, 3377. .3457, 3649. .3702, 5649. .5783 

'2618602/dbj | AB008268 . 1 1 AB008268 1.0e-15 Arabidopsis thaliana 

genomic DNA, chromosome 5, PI clone: MSJ1, complete sequence 1 



23003 
47895 
2652 

OJ990825_10.9B23.C5.o2.tm 

2541 

none 

2541. .2603, 2649. .2744, 2653. 
3114. .3149, 3176. .3283, 3177. 
3373..34S9, 3375.. 3458 

23003 
47895 
2 652 

OJ990825 10.9B23.C5.o2.gs 



Seq. ID OJ990825_10. 9B23.C5 
Strand 

End 13879 
Method TBLASTX: Maize 
End 3459 
Score 36 

.2736, 2670. .2741, 3113. .3148, 
,3227, 3178. .3288, 3191. .3295, 



Seq. ID 

Strand 

End 

Method 



OJ990825_10.9B23.C5 

13879 
GENSCAN 



23265 



Start 
GI 

Exons 



2652 
none 

.2652. .2741, 3113. .3285, 3377. 

5649.-5698, 5868. .6119, 6576. 

7482. .7565, 7770. .7917, 8051. 

9880.. 9921, 10008.. 10110 



End 10110 
Score .55 

.3457, 3649. .3702, 5458. .5619, 
.7013, 7095. .7153, 7290. .7405, 
.8196, 8703. .8822, 8993. .9091, 



Seq. No. 23003 Seq. ID 

Gene No. 47895 Strand 

Start 2652 End 

Name OJ990825JL0 . 9B23 . C5 . o2 . tw ' Method 

Start 2655 End 

GI none Score 
Exons 



OJ990825__10.9B23.C5 
13879 

TBLASTX: Wheat 

10371 

112 



2655. .2744, 2670. .2741, 3113. .3148, 3114. .3200, 3115. .3138, 
3139. .3285, 3159. .3227, 3191. .3295, 3267. .3296, 3379. .3429, 
3651.. 3692, 10315.. 10371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23003 
47895 
2652 

OJ990825_10. 9B23.C5.o2.ts' 

2670 

none 



Seq. ID OJ990825_10.9B23.C5 
Strand 
End 

Method 
End 
Score 



13879 

TBLASTX: Soybean 

3452 

139 



2670. .2741, 3113. .3148, 3177. .3227, 3191. .3295/ 3192. .3287, 
3270.. 3308, 3373.. 3432, 3375.. 3452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23003 
47895 
2652 

OJ990825_10, 

6491 

none 

6491. .6814, 
6923. .7024, 
7285. .7410, 
7748. .7918, 
8052. .8201, 
8708. .8824, 



9B23.C5.ol. tm 



6554. 
6930. 
7288. 
7768. 
8063. 



.6799, 6567. 

.7025, 7091. 

.7407, 7480. 

.7917, 8035. 

.8197, 8105. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825 10.9B23.C5 



10008. .10079 



13879 

TBLASTX: Maize 
10079 
270 . 

6800, 6590.. 6766, 6921.. 7025, 

7156, 7095. .7154, 7248. .7406, 

7569, 7481. .7570, 7482. .7577, 

8187, 8051. .8209, 8051. .8194, 

8200, 8701.. 8823, 8702.. 8824, 



Seq. No. 23003 

Gene No. 47895 

Start 2652 

Name OJ990825_10 . 9B23 . C5 . ol . ts 

Start 6491 

GI none 

Exons 6491.. 6796, 7332.. 7406, 7354. 



OJ990825_10. 9B23.C5 
13879 

TBLASTX: Soybean 

8197 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7407, 7480. .7569, 7481. .7570, 



7752.. 7871, 7757.. 7918, 7759.. 7920, 7768.. 7917, 8096.. 8197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23003 Seq. ID 

47895 Strand 

2652 End 

OJ990825_10. 9B23.C5.ol.np Method 

6582 End 

3023956 Score 



OJ990825_10.9B23.C5 

13879 
AAT/NAP 
13879 
238 . 



6582.. 7013, 7095.. 7153, 7290.. 7394, 7480.. 7565, 7770.. 7917, 
8051 . . 8197, 13852 . . 1387 y 



GI Descrip. VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1 gi 1607003 (L28125) 



23266 



beta transducin-like protein [Podospora anserina] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23003 
47895 
2652 

OJ990825 
6590 
none 
6590 
7481 
8063 



10.9B23.C5.ol.tw 



6796, 
7570, 
8197, 



6644. 
7748. 
8066. 



.6763, 
.7918, 
.8110, 



7327. 
7750. 
8069. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7407, 
.7923, 
.8110 



23003 
47895 
2652 

OJ990825_10.9B23.C5.o3.gp 

6652 

2800801 

6652.. 6799, 6923.. 7013, 7095 



OJ990825_10.9B23.C5 
13879 

TBLASTX: Wheat 
8197 
85 

7329. .7406, 7480. .7569, 
7768. .7917, 8052. .8069, 



OJ990825 10.9B23.C5 



Seq. ID 
Strand 

End 13879 
Method AAT/GAP 
End- . 7153 
Score 44 3 
7153 

3413423/emb|CAA06976.1 | 2.0e-15 (AJ006309) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825 10.9B23.C5 



13879 
AAT/GAP 
10037 
729 



23003 
47895 
2652 

OJ990825_10.9B23.C5.o4.gp 
7874 

LIB3431-027-P1-K1-A11 
7874 . .7917, 8051. .-8196, 8703. 
10008. .10037 

1 4557229/ref | NP_001078 . 1 1 pAAMP | 4 . Oe-18 angio-associated, 
migratory cell protein >gi_3121739_sp_Q13685_AAMP_HUMAN 

ANGIO-ASSOCIATED MIGRATORY CELL PROTEIN >gi_2134 759_pir 139383 

angio-associated migratory cell protein - human >gi_870803 



.8822, 9044. .9091, 9880. .9921, 





(M95627) angio-associated migratory cell protein [Homo sapiens 


Seq. No. 


23004 


Seq. ID 


OJ990825_10.9B23.C7 


Gene No. 


47896 


Strand 




Start. 


346 


End 


644 


Name 


OJ990825 10.9B23.C7.ol.gs 


Method 


GENSCAN 


Start 


346 


End 


644 


GI 


none 


Score 


.95 


Exons 


346. .644 






Seq. No. 


23005 


Seq. ID 


OJ990825_10.9B23.C8 


Gene No. 


47897 


Strand 


+ 


Start 


133 


End 


9096 


Name 


OJ990825 10.9B23.C8.ol.gs 


Method 


GENSCAN 


Start 


133 


End 


5874 


GI 


none 


Score 


.75 


Exons 


133. .332, 438. .673, 787. .997, 


1363. . 1520, 1579. . 1798, 




2089. .2480, 2611. .2791, 2876. 


.3105, 3182. .3827, 3907. .3976, 




4068. .4280, 4692. .4802, 4894. 


.5101, 5181. .5302, 5831. .5874 


Seq. No. 


23005 


Seq. ID 


OJ990825_10.9B23.C8 


Gene No . 


47897 


Strand 


-f 


Start 


133 


End 


9096 



23267 







p- 








V % 


- : 


Name 


OJ990825 10 


.9B23 


C8.ol 


- 

gp 


Method 


AAT/GAP 




Start 


4905 








End 


9096 




GI 


3862 1.R1084 






Score 


1246 




Exons 


4905 . . 5302, 


8830, 


.9096 










GI Descrip. 


'3258571 4. 


Oe-22 


(U89959) Hypothetical 


protein 


[Arabidopsis 




thaliana] 1 














Seq. No. 


23005 








Seq. ID 


OJ990825 


__10.9B23.C8 


Gene No. 


47897 








Strand 


+ 




Start 


133 








End 


9096 




Name 


OJ990825 10 


. 9B23 . 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


4995 








End 


5288 




GI 


2760334 








Score 


365 




Exons 


4995 . . 5288 














GI Descrip. 


(AC002130) 


F1N21. 


5 [Arabidopsis thaliana] 




Seq. No. 


23005 








Seq. ID 


OJ990825 


_10.9B23.C8 


Gene No. 


47898 








Strand 






Start 


6425 








End 


8261 




Name 


OJ990825_10 


_ 

. 9B23. 


C8 .o2 . 


OS 


Method 


GENSCAN 




Start 


6425 






End 


8261 




GI 


none 








Score 


.76 




Exons 


6425. . 6648, 


6660. 


. 6920, 


6963. 


.7059, 8247. .8261 




Seq. No. 


23005 








Seq. ID 


OJ990825 


_10.9B23.C8 


Gene No. 


47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825_10 


. 9B23. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1732 








End 


2959 




GI 


none 








Score 


80 




Exons 


1732 . . 1803, 


1733. 


.1801, 


2256. 


.2480, 2257. .2481, 


2266. .2481, 




2276. .2485, 


2277 . 


.2486, 


2608. 


.2703, 2609.. 2791, 


2609. .2734, 




2610 . .2816, 


2894 . 


.2959 










Seq. No. 


23005 








Seq. ID 


OJ990825 


_10.9B23.C8 


Gene No. 


47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825_10 


. 9B23. 


C8.o4. 


ts 


Method. 


TBLASTX: Soybean 


Start 


2380 








End 


3022 




GI 


none 








Score 


151 




Exons 


2380 . .2481, 


2403. 


.2486, 


2608. 


.2778, 2609. .2791, 


2875. .2946, 




2894 . . 3022 














Seq. No. 


23005 








Seq. ID 


OJ990825_ 


_10.9B23.C8 


Gene No. 


47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825_10 


. 9B23. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2945 








End 


3700 




GI 


none 








Score 


242 




Exons 


2945. .3103, 


2950. 


.3063, 


2951. 


.3109, 2974. .3108, 


3172. .3495, 




3179. .3544, 


3179. 


.3358, 


3180. 


.3545, 3183.. 3542, 


3416. .3544, 




3492. .3695, 


3542. 


.3691, 


3547. 


.3696, 354 


8. .3700 




Seq. No. 


23005 








Seq. ID 


OJ990825_ 


_10. 9B23.C8 


Gene No. 


47899 








Strand - 






Start 


9138 








End 


12281 




Name 


OJ990825_10 


9B23. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 



23268 



Start 
GI 

Exons 



3246 
none 

3246.. 3422, 3254.. 3358, 3411. 



End 3653 
Score 154 
3653, 3434.. 3652 



Seq. No. 23005 Seq. ID 

Gene No. 47899 Strand 

Start 9138 End 

Name OJ990825_10 . 9B23 . C8 . o4 . tm Method 

Start 3714 End 

GI none Score 

Exons 3714.. 3830, 3716.. 3826, 3733.. .3834 

Seq. No. 23005 Seq. ID 

Gene No. 47899 Strand 

Start 9138 End 

Name OJ990825_10 . 9B23 . C8 . ol . ts Method 

Start 4 995 End 

GI none Score 

Exons 4995.. 5027, 5012.. 5215, 5016..5255 



OJ990825_10.9B23.C8 
12281 

TBLASTX: Maize 

3834 

190. 



OJ990825_10.9B23.C8 
12281 

TBLASTX : Soybean 

5255 

315 



Seq. No. 


23005 








Seq. ID 


OJ990825_10.9B23 


.C8 


Gene JSfo . 


47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825 10 


.9B23. 


C8.o2. 


tm 


'Method 


TBLASTX: Maize 




Start 


4995 








End 


5255 




GI 


none 








Score 


389 




Exons 


4995. .5033, 


5015. 


.5215, 


5016. 


.5255 






Seq. No. 


23005 








Seq. ID 


OJ990825_10.9B23 


.C8 


Gene No. 


• 47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825 10 


.9B23. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4995 








End 


5255 




GI 


none 








Score 


374 




Exons 


4995. .5033, 


5012. 


.5215, 


5016. 


.5255 






Seq. No. 


23005 








Seq. ID 


OJ990825_10.9B23 


.C8 


Gene No. 


47899 








Strand 






Start 


9138 








End 


12281 




Name 


OJ990825 10 


.9B23. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4995 








End 


5333 




GI 


none 








Score 


305 




Exons 


4995. .5027, 


5012. 


.5215, 


5016. 


.5333 







Seq. No. 23005 Seq. ID OJ990825_10 . 9B23 . C8 

Gene No. 47899 Strand 

Start 9138 End 12281 

Name OJ990825_10 . 9B23 . C8 . o2 . np Method AAT/NAP 

Start 9138 End 12281 

GI 6862923 ~ Score 301 

Exons 9138.. 9234, 10160 .. 10743, 12262.. 12281 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. No. '23005 Seq. ID 

Gene Nq, 47899 .Strand 

Start 9138 knd 

Name OJ990825 10 . 9B23 . C8 . o3 . gs Method 



OJ990825_10.9B23.C8 

12281 
GENS CAN 



23269 




Start 


10156 


End 


10867 


GI 


none 


Score 


. 52 


Exons 


10156. .10474, 10563. .10867 






Seq. No. 


23005 


Seq. ID 


OJ990825_10. 9B23.C8 


Gene No. 


47899 


Strand 




Start 


9138 


End 


12281 


Name 


OJ990825_10. 9B23.C8.o3. tm 


Method 


TBLASTX: Maize 


Start 


10193 


End ■ 


10747 


GI 


none 


Score 


42 


Exons 


10193. .10324, 10195. .10320, 


10320. . 10436, 10330. .10431, 




10473. .10670, 10475. .10747 






Seq. No. 


23005 


Seq. ID 


OJ990825_10.9B23.C8 


Gene No. 


47899 


Strand 




Start 


9138 


End 


12281 


Name 


OJ990825_10.9B23.C8.o2.ts 


Method 


TBLASTX: Soybean* 


Start 


10195 


End 


10747 


GI 


none 


Score 


45 


Exons 


10195. .10320, 10223. .10324, 


10320. . 10436, 10330. .10431, 




10473.. 10 67 6, 10475.. 10747 






Seq. No. 


23005 


Seq. ID 


OJ990825_10.9B23.C8 


Gene No. 


47899 


Strand 




Start 


9138 


End 


12281 


Name 


OJ990825_10 . 9B23 . C8 . o3 . tc 


Method 


TBLASTX: Cress 


Start 


10469 


End 


10744 


GI 


none 


Score 


194 


Exons 


10469. . 10744 






Seq. No. 


23006 


Seq. ID 


OJ990825_10. 9B23.C9 


Gene No. 


47900 


Strand 




Start 


268 


End 


878 


Name 


OJ990825 10. 9B23.C9.ol.gs 


Method 


GENSCAN 


Start 


268 


End 


878 


GI 


none 


Score 


.56 


Exons 


268 . . 525, 701 . . 878 






Seq. No. 


23006 


Seq. ID 


OJ990825_10. 9B23.C9 


Gene No. 


47901 


Strand 




Start 


972 


End 


1394 


Name 


OJ990825 10.9B23.C9.ol.gp 


Method 


AAT/GAP 


Start 


972 


End 


1394 


GI 


17415 1.R1084 


Score 


723 


Exons 


972. .1394 






GI Descrip. 


'2280519/dbj|AB00587 9|AB005879 1.0e-14 


Nicotiana tabacum mRNA 




for BYJ6, partial cds 1 






Seq. No. 


23006 


Seq. ID 


OJ990825_10.9B23.C9 


Gene No. 


47902 


Strand 




Start 


1420 


End 


1718 


Name 


OJ990825 10.9B23.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


987 


End 


1718 


GI 


none 


Score 


76 


Exons 


987. .1052, 992. .1039, 1069.. 


1095, 1069 


.1098, 1100.. 1123, 




1125. .1145, 1327. .1353, 1326 


..13^4, 1329. .1349, 1414. .1548, 



1415. .1549, 1418. .1549, 1630. .1710, 1635. .1718, 1662. .1712 

23270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23006 Seq. ID 

47902 Strand 

1420 End 

OJ990825_10 . 9B23 . C9 . ol . np Method 

1420 End 

4733891 Score 
1420. .1540, 



OJ990825_10.9B23.C9 

1718 
AAT/NAP 
1712 
262 



i4zu. . ±ofiu, 1630. . 1712 
(AF104 924) unconventional myosin heavy chain [Zea mays] 



Seq. No. 


23006 






Gene No. 


47902 






Start 


1420 






Name 


OJ990825 10 


9B23 


.C9.ol. 


Start 


1435 






GI 


none 






Exons 


1435. .1548, 


1436 


. .1549, 


Seq. No. ■ 


23006 






Gene No. 


47902 






Start 


1420 






Name 


OJ990825 10. 


9B23 


.C9.ol. 


Start 


1435 






Gl" 


none 






Exons 


1435. .1548, 


1448 


. .1549, 



1663. .1713 



Seq. ID OJ990825_10.9B23.C9 
Strand 

End 1718 

tc Method TBLASTX: Cress 

End 1712 

Score 103 
1635. .1700, 1662. .1712 

- Seq. ID OJ990825_10.9B23.C9 
Strand 

End 1718 

ts . Method TBLASTX : Soybean 

End 1713' 

Score 113 
1503. .1568, 1635.. 1700, 1662.. 1712, 



Seq. No. 


23007 




Gene No. 


47903 




Start 


390 




Name 


OJ990825 10.9B23.C10 


. ol . gs 


Start 


390 




GI 


none 




Exons 


390. .768 




Seq. No. 


23007 




Gene No. 


47904 




Start 


11285 




Name 


OJ990825 10.9B23.C10 


o4 . gs 


Start 


1 11285 




GI 


none 




Exons 


11285. .11704, 11759. 


12034, 




14046. .14241, 14295. 


14351, 




19166. .19298 





Seq. ID OJ990825_10.9B23.C10 

Strand + 

End 7 68 

Method GENSCAN 

End 7 68 

Score .77 



Seq. ID "OJ990825_ 
Strand + 
End 19298 
Method GENSCAN 
End 19298 
Score .46 

13091. .13153, 13773. 

18135. .18312, 18959, 



10. 9B23.C10 



,13968, 
,19107, 



Seq. No. 23007 

Gene No. 47905 

Start 23060 

Name OJ990825_10 . 9B23 . C10 .06 . 

Start 23060 

GI none 

Exons 23060. .23314, 23466.. 235 

Seq. No. 23007 

Gene No. 47905 

Start, 23060 

Name OJ990825 10 . 9B23 . C10 . ol . 



Seq. ID OJ990825_10.9B23.C10 

Strand + 

End 24687. 

gs Method GENSCAN 

End 24203 

Score .64 
94, 23824. .23967, 24054. .24203 

Seq. ID OJ990825_10. 9B23.C10 

Strand + 

End 24687 

np Method AAT/NAP 



23271 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23463 End 24687 

4733891 Score 897 

23463. .23594, 23824 .. 23967, 24054 .. 24 199, 24309 .. 24 4 65, 

24562. .24620, 24663.. 24687 

(AF104924) unconventional myosin heavy chain [Zea mays] 



23007 
47906 
2619 

OJ990825_10.. 9B23 . C10 . o2 . gs 

2619 

none 



Seq. ID OJ990825_10. 9B23.C10 
Strand 

End 5804 

Method GEN SCAN 

End 5804 

Score .56 



2619. .2696, 2755. .2837, 2934. .3030, 3526. .3594, 3724. .3930, 
4796. .4828, 5183. .5268, 5382. .5555, 5586. .5768, 5774. .5804 



23007 Seq. ID 

47907 Strand 

8179 End 
OJ990825_10 . 9B23 . C10 . o3 . gs Method 

8179 End 

none Score 

8179.. 8355, 9064.. 9138 



OJ990825_10. 9B23.C10 

9138 
. GEN SCAN 
9138 
.42 



Seq. No. 23007 
Gene No. 47908 
Start 20467 

Name OJ990825_10 . 9B23 . C10 . ol . tm 

Start 3508 
GI none 

Exons 3508.. 3543, 3541.. 3651, 3542. 

3792. .3830, 3814. .3828, 3827, 
3899. .3931 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825 10.9B23.C10 



21743 • 
TBLASTX: Maize 
3933 
99 

3658, 3628.. 3810, 3631. 
3898, 3828.. 3902, 3898. 



.3810, 
.3933, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
j^Gl 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23007 Seq. ID 

47908 Strand 

204 67 End 

OJ990825_10 . 9B23 . C10 . o5 . gs Method 

20467 End 

none ■ Score 



OJ990825_10.9B23.C10 

21743 
GENSCAN 
21743 
.93 



20467. .20635, 21163 .. 21356, 21492. .21743 



23007 Seq. ID 

47909 Strand 

23448 End 

OJ990825_10 . 9B23 . C10 . ol . tc Method 

23448 End 

none Score 



OJ99.0825_10 . 9B23 . C10. 
24620 

TBLASTX: Cress 

24620 

147 



23448. .23597, 23484 .. 23591 , 23847 .. 23966, 23847 23966, 

23848. .23967, 24050 .. 24205, 24054 .. 24200, 24073 .. 24204 , 

24075. .24209, 24298 .. 244 05, 24300 .. 24464 , 24301 .. 24468, 

24559. .24600, 24561.. 24620 



Seq. No. 
Gene No. 
Start 

Start 



23008 
47910 



uujjuo^j_iu . ^o^o . Lii.oi. np 



Seq. ID OJ990825_10.9B23.C11 

Strand + 

End 1'677 

Method AAT/NAP 

End 1677 



23272 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



4733891 Score 589 *■ 

1..203, 293. .350, 434. .535, 1353. .1387, 1543. .1677 
(AF104924) unconventional myosin heavy, chain [Zea mays] 



23008 
47910 
1 

OJ990825_10 . 9B23 . Cll . ol . tc 
82 

.none 



Seq. ID OJ990825_10.9B23.C11 

Strand + 

End 1677 

Method TBLASTX: Cress 

End 1675 

Score 143 



82. .201, 82. .201, 84. .209, 288. .350, 290. .346, 431. .535, 
431. .538, 1537. .1662, 1541. .1669, 1543. .1674, 1544. .1675 



23008 
47910 
1 

OJ990825_10.9B23.Cll.ol.gs 

102 

none 



Seq. ID OJ990825_10.9B23.C11 

Strand + 

End 1677 

Method GEN SCAN 

End 1669 

Score . 92 



102. .203, 233. .350, 434. .535, 1353. .1387, 1543. .1669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23008 
•47910 
1 

OJ990825_10.9B23.Cll.ol.tm 

157 

none 1 



Seq. ID OJ990825_10.9B23.C11 

Strand + 

End 1677 

Method TBLASTX : Mai ze 

End 535 

Score 57 



157. .201, 287. .346, 288. .350, 431. .535 



23008 
47910 
1 

0 J9 9 0 8 2 5_1 0 . 9B2 3 . C 1 1 . o2 . tm 

1543 

none 

1543. .1671, 1544. .1672 



Seq. ID OJ990825_10.9B23.C11 

Strand + 

End 1677 

Method TBLASTX : Maize 

End 1672 

Score 185 



23009 
47911 
3260 

OJ990825_13.9B24.C2.ol.np 
3260 
6225764 
3260. .3622 

NONSPECIFIC LIPID-TRANSFER PROTEIN 4.1 PRECURSOR (LTP 4.1) 
(CW21) (CW-21) gi| 629782|pir| IS45371 non-specific lipid transfer 
protein Cw-21 - barley gi | 443799 | emb | CAA4 8 621 | (X68654) Cw-21 
peptide, non specific lipid transfer protein [Hordeum vulgare] 



Seq. ID OJ990825_13. 9B24.C2 

■Strand + 

End 3622 

Method AAT/NAP 

End 3622 

Score 205 



23010 
47912 
294 

OJ990825_13.9B24 .C3.ol.gs 
294 
none 

294. .389, 412. .553, I438..1556 



Seq. ID OJ990825_13.9B24.C3 

Strand + 

End 1556 

Method GENSCAN 

End 1556 

Score .41 



23273 




Seq. No. 


23010 








Seq. ID 


OJ990825 13.9B24 


.C3 


Gene No. 


47913 








Strand 






Start 


3080 








End 


4897 




Name 


OJ990825_13 


. 9B24 


. C3 . o2 . 


gs 


Method 


GENSCAN 




Start 


3080 








End 


4870 




GI 


none 








Score 


1 




Exons 


3080 . .4870 














Seq. No. 


23010 








Seq. ID 


OJ990825 13.9B24 


. C3 


Gene No. 


47913 








Strand 






Start 


3080 








End 


4897 




Name 


OJ990825 13 


.9B24 


,C3.ol. 


np 


Method 


AAT/NAP 




Start 


3119 








End 


4897 




GI 


5734765 








Score 


1757 




Exons 


3119. .4897 














GI Descrip. 


(AC007651) Very 


similar to amino acid 


transporter [Arabidoj 




thaliana] 














Seq. No. 


23010 








Seq. ID 


OJ990825_13. 9B24 


.C3 


Gene No. 


47914 








Strand 






Start 


7060 








End 


7786 




Name 


OJ990825_13 


. 9B24 


.C3.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3182 








End 


3344 




GI 


none 








Score 


114 




Exons 


3182 . . 3343, 


3183 


. . 3344 










Seq. No. 


23010 








Seq. ID 


OJ990825_13. 9B24 


.C3 


Gene No. 


47914 








Strand 






Start 


7060 








End 


7786 




Name 


OJ990825_13 


. 9B24 


.C3.o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


3428 








End 


3836 




GI 


none 








Score 


166 




Exons 


3428. .3835, 


3567 


. .3836 










Seq. No. 


23010 








Seq. ID 


OJ990825_13. 9B24 


.C3 


Gene No. 


47914 








Strand 






Start 


7060 








End 


7786 




Name 


OJ990825 13 


. 9B24 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3530 








End 


4039 




GI 


none 








Score 


62 




Exons 


3530. .4039, 


3621 


. .3755, 


3795. 


.4028 






Seq. No. 


23010 








Seq. ID 


OJ99082.5_13.9B24 


-C3 


Gene No. 


47914 








Strand 






Start 


7060 








End 


7786 




Name 


OJ990825 13 


. 9B24 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3602 








End 


3835 




GI 


none 








Score 


170 




Exons 


3602. .3835, 


3603 


. .3833 










Seq. No. 


23010 








Seq. ID 


OJ990825_13.9B24 


.C3 


Gene No. 


47914 








Strand 






Start 


7060 








End 


7786 




Name 


OJ990825 13 


9B24 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4086 








End 


4819 




GI 


none 








Score 


107 




Exons 


4086. .4352, 


4115 


. .4492, 


4562. 


.481.9, 4563.. 4817 





23274 



Seq. No. 


23010 


Seq. ID 


OJ990825 


13. 9B24 


Gene No. 


47914 


Strand 






Start 


7060 


End 


7786 




Name 


OJ990825 13. 9B24 .C3.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


4181 


End 


4423 




GI 


none 


Score 


88 




Exons 


4181. .4423, 4223. .4339 








Seq. No. 


23010 


Seq. ID 


OJ990825 


_13.9B24 


Gene No. 


47914 


Strand 






Start 


7060 


End 


7786 




Name 


OJ990825 13. 9B24 .C3.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4301 


End 


4826 




GI 


none 


Score 


140 




Exons 


4301. .4825, 4305. .4469, 4563. 


. 4826 






Seq. No. 


23010 


Seq. ID 


OJ990825 


13. 9B24 


Gene No. 


47914 


Strand 






Start 


7060 


End 


7786 




Name 


OJ990825 13. 9B24 .C3.o3.gs 


Method 


GENSCAN 




Start 


7060 


End 


7786 




GI 


none 


Score 


. 82 




Exons 


7060.. 7209, 7248.. 7413, 7696. 


.7786 






Seq. No. 


23011 


Seq. ID 


OJ990825 


_13. 9B24 


Gene No. 


47915 


Strand 


+ 




Start 


1 


End 


462 




Name 


OJ990825 13. 9B24 .C4 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4 62 




GI 


6063557 


Score 


155 




Exons 


1. .102, 356. .462 ' 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z988S 


J5) [Oryza 


sativa] 


Seq. No. 


23011 


Seq. ID 


OJ990825 


13. 9B24 


Gene No. 


47916 


Strand 






Start 


503 


End 


914 




Name 


OJ990825 13.9B24.C4.ol.gs 


Method 


GENSCAN 




Start 


503 


End 


914 




GI 


none 


Score 


. 64 




Exons 


503. . 666, 836. . 914 








Seq. No. 


23012 


Seq. ID 


OJ990825 


13. 9B24 


Gene No. 


47917 


Strand 






Start 


390 


End 


2463 




Name 


OJ990825 13.9B24.C5.ol.gs 


Method 


GENSCAN 




Start 


390 


End 


2463 




GI 


none 


Score 


. 67 




Exons 


390.. 432, 1924.. 2028, 2135. .2463 


- 




Seq. No. 


23013 


Seq. ID 


OJ990825_ 


_13. 9B24 


Gene No. 


47918 


Strand 


+ 




Start 


1 


End 


12190 




Name 


OJ990825 13. 9B24.C6. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


950" 




r* t 


672154 3 


Score 


85 




Exons 


1..57, 782. .950 









23275 



GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 



Seq. No. 230.13 

Gene No. 47918 

Start 1 

Name OJ990825_13 . 9B24 . C6 . ol . gs 

Start 510 

GI none 
Exons 



Seq. ID OJ990825_13.9B24.C6 



Strand + 
End 12190 
Method GENSCAN 
End 12190 
Score . 4 

510. .2164, 2219. .2724, 2941. .3138, 3522. .3672, 3778. .4114, 
4199. .4609, 4700. .4998, 5075. .5333, 5426. .5551, 5578. .5675, 
5766. .5897, 5961. .6008, 6013. .6215, 6366. .6532, 7110. .7214, 
7565.-7729, 7825. .7949, 8576. .8700, 8768. .8878, 10309 .. 10361, 
11058. .11239, 11279. .11432, 11969. .12190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 

/*>-r _ . _■ -_ 



23013 
47918 
1 

OJ990825_13. 9B24 . C6 . o2 . np 
963 

5441880 



Seq. ID OJ990825_13.9B24.C6 
Strand + 
End 12190 
Method AAT/NAP 
End 6247 
Score 4822 

963. .1968, 2413. .2444, 2703. .3018, 3522. .3672, 3778. .4114, 
4700. .4998, 5075. .5333, 5578.-5675, 5766. .5897, 6013. .6247 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



23013 
47918 
1 

OJ990825_13.9B24.C6.o2.gp 

1567 

5701669 

1567. .1998 

5441880/dbj |BA&82378.1| 5. 



Seq. ID OJ990825_13. 9B24 .C6 

Strand + 

End 12190 

Method AAT/GAP 

End 1998 

Score 845 

Oe-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



23013 
47918 
1 

OJ990825_13. 9B24 .C6.o3.gp 
4826 

LIB3475-007-P1-K1-G8 
4826. .4998, 5075.. 5325 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_13.9B24.C6 
+ 

12190 
AAT/GAP 
5325 
793 



OJ990825_13.9B24 , 
+ 



C6 



23013 Seq. ID 

47918 Strand 
1 End 12190 

OJ990825_13 . 9B24 . C6 . o4 . gp Method AAT/GAP 

6351 End 6804 

LIB3431-045-P1-N1-A10 Score 836 

6351.. 6804 

■ 5441876/dbj i AP000367 . 1 j AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



23276 



Seq. No. 23013 Seq. ID OJ990825_13 . 9B24 . C6 

Gene No. 47919 Strand 

Start 1 End 61 

Name OJ990825_13 . 9B24 . C6 . ol . gp Method AAT/GAP 

Start 1 End 61 

GI 7406_1.R1084 Score 90 

Exons 1..61 

GI Descrip. • 112231 5 /emb | CAA63 901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23013-*--; Seq. ID OJ990825_13 . 9B24 . C6 

47920 Strand 

5957 End 7202 

OJ990825_13 . 9B2 4 . C6 . o3 . np Method AAT/NAP 

5957 End 7202 

6721543 Score 82 

5957.. 6014, 7070.. 7202 

(AP001073) hypothetical protein [Oryza sativa] 

23013 Seq. ID OJ990825_13 . 9B24 . C6 

47920 Strand 

5957 End 7202 

OJ990825_13 . 9B24 . C6 . o5 . gp Method AAT/GAP 

6747 End 7188 

7406JL.R1084 Score 564 

6747. .6821, 6856. .7188 " - 

1 1122 31 5 /emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 


23013 






Seq. ID 


OJ990825_13.9B24.C6 


Gene No. 


47921 






Strand 




Start 


11081 






End 


11411 


Name 


OJ990825 13.9B24 


.C6.06. 


gp 


Method 


AAT/GAP 


Start 


11081 






End 


11411 


GI 


427508 






Score 


658 


Exons 


11081. .11411 










Seq. No. 


23013 






Seq. ID 


OJ990825_13.9B24.C6 


Gene No. 


47922 






Strand 




Start 


11826 






End 


12079 


Name 


OJ990825 13.9B24 


.C6.o7. 


gp 


Method 


AAT/GAP 


Start 


11826 ■ 






End 


12079 


GI 


none 






Score 


464 


Exons 


11826. .12079 










Seq. No. 


23013 






Seq. ID 


OJ990825_13. 9B24 .C6 


Gene No. 


47923 






Strand 




Start 


14240 






End 


15010 


Name 


OJ990825 13.9B24 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1524 






End 


2120 


GI 


none 






Score 


93 


Exons 


1524.. 1652, 1532 


. .1603, 


1686. 


.1985, 1703. .1924, 2049. .2120 


Seq.. No. 


23013 






Seq. ID 


OJ990825_13. 9B24 .C6 


»"» - 


47923 






Strand 




Start 


14240 






End 


15010 



23277 



Name 

Start 

GI 

Exons 



OJ990825_13 . 9B24 . C6 . ol . tw 

1818 

none 

1818.. 2012, 1827. .2024, 2018. 



Method TBLASTX : Wheat 
End 2198 
Score 203 

.2143, 2022.. 2198, 2022.. 2168 



Seq. No. 23013 Seq. ID 

Gene No. 47923 Strand 

Start 14240 End 

Name OJ990825_13 . 9B24 . C6 . o2 . gs Method 

Start - 14240 End 

GI none Score 

Exons 14240. .14347, 14939.. 15010 



OJ990825_13.9B24.C6 

15010 
GENSCAN 
15010 
.43 



Seq. No. 


23013 




Seq. ID 


OJ990825_ 


_13. 


9B24 


.C6 


Gene No. 


47923 




Strand 


~ 








Start 


14240 




End 


15010 








Name 


OJ990825 13.9B24.C6. 


o4 . np 


Method 


AAT/NAP 








Start 


14294 




End 


14922 








GI 


5042454 




Score 


212 








Exons 


14294. .14354, 14757. 


.14922 












GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 








Seq. No. 


23014 




: .. Seq. ID 


'OJ990825_ 


13. 


9B24 


.C7 


Gene No. 


47924 




Strand 


+ 








Start 


580 




End 


645 








Name 


OJ990825 13.9B24.C7. 


ol . gs 


Method 


GENSCAN 








Start 


580 




End 


645 








GI 


none 




Score 


.74 








Exons 


580. .645 














Seq. No. 


23014 




Seq. ID 


OJ990825_ 


13. 


9B24 


.C7 


Gene No. 


47925 




Strand 


+ 








Start 


3035 




End 


3580 








Name 


OJ990825 13.9B24.C7. 


o3 . gs 


Method 


GENSCAN 








Start 


3035 


End 


3532 








GI 


none 




Score 


1 








Exons 


3035. .3532 















Seq. No. 23014 Seq/ ID OJ990825JL3 . 9B24 . C7 

Gene No. 47925 Strand + 

Start 3035 End 3580 

Name OJ990825_13 . 9B24 . C7 . ol . np Method AAT/NAP 

Start 3038 End " 3580 

GI 4337175 Score 326 

Exons 3038.. 3580 

GI Descrip. (AC006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 
come from this. gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23014 
47926 
17786 

OJ990825_13.9B24.C7.o7.gs 
17786 



Seq. ID OJ990825_JL3.9B24.C7 

Strand + 

End 24609 

Method GENSCAN 

End. 20881 

Score .55 



17786. .17842, 18277 .. 1838 1 , 18411 .. 19407, 19539. .20881 



23278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23014 
47926 
17786 

OJ990825_13. 9B24.C7.o2.np 
18962 
6498441 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990825_13.9B24.C7 
+ 



24609 
AAT/NAP 
24606 
6952 

18962. .20024, 20355 20818, 20882 .. 21255, 214 39 .. 21573, 
21748. .22173, 22366.-22662, 22834 ., 24231, 24325.. 24606 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



23014 
47926 
17786 

OJ990825_13. 9B24 . C7 . 08 . gs 

20945 

none 



Seq. ID OJ990825_13. 9B24 .C7 

Strand + 

End 24 609 

Method GEN SCAN 

End 24609 

Score .5 



20945. .21731, 21911 23055, 23089.. 24609 



Seq. No. 23014 Seq. ID OJ990825_13 . 9B24 . C7 

Gene No. 47927 Strand 

Start 24767 End 

Name OJ990825JL3 . 9B24 . C7 . o3 . gp Method 

Start 24767 End 

GI 2428323 Score 

Exons 24767. .25220 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ990825_13, 
+ 

25220 
AAT/GAP 
25220 
682 



Seq. No. 23014 Seq. ID 

Gene No. 47928 Strand 

Start 25328 End 

Name OJ990825_13 . 9B24 . C7 . o9 . gs Method 

Start 25328 End 

GI none > Score 

Exons 25328. .25464 



OJ990825_13.9B24.C7 
+ 

25464 
GENSCAN 
25464 
.62 



Seq. No. 23014 Seq. ID 

Gene No. 47929 Strand 

Start 1765 End 

Name OJ990825_13 . 9B24 . C7 . o2 . gs Method 

Start 1765 End 

GI none ~ Score 

Exons 1765.. 2011, 2019.. 2180, 2282.. 2508 



OJ990825_13. 9B24.C7 

2508 
GENSCAN 
2508 
.92 



Seq. No. 23014 Seq. ID OJ990825_13 . 9B24 . C7 

Gene No. ' 47930 Strand 

Start 2957 * End 3545 

Name OJ990825_13 . 9B24 . C7 . ol . gp Method AAT/GAP 

Start 2957 End 3545 

GI 1170_4.R1084 Score 1059 

Exons 2957.. 3545 

GI Descrip.- ' 4337175/gb | AAD18096 | 3.0e-24 (AC006416) ESTs gb_T20589, 
gb_T04648, gb_AA597906, gb_T041Il, gb_K84l80, gb_R65428, 
gb_T44439, gb_T76570, gb_R90004, gb_T45020, gb_T42457, 



23279 



gb_T20921 / gb_AA042762 and gb_AA720210 come from this gene. 
[Arabidopsis thaliana] ' 



Seq. No. 


23014 


Seq. ID 


OJ990825_13. 9B24 .C7 


Gene No. 


47931 


Strand 




Start 


16182 


End 


17168 


Name 


OJ990825_13. 9B24 .C7 .o6.gs 


Method 


GENSCAN 


Start 


16182 


End 


17168 


GI 


none 


Score 


• 6 


Exons 


16182. .16386, 16981. .17168 






Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24.C7 


Gene No. 


47932 


Strand 




Start 


17701 


End 


18111 


Name 


OJ990825 13.9B24.C7.o2.gp 


Method 


AAT/GAP 


Start 


17701 


End 


18111 


GI 


uOosflcypl72a09al 


Score 


560 


Exons 


17701. .18020, 18046. .18111 






GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 l.Oe- 


35 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 




Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24.C7 


Gene No. 


47933 


Strand 




Start 


25191 


End 


26207 


Name 


OJ990825 13.9B24.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3028 


End 


3457 


GI 


none 


Score 


135 


Exons 


3028.. 3078, 3029. .3115, 3029. 


.3220, 3117. .3215, 3176. .3217, 




3212.. 3331, 3221.. 3457, 3223. 


.3456 




Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24.C7 


Gene No. 


47933 


Strand 




Start 


25191 


End 


26207 


Name 


OJ990825 13.9B24.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3041 


End 


3457 


GI 


none 


Score 


51 


Exons 


3041.. 3115, 3179. .3226, 3221. 


.3394, 3238.. 3372, 3383.. 3457 


Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24.C7 


Gene No. 


47933 


Strand 




Start 


25191 


End 


26207 


Name 


OJ990825 13.9B24.C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


3047 


End 


3451 


GI 


none 


Score 


57 


Exons 


3047.. 3115, 3175. .3216, 3176. 


.3226, 3221. .3451, 3280. .3450 


Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24.C7 


Gene No. 


47933 


Strand 




otart 


25191 


End 


26207 


Name 


OJ990825 13.9B24.C7.o8.tw 


Method 


TBLASTX: Wheat 


Start 


3116 


End 


26207 


GI 


none 


Score 


55 


Exons 


3116. .3238, 3117. .3209, 3176. 


.3226, 3209.. 3328, 3220. .3372, 




3221. .3379, 3392. .3454, 3394. 


.3450, 17329. .17400, 19770.. 1985 




26136.. 26207 






Seq. No. 


23014 


Seq. ID 


OJ990825_13. 9B24.C7 



23280 




Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11768 




End 


12289 




GI 


none 




Score 


48 




Exons 


11768. . 11815, 11769 


. . 11804, 


11771. .11806, 11800. .11958, 






11808. . 11954, 11808 


. . 11960, 


11809. .11964, 11958. .12116, 






11961. .12002, 12073 


. . 12135, 


12202. .12246, 12212. .12289 




Seq. No. 


23014 




Seq. ID 


OJ990825_13. 9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825_13. 9B24 .C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11815 




End 


12129 




GI 


none 




Score 


237 




Exons 


11815. . 12129, 11910 


. . 12008, 


12072. .12122 




Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


• 25191 




End 


26207 




Name 


OJ990825_13.9B24.C7, 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


19110 




End 


19502 




GI 


none 




Score 


58 




Exons 


19110. .19157, 19164, 


. .19262, 


19169. .19261, 19241. '.'19468, 






19245.. 19502 










Seq. No. 


23014 




Seq. ID 


OJ990825_13. 9B24 


.C7 


Gene No. 


^ 47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


19115 




End 


19400 




GI 


none 




Score 


196 




Exons 


19115. . 19399, 19152, 


, .19400 








Seq. No. 


23014 




Seq. ID 


OJ990825_13. 9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825_13 . 9B24 .C7 . 


,o3. tw 


Method - 


TBLASTX -Wheat 




Start' 


20240 




End 


20734 




GI 


none 




Score 


402 




Exons 


20240. .20734, 20291. 


, .20689, 


20434. .20721 




Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


20889 




End 


21352 




GI 


none 




Score 


208 




Exons 


20889. .21332, 20890. 


.21345, 


20891. .21352, 20891.. 21346 




Seq. No. 


23014 




Seq. ID 


OJ990825_13. 9B24 


.CI 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


20930 




End 


21295 




GI 






Score 


109 




Exons 


20930. .21154, 21161. 


.21295 









23281 



Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825_13. 9B24 ,C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


21020 




End 


21376 




GI 


none 




Score 


392 




Exons 


21020. .21376, 21055 


. .21366, 


21260. .21376 




Seq. No. 


23014 




Seq. ID 


OJ990825JL3.9B24 


..C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825_13. 9B24.C7 


.o4. tm 


Method 


TBLASTX: Maize 




Start 


21403 




End 


21787 




GI 


none 




Score 


359 




Exons 


21403. .21768, 21404 


. .21787 








Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825_13 . 9B24 . C7 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


21460 




End 


21879 




GI 


none 




Score 


436 




Exons 


21460. .21861, 21461 


. .21862, 


21838.'. 21879 * 




Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


21509 




End 


21909 




GI 


none 




Score 


221 




Exons 


21509. .21829, 21556 


. .21699, 


21835. .21909 




Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


• C7 


Gene No . 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22510 




End 


22968 




GI 


none 




Score 


236 ■ 




Exons 


22510. .22731, 22534 


. .22785, 


22599. .22775, 22819 .. 22968, 






22828 . . 22965 










Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 




Strand . 






Start 


25191 




End 


26207 




Name 


OJ990825_13. 9B24 .C7 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


22971 




End 


23283 




GI 


none 




Score 


188 




Exons 


22971. .23147,, 23023 


. .23283 








Seq. No. 


23014 




Seq. ID 


OJ990825_13.9B24 


. C7 


Gene No. 


47933 




Strand 






Start 


25191 




End 


26207 




Name 


OJ990825 13.9B24.C7 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


23476 




End 


23808 






none 




Score 


360 




Exons 


23476. .23799, 23493 


. .23786, 


23596. .23808 





23282 




Seq. No. 


23014 


Seq. ID 


OJ990825 13.9B24 


.C7 


Gene No. 


47933 


Strand 






Start 


25191 


End 


26207 




Name 


OJ990825 13. 9B24 . C7 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23613 


End 


23994 




GI 


none 


Score 


371 




Exons 


23 613. . 23963, 23614.. 23994 








Seq. No. 


23014 


Seq. ID 


OJ990825_13.9B24 


.C7 


Gene No. 


47933 


Strand 






Start 


25191 


End 


26207 




Name 


OJ990825_13. 9B24 .C7 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


23995 


End 


24597 




GI 


none 


Score 


257 




Exons 


23995. .24285, 24 000.. 24278, 


24471. .24593, 24472.. 24597 




Seq. No. 


23014 


Seq. ID 


OJ990825_13. 9B24 


.C7 


Gene No. 


47933 


Strand 






Start 


25191 


End 


26207 




Name 


OJ990825 13.9B24.C7.o3.np 


Method 


AAT/NAP 




Start 


25191 


End 


25419 




GI 


6539586 


Score 


330 




Exons 


25191. .25419 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23015 


Seq. ID 


OJ990825 13.9B24 


.C8 


Gene No. 


47934 


Strand 


+ 




Start 


129 


End 


182 




Name 


OJ990825 13.9B24.C8.ol.np 


Method 


AAT/NAP 




Start 


129 


End 


182 




GI 


5042454 


Score 


52 




Exons 


129. .182 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


23015 


Seq. ID 


OJ990825_13.9B24 


.C8 


Gene No. 


47935 


Strand 


+ 




Start 


232 


End 


2098 




Name 


OJ990825 13.9B24.C8.ol.gs 


Method 


GENSCAN 




Start 


232 


End 


2098 




GI 


none 


Score 


.76 




Exons 


232.. 300, 922.. 1057, 1962.. 


2098 






Seq. No. 


23016 


Seq. ID 


OJ990825 13.9B24 


.Cll 


Gene No. 


47936 


Strand 


+ 




Start 


1 


End 


359 




Name 


OJ990825 13.9B24.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


359 




GI 


6006866 


Score 


401 




Exons 


1. .359 








GI Descrip. 


(AC009540) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23016 


Seq. ID 


OJ990825_13.9B24 


.Cll 


Gene No. 


47937 


Strand 






Start 


289 


End 


521 




M 


OJ 990825 13. 9B24 .Cll.ol. tm 


Method 


TBLASTX: Maize 




Start 


26 


End 


361 





23283 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seqi No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

26. .358, 27. .296, 29. .361 

23016 
47937 
289 

OJ990825_13 . 9B24 . Cll . ol . gs 

289 

none 

289. .399, 453. .521 



Score 



437 



Seq. ID OJ990825_13.9B24 .Cll 

Strand 

End 521 

Method GENSCAN 

End .521 

Score .6 



23017 
47938 
1 

OJ990825_13.9B24.C12.ol.gp 
1 

26047JL.R1084 
1..194 

' 1711508/sp|P49968|SR51_HORVU 6.0e-42 SIGNAL RECOGNITION 
PARTICLE 54 KD PROTEIN 1 (SRP54) >gi_1020000 (L48284) signal 
recognition particle 54 kDa subunit [Hordeum vulgare] 1 



Seq. ID OJ990825_13.9B24.C12 

Strand 

End 194 

Method AAT/GAP 

End 194 

Score 320 



23018 

47939 ■■ ' ' 

397 

OJ990825_13.9B24~.C14.ol.ts 

388 

none 

388.-537, 396. .518, 406. .528 

23018 
47939 
397 

OJ990825_13.9B24 .C14.ol.gs 

397 

none 

397. .528 



Seq. ID OJ990825_13.9B24.C14 

Strand + 

End '537 

Method TBLASTX : Soybean 

End -537 

Score 229 



Seq. ID OJ990825_13.9B24.C14 

Strand + 

End 537 

Method GENSCAN 

End 528 

Score .95 



..Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23019 
47940 • 
122 

OJ990825_13.9B24 .C15.ol.gs 

122 

none 

122. .211, 518. .686 



Seq. ID' OJ990825_13.9B24.C15 

Strand 

End 68 6 

Method GENSCAN 

End 68 6 

Score .56 



23020 
47941 
598 

OJ990825_13.9B24.C16.ol.gp 

598 

4087_1.R1084 
598. .686 

, 6006848/gb|AAF00624.1|AC009540_l 4.0e-12 (AC009540) unknown 
protein, 5 1 ' partial [Arabidopsis thaliana] 1 ' 



Seq. ID OJ990825_13.9B24.C16 

Strand + 

End 68 6 

Method AAT/GAP 

End 68 6 

Score 150 



Seq. No. 



23021 



Seq. ID OJ990825 13.9B24.C20 



23284 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47942 Strand + 

263 End 1025 

OJ990825_13 . 9B24 . C20 . ol . np Method AAT/NAP 

263 End 1025 

5922623 Score 73 

263. .484, 672. .746, 995. .1025 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA851-99.il (AP000570) hypothetical protein 

[Oryza sativa] 



23021 Seq. ID 

47943 Strand 

209 End 
OJ990825_13 . 9B24 . C20 . ol . gs Method 

209 End 

none Score 
209. .356 



OJ990825_13.9B24.C20 
356 

GENS CAN 

356 

.74 



Seq. No. 23022 Seq. ID 

Gene No. 47944 Strand 

Start 250 End 

Name OJ990825_13 . 9B24 . C21 . ol . gs Method 

Start 250 End 

GI none Score' 

Exons 250.. 394 



OJ990825_13.9B24.C21 
394 

GENSCAN 

394 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23023 Seq. ID OJ990825_13.9B24.C22 

47945 Strand + 

1 End 55 

OJ990825_13 . 9B24 . C22 . ol . gp Method AAT/GAP 

1 End 55 

85267_1.R1084 Score 94 

1. .55 

'1711512/sp|P49972|SR52_LYCES 4.0e-ll SIGNAL RECOGNITION 

PARTICLE 54 KD PROTEIN 2 (SRP54) >gi_1076577_pir S51598 signal 

recognition particle 54K protein - tomato (cv. UC82-B) 
>gi_556902_emb_CAA84288_ (Z34527) 54-kD signal recognition 
particle (SRP) specific protein [Lycopersicon esculentum] 1 



23024 Seq. ID 

47946 Strand 

1 End 

OJ990825_13 . 9B24 . C24 . ol . np Method 

1 End 

2245123 Score 
1. .334 

(Z97343) sperm protein homolog [Arabidopsis thaliana] 



OJ990825_13.9B24.C24 
+ 

334 

AAT/NAP 
334 
255 



23024 Seq. ID 

47946 Strand 

1 End 
OJ990825_13. 9B24 .C24.ol.gp Method 

199 End 

none Score 
199. .277 



OJ990825_13.9B24.C24 

+ " 
334 

AAT/GAP 

277 

125 



Seq. No. 



23024 



Seq. ID OJ990825_13.9B24.C24 



23285 




Gene No. 


47 947 








Strand 






Start 


18 








End 


289 




Name 


OJ990825 13.9B24 


.C24 


.ol 


.gs 


Method 


GENSCAN 




Start 


18 








End 


247 




GI 


none 








Score 


.79 




Exons 


18. .247 














Seq. No. 


23024 








Seq. ID 


OJ990825_13 . 9B24 


.C24 


Gene No. 


47947 








Strand 






Start 


18 








End 


. 289 




Name 


OJ990825_13. 9B24 


.C24 


.01 


. tm 


Method 


TBLASTX: Maize 




Start 


80 








End 


289 




GI 


none 








Score 


316 




Exons 


80. .277, 82. .288 


, 83 


. .289 








Seq. . No. 


23025 








Seq. ID 


OJ990825_13. 9B24 


.C25 


Gene No. 


47948 








Strand 






Start 


15 








End 


169 




Name 


OJ990825_13. 9B24 


.C25 


.ol 


.gs 


Method 


GENSCAN 




Start 


15 








End 


169 




GI 


none 








Score 


. 61 




Exons 


15. .79, 112. .169 














Seq. No. 


23026 








Seq. ID 


OJ990825_13. 9B24 


.C27 


Gene No. 


47949 








Strand 






Start 


1 








End 


658 




Name 


OJ990825_13.9B24 


.C27 


.ol 


.np ' 


Method 


AAT/NAP 




Start 


1 








End 


658 




GI 


3201554 








Score 


144 




Exons 


1. . 139, 588 . . 658 














GI Descrip. 


(AJ006501) beta- 


D-glucosidase 


[Tropaeolum majus] 




Seq. No. 


23026 








Seq. ID 


OJ990825_13.9B24 


.C27 


Gene No. 


47949 








Strand 






Start 


1 








End 


658 




Name 


OJ990825_13. 9B24 


.C27 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


128 




GI 


none 








Score 


159 




Exons 


2. . 127, 3. . 128 














Seq. No. 


23026 








Seq. ID 


OJ990825_13.9B24 


.C27 


Gene No. 


47949 








Strand 






Start 


1 








End 


658 




Name 


OJ990825_13. 9B24 


.C27 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5 








End 


141 




GI 


none 








Score 


158 




Exons 


5. .139, 6. .140, 


37. .: 


141 










Seq. No. 


23027 








Seq. ID 


OJ990825_13.9B24 


.C29 


Gene No. 


47950 








Strand 


+ 




Start 


24 








End 


434 




Name 




.C29 


.ol 


.gs 


Method 


GENSCAN 




Start 


24 






End 


434 




GI 


none 








Score 


.94 




Exons 


24. .434 














Seq. No. 


23028 








Seq. ID 


OJ990825_13.9B24 


.C30 



23286 



Gene No. 


47951 


Strand 


+ 






Start 


2847 


End 


8273 






Name 


OJ990825 13.9B24.C30.ol.gs 


Method 


GENS CAN 






Start 


2847 


End 


8273 






GI 


none 


Score 


. 53 






Exons 


2847. .2897, 2920. .3296, 7721. .8273 








Seq. No. 


23028 


Seq. ID 


OJ990825_13. 


9B24 


.C30 


Gene No. 


47952 


Strand 








Start 


13458 


End 


15009 






Name 


OJ990825 13 . 9B24 . C30 . ol . tm 


Method 


TBLASTX: Maize 




Start 


7761 


End 


7899 






GI 


none 


Score 


130 






Exons 


7761. .7898, 7762. .7899 










Seq. No. 


23028 


Seq. ID 


OJ990825_13. 


9B24 


.C30 


Gene No. 


47952 


Strand 








Start 


13458 


End 


15009 






Name 


OJ990825_13. 9B24 .C30.o3.gs 


Method 


GENSCAN 






Start 


13458 


End 


15009 






GI 


none 


Score 


.92 






Exons 


13458. .13866, 14818. .15009 










_ Seq. No. 


23029 


• Seq. ID 


OJ990825_13. 


9B24 


.C32 


! --=r Gene No. 


47953 


Strand 








Q Start 


1 


End 


685 






i;n Name 


OJ990825_13. 9B24 . C32 . ol . np 


Method 


AAT/NAP 






r[\ Start 


1 


End 


685 






GI 


5932552 


Score 


109 






Exons 


1..66, 215. .277, 368. .467, 


652. .685 








•'■^ GI Descrip. 


(AC0094 65) unknown protein 


[Arabidopsis thaliana] 






fU Seq. No. 


23029 


Seq. ID 


OJ990825_13. 


9B24 


.C32 


Gene No. 


47953 


Strand 








% k Start 


1 


End 


685 






Name 


OJ990825 13. 9B24 .C32.ol.gs 


Method 


GENSCAN 






/*t Start 


215 


End 


447 






M : GI 


none 


Score 


.44 






Exons 


215. .277, 368. .447 










*!E Seq. No. 


23030 


Seq. ID 


OJ990825_13. 




.C34 


'"-~ J Gene No . 


47954 


Strand 


+ 






Start : 


2183 


End 


2854 






Name 


OJ990825 13.9B24.C34.ol.gs 


Method 


GENSCAN 






Start 


2183 


End 


2854 






GI 


none 


Score 


.55 






Exons 


2183. .2854 










Seq. No. 


23030 


Seq. ID 


OJ990825_13. 


9B24 


.C34 


Gene No. 


47955 


Strand 


+' 






Start 


4445 


End 


4526 






Name 


OJ990825 13.9B24.C34.ol.gp 


Method 


AAT/GAP 






Start 


4445 


End 


4526 






GI 


568855 


Score 


125 






Exons 


4445. .4526 










Seq. No. 


23031 


Seq. ID 


OJ990825_13. 


9B24 


.C35 



23287 



Gene No. 47956 Strand 

Start 24 End 

Name OJ990825_13 . 9B24 . C35 . ol . gp Method 

Start 24 End 

GI none Score 

Exons 24.. 4 17 



+ 

568 

AAT/GAP 

417 

736 



Seq. No. 23031 Seq. ID 

Gene No. 47956 Strand 

Start:-; 24 End 

Name OJ990825_13 . 9B24 . C35 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71. .568 



OJ990825_13.9B24.C35 
+ 

568 

GENS CAN 

568 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23031 Seq. ID 

47957 Strand 

3235 End 

OJ990825_13 . 9B24 . C35 . o2 . gs Method 

3235 End 

none Score 



OJ990825_13.9B24.C35 
+ 

5711 
GENSCAN 
5711 
.48 



323S..3249, 3534. .3672, 4295. .4412, 5613. .5711 



23031- Seq. ID 

47958 Strand 

1746 End 
OJ990825_13 . 9B24 . C35 . o2 . gp- Method 

1746 End 

none Score 
1746. .2078 



OJ990825_13.9B24.C35 

2078 
AAT/GAP 
2078 
641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23032 Seq. ID 

47959 Strand 
538 End 
OJ990825_13 . 9B24 . C36 . ol . gs Method 
538 End 
none Score 
538. .560, 1161. .1176 

23033 Seq. ID 

47960 Strand 
470 End 
OJ990825_13 . 9B24 . C37 . ol . gs Method 
470 End 
none Score 
470. .485, 2049. .2183, 2553. .2613, 2751, 
5759. .5842 



OJ990825_13.9B24.C36 

1176 . 
GENSCAN 
1176 
.44 



OJ990825_13 . 9B24 . C37 

+ ■ 

5842 

GENSCAN 

5842 

.4 

.2799, 2965.. 3111, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



23034 Seq. ID 

47961 Strand 

159 End 

OJ990825_13 . 9B24 . C39 . ol . tm Method 

142 End 

none Score 



OJ990825_13.9B24.C39 
+ 

583 

TBLASTX: Maize 

547 

139 

434. .547, 436. .531 



142. .306, 150. .326, 163. .312, 230. .316, 
23034 Seq. ID OJ990825_13.9B24.C39 



23288 





47961 ' 


Strand 






Start 


159 


End 


583 




Name 


OJ990825 13.9B24.C39.ol.ts 


Method 


TBLASTX : Soybean 




Start 


150 


End 


550 




GI 


none 


Score 


200 




Exons 


150. .326, 233. .316, 436. .531, 437. .550 






Seq. No. 


23034 


Seq. ID 


OJ990825_13.9B24 


.C39 




47961 


Strand 


+ 




Start 


159 


End 


583 




Name 


OJ990825 13.9B24.C39.ol.gs 


Method 


GENS CAN 




Start 


X «J _? 


End 


562 




GI 


n on ^ 
nunc 


Score 


.71 




Exons 


1 S9 ^08 4^7 56? 








Seq. No. 


ji 


Spa ID 


OJ990825_13.9B24 


.C39 


Pones M O 

bene lnu • 




91- r;=mH 
u Li aim. 






Start 


1 59 


End 


583 




Name 


OJ990825 13.9B24.C39.ol.gp 


Method 


AAT/GAP 




Start 


191 


End 


583 




GI 


none 


Score 


487 




Exons 


191. .308, 437. .583 








Seq. No. 


23034 


Seq. -ID 


OJ990825 13.9B24 


.C39 


Gene No. 


47961 


Strand 


+ 




Start 


159 


End 


583 




M;3Tri(=» 
IN 0.1UC 


OJ990825 13.9B24.C39.ol.np 


Method 


AAT/NAP 




Start 


193 


End 


583 




GI 


4049502 


Score 


87 




Exons 


193. .308, 437. .583 








GI Descrip. 


(AL034563) transcription initiation factor iif, beta subunit 




[Schizosaccharomyces pombe] 








Seq. No. 


23035 


Seq. ID 


OJ990825 13.9B24 


.C42 


Gene No. 


47962 


Strand 


+ 






1 


End 


181 




Name 


OJ990825 13.9B24.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


181 




GI 


3643607 


Score 


111 




Exons 


1. .181 








GI Descrip. 


(AC005395) unknown protein 


[Arabidopsis 


> thaliana] 




Seq. No. 


23036 


Seq. ID 


OJ990825_13.9B24 


.C44 


Gene No. 


47963 


Strand 






o Lai u 


1 


End 


355 




Name 


OJ990825 13.9B24.C44.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


340 




GI 


4432839 


Score 


90 




Exons 


1. .340 








GI Descrip. 


(AC006283) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


23036 


Seq. ID 


OJ990825_13. 9B24 


.C44 


Gene No. 


47963 


Strand 






Start 


1 - 


End 


355 




Name 


OJ990825 13.9B24.C44.ol.gs 


Method 


GENSCAN 




Start 


97 


End 


340 




GI 


none 


Score 


.98 





23289 



Exons 



97. .340 



Seq. No. 23036 

Gene No. 47963 

Start 1 

Name OJ990825_13 . 9B24 . C44 . ol . tm 

Start 137 

GI none 

Exons 137.. 355, 183.. 341, 197.. 337 



Seq. ID OJ990825_13.9B24.C44 
Strand 

End 355 

Method TBLASTX : Mai ze 

End 355 

Score 174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23037 
47964 
359 

OJ990825_12.9B22.Cl.ol.np 
359 

6063554 
359. .532, 639. .705 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990825_12.9B22.C1 
Strand 

End 705 

Method AAT/NAP 

End 705 

Score 142 



Seq. ID OJ990825_12.9B22.C2 

Strand + 

End 349 

Method AAT/GAP 

End 349 

Score 311 



23038 
47965. 
179 

OJ990825_12. 9B22 . C2 . ol . gp 
179 

10431_1.R1084 
179. .349 

■1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence ' 



Seq. No. 


23038 








Seq. ID 


OJ990825_12.9B22. 


C2 


Gene No. 


47966 








Strand 


+ 




Start 


620 








End 


702 




Name 


OJ990825 12. 


9B22. 


C2.ol 


. gs 


Method 


GENSCAN 




Start 


620 








End 


702 




GI 


none 








Score 


.63 




Exons 


620. .702 














Seq. No. 


23039 








Seq. ID 


OJ990825_12. 9B22. 


C3 


Gene No. 


47967 








Strand 






Start 


919 








End 


2999 




Name 


OJ990825 12. 


9B22. 


C3.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 








End 


245 




GI 


none 








Score 


55 




Exons 


3. .245, 10.. 


102 












Seq. No. 


23039 








Seq. ID 


OJ990825_12. 9B22. 


C3 


Gene No. 


47967 








Strand 






Start 


919 








End 


2999 




Name 


OJ990825 12. 


9B22. 


C3.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


27 








End 


493 




GI 


none 








Score 


118 




Exons 


■ 27. .104, 126 


. .254 


, 254 


. .493, 


306. .488 






Seq. No. 


23033 








Seq. ID 


OJ990825_12.9B22. 


C3 


Gene No. 


47967 








Strand 







23290 




Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.o4.tw 


Method 


TBLASTX: Wheat 




Start 


395 


End 


943 




GI 


none 


Score 


77 




Exons 


395. .499, 570. .695, 595. .705, 


647. .943 






Seq. No. 


23039 


Seq. ID 


OJ990825_12.9B22 


.C3 




ft / :?0 / 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


567 


End 


1092 




GI 


none 


Score 


69 




Exons 


567. .671, 595. .690, 647. .754, 


740. .967 


, 768. .968, 955.. 


109; 


Seq. No. 


23039 


Seq. ID 


OJ990825_12. 9B22 


.C3 


OCllC 1NU • 


A 1 Q67 
ft f y D / 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


698 


End 


1658 




GI 


none 


Score 


103 




Exons 


698. .967, 699.-953, 958. .1602 


, 1037.. 1579, 1611.. 1658 




Seq. No. 


23039 


Seq. ID 


OJ990825JL2. 9B22 


.C3 


bene ino . 


A 1 Q £7 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.ol.gs 


Method 


GENSCAN 




Start 


919 


End 


2999 




GI 


none 


Score 


.62 




Exons 


919. .1311, 1761. .1969, 2051.. 


2223, 2969.-2999 




Seq. No. 


23039 


Seq. ID 


OJ990825_12. 9B22 


.C3 


ocne ino . 


A 1 Q £7 
ft / 0 / 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1021 


End 


1293 




GI 


none 


Score 


69 




Exons 


1021. .1173, 1022. .1174, 1183. 


.1293, Hi 


34. .1291 




Seq. No. 


23039 


Seq. ID 


OJ990825_12. 9B22 


.C3 


bene ino . 


A 7 Q C7 

ft / y d / 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1294 


End 


1605 




GI 


none 


Score 


168 




Exons 


1294. .1329, 1297. .1605, 1367. 


.1555 






Seq. No. 


23039 


Seq. ID 


OJ990825_12. 9B22 


.C3 


bene ino . 


A 7 Q £7 
ft / y D / 


Strand 






Start 


919 


End 


2999 




Name 


OJ990825 12.9B22.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


1743 


End 


1928 




GI 


none 


Score 


92 




Exons 


1743.. 1928, 1752.. 1919, 1756. 


.1920 






Seq. No. 


23039 


Seq. ' ID 


OJ990825_12.9B22 


.C3 


Gene No. 


47967 


Strand 






Start 


■ 919 


End 


2999 





23291 



Name 


OJ990825 12 


Start 


1935 


GI 


none 


Exons 


1935. .2345, 


Seq. No. 


23039 


Gene No. 


4 / y o / 


Start 


919 


Name 


OJ990825 12 


Start 


2034 


GI 


none 


Exons 


2034. .2207, 


Seq. No. 


23040 


bene wo. 


4 / y DO 


Start 


2278 


Name 


OJ990825 12 


Start 


2278 


GI 


none 


Exons 


2278. .2325, 


Seq. No. 


23040 


Gene No. 


47968 


otaiu 


001 fi 
Z Z / O 


Name 


OJ990825 12 


Start 


2684 


GI 


6539588 


Exons 


2684. .2998, 


GI Descrip. 


(AP000837) ] 


Seq. No. 


23041 


Gene No. 


47969 


Start 


591 


Name 


pi TQQHQ 0 ^ 10 

ujyyuozo ±z 


Start 


591 


GI 


549 2.R1084 


Exons 


591. .843 


GI Descrip. 


1 3355468 1. 




[Arabidopsi 


Seq. No. 


23041 


Gene No. 


47970 


Start 


767 


Name 


OJ990825 12 


Start 


767 


GI 


6682230 



Method TBLASTX : Wheat 
End 2345 
Score 84 



Seq. ID OJ990825_12. 9B22.C3 
Strand 

End 2999 

Method TBLASTX : Maize 

End 2567 h 

Score 50 
.2567 



Seq. ID OJ990825_12.9B22.C4 

Strand + 

End 4310 

Method GENSCAN 

End 418 9 

Score .76 



2278. .2325, 2768. .2957, 3051. .3085, 3199. .3603, 3649. .4189 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12. 9B22.C4 
+ 

4310 
AAT/NAP 
4310 
195 



OJ990825 12.9B22.C5 



843 

AAT/GAP 

843 

427 



OJ990825_12. 9B22.C5 

1042 
AAT/NAP 
1042 
76 



Exons 767.. 838, 1009.. 1042 

GI Descrip. (AC016661) putative 60S ribosomal protein L35 [Arabidopsis 
thaliana] 



Seq. No. 23042 

Gene No. 47971 

Start 1611 

Name OJ990825_12 . 9B22 . C6 . o2 . gs 

Start 1611 

Gl none 

Exons 1611.. 2258, 2439.. 4511, 4698.. 5141 



Seq. ID OJ990825_12. 9B22.C6 

Strand + 

End 7627 

Method GENSCAN 

End 5141 

Score .57 



23292 



Seq. No. 23042 Seq. ID OJ990825_12 . 9B22 . C6 

Gene No. 47 971 Strand + 

Start 1611 End 7627 

Name OJ990825JL2 . 9B22 . C6 .o2 . np Method AAT/NAP 

Start 1611 End 7591 

GI 5922631 Score 6697 

Exons 1611.. 1735, 1994.. 2239, 

3607. .4588, 5119. .7591 
GI Descrip. (AP00.0492) ESTs C26347 (C12145 ) , AU07807 4 (C12145 ) 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



2468. .2669, 2715. .3292, 3335. .3486, 

correspond to 



Seq. No. 23042 Seq. ID 

Gene No. 47 971 Strand 

Start 1611 End 

Name OJ990825_12 . 9B22 . C6 . o3 . gs Method 

Start 5303 End 

GI none Score 

Exons 5303;. 6695, 6846.. 7010, 7050.. 7627 



OJ990825_12.9B22.C6 

+ • r' 

7627 
GENSCAN 
7627 
.96 



Seq. No. 


23042 


Seq. ID 


OJ990825_12. 9B22.C6 


Gene No. 


47972 


Strand 




Start 


106 


End 


675 


Name 


OJ990825 12.9B22.C6.ol.np 


' Method 


AAT/NAP 


Start 


106 


End 


552 


GI 


3355468 


Score 


344 


Exons 


106. .327, 413. .552 






GI Descrip. 


(AC004218) 60S ribosomal protein L35 


[Arabidopsis thaliana] 


Seq. No. 


23042 


Seq. ID 


OJ990825_12.9B22.C6 


Gene No. 


47972 


Strand 




Start 


106 


End 


675 


Name 


OJ990825 12.9B22.C6.ol.gp 


Method 


AAT/GAP 


Start 


166 


End 


675 


GI 


549 2.R1084 


Score 


615 


Exons 


166. .327, 413. .548, 619. .675 






GI Descrip. 


! 3355468 1.0e-34 (AC004218) 


putative 


ribosomal protein L35 



[Arabidopsis thaliana] 1 



Seq. No. 23042 Seq. ID 

Gene No. 47972 Strand 

Start 106 End 

Name OJ990825_12 . 9B22 . C6 . ol . gs Method 

Start 171 End. 

GI none Score 

Exons 171.. 327, 413.. 548, 619.. 622 



OJ990825_12.9B22.C6 
675 

GENSCAN 

622 

.97 



Seq. No. 23042 - Seq. ID 

Gene No. 47973 Strand 

Start 7957 End 

Name OJ990825_12 . 9B22 . C6 . ol . ts Method 

Start 168 End 



OJ990825_12.9B22.C6 
8549 

TBLASTX : Soybean 
550 



23293 



GI 


none 


Score 


55 




Exons 


168.. 326, 169. .201, 253.. 330, 


412. .549, 413. .550 




Seq. No. 


23042 


q ort t n 


OTQQ0ft9R 19 QR99 


.C6 




47 Q7 ^ 


C 4- y~ -J r H 






Start 


7957 


EjiiQ 


0 0 4:7 




Name 


OJ990825 12.9B22.C6.o2.tm 


\A /~\ 4- Vi /-i 
LYlc LliOQ 


1 DLiiiO 1 A . L v ia X Z e 




Start 


. 168 




604 




GI 


none 


Score 


i ^n 




Exons . 


168. .326, .169. .330, 412. .549, 


413. .604 






Seq. No. 


23042 


Seq. ID 


OJ990825_12.9B22 


.C6 




47 97^ 


Strand 






Start 


7957 


End 


8549 




Name 


OJ990825 12.9B22.C6.o6.tw 


Method 


TBLASTX: Wheat 




Start 


168 


End 


550 




GI 


none 


Score 


51 




Exons 


168. .245, 169. .201, 234. .326, 


252. .326, 412. .549, 413.. 


550 


Seq. No. 


23042 


c prr t n 
Ot=q . J- u 


n.TQQOP?^ 19 QR99 


.C6 


Cane KIo 


4797 


Q+- r-3 

o urana 






Start 


7957 


Jiina 


O 0 4 i7 




Name 


OJ990825 12.9B22.C6.ol.tc 


i v JcT,noa 






Start 


171 


CjilU. 


^4 9 




GI 


none 


Score 






Exons 


171. .326, 175. .330, 412. .549, 


413. .448 






Seq. No. 


23042 




OTQQnP9^ 19 QR99 


.C6 




4797^ 


o urana 






Start 


7957 


ona 






Name 


OJ990825 12.9B22.C6.o8.tw 








Start 


2897 








GI 


none 


Score 


OQ1 

z y i 




Exons 


2897.. 3166, 2898.. 3299 








Seq. No. 


23042 


Seq. ID 


OJ990825_12.9B22 


.C6 




4797^ 


Strand 






Start 


7957 


End 


8549 




Name 


OJ990825 12.9B22.C6.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3873 


End 


4330 




GI 


none 


Score 


146 




Exons 


3873.. 4049, 4091.. 4330', 4098. 


.4328 






Seq. No. 


23042 


Seq. ID 


OJ990825_12.9B22 


• C6 


Con q M/"\ 


4797^ 


Strand 






Start 


7957 


End 


8549 




Name 


OJ990825 12.9B22.C6.o7.tm 


Method 


TBLASTX: Maize 




Start 


4181 


End 


4358 




GI 


none 


Score 


187 




Exons 


4181. .4327, 4182. .4358 








Seq. No. 


23042 


Seq. ID 


OJ990825_12.9B22 


,C6 


Gene No. 


47973 


Strand 






Start 


7957 


End 


8549 




Name 


OJ990825 12.9B22.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4550 


End 


5006 




GI 


none 


Score 


480 





23294 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4550.. 5005, 4551. .5006 



23042 
47973 
7957 

OJ990825_12 

4590 

none 

4590. .4814, 



23042 
47973 
7957 

OJ990825_12. 
4680 
none 

4680. .5036, 

23042 
47973 
7957 

OJ990825_12. 
5007 
none 

5007. .5123, 

23042 
47973 
7957 

OJ990825_12. 
5123 
none 

5123. .5524, 

23042 
47973 
7957 

OJ990825JL2. 
5191 . 
none 

5191. .5445, 
5609. .5635 

23042 
47973 
7957 

OJ990825_12. 

5290 

none 

5290. .5478, 

23042 
47973 
7957 

OJ990825_12. 

5/50 

none 



.9B22.C6.o4.ts 
4821. .4955 

9B22.C6.o3.tm 
4721. .5008 

9B22.C6.o9.tw 
5021. .5122, 5120. 

9B22.C6.o2.ts 
5140. .5490 

9B22.C6.o4 . tm 



Seq. ID OJ990825_12.9B22.C6 
Strand 

End 8549 

Method TBLASTX : Soybean 

End 4955 

Score 140 



Seq. ID OJ990825_12.9B22.C6 
Strand 

End 8549 

Method TBLASTX : Mai ze 

End 5036 

Score 371 



Seq. ID OJ990825_12.9B22.C6 
Strand 

End 8549 

Method TBLASTX : Wheat 

End 524 8 

Score 166 
.5248, 5137.. 5247 

Seq. ID OJ990825_12.9B22.C6 
Strand 

End 854 9 

Method TBLASTX : Soybean 

End 5524 

Score 288 



Seq. ID OJ990825_12.9B22.C6 
Strand 

End 854 9 

Method TBLASTX : Mai ze 

End 5635 

Score 260 
5192. .5446, 5192. .5452, 5468. .5611, 5480. .5599, 



9B22.C6.o2.tw 
5294.. 5722, 5587. 

9B22.C6.o3. ts 



Seq. ID OJ990825_12.9B22.C6 
Strand 

8549 

TBLASTX: Wheat 
5722 
412 



End 

Method 
End 
Score 
.5721 



Seq. ID OJ990825_12.9B22.C6 
Strand 

End 8549 

Method TBLASTX : Soybean 

End 6138 

Score 241 



23295 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5750. .6136, 5758. .5970, 6019. .6138 



23042 
47973 
7957 

OJ990825JL2, 
5759 
none 

5759. .6181, 

23042 
47973 
7957 

OJ990825_12 
5812 
none 

5812. .5982, 

23042 
47973 
7957 

OJ990825_12, 
6197 
none 

6197. .6331, 

23042 
47973 
7957 

OJ990825_12. 

6493 

none 

6493. .6804, 

23042 
47973 
7957 

OJ990825_12. 

6499 

none 

6499. .6810, 

23042 
47973 
7957 

OJ990825_12. 

7001 

none 

7001. .7492, 

23042 . 

47973 

7957 

OJ990825_12. 

7322 

none 

7322. .7495, 



9B22.C6.o5.tw 
5764. .6183 

. 9B22.C6.o6.tm 
5813.. 5983, 5987. 

9B22.C6.ol0.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Wheat 

6183 

391 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Maize 

6085 

130 



,6085, 6019.. 6084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Wheat 

6496 

134 



6200.. 6340, 6231.. 6344, 6398.. 6496 



9B22.C6.ol.tm 



6494.. 6805, 6809. 



9B22.C6.o3.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6856 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Maize 

6856 

448 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Wheat 

6888 

411 



6500. .6886, 6701. .6886, 6841. .6888 



9B22.C6.o4.tw 
7021. .7089, 7156. 

9B22.C6.o5.tm 
7435. .7494, 7474. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Wheat 

7615 

345 



.7293, 7484.. 7615 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7575, 7475. .7576 



OJ990825_12.9B22.C6 
8549 

TBLASTX: Maize 
7576 
156 



23296 






23042 


Cfarr TD 

JC^ . -L Ls 


\J O Z) O tL *J 








Gene No. 


47973 


Strand 










Start 


7957 


End 


8549 








Name 


OJ990825 12.9B22.C6.o4.gs 


Method 


GEN SCAN 








Start 


7957 


End 


8408 








GI 


none 


Score 


.83 








Exons 


. 7957. .8408 












Seq. No. 


23042 


Seq. ID 


OJ990825_ 


12. 


9B22 


.C6 


Gene No. 


47973 


Strand 










Start 


7957 


End 


8549 








Name 


OJ990825 12.9B22.C6.o3.np 


Method 


AAT/NAP 








Start 


7960 


End 


8549 








GI 


6691716 


Score 


612 








Exons 


7960. .8408, 8482. .8549 












GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 









gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


23043 


Seq. ID 


OJ990825_12. 


9B22. 


C7 


Gene No. 


47974 • 


Strand 








Start -< ; 


1990 


End 


2205 






Name 


OJ990825 12.9B22.C?.ol.gs 


Method 


GEN SCAN 






Start 


1990 


End 


2205 






GI 


none 


Score 


.95 






Exons 


1990. .2205 










Qpn No 


23044 


Seq. ID 


OJ990825_12. 


9B22. 




Gene No. 


47975 


Strand 


-f- 






Start 


94 


End 


5840 






Name 


OJ990825 12.9B22.C8.ol.gs 


Method 


GENSCAN 






Start 


94 


End 


5840 






GI 


none 


Score 


.45 






Exons 


94. .216, 1346. .1405, 1813.. 


1850, 2025. 


.2198, 2329.. 


2418, 






3730. .4895, 5191. .5418, 5634. .5840 








Seq. No. 


23044 


Seq. ID 


OJ990825 12. 


9B22. 


C8 


Gene No. 


47975 


Strand 


+ 






Start 


94 


End 


5840 






Name 


OJ990825 12.9B22.C8.ol.np 


Method 


AAT/NAP 






Start 


3723 -■: 


End 


5837 






GI 


6598412 


Score 


2322 






Exons 


3723. .5837 










GI Descrip. 


(AC004261) unknown protein 


[Arab'idopsis thaliana] 






Seq. No. 


23044 


Seq. ID 


OJ990825_12. 


9B22. 


C8 


Gene No. 


47976 


Strand 


+ 






Start . 


14010 


End 


18360 






Name 


OJ990825 12.9B22.C8.o2.np 


Method 


AAT/NAP 






Start 


14010 


End 


17291 






GI 


4680203 


Score 


1871 






Exons 


14010. .15554, 15598. .15689, 


1584 3. .16073, 16350. .172 91 




GI Descrip. 


(AF114171) TNP2-like protein [Sorghum bicolor] 






seq. No. 


23044 


Seq. ID 


OJ990825_12. 


9B22. 


C8 


Gene No. 


47976 


Strand 


+ 







23297 



Start 


14010 




End 


18360 




Name 


OJ990825 12.9B22.C8. 


o5.gs 


Method 


GEN SCAN 




Start 


16002 


End 


18360 




GI 


none 




Score 


.45 




Exons 


16002. .17099, 17551. 


.17687, 


17730. .18360 




Seq. No. 


23044 




Seq. ID 


OJ990825 12.9B22. 


C8 


Gene No. 


47976 




Strand 


+ ~~ 




Start 


14010 




End ■ 


18360 




Name 


OJ990825 12.9B22.C8. 


ol.gp 


Method 


AAT /GAP 




Start 


16333 




End 


16749 




GI 


5002953 




Score 


722 




Exons 


16333. .16749 










GI Descrip. 


4680203/gb|AAD27566. 


1IAF114171 7 l.Oe- 


39 (AF114171) TNP2 


-like 




protein [Sorghum bicolor] 








Seq. No. 


23044 




Seq. ID 


OJ990825 12 9B22 


C8 


Gene No. 


47976 




Strand 


+ 




Start 


14010 




End 


18360 




Name 


OJ990825 12.9B22.C8. 


o2 . gp 


Method 


AAT /GAP 




Start 


16628 




End 


17405 




GI 


5002953 




Score 


474 




Exons 


16628. .16743, 17223. 


.17405 








GI Descrip. 


4680203/gb|AAD27566. 


1|AF11'4171 7 l.Oe- 


39 (AF114171) TNP2 


-like 




protein [Sorghum bicolor] 








Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22. 


C8 


Gene No. 


47977 




Strand 


+ 




Start 


19849 




End 


29940 




Name 


OJ990825 12.9B22.C8. 


o6.gs 


Method 


GENS CAN 




Start 


19849 




End 


29757 




GI 


none 




Score 


.46 




Exons 


19849. .20487, 20633. 


.21094, 


21175. .21717, 21964. .22005, 






22125. .22258, 22338. 


.22596, 


23035. .23073, 23639 23714, 






25436. .25515, 25869. 


.25908, 


26513. .27119, 27331 .. 27616, 






29044. .29757 










Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22. 


C8 


Gene No. 


47977 




■ Strand 


+ 




Start 


19849 




End 


29940 




Name 


OJ990825 12.9B22.C8. 


o3.gp 


Method 


AAT /GAP 




Start 


22414 




End 


22880 




GI 


LIB3431-001-P1-N1-B5 




Score 


605 




Exons 


22414. .22596, 22698. 


.22880 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4680203/gb|AAD27566. 1 |AF114171_ 
protein [Sorghum bicolor] 1 



7 1.0e-39 (AF114171) TNP2-like 



23044 Seq. ID 

47977 Strand 

19849 End 

OJ990825_12 . 9B22 . C8 . o4 . gp Method 

23385 End 

none Score 

23385.-23677, 23715.. 23796 



OJ990825_12.9B22.C8 
+ 

29940 
AAT /GAP 
23796 
570 



oeq. no. 
Gene No. 



Z 

47977 



Seq. ID OJ990825_12.9B22.C8 
Strand + 



23298 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19849 End 29940 

0 J990825_12 . 9B22 . C8 . o3 . np Method AAT/NAP 

26491 End 29721 

1237250 Score 1318 

26491. .27119, 27331 .. 27616, 29092.. 29721 
(X96784) cytochrome P450 [Nicotiana tabacum] 



23044 Seq. ID 

47977 Strand 

19849 End 

OJ990825_12 . 9B22 . C8 . 06 . qp Method 

29155 End 

2427373 Score 
29155. .29363 



OJ990825_12. 9B22.C8 
+ 

29940 
AAT/GAP 
29363 
357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23044 Seq. ID 

47977 Strand 
19849 End 
OJ990825_12 . 9B22 . C8 . o7 . gp Method 
29507 End 
3761340 Score 
29507.. 29940 

134564 1/sp | P4 9264 | C7B1_THLAR 2.0e-13 CYTOCHROME P450 71B1 
(CYPLXXIB1) >gi_402934 (L24438) cytochrome P450 '[Thlaspi 

arvense] >gi_1090224_prf 2018333A cytochrome P450 [Thlaspi 

arvense] 



OJ990825_12. 9B22.C8 
+ 

29940 
AAT/GAP 
29940 
759 



23044 
47978 
9652 

OJ990825_12 . 9B22 . C8 . o2 . gs 

9652 

none 

9652. .9672, 



10154. .10432 



23044 
47979 
12090 

OJ990825_12 . 9B22 . C8 . o3 . gs 

12090 

none 

12090. .12329 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_12.9B22.C8 

10432 
GENSCAN 
10432 
.54 



OJ990825_12.9B22.C8 

12329 
GENSCAN 
12329 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23044 Seq. ID OJ990825_12 . 9B22 . C8 

47980 Strand 

26715 End 27030 

OJ990825_12. 9B22 . C8 . o5 . gp Method AAT/GAP 

26715 End 27030 

LIB3431-035-P1-K1-A12 Score 536 

26715. .27030 

1 1345641/ sp | P49264 |C7B1_THLAR 2.0e-13 CYTOCHROME P450 71B1 
(CYPLXXIB1) >gi_402934 (L24438) cytochrome P450 [Thlaspi 

arvense] >gi_1090224_prf 2018333A cytochrome P450 [Thlaspi 

arvense] 1 



Seq. No. 
Gene No. 



23044 
47981 



Seq. ID 
Strand 



OJ990825 12.9B22.C8 



23299 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3971 








. End 


4270 


GI 


none 








Score 


461 


Exons 


3971. .4270, 


3972 


. .4268, 


3979. 


.4269, 3986.. 4270 


Seq. No. 


23044 








Seq. ID 


OJ990825 12.9B22.C8 


Gene No . 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8 .06. 


ts 


Method 


TBLASTX : Soybean 


Start 


4434 








End 


4655 


GI 


none 








Score 


78 


Exons 


4434. .4517, 


4536 


. .4655, 


4541. 


.4651 




Seq. No. 


23044 








Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8.08. 


tm 


Method 


TBLASTX: Maize 


Start 


4619 








End 


4773 


GI 


none 








Score 


115 


Exons 


4619. .4771, 


4619 


. .4771, 


4620. 


.4772, 4620. .4772, 4621. .4773, 




4711. .4773 












Seq.. No. 


23044 








Seq. ID 


OJ990825_12. 9B22.C8 


Gene No. 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


4776 








End 


5529 


GI 


none 








Score 


730 


Exons 


4776. .5255, 


4781 


. .5254, 


4879. 


.5256, 5254.. 5517, 5255.. 5518, 




5256. .5525, 


5256 


. .5528, 


5257. 


.5529 




Seq. No. 


23044 








Seq. ID 


OJ990825_12.9B22.C8 


Gene No . 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4794 








End 


5264 


GI 


none 








Score 


77 


Exons 


4794. .4853, 


4799 


. .4867, 


4812. 


.5138, 48£ 


6. .5134, 5202. .5264 


Seq. No. 


23044 








Seq. ID 


OJ990825_12. 9B22.C8 


Gene No . 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5045 








End 


5252 


GI 


none 








Score 


301 


Exons 


5045. .5251, 


5046 


. .5252 








Seq. No. 


23044 








Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 








Strand 




Start 


30967 








End 


34271 


Name 


OJ990825 12. 


9B22 


.C8 .o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5379 








End 


5593 


GI 


5752545 








Score 


145 


Exons 


5379. .5525, 


5379 


. .5522, 


5380. 


.5529, 5525.. 5593 


GI Descrip. 


-3402719 2.0e 


-34 


(AC004261) unknown protein [Arabidopsis 



thaliana] 



23300 




Seq. No. 


23044 




Seq. ID 


OJ990825_12. 9B22.C8 


Gene No. 


47981 




Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


5531 




End 


6159 


GI 


none 




Score 


176 


Exons 


5531. .5692, 


5534.. 5632, 5535 


..5663, 5536.. 5667, 5667.. 5831 




5667. .5831, 


5668.. 5832, 5684 


..5833, 5899. .5931, 5900. .5929 




5912. .5959, 


5937.. 5978, 5994 


..6032, 6003.. 6050, 6061.. 6159 




6088. .6114 








Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 




Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o6. tc 


Method 


TBLASTX: Cress 


Start 


5546 




End 


5831 


GI 


none 




Score 


63 


Exons 


5546. .5602, 


5585.. 5692, 5589 


..5666, 5593.. 5667, 5667.. 5789 




5670. .5756, 


5684.. 5761, 5744 


..5827, 5745. .5831 


Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 




* Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o5.ts 


Method 


TBLASTX : Soybean 


Start 


5621 




End 


5801 


GI 


none 




Score 


64 


Exons 


5621. .5665, 


5670.. 5801, 5679 


..5786, 5690. .5794 


Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 




Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14352 




End 


15032 


GI 


none 




Score 


239 


Exons 


14352. .14753 


, 14450. . 14473, 


14591. .14752, 14781 .. 14 903, 




14798. .14893 


, 14907. .15032, 


14969. .15031 


Seq. No. 


23044 




Seq. ID 


OJ990825_12. 9B22.C8 


Gene No. 


47981 




Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


14631 




End 


15050 


GI 


none 




Score 


131 


Exons 


14631. .14753, 14633 .. 14752, 


14780. .1504 6, 14784. .15050 


Seq. No. 


23044 




Seq. ID 


OJ990825_12. 9B22.C8 


Gene No . 


47981 




Strand 




Start 


30967 




End 


34271 


Name 


OJ990825 12. 


9B22.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


14781 




End 


15128 


GI 


none 




Score 


315 


Exons 


14781. .15128 


, 14786. .14935, 


14972. .15028, 14 982. .1508 6, 




15053. .15127 








Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22.C8 


Gene No. 


47981 




Strand 





23301 




Start 


30967 




End 


34271 




Name 


OJ990825 12.9B22.C8 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14973 




End 


15353 




GI 


none 




Score 


206 




Exons 


14973. .15206, 15222 


.15353 








Seq. No. 


23044 




Seq. ID 


OJ990825_12. 9B22 


.C8 


Gene No. 


47981 




Strand 






Start 


30967 




End 


34271 




Name 


OJ990825 12.9B22.C8 


o.4 . tw 


Method 


TBLASTX: Wheat 




Start 


15066 




End 


15353 




GI 


none 




Score 


152 




Exons 


15066. .15176, 15075, 


.15191, 


15221. .15349, 15222.. 15353 




Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 




Strand 






Start 


30967 




End 


34271 




Name 


OJ990825 12.9B22.C8. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15606 




End 


15956 




GI 


none 




Score 


159 




Exons 


15606. .15836, 15635. 


.15835, 


15872. .15955, 15873.. 15956 




Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22 


.C8 


:=-3 Gene No . 


47981 




Strand 






lz z Start 


30967 




End 


34271 




if Name 


OJ990825 12.9B22.C8. 


06. tm 


Method 


TBLASTX: Maize 




E ri Start 


15863 




End 


16349 




I s LI GI 


none 




Score 


290 




O Exons 


15863. .16057, 15864. 


.16349, 


16193. .16336 




l '~Z Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 




Strand 






til Start 


30967 




End 


34271 




•= Name 


OJ990825 12.9B22.C8. 


ol . tw 


Method 


TBLASTX: Wheat 




f s i Start 


15960 




End 


17180 




GI 


none 




Score 


490 




, ; Exons 


15960. .16502, 16004. 


.16450, 


16521. .16682, 16538 16678 , 






16686. .16862, 16721. 


.16861, 


16866. .16913, 16917 .. 16958 , 




h-J 


16920. .16958, 16982. 


.17059, 


16983. .17087, 17088. .17180 




1 It 

i;3 Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 




Strand 






Start 


30967 




End 


34271 




Name 


OJ990825 12.9B22.C8. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


16247 




End 


16673 




GI 


none 




Score 


213 




Exons 


16247. .16450, 16251. 


.16502, 


16521. .16673, 16538.. 16660 




Seq. No. 


23044 




Seq. ID 


OJ990825_12. 9B22 


.C8 


Gene No . 


47981 




Strand 






Start 


30967 




End 


34271 




Name 


OJ990825 .12.9B22.C8. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


26563 




End 


27069 




GI 


none 




Score 


280 




Exons 


26563. .27069, 26682. 


.26798 








Seq. No. 


23044 




Seq. ID 


OJ990825_12.9B22 


.C8 



23302 




Gene No. 


47981'" 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


26569 






End 


26952 




GI 


none 






Score 


431 




Exons 


26569. 


.26952, 26575 


. .26781, 


26580. .26945 




Seq. No. 


23044 






Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8 


.ol.ts 


Method 


TBLASTX:' Soybean 




Start 


26572 






End 


29748 




GI 


none 






Score 


387 




Exons 


26572. 


.26982, 26580 


. .26639, 


26682. .26906, 2 698 6 .. 27078 , 






27003. 


.27077, 27326 


. .27502, 


27328. .274 38, 2738 9. .27 4 96, 






27497. 


.27610, 27523 


. .27612, 


29089. .292 


83, 29371. .29454, 






29373. 


.29429, 29443 


. .29475, 


29500. .29748, 29502.. 29747 




Seq. No. 


23044 






Seq. ID 


OJ990825_12. 9B22 


.C8 


Gene No. 


47981 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8 


. 06. tw 


Method 


TBLASTX : Wheat 




Start 


26587 






End 


26904 




GI 


none 






Score 


180 




Exons 


26587. 


.26904, 26589 


. .26792 








Seq. No. 


23044 






Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 






. Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


27458 






End 


29748 




GI 


none 






Score 


161 




Exons 


27458. 


.27607, 27461 


.27610, 


29088. .29282, 2908 9 .. 2 9283, 






29371. 


.29439, 29373 


.29438, 


29443. .29475, 2 9500 .. 2 9748 , 






29502. 


.29621 










Seq. No. 


23044 






Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


47981 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


29092 






End 


29748 




GI 


none 






Score 


155 




Exons 


29092. 


.29283, 29371. 


.29475, 


29488..29748, 29496. .29609 




Seq. No. 


23044 






Seq. ID 


OJ990825_12.9B22 


.C8 


Gene No. 


'47981 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29376 






End 


29658 




GI 


none 






Score 


88 




Exons 


29376. 


.29429, 29377. 


.29439, 


29443.-29658, 29481. .29621 




Seq. No. 


23044 






Seq. ID 


OJ990825_12. 9B22 


.C8 


Gene No. 


47981 






Strand 






Start 


30967 






End 


34271 




Name 


OJ990825 12.9B22.C8. 


o7 .gs 


Method 


GENSCAN 




Start 


30967 




End 


34271 





23303 




GI 


none 


Score 


.64 






Exons 


30967. .31403, 34118.. 34271 










Seq. No. 


23044 


Seq. ID 


OJ990825 


J.2.9B22 


.C8 


Gene No. 


47981 


Strand 








Start 


30967 


End 


34271 






Name 


OJ990825 12.9B22.C8.o9.tm 


Method 


TBLASTX : 


Maize 




Start 


32011 


End 


32787 






GI 


none 


Score 


84 






Exons 


32011. ..32148, 32011. .32112, 


32011. .32109, 32017 


. .32112, 






32020. .32118, 32035 .. 32112 , 


32158. .32268, 32161 


. .32274, 






32167. .32268, 32185 .. 32280, 


32258.-32347, 32289 


. .32348, 






32304. .32492, 32310 .. 32402, 


32311. .32400, 32337 


. .32489, 






32338. .32490, 32340 .. 32489, 


32354. .32494, 32355 


. .32504, 






32357. .32497, 32376. .32504, 


32380. .32409, 32384 


. . 32494 , 






32386. .32505, 3238 6 .. 32505, 


32388. .32483, 32393 


. .32515, 






32516. .32779, 32537 .. 32644 , 


32539. .32649, 32540 


. .32644, 






32540. .32659, 32545 .. 32622, 


32545. .32652, 32548 


. .32676, 






32552. .32677, 32658 .. 32720, 


32659. .32781, 32660 


. .32785, 






32662. .32787 










Seq. No. 


23045 


Seq. ID 


OJ990825 


_12.9B22 


.C9 


Gene No. 


47982 


Strand 


+ 






Start 


1 


End 


103 






Name 


OJ990825 12.9B22.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


103 






GI 


4678386 


Score 


97 






Exons 


1. .103 










GI Descrip. 


(AL049656) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


23045 


Seq. ID 


OJ990825 


_12.9B22 


.C9 


Gene No . 


47983 


Strand 


+ 






Start 


1354 


End 


2872 






Name 


OJ990825 12.9B22.C9.ol.gs 


Method 


GENSCAN 






Start 


1354 


End 


2872 






GI 


none 


Score 


.82 






Exons 


1354. .1364, 1803. .1836/ 2792 


. .2872 








Seq. No. 


23045 


Seq. ID 


OJ990825 


_12.9B22 


.C9 


Gene No. 


47984 


Strand 


+ 






Start 


6913 


End 


7003 






Name 


OJ990825 12.9B22.C9 ol.ao 


Method 


AAT/GAP 






Start 


6913 


End 


7003 






GI 


61605 3.R1084 


Score 


153 






Exons 


6913. .7003 










GI Descrip. 


? 1402920/emb|CAA66965| 2.0e- 


20 (X98321 


peroxidase [Arabidopsis 




thaliana] ' 










Seq. No. 


23045 


Seq. ID 


OJ990825_ 


_12.9B22 


.C9 


Gene No 


47985 


Strand- 








Start 


5070 


End 


5431 






Name 


OJ990825 12 . 9B22 . C9 . o2 . gs 


Method 


GENSCAN 






Start 


5070 


End 


5431 






GI 


none 


Score 


.5 






Exons 


. 5070. .5210, 5357. .5431 










Seq. No. 


23046 


Seq. ID 


OJ990825_ 


_12.9B22 


.C10 



23304 




Gene No 


47986 








Strand 




Start 


1735 








End 


3237 


Name 


OJ990825 12 


. 9B22. 


ClO.ol 


• 9 s 


Method 


GEN SCAN 


Start 


1735 








End 


3237 


GI 


none 








Score 


.55 


Exons 


1735. .1764, 


2199. 


.2544, 


2618. 


.2733, 2812.. 3237 


Seq. No. 


23046 








Seq. ID 


OJ990825_12 . 9B22 . C10 


Gene No. 


47987 








Strand 




Start 


4974 








End 


7805 


Name 


OJ990825 12 


. 9B22. 


ClO.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2340 








End 


2976 


GI 


none 








Score 


127 


Exons 


2340. .2369, 


2445. 


.2543, 


2620. 


.2697, 2800.. 2976 


Seq. No. 


23046 








Seq. ID 


OJ990825_12.9B22.C10 


Gene No . 


47987 








Strand 




Start 


4974 








End 


7805 


Name 


OJ990825 12 


. 9B22. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2442 








End 


3090 


GI 


none 








Score 


152 


Exons 


2442. .2540, 


2620. 


.2697, 


2800. 


.3090 




Seq. No. 


23046 








Seq. ID 


OJ990825_12.9B22.C10 


Gene No. 


47987 








Strand 




Start 


4 974 








End 


7805 


Name 


OJ990825 12 


. 9B22. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2442 








End 


3090 


GI 


none 








Score 


46 


Exons 


2442. .2546, 


2641. 


.2697, 


2650. 


.2700, 2809. .2874, 2810. .2875, 




2875. .2973, 


2876. 


.2974, 


3034. 


.3090 




Seq. No. 


23046 








Seq. ID 


OJ990825_12.9B22.C10 


Gene No . 


47987 








Strand 




Start 


4974 








End 


7805 


Name 


OJ990825 12 


9B22. 


C10.o2 


. gs 


Method 


GENSCAN 


Start 


4974 








End 


7805 


GI 


none 








Score 


.59 


Exons 


4974. .5003,' 


'5207. 


.5406, 


5922. 


.5955, 6879. .7010, 7647. .7805. 


Seq. No. 


23047 








Seq. ID 


OJ990825 12.9B22.C11 


Gene No. 


47988 








Strand 


+ 


Start 


1451 








End 


6754 


Name 


OJ990825 12. 


9B22. 


Cll.o2 


.gs 


Method 


GENSCAN 


Start 


1451 








End 


6720 


GI 


none 








Score 


.72 


Exons 


1451. .1477, 


3103. 


.3376, 


5062. 


.5207, 5641.. 5694, 5971.. 6051, 




6129. .6174, 


6267. 


.6361, 


6437. 


.6469, 6586. .6720 


Seq. No. 


23047 








Seq. ID 


OJ990825_12.9B22.C11 


Gene No. 


47988 








Strand 


+ 


Start 


1451 








End 


6754 


Name 


OJ990825 12. 


9B22. 


Cll.ol 


. np 


Method 


AAT/NAP 


Start 


3836 








End 


6754 


GI 


119791 








Score 


54.4 


£xons 


3836. . 3900, 


4960. 


.5207, 


5641. 


.5694, 5971. .6051, 6129. .6174, 




6267. . 6361, 


6437. 


.6469, 


6586. 


.6754 





23305 




GI Descrip. 3-OXOACYL- [AC YL-CARRIER PROTEIN] REDUCTASE PRECURSOR 
(3-KETOACYL-ACYL CARRIER PROTEIN REDUCTASE) 
gi| 1084385|pir| IS22450 3-oxoacyl- [acyl-carrier-protein] 
reductase (EC 1.1.1.100) precursor - Cuphea lanceolata 
gi|18046|emb|CAA45866| (X64566) 3-oxoacyl- [acyl-carrier protein] 
reductase [Cuphea lanceolata] gi I 228929 | prf | 1 181444 6A beta 
ketoacyl-ACP reductase [Cuphea lane 



Seq. No. 23047 Seq. ID 

Gene No. 47989 ■ ,.. Strand 

Start 115 " End 

Name OJ990825_12 . 9B22 . Cll . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115.. 381 



OJ990825_12 . 9B22 . Cll 
381 

GEN SCAN 

381 

.88 



Seq. No. 23047 
Gene No. 47990 
Start 5124 

Name OJ990825_12 . 9B22 .Cll . ol . ts 

Start 5124 
GI none 

Exons 5124.. 5210, 5129.. 5209, 5638. 

6117. .6176, 6132.. 6176, 6133. 
6571.. 6726, 6573.. 6725 



Seq. ID OJ990825_12.9B22.C11 
Strand 

End 6735 

Method TBLASTX : Soybean 

End 6726 

Score 129 

.5700, 5968. .6048, 5970. .6047, 
.6177, 6263. .6361, 6265. .6357, 



Seq. No. 23047 
Gene No. 47990 
Start 5124 

Name OJ990825_12 . 9B22 . Cll . ol . tm 

Start 5129 
GI none 

Exons 5129.. 5209, 5138.. 5209, 5148. 

5970. .6044, 6117. .6176, 6119. 
6265.. 6369, 6265.. 6369, 6425. 
6580. 



Seq. ID OJ990825_12. 9B22.C11 
Strand 

End 6735 
Method TBLASTX : Mai ze 
End 6735 
Score 130 

.5252, 5638. .5700, 5968. .6048, 
.6193, 6249.. 6368, 6263.. 6361, 
.6469, 6426. .6470, 6433. .6480, 



.6717, 6582.. 6719, 6585.. 6716, 6586.. 6735 



Seq. No. 23048 Seq. -ID OJ990825 

Gene No. 47991 Strand + 

Start 1 End 3335 

Name OJ990825JL2 . 9B22 .C12 .o2 .np Method AAT/NAP 

Start 1 ' End 3335 

GI 6063554 Score 214 

Exons 1..98, 1643.. 1828, 2496.. 2524, 3162.. 3335 
GI Descrip. 



12.9B22.C12 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



C98611 (E0464) 
hypothetical 



Seq. No. 23048 Seq. ID 

Gene No. 47991 Strand 

Start 1 End 

Name OJ990825_12 . 9B22 . C12 . o2 . gp Method 

Start 560 End 

GI uC-osflcyp033a04bl Score 

Exons 560.^.941 

GI Descrip. 5 6016845/dbj I AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990825JL2 . 9B22 . C12 
+ 

3335 
AAT/GAP 
941 
679 



23306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



23048 
47991 
1 

OJ990825_12.9B22.C12.ol.gs 

738 

none 



Seq. ID OJ990825_12.9B22.C12 

Strand + 

End 3335 

Method GENSCAN 

End 2608 

Score . 69 



738. .813, 1678. .1838, 1892. .1985, 2496. .2608 



23048 
47992 
4066 

OJ990825JL2. 9B22 .C12 . o3 .np 
4066 
5852180 

4066. .4119, 5120. .5237, 5289. .5679, 9986. .10023 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990825_12.9B22.C12 

Strand + 

End 10023 

Method AAT/NAP 

End 10023 

Score 527 



23048 
47992 
4066 

OJ990825_12.9B22.C12.o3.gs 

5355 

none 



Seq. ID OJ990825_12.9B22.C12 

Strand + 

End 10023 

Method GENSCAN 

End 9721 

Score . 68 



5355. .5814, 6334. .6478, 6483. .6651, 7826. .8026, 8330. .8749, 
8834. .9029, 9223. .9564, 9642. .9721 



23048 
47992 
4066 

OJ990825_12 . 9B22 .C12 . o5 . np 

7865 

6691716 



Seq. ID OJ990825_12.9B22.C12 

Strand + 

End 10023 

Method AAT/NAP 

End 10023 

Score 1925 



7865. .8739, 8927. .9123, 9206. .9312, 9389. .9564, 9642. .9829, 
9904. .10023 

(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



23048 
47993 
493 

OJ990825_12 . 9B22 .C12 . ol .np 
493 

4680186 



Seq. ID OJ990825_12.9B22.C12 
Strand 

End 10023 

Method AAT/NAP 

End 5531 

Score 388 



493. .693, 1529. .1585, 5493. .5531 

(AF111709) unknown [Oryza sativa subsp. indica] 



23048 
47993 
493 

OJ990825_12 . 9B22 . C12 . o2 . gs 

3223 

none 



Seq. ID OJ990825_12.9B22.C12 
Strand 

End 10023 

Method GENSCAN 

End 4171 

Score . 4 



3223.-3254, 3392 ? ..3529, 4096.. 4171 

23048 Seq. ID OJ990825 12.9B22.C12 



23307 




Gene No. 


47993 




Strand 




Start 


493 




End 


10023 


Name 


OJ990825 12.9B22.C12.o4. 


.np 


Method 


AAT/NAP 


Start 


3658 




End 


10023 


GI 


4539386 




Score 


129 


Exons 


3658. .3680, 5151. .5649, 


5920. 


.6119, 9981.. 10023 


GI Descrip. 


(AL035526) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


23048 




Seq. ID 


OJ990825_12.9B22.C12 


Gene No. 


47993 




Strand 




Start 


493 




End 


10023 


Name 


OJ990825 12.9B22.C12.o3. 


gp 


Method 


AAT/GAP 


Start 


3968 




End 


4372 


GI 


uC-osflcyp033a04bl 




Score 


664 


Exons 


3968..4235, 4259. .4372 








GI Descrip. 


'6016845/dbj |AP000570.1| 


AP000570 3.0e- 


•59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 23048 Seq. ID 

Gene No. 47993 " Strand 

Start 4 93 End 

Name OJ990825_12 . 9B22 . C12 . ol . tw Method 

Start 7985 End 

GI none Score 

Exons 7985. .8275 



OJ990825 12.9B22.C12 



10023 

TBLASTX: Wheat 
8275 
200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23049 
47994 
1 

OJ990825_12.9B22.C13.ol.np 
1 

5852175 



Seq. ID OJ990825_12.9B22.C13 



Strand 
End 

Method 

End 

Score 



+' 

3268 
AAT/NAP 
2308 
108 



1..99, 537. .639, 1257. .1289, 2261. .2308 
(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 23049 

Gene No. 47994 

Start 1 

Name OJ990825_12 . 9B22 .C13 . ol . gs 

Start 716 

GI none 
Exons 



End 

Method 
End 
Score 

716. .800, 1257. .1289, 1536. .1684, 1969. .2692, 2756. .2901, 
3165. .3197 



Seq. ID OJ990825_12.9B22.C13 
Strand + 

3268 
GENSCAN 
3197 
.71 



Seq. No. 23049 Seq. ID 

Gene No. 47994 Strand 

Start 1 End 

Name OJ990825_12 . 9B22 . C13 . ol . gp Method 

Start 1150 End 

GI 61605_1.R1084 Score 

Exons 1150.. 1424 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



OJ990825_12.9B22.C13 
+ 

3268 
AAT/GAP 
1424 
473 



Seq. No. 
Gene No. 
Start 



23049 
47994 
1 



Seq. ID OJ990825_12.9B22.C13 
Strand + 
End 3268 



23308 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990825_12; 9B22 . C13 . o2 . np ' Method AAT/NAP 

1903 End 3268 

4680179 Score 729 
1903.. 2971, 3235.-3268 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



23049 
47994 
1 

OJ990825_12 . 9B22 . C13 . ol . tw 

2131 

none 



Seq. ID OJ990825_12.9B22.C13 

Strand + 

End 3268 

Method TBLASTX : Wheat 

End 2487 

Score 281 



2131. .2487, 2139.. 2309, 2346.. 2423 



Seq. No. 23049 

Gene No. 47994 

Start 1 

Name OJ990825_12 . 9B22 . C13 . ol . tm 

Start 2368 

GI none 

Exons 2368.. 2631 



Seq. ID OJ990825_12.9B22.C13 

Strand + 

End 3268 

Method TBLASTX : Mai ze 

End 2631 

Score 197' 



Seq. No... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



- 23050 
47995 '■-**. 
948 

OJ990825_12. 9B22.C14 .ol.gs 

948 

none 

948.. 1200, 1254.. 1421 



Seq.' .-ID OJ990825_12 . 9B22 . C14 ' 

Strand ' " ' + 

End 1421 

Method GENSCAN 

End 1421 

Score .79 



23051 
47996 
1011 

OJ990505_09. 9B19 . C3 . ol . np 
1011 
2914695 
1011. .1258 

(AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



Seq. ID OJ990505_09.9B19.C3 
Strand 

End 1258 

Method AAT/NAP 

End . 1258 

Score 135 



23052 
47997 
1 

OJ990505_09. 9B19 . C4 . ol . np 
1 

6907104 



Seq. ID OJ990505_09.9B19.C4 

Strand + 

End 825 

Method AAT/NAP 

End 825 

Score 92 



1..41, 217. .339, 424. .581, 810. .825 

(AP001129) hypothetical protein [Oryza sativa] 



23052 
47997 
1 

OJ990505_09.9B19.C4. ol.gs 

308 

none 

308. .335, 420. .773 



Seq. ID OJ990505_09. 9B19.C4 

Strand + 

End 825 

Method GENSCAN 

.End 773 

'Score .61 



23309 




Seq. No. 


23053 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.C5 


Gene No . 


47998 






Strand 


+ 








Start 


166 






End 


549 








Name 


OJ990505 09.9B19.C5. 


ol. 


gs 


Method 


GENSCAN 








Start 


166 






End 


549 








GI 


none 






Score 


.74 








Exons 


166. .549 
















Seq. No. 


23054 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.C8- 


Gene No . 


47999 






Strand 










Start 


414 






End 


515 








Name 


OJ990505 09.9B19.C8. 


ol. 


gs 


Method 


GENSCAN 








Start 


414 






End 


515 








GI 


none 






Score 


.92 








Exons 


414. .515 
















Seq. No. 


23055 






Seq. ID 


OJ990505 


_09. 


9B19 


.C9 


Gene No. 


48000 






Strand 


+ 








Start 


92 






End 


1335 








Name 


OJ990505 09.9B19.C9. 


ol. 


gs 


Method 


GENSCAN 








Start 


92 






End 


1335 








GI 


none 






Score 


.9 








Exons 


.92. .224, .319. .534, 1237 


. .1335 












Seq. No. 


23055 






Seq. ID 


OJ990505_ 


09. 


9B19 


.C9 


Gene No . 


48000 






Strand 


+ 








Start 


92 






End 


1335 








Name 


OJ990505 09.9B19.C9. 


ol. 


gp 


Method 


AAT/GAP 








Start 


831 






End 


1003 








GI 


none 






Score 


205 








Exons 


831. .1003 
















Seq. No. 


23055 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.C9 


Gene No . 


• 48000 






Strand 


4- 








Start 


92 






End 


1335 








Name' 


OJ990505 09.9B19.C9. 


o2. 


gp 


Method 


AAT/GAP 








Start 


947 






End 


1137 








GI 


none 






Score 


297 








Exons 


947.. 1137 
















Seq. No. 


23056 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.C10 


Gene • No . 


48001 






Strand 










Start 


409 






End 


542 








Name 


OJ990505 09.9B19.C10 


.ol 


.gs 


Method 


GENSCAN 








Start 


409 






End 


542 








GI 


none 






Score 


.49 








Exons 


409. .479, 512. .542 
















Seq. No. 


23057 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.Cll 


Gene No . 


48002 






Strand 










Start 


269 






End 


767 








Name 


OJ990505 09.9B19.C11 


.ol 


.gs 


Method 


GENSCAN 








Start 


269 






End 


604 








GI 


none 






Score 


.44 








Exons 


269. .604 
















Seq. No. 


23057 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.Cll 



23310 




Gene No. 


48002 








Strand 








Start 


269 








End 


767 






Name 


OJ990505 


_09.9B19.C11 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


290 








End 


767 






GI 


none 








Score 


95 






Exons 


290. .448 


, 291. .446, 


449 


. .514, 


450. .500 


, 502. .585, 


507. . 


551, 




644. .751 


, 663. .767, 


664 


. .732 










Seq. No. 


23058 








Seq. ID 


OJ990505__09 


. 9B19 


.C12 


Gene No. 


48003 








Strand 


— 






Start 


158 








End 


840 






Name 


OJ990505 


_09.9B19.C12 


.ol 


gs 


Method 


GENSCAN 






Start 


158 








End 


606 






GI 


none 








Score 


.56 






Exons 


158. .215 


, 297. .606 














Seq. No. 


23058 








Seq. ID 


OJ990505_09 


. 9B19 


-C12 


Gene No. 


48003 








Strand 


- 






Start _ 


158 








End 


840 






Name 


OJ990505 


_09.9B19.C12 


.ol 


gp 


Method 


AAT/GAP. 






Start 


489 








End 


840 






GI 


none 








Score 


650 






Exons 


489. .840 
















Seq. No. 


23059 








Seq. ID 


OJ990505_09 


.9B19 


.C13 


Gene No . 


48004 








Strand 


+ 






Start 


159 








End 


292 






Name 


OJ990505 


_09.9B19.C13 


.ol. 


gs 


Method 


GENSCAN. 






Start 


159 






End 


2 92 






GI 


none 








Score 


.83 






Exons 


159. .292 
















Seq. No. 


23059 








Seq. ID 


OJ990505_09 


. 9B19 


.C13 


Gene No . 


48005 








Strand 


- 






Start 


666 








End 


1332 






Name 


OJ990505 


_09.9B19.C13 


.ol. 


gp 


Method 


AAT/GAP 






Start 


395 








End 


705 






GI 


427437 








Score 


593 






Exons 


395. .705 
















Seq. No. 


23059 








Seq. ID 


OJ990505_09 


.9B19 


.C13 


Gene No . 


48005 








Strand 


- 






Start 


666 








End 


1332 






Name 


OJ990505 


_09.9B19.C13 


.o2. 


gs 


Method 


GENSCAN 






Start 


666 






End 


897 






GI 


none 








Score 


.97 






Exons 


666. .897 
















Seq. No. 


23059 








Seq. ID 


OJ990505_09 


.9B19 


.C13 


Gene No. 


48005 








Strand 








Start 


666 








End 


1332 






Name 


OJ990505 


_09.9B19.C13 


.ol. 


np 


Method 


AAT/NAP 






Start 


675 






End 


1332 






GI 


2914695 








Score 


88 







Exons 675.. 890, 1291.. 1332 

GI Descrip. (AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



23311 



Seq. No. 23060 Seq. ID OJ990505_09. 

Gene No. 4 8006 Strand + 

Start 281 End 9745 

Name OJ990505_09 . 9B19 . CIS . ol . gs Method GENSCAN 

Start 281 End 1311 

GI none Score . 91 

Exons 281. .532, 1011. .1311' 



9B19.C15 



Seq. No. 


23060 


Seq. ID 


OJ990505_09.9B19.C15 


Gene No. 


48006 


Strand 


+ 


Start 


281 


End 


9745 


Name 


OJ990505 09.9B19.C15.ol.np 


Method 


AAT/NAP 


Start 


319 


End 


8793 


GI 


3292814 


Score 


788 


Exons 


319. .531, 2376.-2467, 2595.. 


2691, 3459 


..3572, 3900.. 3997, 




5379. .5455, 5644. .5695, 8360 


..8470, 8545. .8642, 8727. .8793 


GI Descrip. 


(AL031018) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23060 


Seq. ID 


OJ990505 09.9B19.C15 


Gene No. 


48006 


Strand 


+ 


Start 


281 


End 


9745 


Name. . 


OJ990'505 09.9B19.C15.ol.gp 


• Method 


AAT/GAP 


Start 


1998 


End 


'2642 


GI 


24884 1.R1084 


Score 


951 


Exons 


1998. .2467, 2595. .2642 






GI Descrip. 


f 3292814/emb|CAA19804.1| 7.0e-17 (AL031018) putative protein 




[Arabidopsis thaliana] ' 






Seq. No. 


23060 


Seq. ID 


OJ990505_09.9B19.C15 


Gene No. 


48006 


Strand 


+ 


Start 


281 


End 


9745 


Name 


OJ990505 09.9B19.C15.o2.gs 


Method 


GENSCAN 


Start 


2141 


End 


2632 


GI 


none 


Score 


.77 


Exons 


2141. .2632 






Seq. No. 


23060 


Seq. ID 


OJ990505 09.9B19.C15 


Gene No. 


4 8006 


Strand 


+ 


Start 


281 


End 


9745 


Name 


OJ990505 09.9B19.C15.o2.gp 


Method 


AAT/GAP 


Start - 


5656 - 


End 


9745 


GI 


1588 1.R1084 


Score 


1022 



Exons 5656. .5695, 8360. .8470, 8545. .8642, 8727. .8811, 9499. .9745 

GI Descrip. 1 3292814/emb | CAA19804 . 1 | 7.0e-42 (AL031018) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 23060 Seq. ID 

Gene No. 48007 Strand 

Start 4913 End 

Name OJ990505_09 . 9B19 . C15 . o3 . gs Method 

Start 4 913 End - 

GI none Score 

Exons 4913.. 5140 



OJ990505_09.9B19.C15 

5140 
GENSCAN 
5140 
. 98 



Seq. No. 
Gene No. 



23060 
48008 



Seq. ID 
Strand 



OJ990505 09.9B19.C15 



23312 



Start 


10381 








End 11097 




Name 


OJ990505 09 


9B19. 


C15.ol 


.tc 


Method TBLASTX: 


Cress 


Start 


2375 








End 8796 




GI 


none 








Score 140 




Exons 


2375. .2410, 


2381. 


.2470, 


2392. 


.2466, 2538.-2693, 


2586. .2714, 




2623. .2709, 


3456. 


.3563, 


3464. 


.3562, 3937.. 4017, 


3944. .4018, 




5361. .5456, 


5378. 


:5455, 


5627. 


.5695, 8347..8478, 


8351. .8470, 




8542. .8649, 


8544. 


.8657, 


8569. 


.8649, 8724.. 8780, 


8725. .8796, 




8743. .8793 












Seq. No. 


23060 








Seq. ID OJ990505 


_09.9B19.C15 


Gene No. 


48008 








Strand 




Start 


10381 








End 11097 




Name 


OJ990505' 09. 


9B19. 


C15.o2 


. ts 


Method TBLASTX: 


Soybean 


Start 


2381 








End 5456 


GI 


none 








Score 130 




Exons 


2381. .2470, 


2392. 


.2469, 


2586. 


.2714, 2589. .2714, 


2601. .2684, 




2623. .2715, 


3455. 


.3538, 


3456. 


.3539, 3462.. 3548, 


3464 . .3562, 




3916. .4017, 


3944. 


.4018, 


5376. 


.5456, 5376. .5435, 


5378. .5440 


Seq. No. 


23060 








Seq. ID OJ990505 


_09.9B19.C15 


Gene No. 


48008 








Strand 




Start 


10381_ 








End 11097 




Name 


OJ990505 09. 


9B19. 


ClS.ol 


tm 


Method TBLASTX: 


Maize 


Start 


2384 








End 8804 




GI 


none 








Score 135 




Exons 


2384. .2470, 


2392. 


.2472, 


2586. 


.2696, 2589.. 2690, 


3463. .3522, 




3464. .3559, 


3464. 


.3556, 


3465. 


.3557, 3937. .4017, 


3938. .4018, 




3938. .4018, 


5376. 


.5456, 


5376. 


.5453, 5378.. 5458, 


5644. .5694, 




8351. .8470, 


8359. 


.8469, 


8544. 


.8648, 8544..86S4, 


8569. .8658, 




8724. .8792, 


8725. 


.8793, 


8725. 


.8793, 8739.. 8804 




Seq. No. 


23060 








Seq. ID OJ990505 


_09.9B19.C15 


Gene No. 


48008 








Strand 




Start 


10381 








End 11097 




Name 


OJ990505 09. 


9B19. 


ClS.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


8359 








End 8805 


GI 


none 








Score 162 




Exons 


8359. .8478, 


8360. 


.8470, 


8362. 


.8493, 8542. .8649, 


8544 . .8648, 




8544. .8657, 


8569. 


.8649, 


8724 . 


.8795, 8725.. 8805 




Seq. No. 


23060 








Seq. ID OJ990505 


_09.9B19.C15 


Gene No. 


48008 








Strand - 




Start . 


10381 








End 11097 




Name 


OJ990505 09. 


9B19. 


C15.o4. 


gs 


Method GEN SCAN 




Start 


10381 








End 11097 




GI 


none 








Score .5 




Exons 


10381. .10532, 10746.. 11097 






Seq. No. 


23060 








Seq. ID OJ990505 


_09.9B19.C15 


Gene No. 


48008 








Strand 




Start 


10381 








End 11097 




Name 


OJ990505 09. 


9B19. 


ClS.ol. 


tw 


Method TBLASTX:! 


Wheat 


Start 


10498 








End 10899 




GI 


none 








Score 62 




Exons 


10498 . . 1U599 


, 10598. .10795, 10807.. 10899 





23313 




Seq. No. 


23061 


Seq. ID 


OJ990505_09.9B19. 


C16 


Gene No. 


48009 


Strand 






Start 


652 


End 


1721 . 




Name 


OJ990505 09.9B19.C16 ol.no 


Method 


AAT/NAP 




Start 


600 


End 


782 




GI 


6642645 


Score 


159 




Exons 


600. .782 








GI Descrip. 


(AC012395) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 








Seq. No. 


23061 


Seq. ID 


OJ990505_09.9B19. 


C16 


Gene No. 


48009 


Strand 






Start 


652 


End 


1721 




Name 


OJ990505 09.9B19.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


606 


End 


788 




GI 


none 


Score 


45 




Exons 


606. .788, 607. .666, 651. .788 








Seq. No. 


23061 


Seq. ID 


OJ990505_09.9B19. 


C16 


Gene No. 


48009 


Strand 






Start 


652 


End 


1721 




Name 


OJ990505 09.9B19.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


606- • 


End 


795 




GI 


none 


Score 


67 




Exons 


606. .788, 610. .729, 757. .795 








Seq. No. 


23061 


Seq. ID 


OJ990505_09.9B19. 


C16 


Gene No . 


48009 


Strand 






Start 


652 


End 


1721 




Name 


OJ990505 09.9B19.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


609 


End 


815 




GI 


none 


Score 


146 




Exons 


609. .815, 610. .789 








Seq. No. 


23061 


Seq. ID 


OJ990505_09.9B19. 


CI 6 


Gene No . 


48009 


Strand 






Start 


652 


End 


1721 




Name 


OJ990505 09.9B19.C16.ol.gs 


Method 


GENSCAN 




Start 


652 


End 


1721 




GI 


none 


Score 


.69 




Exons 


652.-833, 1359. .1428, 1518. .1721 






Seq. No. 


23062 


Seq. ID 


OJ990505_09.9B19. 


C17 


Gene No. 


48010 


Strand 


+ 




Start 


83 


End 


9708 




Name 


OJ990505 09.9B19.C17.ol.gs 


Method 


GENSCAN 




Start 


83 


End 


9708 




GI 


none 


Score 


.78 




Exons 


83. .277, 1712. .2072, 3367. .3514, 4297. 


.4673, 7818. .8051, 






8265. .8306, 9113. .9708 








Seq. No. 


23062 


Seq. ID 


OJ990505J39.9B19. 


C17 


Gene No. 


48011 


Strand 


+ 




Start 


10630 


End 


14770 




Name 


OJ990505_09. 9B19 . C17 . o2 . gp 


Method 


AAT/GAP 




Start 


10163 


End 


10396 




GI 


3106595 


Score 


422 





23314 



Exons 



10163. .10396 



Qprr No 


23062 




Seq. ID 


OJ990505_ 


nQ QD1 Q 
\J -3 • .7 D J. J 


PI 7 


Gene No. 


48011 




Strand 


+ 






Start 


10630 




End 


14770 






Name 


OJ990505 09.9B19.C17 


. o2.gs 


Method 


GEN SCAN 






Start 


10630 




End 


14758 






GI ' 


none 




Score 


.9 






Exons 


10630. .11503, 12045. 


.12834, 


13616. .13705, 14012. 


.14088, 






14173. .14376, 14439. 


.14758 










Seq. No. 


23062 




Seq. ID 


OJ990505_ 


09. 9B19 


.C17 


Gene No. 


48011 




Strand 


+ 






Start 


10630 




End 


14770 






Name 


OJ990505 09.9B19.C17 


. ol . np 


Method 


AAT/NAP 






Start 


14173 




End 


14770 






GI 


6907104 




Score 


143 






Exons 


14173. .14338, 14388.. 


.14770 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23062 




Seq. ID 


OJ990505_ 


09.9B19 


.C17 


Gene No. 


48012 




Strand 


+ 






Start 


20538 




• End 


26917 






Name 


OJ990505 09.9B19.C17 


,o4 . gs 


Method 


GENSCAN 






Start 


20538 




End 


26917 






GI 


none 




Score 


.56 






Exons 


20538. .20631, 20828.. 


.20904, 


21145. .21215, 21822. 


.21876, 






22500. .22561, 22646.. 


.22727, 


23590. .23676, 24137. 


.24211, 






24286. .24360, 24672.. 


.24791, 


24901. .25079, 25981. 


.26124, 






26791. .26917 












Seq. No. 


23062 




Seq. ID 


OJ990505_ 


09.9B19 


.C17 


Gene No. 


48012 




Strand 


+ 






Start 


20538 




End 


26917 






Name 


OJ990505 09.9B19.C17, 


, o2 . np 


Method 


AAT/NAP 






Start 


24697 




End 


24954 






GI 


4220483 




Score 


47 






Exons 


24697. .24791, 24901., 


,24954 










GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


23062 




Seq. ID 


OJ990505_ 


09. 9B19 


. C17 


Gene No. 


48012 




Strand 


+ 






Start 


20538 




End 


26917 






Name 


OJ990505 09.9B19.C17. 


, o3.np 


Method 


AAT/NAP 






Start 


25489 




End 


26914 






GI 


5852084 




Score 


66 






Exons 


25489. .25525, 26825.. 


,26914 










GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


23062 




Seq. ID 


OJ990505_ 


09. 9B19, 


.C17 


Gene No. 


48013 




Strand 








Start 


488 




End 


948 






Name 


OJ990505 09.9B19.C17. 


ol.gp 


Method 


AAT/GAP 






Start 


488 


End 


948 






GI 


none 




Score 


880 






Exons 


488 . . 948 













23315 



Seq. No. 


23062 




48014 


Start 


17909 


Name 


OJ990505 09.9B19.C17.o3.gs 


Start 


17909 


GI 


none 


Exons 


17909. . 18123, 18866.. 19037 


Seq. No. 


23062 


Gene No. 


48015 


Start 


32861 


Name 


OJ990505 09.9B19.C17.o4.gp 


Start 


32861 


GI 


38012 1.R1084 


Exons 


32861. .32941 


GI Descrip. 


, 4097947/gb|U72255|OSU72255 2 




beta-1, 3-glucanase precursor 


Seq. No. 


23062 


Gpnp No 


48016 


Start 


33206 


Name 


OJ990505 09.9B19.C17.o2.tm 


Start 


2 


GI 


none 


Exons 


2. .58, 3. .32, 41. .82, 131. .28 


Seq. No. 


23062 


Gene No . 


48016 


Start 


33206 


Name 


OJ990505 09.9B19.C17.ol.tw 


Start 


140 


GI 


none 


Exons 


140. .187, 141. .188, 200. .328, 


Seq. No. 


23062 


Gene No. 


48016 


Start 


33206 


Name 


OJ990505 09.9B19.C17.ol.tc 


Start 


20529 


GI 


none 


Exons 


20529. .20633, 20538 20633, 21 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_09.9B19.C17 

19037 
GENSCAN 
19037 
.7 



OJ990505_09.9B19.C17 

32941 
AAT/GAP 
32941 
101 



Seq. ID OJ990505_09.9B19.C17 
Strand 

End 35732 

Method TBLASTX : Mai ze 

End 2.95 

Score 56. 



Seq. ID OJ990505_09.9B19.C17 
Strand 

End 35732 

Method TBLASTX : Wheat 

End 328 

Score 53 

201. .278 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990505_09.9B19.C17 
35732 

TBLASTX: Cress 

25074 

107 



24672. .24791, 24 683 .. 24778, 24898 .. 25074 , 24900. .25067 



Seq. No. 23062 Seq. ID 

Gene No. 48016 Strand 

Start 33206 End 

Name OJ990505_09 . 9B19 . C17 . ol . tm Method 

Start 20529 End 

GI none Score 
Exons 



OJ990505_09.9B19.C17 
35732 

TBLASTX: Maize 

25079 

110 



20529. .20651, 20842 .. 20907, 23445 .. 23525, 23598 .. 23678 , 
24107. .24205, 24292 .. 24360, 24672 24791, 24 683 .. 24772 , 
24812. .24832, 24898 25074 , 24900. .25079 



Seq. No. 23062 .Seq. ID 

Gene No. 48016 Strand 

Start 33206 End 

Name OJ990505_09 . 9B19 . C17 . o7 . gs Method 



OJ990505_09.9B19.C17 

35732 
GENSCAN 



23316 



Start 
GI 

Exons 



33206 End 35732 

none Score . 65 

33206. .33408, 34 689 .. 34745, 35633.. 35732 



Seq. No. 


23063 


Seq. ID 


OJ990505 


_09.9B19.C18 


Gene No. 


48017 


Strand 


+ 




Start 


1322 


End 


1499 




Name 


OJ990505_09.9B19.C18.ol.gp 


Method 


AAT/GAP 




Start 


1322 


End 


1499 




GI 


none 


Score 


276 




Exons 


1322. .1499 








Seq. No. 


23063 


Seq. ID 


OJ990505_ 


_09.9B19.C18 


Gene No. 


48018 


Strand 


— 




Start 


234 


End 


2988 




Name 


OJ990505 09. 9B19 . C18 . ol . gs 


Method 


GENSCAN 




Start 


234 


End 


2988 




GI 


none 


Score 


. 95 




Exons 


234. .513, 1514. .1702, 2180.. 


2988 






Seq. No. 


23064 


Seq. ID 


OJ990505_ 


_09.9B19.C20 


Gene No. 


48019 


Strand 


- 




Start 


372 


End 


1895 




Name 


OJ990505 09. 9B19.C20. ol.gs' 


Method 


GENSCAN 




Start 


372 


End 


1895 




GI 


none 


Score 


.91 




Exons 


372.. 1237, 1784.. 1895 








Seq. No. 


23065 


Seq. ID 


OJ990505_ 


_09.9B19.C21 


Gene No. 


48020 


Strand 


- 




Start 


134 


End 


312 




Name 


OJ990505_09.9B19.C21.ol.np 


Method 


AAT/NAP 




Start 


134 


End 


312 




GI 


5852084 


Score 


83 




Exons 


134. .312 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


23066 


Seq. ID 


OJ990505_ 


_09.9B19.C24 


Gene No. 


48021 


Strand 


+ 




Start 


145 


End 


936 




Name 


OJ990505_09. 9B19.C24 .ol.gs 


Method 


GENSCAN 




Start . 


145 


End 


936 




GI 


none 


Score 


.96 




Exons 


145. .469, 578. .663, 829. .936 








Seq. No. 


23067 


Seq. ID 


OJ990505_ 


09. 9B19.C25 


Gene No. 


48022 


Strand 


+ 




Start 


2236 


End 


5291 




Name 


OJ990505 09. 9B19.C25. ol.gs 


Method 


GENSCAN 




Start 


2236 


End 


5291 




GI 


none 


Score 


.88 




Exons 


2236. .2395, 2424. .2553, 2653 


..2855, 3100. .3164, 


3430. .3498, 




3608. .4089, 4186. .4394, 4639 


. .4703, 4814. .4897, 


4972. .5040, 




5148. -.5291 






a _ _. »t _ 
0CC( . LMU. 


23067 


Seq. ID 


OJ990505_ 


09. 9B19.C25 


Gene No. 


48023 


Strand 







23317 




Start 


6396 




End 


10004 




Name 


OJ990505 09.9B19.C25.ol 


. np 


Method 


AAT/NAP 




Start 


6355 




End 


10004 




GI 


2914695 




Score 


186 




Exons 


6355.. 6381, 9088.. 9636, 


9958. 


.10004 






GI Descrip. 


(AC003974) putative ubiquitin 


carboxyl 


terminal 


hydrolase 




[Arabidopsis thaliana] 










Seq. No. 


23067 




Seq. ID 


OJ990505_ 


_09.9B19.C25 


Gene No. 


48023 




Strand 






Start 


6396 




End 


10004 




Name 


OJ990505 09.9B19.C25.o2 


.gs 


Method 


GENSCAN 




Start 


6396 




End 


9906 




GI 


. none 




Score 


. 65 




Exons 


6396. .6627, 7733. .8402, 


8901. 


.9906 






Seq. No. 


23067 




-•Seq. ID 


OJ990505_ 


_09.9B19.C25 


Gene No. 


48023 




Strand 


— 




Start 


6396 




End 


10004 




Name 


OJ990505 09.9B19.C25.o2 


. np 


Method 


AAT/NAP 




Start 


9090 




End 


10004 




GI 


2914695 




Score 


188 




Exons 


9090. .9636, 9958. .10004 










GI Descrip. 


{AC003974) putative ubiquitin 


carboxyl 


terminal 


hydrolase 




[Arabidopsis thaliana] 










Seq. No. 


23068 




Seq. ID 


OJ990505_ 


_09.9B19.C26 


Gene No . 


48024 




Strand 


+ 




Start 


3763 




End 


5072 




Name 


OJ990505 09.9B19.C26.o3 


. gs 


Method 


GENSCAN 




Start 


3763 




End 


5072 • 




GI 


none 




Score 


.83 




Exons 


3763. .3810, 4324. .4396, 


4541. 


.4679, 4841. .4886, 


4899. .5072 


Seq. No. 


23068 




Seq. ID 


OJ990505_ 


09. 9B19.C26 


Gene No. 


48025 




Strand 






Start 


306 




End 


524 




Name 


OJ990505_09.9B19.C26.ol 


. gs 


Method 


GENSCAN 




Start 


306 ' ■ r> - - . r ■ 




End 


524' 




GI 


none 




Score 


.51 




Exons 


306. .524 










Seq. No. 


23068 




Seq. ID 


OJ990505_ 


_09. 9B19.C26 


Gene No. 


48026 




Strand 






Start 


1447 




End 


4974 




Name 


OJ990505 09.9B19.C26.o2 


.gs 


Method 


GENSCAN 




Start 


1447 




End 


2591 




GI 


none 




Score 


.66 




Exons 


1447. .1791, 1959. .2591 










Seq. No. 


23068 




Seq. ID 


OJ990505_ 


_09.9B19.C26 


Gene No. 


48026 




Strand 






Start 


1447 




End 


4974 




Name 


OJ990505 09.9B19.C26.ol 


.np 


Method 


AAT/NAP 




Start 


14 67 




End 


4974 




GI 


6587835 




Score 


709 




Exons 


1467. .2603, '4495. .4738, 


4852. 


4974 







23318 




GI Descrip. (AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start 


6981 








End 


11736 


Name 


OJ990505 09 


. 9B19. 


C26.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1464 








End 


1798 


GI 


none 








Score 


103 


Exons 


1464 . .1568, 


1566. 


.1796, 


1567. 


.1791, 1570. .1797, 1643. .1798 


Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No . 


48027 








Strand 




Start 


6981 








End 


11736 


Name 


OJ990505 09, 


. 9B19. 


C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1476 








End 


4933 


GI 


none 








Score 


81 


Exons 


1476. . 1574, 


1477. 


. 1587, 


1570. 


.1611, 1570. .1611, 2217. .2303, 




2277 . .2528, 


2278 . 


.2526, 


4531. 


.4569, 4534. .4578, 4585. .4653, 




4590. .4658, 


4641. 


.4745, 


4642. 


.4746, 4841. .4933,, 4857. .4931 


Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start ... 


6981 








End 


11736 


Name " 


OJ990505 09, 


. 9B19. 


C26.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1479 








End 


1818 


GI 


none 








Score 


170 


Exons 


1479. .1592, 


1573. 


.1818 








Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start 


6981 








End 


11736 


Name 


OJ990505 09. 


. 9B19. 


C26.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1479 








End 


2141 


GI 


none 








Score 


41 


Exons 


1479. . 1577, 


1480. 


.1569, 


1609. 


.1818, 1655. .1819, 1905. .2039, 




2016. .2141 












Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start 


6981 








End 


11736 


Name 


OJ990505 09. 


, 9B19. 


C26.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1743 








End 


2088 


GI 


none 








Score 


161 


Exons 


1743. .1787, 


1905. 


.2039, 


1906. 


.2040, 2014.. 2088, 2040.. 2087 


Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start 


6981 








End 


11736 


Name 


OJ990505 09. 


9B19. 


C26.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1905 








End 


4715 


GI 


none 








Score 


111 


Exons 


1905. .2150, 


1912. 


.2136, 


2217. 


.2303, 2277.. 2516, 2293.. 2490, 




4590. .4658, 


4641. 


.4715 








Seq. No. 


23068 








Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 








Strand 




Start 


6981 








End 


11736 



23319 



Name 


OJ990505 09.9B19.C26.o4 


.gs 


Method 


GENSCAN 


Start 


6981 




End 


11736 


GI 


none 




Score 


.79 


Exons 


6981. .7212, 8642. .9566, 


10109. 


.11341, 


11568. .11736 


Seq. No. 


23068 




Seq. ID 


OJ990505_09.9B19.C26 


Gene No. 


48027 




Strand 




btart 


6981 




End 


11736 


Name 


OJ990505 09.9B19.C26.o2 


.np 


Method 


AAT/NAP 


Start 


6987 




End 


8811 


GI 


5454156 




Score 


72 


Exons 


6987. .7212, 8630. .8811 








GI Descrip. 


ubiquitin specific protease 16 


gi | 6686071 1 sp | Q9Y5T5 | UBPG__HUMAN 



UBIQUITIN CARBOXYL- TERMINAL HYDROLASE 16 (UBIQUITIN 
THIOLESTERASE 16) (UBIQUITIN-SPECIFIC PROCESSING PROTEASE 16) 
(DEUBIQUITINATING ENZYME 16) (UBIQUITIN PROCESSING PROTEASE 
UBP-M) gi|4454565|gb|AAD20949| (AF126736-) ubiquitin processing 
protease [Homo sapiens] 



Seq. No. 


23069 






Seq. ID 


OJ990505_ 


_09. 


9B19 


.C27 


Gene No. 


48028 






Strand 


- 








Start 


76.1 






End 


2107 








Name , 


OJ990505 09/9B19 


.C27.ol 


gs 


Method 


GENSCAN 








Start ' 


761 






End 


2107 ' 








GI 


none 






Score 


.77 








Exons 


761. .1404, 1967. 


.2107 














Seq. No. 


23069 






Seq. ID 


OJ990505_ 


09. 


9B19 


.C27 


Gene No. 


48028 






Strand 


- 








Start 


761 






End 


2107 








Name 


OJ990505 09.9B19 


.C27.ol. 


gp 


Method 


AAT/GAP 








Start 


1655 






End 


1889 








GI 


3106595 






Score 


447 








Exons 


1655. .1889 
















Seq. No. 


23070 






Seq. ID 


' OJ990505_ 


09. 


9B19 


.C30 


Gene No. 


48029 






Strand 










Start 


14 






End 


226 








Name 


OJ990505 09.9B19 


.C30.ol. 




Method 


GENSCAN 








Start 


14 






End 


226 








GI 


none 






Score 


.93 








Exons 


14. .226 
















Seq. No. 


23071 






Seq. ID 


OJ990505_ 


09. 


9B19 


.C31 


Gene No. 


48030 






Strand 










Start 


796 






End 


1037 








Name 


OJ990505 09.9B19 


.C31.ol. 


gs 


Method 


GENSCAN 








Start 


796 






End 


1037 








GI 


none 






Score 


.72 








Exons 


796. .821, 983. .1037 














Seq. No. 


23072 






Seq. ID 


OJ990505_ 


09. 


9B19 


.C32 


Gene No. 


48031 






Strand 


+ 








Start 


163 






-End 


1690 








Name 


OJ990505_09.9B19 


C32.ol. 


gs 


Method 


GENSCAN 








Start 


163 






End 


1690 








GI - 


none 






Score 


.77 









23320 



Exons 



163.. 349, 497.. 994, 1190.. 1276, 1493.. 1690 



Seq. No. 23072 
Gene No. 48031 
Start 163 

Name OJ990505_09 . 9B19 . C32 . o2 . np 

Start 1386 
GI 5454156 
Exons 1386.. 1522 

GI Descrip. . ubiquitin specific protease 
UBIQUITIN CARBOXYL-TERMINAL 
THIOLESTERASE 16) (UBIQUITIN 
(DEUBIQUITINATING ENZYME 16) 
UBP-M) gi|4454565|gb|AAD2094 
protease [Homo sapiens] 



Seq. ID OJ990505_09.9B19.C32 
Strand . + 
End 1690 
Method AAT/NAP 
End 1522 
Score 30 

16 gi | 668 6071 | sp | Q9Y5T5 | UBPG_HUMAN " 
HYDROLASE 16 (UBIQUITIN 
SPECIFIC PROCESSING PROTEASE 16) 
(UBIQUITIN PROCESSING PROTEASE 
9| (AF126736) ubiquitin processing 



Seq. No. 23073 
Gene No. 48032 
Start 947 

Name OJ990505_09. 9B19 .C34 . ol . gp 

Start 947 

GI 1588_1.R1084 

Exons^ 947.. 1193, 1881.. 1965 

GI Descrip. ' ? 3292814/emb | CAA19804 . 1 | 7. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_09.9B19.C34 

1965 
AAT/GAP 
1965 
579 



Oe-42 (AL031018) putative protein 



Seq. No. 23074 Seq. ID 

Gene No. 48033 Strand 

Start 36 End 

Name OJ990505_09. 9B19.C35.ol .gs Method 

Start 36 End 

GI none Score 

Exons 36.. 65, 612.. 2166 



OJ990505_09.9B19.C35 

2166 
GEN SCAN 
2166 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23075 
48034 
1561 

OJ990505_09. 9B19.C36.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990505 09. 9B>9.C36 



1799 
AAT/NAP 
1799 
118 



1561 
2914695 
1561. .1799 

(AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 23076 Seq. ID 

Gene No. 48035 Strand 

Start 417 End 

Name OJ990505_09 . 9B19 . C37 . ol . gs Method 

Start 417 End 

GI none Score 

Exons 417 . . 561 



OJ990505_09.9B19.C37 
+ 

561 

GEN SCAN 

561 

.89 



Seq. No. 23077 

Gene No. 48036 

Start 1 

Name 0 J 9 9 0 5 0 5_0 9 .9Bl9.C3a.ol.np 

Start 1 



Seq.. ID OJ990505_09.9B19.C38 

Strand + 

End 338 

Method AAT/NAP 

End 335 



23321 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2832675 Score 206 

1..98, 159. .335 

(AL021712) hypothetical protein [Arabidopsis thaliana] 



23077 Seq. ID 

48036 Strand 

1 End 
OJ990505_09.9B19.C38.ol.gs Method 

24 End 
none . Score 
24. .338 



OJ990505_09.9B19.C38 
+ 

338 

GEN SCAN 

338 

1 





Seq. No. 


23077 


Seq. ID 


OJ990505_09.9B19.C38 




Gene No. 


48036 


Strand 


+ 




Start 


1 


End 


338 




Name 


OJ990505 09.9B19.C38.ol.ts 


Method 


TBLASTX: Soybean 




Start 


188 


End 


337 




GI 


none 


Score 


224 




Exons 


188. .337, 189. .335 








Seq. No. 


23078 


Seq. ID 


OJ990505_09.9B19.C42 




Gene No. 


48037 


Strand 


— 




Start 


200 


End 


1757 




Name 


" OJ990505 09.9B19.C42.ol.gs 


Method 


GENSCAN 




Start 


200 


End 


1757 




GI 


none 


Score 


. 65 




Exons 


200. .1757 






) i.H 


Seq. No. 


23079 


Seq. ID 


OJ990505_09.9B19.C43 


:- :; E 

: : 3 


Gene No. 


48038 


Strand 






Start 


427 


End 


2661 




Name 


OJ990505 09.9B19.C43.ol.gs 


Method 


GENSCAN 


!" : 2 


Start 


427 


End 


2571 




GI 


none 


Score 


.98 




Exons 


427.. 658, 1919.. 2571 








Seq. No. 


23079 


Seq. ID 


OJ990505_09.9B19.C43 




Gene No. 


48038 


Strand 




-.5 


Start 


427 


End 


2661 




Name 


OJ990505 09.9B19.C43.ol.np 


Method 


AAT/NAP 




Start 


436 


End 


2661 




GI 


2914695 


Score 


171 




Exons 


436. .651, 1912. .2056, 2597. .2661 






GI Descrip. 


(AC003974) putative ubiquitin 


carboxyl 


terminal hydrolase 



[Arabidopsis thaliana] 



Seq. No. 


23080 


Seq. ID 


OJ990505 


Gene No. 


48039 


Strand 




Start 


178 


End 


1241 


Name 


OJ990505 09.9B19.C44.ol.gs 


Method 


GENSCAN 


Start 


178 


End 


1241 


GI 


none 


Score 


.76 


Exons 


178. .675, 857. .1241 






Seq. No. 


23081 


Seq. ID 


OJ990505 


Gene No . 


48040 


Strand 




Start 


473 


End 


751 



23322 



Name 

Start 

GI 

Exons 



OJ990505_09.9B19.C45.ol.gs Method 

473 End 

none Score 
473. .751 



GENSCAN 

751 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23082 Seq. ID OJ990505_09.9B19.C48 

48041 Strand 

77 End 450 

OJ990505_09. 9B19.C48.ol.np Method AAT/NAP 

77 End 450 

732362 Score 276 

77. .450 

PROBABLE ALDEHYDE DEHYDROGENASE YWDH gi | 629065 | pir | | S39713 
hypothetical protein - Bacillus subtilis gi I 413982 | emb | CAA51614 | 
(X73124) ipa-58r [Bacillus subtilis] gi I 2636331 1 emb | CAB15822 | 
(Z99123) alternate gene name: ipa-58r; similar to aldehyde 
dehydrogenase [Bacillus subtilis] 



23082 Seq. ID 

48041 Strand 

77 End 

OJ990505_09.9B19.C48.ol.ts Method 

83 End 
none . Score 
83.. 142, 158.. 448, 177.. 365 

23082 Seq. ID 

48041 Strand 

77 End 

OJ990505_09. 9B19 . C48 . ol . tm Method 

152 End 

none Score 
152. .445, 192. .446 

23082 Seq. ID 

48041 Strand 
77 End 
OJ990505_09.9B19.C48.ol.tc Method 
158 End 
none Score 
158. .448, 162. .245 

23083 • Seq. ID 

48042 Strand 
91 End 
OJ990505_09. 9B19.C49.ol.gs Method 
91 End 
none Score 
91. .285 



OJ990505_09.9B19.C48 
450 

TBLASTX: Soybean 

448 . 

114 



OJ990505_09.9B19.C48 
450 

TBLASTX: Maize 

446 

112 



OJ990505_09.9B19.C48 
450 

TBLASTX : Cress 

448 

60 



OJ990505_09.9B19.C49 
285 

GENSCAN 

285 

.5 



Seq. No. 23084 Seq. ID 

Gene No. 48043 Strand 

Start 1 End 

Name 0 J990505JD9 . 9B1 9 . C50 . ol . np Method 

Start 1 End 

GI 2914695 Score 

Exons 1. .191 



OJ990505_09.9B19.C50 
+ 

191 

AAT/NAP 
191 • 
86 



23323 



GI Descrip. (AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 


23085 


Seq. ID 


OJ990505 


Gene No. 


48044 


Strand 


+ 


Start 


1 


End 


653 


Name 


OJ990505 09.9B19.C51.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


653 


GI 


6907104 


Score 


149 


Exons 


1..220, 270. .653 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


23085 


Seq. ID 


OJ990505 


Gene No. 


48044 


Strand 


+ 


Start 


1 


End 


653 


Name 


OJ990505 09 9B19 C51 ol as 


Method 


GENSCAN 


Start 


73 _ 


End 


641 


GI 


none 


Score 


.74 


Exons 


73. .641 






Seq. No. 


23086 


Seq. ID 


OJ990505 


Gene No. 


48045 


Qf rand 


- 


Start 


230 


End 


345 


Name 


OJ990505 09 9B19 C53 ol as 


Method 


GENSCAN 


Start 


230 ~~ 


End 


345 


GI 


none 


Score 


.51 


J_J ^Tk K^s llu 


230. .345 






Seq. No. 


23087 


Seq. ID 


OJ990915 


Gene No. 


48046 


Qf rand 


+ 


Start 


9379 


End 


10239 


Name 


OJ99091S OS 9R04 C9 n«5 




GENSCAN 


Start 


9379 ~~ 


End 


10239 


GI 


none 


Score 


.98 


Exons 


9379. .10239 






Seq. No. 


23087 


Seq. ID 


OJ990915 


Gene No. 


48047 


Strand 


+ 


Start 


14448 


End 


14746 


Name 


OJ990915 05.9B04.C2.ol.gp 


Method 


AAT/GAP 


Start 


14448 


End 


14746 


GI 


none 


Score 


594 


Exons 


14448. . 14746 






Seq. No. 


23087 


Seq. ID 


OJ990915_ 


Gene No. 


48048 


Strand 




Start 


1 


End 


8051 


Name 


OJ990915 05.9B04.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2948 


GI 


6705984 


Score 


806 


Exons 


1..1679, 1706. .1973, 2814.. 


2948 




GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza sativa] 


Seq. No. 


23087 


Seq. ID 


OJ990915_ 


Gene No. 


48048 


Strand 




Start 


1 


End 


8051 


Name 


OJ990915 05.9B04.C2.o3.np 


Method 


AAT/NAP 



23324 



Start- 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2384 End 
4731111 Score 
2384. .2404, 4893. .5044, 6267. .6288 
(AF064707) exhydrolase II [Zea mays] 



6288 
123 



23087 
48048 
1 

OJ990915_05. 9B04.C2.o2.gs 

4453 

none 

4453.. 4677, 4993.. 5034, 5235. 
7950. .8051 



OJ990915_05.9B04.C2 

8051 
GENSCAN 
8051 
.54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5323, 7246.. 7329, 7554.. 7677, 



Seq. No. 23087 

Gene No. 48049 

Start 12910 

Name OJ990915_05 . 9B04 ,C2 .o2 . tw 

Start 397 

GI none 
Exons 



Seq. .No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



seq. No. 
Gene No. 



Seq. ID OJ990915_05.9B04.C2 
Strand 

End 13051 

Method TBLASTX : Wheat 

End 713 

Score 4 6 



397. .429, 405. .431, 435. .713, 444. .701 



23087 
48049 . 
12910 

OJ990915_05.9B04.C2.ol.tw 

1095 

none 

1095. .1430, 1186. .1401, 1452. 

23087 
48049 
12910 

OJ990915_05. 9B04.C2.ol.ts 

1200 

none 

1200. .1421, 1413. .1589 



OJ990915_.05.9B04.C2 
13051 

TBLASTX: Wheat 
1620 
122 

1619, 1455.. 1559, 1531. .1620 
OJ990915 05.9B04.C2 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. .No. 23087 Seq. ID 

Gene No. 48049 Strand 

Start 12910 End 

Name OJ990 915_05 . 9B04 . C2 . ol . tm Method 

Start 1455 End 

GI none Score 

Exons 1455.. 1637, 1514.. 1654, 1525.. 1638 



23087 Seq. ID 

48049 Strand 

12910 End 

OJ990915_05 . 9B04 . C2 . o2 . tm Method 

3157 End 

none Score 



13051 

TBLASTX : Soybean 

1589 

88 



OJ990915_05.9B04.C2 
13051 

.TBLASTX: Maize 
1654 
86 



OJ990915_05.9B04.C2 
13051 

TBLASTX: Maize 

3559 

75 



3157. .3327, 3158. .3328, 3234. .3329, 3332. .3556, 3332. .3439, 
3334.. 3558, 3470.. 3559 



23087 
48049 



Seq. ID OJ990915_05.9B04.C2 
Strand 



23325 



Start 


12910 




End 


13051 






Name 


OJ990915 05.9B04.C2. 


. o4 . gs 


Method 


GENSCAN 






Start 


12910 


End 


13051 






GI 


none 




Score 


.63 






Exons 


12910. .13051 












Seq. No. 


23088 




Seq. ID 


OJ990915 


_05. 9B04 


-C3 


Gene No . 


48050 




Strand 








Start 


130 




End 


1715 






Name 


OJ990915 05.9B04.C3. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


5 




End 


596 






GI 


none 




Score 


53 






Exons 


5. .70, 295. .420, 296. .421, 


507. .596 








Seq. No. 


23088 




Seq. ID 


OJ990915 


_05.9B04 


.C3 


Gene No. 


48050 




Strand 








Start 


130 




End 


1715 






Name 


OJ990915 05.9B04.C3. 


ol.gp 


Method 


AAT/GAP 






Start 


130 ~~ 




End 


1715 






GI 


none 




Score 


1048 






Exons 


130 . .431, 506. . 587, 


1548. .1715 








Seq. No. 


23088 




Seq. ID • 


OJ990915 


_05.9B04 


.C3 




48050 




Strand 








Start " 


130 




End 


1715 






Name 


OJ990915 05.9B04.C3. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


295 ~~ 




End 


591 






GI 


none 




Score 


153 






Exons 


295 . .444, 296. . 445, 


507. .590, 508. .591 








Seq. No. 


23089 




Seq. ID 


OJ990915 


_05. 9B04 


.C4 


Gene No. 


48051 




Strand 


+ 






Start 


9265 




End 


24317 






Name 


OJ990915 05.9B04.C4. 


o2 .gs 


Method 


GENSCAN 






Start 


9265 


End 


24317 






GI 


none 




Score 


.48 






Exons 


9265. .10444, 10947.. 


11012, 


11338. .11432, 11466. 


.11502, 






11595. .11660, 11706. 


.11820, 


13809. .14732, 15219 


15585 






15671. .15829, 15881. 


.15932, 


15966. .16084, 16165 


. .16463, 






16938. .17028, 17075. 


.17176, 


17442. .17811, 17875 


. .18269, 






18492. .18812, 18898. 


.19039, 


19451. .19594, 20003 


. .20162, 






20270. .21061, 21239. 


.21253, 


21975. .22066, 22835 


. .22877, 






23420. .23479, 23587. 


.24317 










Seq. No. 


23089 




Seq. ID 


OJ990915 


_05.9B04 


.C4 


Gene No. 


48051 




Strand 


+ 






Start 


9265 




End 


24317 






Name 


OJ990915 05.9B04.C4. 


ol . np 


Method 


AAT/NAP 






Start 


9376 




End 


17825 






GI 


5441880 




Score 


2539 






Exons 


9376.. 10387, 13946.. 


13977, 


14236. .14670, 15219. 


.15585, 






16165. .16463, 16568. 


.16829, 


17067. .17138, 17424 


. .17825 





GI Descrip. (AP000367) EST C28 952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa]- 

Seq. No. 23089 Seq. ID OJ990915_05 . 9B04 . C4 



23326 




Gene No. ' 48052 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 . C4 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . .377 



377 

AAT/GAP 

377 

677 



Seq. No. 23089 Seq. ID 

Gene No. 48053 Strand 

Start • 2163 ^ End 

Name OJ990915_05 . 9B04*. C4 . o2 . gp Method 

Start 2163 End 

GI none Score 

Exons 2163.. 2197, 2924.. 3144 



OJ990915_05.9B04.C4 

3144 
AAT/GAP 
3144 
399 



Seq. No. 23089 Seq. ID 

Gene No. 4 8054 Strand 

Start 20420 End . 

Name OJ990915_05 . 9B04 .C4 .ol . tm Method 

Start 9943 End ■ 

GI none Score 

Exons 9943.. 10410, 9948. .10421 



OJ990915_05.9B04.C4 
21054 

TBLASTX: Maize 

10421 

366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23089 
48054 
20420 

OJ990915_05. 9B04.C4.ol.tw 

10237 
none 



Seq. ID OJ990915_05.9B04.C4 



Strand 
End 

Method 

End 

Score 



21054 

TBLASTX: Wheat 

•10603 

182 



10237. .10386, 10240 .. 10416, 10450 .. 10602 , 10463. .10603 



Seq. No. 


23089 




Seq. ID 


OJ990915_05.9B04 


.C4 


Gene No. 


48054 




Strand 






Start 


20420 




End 


21054 




Name 


OJ990915 05.9B04.C4 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15310 




End 


15492 




GI 


none 




Score 


92 




Exons 


15310. .15363, 15324 


. .15374, 


15372. .154 91, 15373. .154 92 




Seq. No. 


23089 




Seq. ID 


OJ990915JD5. 9B04 


.C4 


Gene No. 


48054 




Strand 






Start 


20420 




End 


21054 




Name 


OJ990915 05.9B04.C4 


. o2.np 


Method 


AAT/NAP 




Start 


20420 




End 


21054 




GI 


6523547 




Score 


344 




Exons 


20420.. 21054 











GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 23090 Seq. ID 

Gene No. . -48055 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 .C5.ol.np Method 

Start 1 End 

GI ' 6721517 . Score . . 

Exons I . . 373 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



OJ990915_05. 9B04 ,C5 
373 

AAT/NAP 

373 

611 



23327 




Seq. No. 


23090 




Seq^. ID 


OJ990915 05.9B04.C5 


Gene No. 


48055 




Strand 




Start 


1 




End 


373 


Name 


OJ990915 05.9B04.C5 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


13 




End 


331 


GI 


none 




Score 


' 79 


Exons 


13. .147, 13. .330, 236. .331 






Seq. No. 


23090 




Seq. ID 


OJ990915 05.9B04.C5 


Gene No. 


48055 




Strand 




Start 


1 




End 


373 


Name 


OJ990915 05.9B04.C5 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


64 




End 


339 


GI 


none 




Score 


205 


Exons 


64. .339 








Seq. No. 


23091 




Seq. ID 


OJ990915 05.9B04.C7 


Gene No. 


48056 




Strand 




Start 


38 




End 


310 


Name 


OJ990915 05.9B04.C7 


. ol . gs 


Method 


GENSCAN 


Start 


38 




End 


310 


GI 


none 




Score 


.56 


Exons 


38 . . 90, 296. .310 








Seq. No. 


23092 




Seq. ID 


OJ990915_05.9B04.C9 


Gene No. 


48057 




Strand 


+ 


Start 


1 




End 


1368 


Name 


OJ990915 05.9B04.C9, 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1368 


GI 


6466937 




Score 


935 


Exons 


1. .1368 








GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidop; 




thaliana] - 








Seq. No. 


23092 




Seq. ID 


OJ990915_05.9B04.C9 


Gene No. 


48057 




Strand 


+ 


Start 


1 




End 


1368 


Name 


OJ990915 05.9B04.C9. 


, o3 . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


316 


GI 


none 




Score 


266 


Exons 


1..117, 2. .316 








Seq. No. 


23092 




Seq. ID 


OJ990915 05.9B04.C9 


Gene No. 


48057 




Strand 


+ 


Start 


1 




End 


1368 


Name 


OJ990915 05.9B04.C9. 


ol .gs 


Method 


GENSCAN 


Start 


41 




End 


1346 


GI 


none 




Score 


.47 


Exons 


41. .614, 841. .1061, 


1074. .1346" 




Seq. No. 


23092 




Seq. ID 


OJ990915_05.9B04.C9 


Gene No. 


48057 




Strand 


+ 


Start 


1 




End 


1368 


Name 


OJ990915_05.9B04.C9. 


ol . tw 


Method 


TBLASTX: Wheat 


SLart 


104 




End 


532 


GI 


none 




Score 


365 



23328 



Exons 



104. .532, 346. .531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23092 
48057 
1 

OJ990915_05 . 9B04 . C9 . ol . tm 

368 

none 



Seq. ID OJ990915_05.9B04.C9 

Strand + 

End 1368 

Method TBLASTX : Mai ze 

End 1004 

Score 224 



368. .583, 454. .582, 608. .985, 609. .1004 



Seq. No. 23092 

Gene No. 48057 

Start 1 

Name OJ990915_05 . 9B04 . C9 . ol . ts 

Start 389 

GI none 
Exons 



Seq. ID OJ990915_05.9B04.C9 

Strand + 

End 1368 

Method TBLASTX : Soybean 

End 776 

Score 184 



389. .610, 421. .609, 440. .658, 608. .775, 612. .776 



Seq. No. 23092 Seq. ID 

Gene No. - 48057 Strand 

Start 1 End 

Name OJ990915_05. 9B04 .C9.o3.tw Method 

Start 612 End 

GI none Score 

Exons 612.. 848, 719.. 853 



OJ990915_05.9B04.*C9 
+ 

1368 

TBLASTX: Wheat 

853 

197 



Seq. No. 23092 

Gene No. 48057 

Start 1 

Name OJ990915_05 . 9B04 . C9 . o2 . tw 

Start 854 

GI none 
Exons 



Seq. ID OJ990915_05.9B04.C9 

Strand + 

End 1368 

Method TBLASTX: Wheat 

End 1241 

Score 195 



854. .1012, 855. .1043, 1050. .1241, 1125. .1238, 1172. .1240 



Seq. No. 23092 '**-'.- Seq. ID 

Gene No. 48057 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 .C9.o2 . tm Method 

Start • 1077 End 

GI none Score 

Exons. 1077.. 1367, 1091.. 1366 



OJ990915_05.9B04.C9 
+ 

1368 

TBLASTX: Maize 

1367 

296 



Seq. No. 23093 Seq. ID 

Gene No. 48058 Strand 

Start 3185 End 

Name OJ990915_05 . 9B04 . C10 . ol . gp Method 

Start 3157 End 

GI uC-osrocyp016b05bl Score 

Exons 3157.. 3586 

GI Descrip. '3252868 2.0e-21 (AF033536) putative zinc transporter 
[Arabidopsis thaliana] ' 



OJ990915_05.9B04.C10 
+ 

3611 
AAT/GAP 
3586 
801 



Seq. No. 23093 

Gene No. 48058 

Start 3185 

Name OJ9909i5_05 . 9BU4 .ClO.ol .np 

Start 3185 



Seq. ID OJ990915_05. 9B04 .C10 

Strand + 

End 3611 

Method AAT/NAP 

End 3611 



23329 



GI" 


3252868 


Score 


275 


Exons 


3185. .3611 






GI Descrip. 


(AF033536) putative zinc transporter 


[Arabidopsis thaliana] 


Seq. No. 


23093 


Seq. ID 


OJ990915_05 . 9B04 . C10 


Gene No. 


48058 


Strand 


+ 


Start 


3185 


End 


ODl 1 


Name 


OJ990915 05.9B04.C10.o2.gs 


Method 


GENSCAN 


Start 


3185 


End 


3589 


GI 


none 


Score 


.99 


Exons 


3185. .3589 






Seq. No. 


23093 


Seq. ID 


OJ990915_05.9B04.C10 


Gene No. 


48058 


Strand 


+ 


C 1 -i- 4- 

btart 


3185 


End 


3611 


Name 


OJ990915 05.9B04.C10.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3329 


End 


3610 


GI 


none 


Score 


284 


Exons 


3329..3S38, 3358.. 3537, 3554 


..3610, 3556. .3609 


Seq. No. 


23093 


Seq. ID 


OJ990915_05. 9B04 .C10 


Gene No. 


48058 


Strand 


+ 


Start 


3185 


. End 


3611 


Name 


OJ990915 05.9B04.C10".ol.tc 


Method 


TBLASTX: Cress 


Start 


3332 ~ 


End 


3610 


GI 


none 


Score 


240 


Exons 


.3332.. 3538, 3394.. 3528, 3554 


.-.3610 




Seq. No. 


23094 


Seq. ID 


OJ990915_05.9B04.C11 


Gene No. 


48059 


Strand 


+ 


btart 


664 


End 


2506 


Name 


OJ990915 05.9B04.Cll.ol.gs 


Method 


GENSCAN 


Start 


664 


End 


2506 


GI 


none 


Score 


.88 


Exons 


664. .722, 767. .968, 2112. .2506 




Seq. No. 


23094 


Seq. ID 


OJ990915_05.9B04.C11 


Gene No. 


48059 


Strand 


+ 


Start 


664 


. End 


2506 


Name 


OJ990915 05.9B04.Cll.ol.np 


Method 


AAT/NAP 


Start 


850 


End 


2500 


GI 


3252868 


Score 


494 


Exons 


850. .968, 2112. .2500 






GI Descrip. 


(AF033536) putative zinc transporter 


[Arabidopsis thaliana] 


Seq. No. 


23094 


Seq. ID 


OJ990915_05.9B04.C11 


Gene No. 


48060 


Strand 


+ 


Start 


18049 


End 


28662 


Name 


OJ990915 05.9B04.Cll.o3.gs 


Method 


GENSCAN 


orart 


18049 


End 


28662 


GI 


none 


Score 


.94 


Exons 


18049. .18057, 19587 .. 19620, 


21000. .21158, 21201. .21333, 




21378. .21478, 21887 .. 21938 , 


23895. .23940, 24088 .. 25901 , 




25944. .28662 






Seq. No. 


23094 


Seq. ID 


OJ990915_05.9B04.C11 


Gene No. 


48060 


Strand 


+ 



23330 




Start 


180*49 




End 


28662 




Name 


OJ990915_05.9B04.Cll.o5 


.np 


Method 


AAT/NAP 




Start 


O A A O C 

24085 


End 


28659 




GI 


4680179 




Score 


6559 




Exons 


24085 . . 28659 










GI Descrip. 


(AF111709) polyprotexn 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


o n A A A 

23094 




Seq. ID 


OJ990915_05 . 9B04 


. Cll 


Gene No. 


48061 




Strand 






Start 


2246 




End 


2672 . 




Name ■ 


OJ99U91o (Jo . 9B04 . Cll . Ol 


.gp 


Method 


7\ T\ m / /"I TV T"\ 

AAT/GAP 




Start 


A A A C 

224 6 




End 


2672 




GI 


none 




Score 


579 




Exons 


224 6 . . 2672 










Seq. No. 


23094 




Seq. ID 


OJ9909l5_05 . 9B04 


-Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.Cll.ol 


-ts 


Method 


TBLASTX : Soybean 




Start 


836 




End 


2500 




GI 


none 




Score 


A A 

92 




Exons 


836.-946, 874. .975, 2108. .2500, 2152. 


.24 99 




Seq. No. 


23094 




Seq. ID 


^■vtaaaa-ic ac: r\T\ r\ a 

OJ990915_05. 9B04 


.Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 . 




Name 


OJ990915 05.9B04.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


863 




End 


2500 




GI 


none 




Score 


79 




Exons 


863. .946, 886. .978, 2108. .2500, 2155. 


. 24 99 




Seq. No. 


23094 




Seq. ID 


OJ990915_05 . 9B04 


.Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2117 




End 


2386 




GI 


none 




Score 


387 




Exons 


2117. .2386, 2117. .2215, 


2146. . 


2385. 






Seq. No. 


23094 




Seq. ID 


OJ990915_05 . 9B04 


.Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.Cll.o9 


-tw 


Method 


TBLASTX : Wheat 




Start 


2299 




End 


2553 




GI 


none 




Score 


225 




Exons 


2299..25S3, 2300. .2506 










Seq. No. 


23094 




Seq. ID 


OJ990915_05 . 9B04 


.Cll 


Gene No . 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


3740 




End 


16415 




GI 


none 




Score 


.71 




Exons 


3740. .3950, 4207. .4454, 


5363. . 


5469, 5777.. 6122, 9690.. 9902, 



11267. . 11687, 12323. .12389, 12692 .. 12725, 1384 9 .. 13902 , 
14 114.. 14254, 148 64 .. 14 92 9, 15091. .152 95, 15874 .. 1597 6, 
16193. .16227, 16348. .16415 



23331 




Seer No 


23094 


Seq. ID 


OJ990915 05 9B04 


. Cll 


Gene No. 


48062 


Strand 






Start 


3740 


End 


16415 




Name 


OJ990915 05.9B04 .Cll.o2.gp 


Method 


AAT/GAP 




Start 


8441 


End 


9739 




GI 


none 


Score 


1086 




Exons 


8441. .8975, 9690. .9739 








Seq. No. 


23094 


Seq. ID 


OJ990915J35. 9B04 


.Cll 


gej^e No . 


48062 


Strand 






Start 


3740 


End 


16415 




Name 


OJ990915 05.9B04.Cll.o2.np 


Method 


AAT/NAP 




Start 


9684 


End 


11539 




GI 


2464914 


Score 


275 




Exons 


9684. .9902, 11267. .11539 








GI Descrip. 


(Z99708) hypothetical protein [Arabidopsis thaliana] 




cpa No 


23094 


Seq. ID 


OJ990915_05.9B04 


. Cll 


Gene No. 


48062 


Strand 






Start 


3740 


End 


16415 




Name 


OJ990915 05.9B04.Cll.o6.tm 


Method 


TBLASTX: Maize 




Start 


9690 


End 


11426 




GI 


none 


Score 


251 




Exons 


9690.. 9899, 9690.. 9902, 9691 


...9903, 11340. .11426 




Seq. No. 


23094 


Seq. ID 


OJ990915_05.9B04 


.Cll 


Qene No . 


48062 


Strand 






Start 


3740 


End 


16415 




Name 


OJ990915 05.9B04.Cll.o3.rip 


Method 


AAT/NAP 




Start 


12311 


End 


12855 




GI 


6539585 


Score 


175 




Exons 


12311. .12402, 12700. .12855 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23094 


Seq. ID. 


OJ990915_05.9B04 


.Cll 


Gene No. 


48062 


Strand 






Start 


3^0 ... 


End 


16415 




Name 


OJ990915 05.9B04.Cll.o7.tm 


Method 


TBLASTX: Maize 




Start 


13463 


End 


15300 




GI 


none 


Score 


75 




Exons 


13463. .13522, 134 65 .. 13524 , 


13627. .13719, 13629 13718 , 






13631. .13726, 1384 0 .. 13908 , 


13851. .13913, 13851. .13904, 






13852. .13905, 14114 .. 14254 , 


14123. .14251, 14861. .14929, 






14865. .14924, 15088 .. 15300 , 


15091. .15300 




Seq. No. 


23094 


Seq. ID 


OJ990915_05. 9B04 


.Cll 


Gene No. 


48062 


Strand 






Start 


3740' 


End 


16415 




Name 


OJ990915 05.9B04.Cll.o2.tc 


Method 


TBLASTX: Cress 




Start 


13469 


End 


15285 




GI 


none 


Score 


125 




Exons 


13469. .13540, 13621 .. 13716, 


13622. .13717, 14 119 .. 14 244 , 






'14123. .14251, 14126. .14254, 


14130. .14255, 14 8 61. .14 926, 






14861. .14929, 15088 .. 15285 , 


15137. .15271 




Seq. No. 


23094 


Seq. ID 


OJ990915_05. 9B04 


.Cll 



23332 




Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


O.7QQ0Q1 S fiS QRfid P1 1 




Method 


TBLASTX : Soybean 




Start 


13476 




End 


13913 




GI 


none 




Score 


61 




Exons 


13476. .13523, 13477. 


.13533, 


13478. .13522, 13616 .. 13711 , 






13621. .13719, 13630. 


.13716, 


13845. .13913, 13848 .. 13904 , 






13849. .13905 










Seq. No. 


23094 




Seq. ID 


OJ990915_05. 9B04 


.Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.C11 


.o4 .np 


Method 


AAT/NAP 




Start 


13478 




End 


16415 




GI 


2921510 




Score 


632 




Exons 


13478. .13522, 13621. 


.13713, 


13849. .13902, 14 114 .. 14254 , 






14864. .14929, 15091. 


.15321, 


16249. . 16415 




GI Descrip. 


(AF037459) clp-like 


energy-dependent protease [Fritillaria 




agrestis] 










Seq. No. 


23094 




Seq. ID 


OJ990915_05. 9B04 


. Cll 


Gene No. 


48062 




Strand 






Start 


3740 




End 


16415 




Name 


OJ990915 05.9B04.C11 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14135 




End 


15265 




GI 


none 




Score 


113 




Exons 


14135. .14251, 14135. 


.14254, 


14139. .14255, 14861 .. 14929, 






14865. .14921, 15082. 


.15264, 


15091. .15243, 15137.. 15265 




Seq. No. 


23094 




Seq. ID 


OJ990915_05. 9B04 


.Cll 




48063 




Strand 






Start 


24354 




End 


24894 




Name 


OJ990915 05.9B04.C11 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


24354 




End 


24717 




GI 


none 




Score 


291 




Exons 


24354. .24458, 24358. 


.24717, 


24483. .24716 




Seq. No. 


23094 




Seq. ID 


OJ990915_05. 9B04 


.Cll 


UC11C Liv • 


48063 




Strand 






Start 


24354 




End 


24894 




Name 


OJ990915 05.9B04.C11 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


24598 




End 


24894 




GI 


none 




Score 


198 




Exons 


24598.-24894, '24615. 


.24785 








Seq. No. 


23094 




Seq. ID 


OJ990915JD5. 9B04 


.Cll 




48064 




Strand 






Start 


25240 




End 


25647 




Name 


OJ990915 05.9B04.C11 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


25240 




End 


25560 




GI 


none 




Score 


208 




Exons 


25240. .25560 










Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No. ^ 


48064 




Strand 






Start 


25240 




End 


25647 




Name 


OJ990915 05.9B04.C11 


. 08 . tw 


Method 


TBLASTX: Wheat 





23333 




Start 


25293 




End 


25647 




GI 


none 




Score 


-.- 257 




Exons 


25293. .25388, 25294. 


.25647, 


25477.. 25611 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No. 


48065 




Strand 






Start 


25818 




End 


26328 




Name 


OJ990915 05.9B04.C11 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25818 




End 


26304 




GI 


none . • 




Score 


532 




Exons 


25818. .26261, 25822. 


.26304, 


25822. .26262 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No . 


48065 




Strand 






Start 


25818 




End 


26328 




Name 


OJ990915 05.9B04.C11 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25891 • 




End 


26328 




GI 


none 




Score 


358 




Exons 


25891. .26328, 25972. 


.26325 








Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No. 


48066 




Strand 






Start 


26245 




End 


26727 




Name 


OJ990915 05.9B04.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


26245 




End 


26640 




GI 


none 




Score 


57 




Exons 


26245.-26277, 26245. 


.26277, 


26281. .26325, 26288.-26422, 






26395. .26640, 26397. 


.26639 








Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 




48066 




Strand 






Start 


" 26245 




End 


26727 




Name 


OJ990915 05.9B04.C11 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


26364 




End 


26655 




GI 


none 




Score 


83 




Exons 


26364. .26447, 26391. 


.26654, 


26395. .26655 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No. 


48066 




Strand 






Start 


26245 




End 


26727 




Name 


OJ990915 05.9B04.C11 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


26388 




End 


26727 




GI 


none 




Score 


307 




Exons 


26388. .26645, 26407. 


.26727, 


26691. .26720 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No . 


48067 




Strand 






Start 


26656 




End 


27165 




Name 


OJ990915 05.9B04.C11 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


26656 




End 


27165 




GI 


none 




Score 


629 




Exons 


26656. .27165, 26656. 


.26955, 


26688. .27074 




Seq. No. 


23094 




Seq. ID 


,OJ990915_05.9B04 


.Cll 


Gene No. 


48067 




Strand 






Start 


26656 




Und 


27165 




Name 


OJ990915_05.9B04.C11 


. o5 . ts 


Method 


TBLASTX : Soybean 





23334 




Start 


26665 




End 


26907 




GI 


none 




Score 


197 




Exons 


26665. .26907 










Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 




48067 




Strand 






Start 


26656 




End 


27165 




Name 


OJ990915 05.9B04.C11 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


26728 




End 


27081 




GI 


. none 




Score 


477 • 




Exons 


26728. .27081, 26730. 


.26906, 


26770. .26955, 26931.. 26996 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 


.Cll 


Gene No . 


48068 




Strand 






Start 


27169 




End 


28667 




Name 


OJ990915 05.9B04.C11 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


27169 




End 


27648 




GI 


none 




Score 


586 




Exons 


27169. .27648, 27187. 


.27642, 


27264. .27647 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04, 


.Cll 


VJ die 1\ \ J . 


1 O \J \J o 




Strand 






Start 


27169 




End 


28667 




Name 


OJ9909L5 05.9B04.C11 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


27346 




End 


27672 




GI 


none 




Score 


90 




Exons 


27346. .27528, 27529. 


.27672, 


27594. .27671 




Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04, 


.Cll 


VjCIIC IN \J . 






Strand 






Start 


27169 




End 


28667 




Name 


OJ990915 05.9B04.C11 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


27436 




End 


27696 




GI 


none 




Score 


299. 




Exons 


27436. .27696 










Seq. No. 


23094 




Seq. ID 


OJ990915_05.9B04 . 


,C11 


Gpnp No 


48068 




Strand 






Start 


27169 




End 


28667 




Name 


OJ990915 05.9B04.C11. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


27494 




End . 


27786 




GI 


none 




Score 


391 




Exons 


27494. .27682, 27496., 


,27786, 


27565. .27777, 27597.. 27782 




Seq. No. 


23094 




Seq. ID 


OJ990915JD5.9B04. 


Cll 


Genp No 


48068 




Strand 






Start 


27169 




End 


28667 




Name 


OJ990915 05.9B04.C11. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


27655 




End 


28281 




GI 


none 




Score 


672 • 




Exons 


27655. .28281, 27711.. 


28280 








Seq. No. 


23094 




Seq. ID 


OJ990915_05. 9B04 . 


Cll 


Gene No. 


48068 




Strand 






Start 


27169 




End 


28667 




Name 


OJ990915 05.9B04.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


27835 




End 


28422 





23335 



GI 

Exons 



none Score 226 

27835. .27996, 2784 1 .. 27987, 27843 .. 27989, 27994 .. 28092 , 

27994. .28062, 27996 .. 28091, 28153 .. 28422, 28161. .28421 



Seq. No. 23094 Seq. ID 

Gene No. 48068 Strand 

Start 27169 End 

Name OJ990915_05.9B04.Cll.o5.tw Method 

Start 28281 End 

GI none Score 

Exons 28281. .28550, 28282.. 28614 



OJ990915_05 . 9B04 .Cll 
28667 

TBLASTX: Wheat 

28614 

360 



Seq. No. 23094 

Gene No. 48068 

Start 27169 

Name OJ990915_05 . 9B04 . Cll . olO . tm 

Start 28423 

GI none 

Exons 28423. .28635, 28455 .. 28544, 28605.. 28667 



Seq. ID OJ990915_05. 9B04 .Cll 
Strand 

End 28667 

Method TBLASTX : Mai ze 

End 28667 

Score 202 



Seq. No. 23095 Seq. ID OJ990915_ 

Gene No. 48069 Strand + 

Start 223 . End 3958 

Name OJ990915_05 . 9B04 . C12 . ol . gs • Method GENS CAN 

Start ' 223 End 3958 

GI none Score ■ .58 

Exons 223.. 517, 2204.. 2308, 3372.. 3958 



05. 9B04.C12 



Seq. No. 


23095 


Seq. ID 


OJ990915_05.9B04.C12 


Gene No. 


48069 


Strand 


+ 


Start 


223 


End 


3958 


Name 


OJ990915 05. 9B04.C12.ol.np 


Method 


AAT/NAP 


Start 


3482 


End 


3913 


GI 


3128177 


Score 


349 


Exons 


3482. .3913 






GI Descrip. 


(AC004521) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


23095 


Seq. ID 


OJ990915_05.9B04.C12 


Gene No. 


48070 


Strand 




Start 


3396 


End 


4163 


Name 


OJ990915 05.9B04.C12.ol.gp 


Method 


AAT/GAP 


Start 


3396 


End 


416.3 


GI 


2221 1.R1084 


Score 


1454 


Exons 


3396. .4163 






GI Descrip. 


'3128177 5.0e-24 (AC004521) 


unknown protein [Arabidopsis 



thaliana] 1 



Seq. No. 23095 

Gene No. 48071 

Start 5041 

Name OJ990915_05 . 9B04 . C12 . ol . tm 

Start 3463 

GI none • 
Exons 



Seq. ID OJ990915_05.9B04.C12 
Strand 

End 10018 

Method TBLASTX : Mai ze 

End 3868 

Score 601 



3463.. 3597, 3467.. 3868, 3479.. 3601, 3715.. 3864, 3779.. 3868 



Seq. No. 
Gene No. 



23095 
48071 



Seq. ID OJ990915_05.9B04.C12 
Strand- 



23336 




Start 


5041 






End 


10018 


Name 


OJ990915 05.9B04 


C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3482 






End 


3865 


GI 


none 






Score 


185 


Exons 


3482.. 3649, 3487 


.3597, 


3692 


..3865, 3718. .3864 


Seq. No. 


23095 






Seq. ID 


OJ990915_05 . 9B04 .C12 


Gene No. 


48071 






Strand 




Start 


5041 






End 


10018 


Name 


OJ990915 05.9B04. 


C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3482 






End 


3865 


GI 


none 






Score 


182 


Exons 


3482.-3649, 3482. 


.3601, 


3686 


..3865, 3718. .3864 


Seq. No. 


23095 






Seq. ID 


OJ990915_05.9B04.C12 


Gene No. 


48071 






Strand 




Start 


5041 






End 


10018 


Name 


OJ990915 05.9B04. 


C12.o2 


.gs 


Method 


GENSCAN 


Start 


5041 






End 


9663 


GI 


none 






Score 


.51 


Exons 


5041. .5209, 5701. 


.5902, 


6048 


..6224, 8069. .8170, 8994. .9141, 




9496. .9663 










Seq. No. 


23095 






Seq. ID 


OJ990915_05.9B04.C12 


Gene No. 


48071 






Strand 




Start 


5041 






End 


10018 


Name 


OJ990915 05.9B04. 


C12.o2 


cro 


Method 


AAT/GAP 


Start 


8360 






End 


10018 


GI 


15337 1.R1084 






Score 


1945 


Exons 


8360. .9141, 9496. 


.9663, 


9944 


. .10018 




GI Descrip. 


1 282678 6/emb|CAA71844 | 


5.0e- 


41 (Y10905 


) RAPB protein [Oryza 




sativa] ■ 










Seq. No. 


23095 






Seq. ID 


OJ990915_05.9B04.C12 


Gene No. 


48071 






Strand 




Start 


5041 






End 


10018 


Name 


OJ990915_05.9B0£. 


C12.o2 


.np 


Method 


AAT/NAP 


Start 








\ End 


10014- .■ :<:■ 


GI- 


282l>7:$6 i S - * . . 






" S.cpre 


.279 . : ' - - ■ 


Exons 


8800.'. §W2, 9071. 


.9141, 


9496 


. .9663, '9944. .10014 


GI Descrip. 


(Y10905) RAPB protein [Oryza 


sativa] 




Seq. No. 


23095 






Seq. ID 


OJ990915_05.9B04.C12 


Gene No # 


48071 






Strand 




Start 


5041 






End 


10018 


Name 


OJ990915 05.9B04. 


C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9065 






End 


9636 


GI 


none 






Score 


95 


Exons 


9065.. 9142, 9073. 


.9144, 


9487 


. .9636, 9500. .9634 


Seq. No. 


23096 






Seq. ID 


OJ990915_05.9B04.C13 


Gene No. 


48072 






Strand 




Start 


1217 






End 


1697 


Name 


OJ990915 05.9B04. 


C13.ol 


.gp 


Method 


AAT/GAP 


Start ' 


1217 






End 


1697 


GI 


none 






Score 


748 


Exons 


1217.. 1256, 1345. 


.1697 









23337 




Qon KI/-\ 
Ocvj. 1NO ■ 


O "5HQ7 
t jUU / 




Can T n 






Gene No. 


48073 




Strand 






Start 


24 




End 


338 




Name 


OJ990915 05 


.9B04.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


23 




End 


243 




GI 


none 




Score 


240 




Exons 


23. .139, 27 


..239, 28. .189, 28 


. .243 
















PI 4 


Gene No. 


48073 




Strand 






Start 


24 




End 


338 




Name 


OJ990915 05 


.9B04.C14.ol.gs 


Method 


GENSCAN 




Start 


24 




End 


338 




GI 


none 




Score 


.74 




Exons 


24. .338 










Qe>rr Mo 


<J \J Zf o 






O.7QQ0Q1 S OS QRD4 


PI S 


Gene No. 


48074 




Strand 


+ _ 




Start 


1 




End 


2431 




Name 


OJ990915 05 


. 9B04 .C15.ol..gp 


Method 


AAT/GAP 




Start 


1 




End 


320 




GI 


none 




Score 


298 




Exons 


1..54', 216. 


.320 








O c LJ • IN U . 


23098 




Seq. ID 




PI R 


Gene No. 


48074 




Strand 


+ — 




Start 


1 




End 


2431 




Name 


OJ990915 05 


.9B04.C15.ol.gs 


Method 


GENSCAN 




Start 


216 




End 


1999 




GI 


none 




Score 


.71 




Exons 


216. .456, 577. .714, 1719. .1842, 1887.. 


1999 




Seq. No. 


23098 




Seq. ID 


OJ990915_05. 9B04. 


C15 




48074 




Strand 


1 




Start 


1 




End 


2431 




Name 


OJ990915 05 


.9B04.C15.o2.tm . 


Method 


TBLASTX: Maize 




Start 


571 




End . • 


1516 




GI : "" ' 


none V. .. 




Score . 


59 ..." * ' ■ 




Exons 


571. .621, 575. .631, 575. .631, 


626. .667 


, 1182.. 1241, 1184 


. .1240, 




1259. .1516, 


1277. .1498 








Od^. LNvJ . 


23098 




Seq. ID 




pi r 


Gene No. 


48074 




Strand 






Start 


1 




End 


2431 




Name 


OJ990915 05, 


.9B04.C15.o2.gp 


Method 


AAT/GAP 




Start 


1350 


End 


2431 




GI 


none 




Score 


1786 




Exons 


1350. .1622, 


1719. .2431 








Seq. No'. 


23098 




Seq. ID 


OJ990915_05. 9B04. 


C15 


Gene No. 


48074 




Strand 


+ 




Start 


1 




End 


2431 




Name 


OJ990915 05, 


.9B04.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1716 




End 


2069 




GI 


none 




Score 


109 




Exons 


1716. .1802, 


1809.. 1859, 1956., 


.2069, 1986.. 2069 





23338 










Seq. ID 


OJ990915 


Uj . ynUn . LIO 


Gene No. 


48074 




Strand 


+ 




Start 


1 




End 


2431 




Name 


OJ990915 05.9B04.C15.ol. 


, tm 


Method 


TBLASTX:! 


Maize 


Start 


1772 




End 


2084 




GI 


none 




Score 


134 




Exons 


1772. .1861, 1773. .1862, 


1831. 


.2070, 1869. .2084, 


1871. .2068 




j \j _? _? 




Seq. ID 


OJ990915 


UO-. yoUfi . LID 


Gene No. 


48075 




Strand 


+ 




Start 


407 




Hi 1 1U 


Z> «J Z> 




Name 


OJ990915 05.9B04.C16.ol. 


.gs 


rJtr LtlUU 


OEjLMDLralN 




Start 


407 






y o z? 




GI 


none 




Score 






Exons 


407. .451, 823. .939 










iJC^i IN U . 






Seq. ID 


OJ990915 


U 3 . ^DU4 . LI / 


Gene No. 


48076 




Strand 


+ ' ■ " 




Start 


447 




CjXLKJ. 


S74 




Name 


OJ990915 05.9B04.C17.ol. 


gs 


\A /~v ^ V"i ^\ 

rie t.noa 






Start 


• 447 




Cjiiu. 


R7 A 




GI 


none - 




Score 


p 




Exons 


447. .574 










O G (4 • IN (J . 


i JlUU 




C a « T Pi 

beq. ID 


pi TQ QAQI C 

uj y yuy id 


UO . yt5U4 .LI / 


Gene No. 


48077 




Strand 






Start 


2788 




End 


2943 




Name 


OJ990915 05.9B04.C17.o2. 


gs 


Method 


GENS CAN 




Start 


2788 




End 


2943 




GI 


none 




Score 


.85 




Exons 


2788. .2943 










Seq. No. 


23101 




Seq. ID 


OJ990915_ 


_05.9B04.C19 


Gene No. 


48078 




Strand 


+ 




Start 


1 




End 


687 




Name 


OJ990915 05.9B04.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


687 




GI 


453943** 




Score 


483 




Exoris 


1..687 - 











GI Descrip. (AL049523) putative reverse-transcriptase-like protein 
[Arabidopsis thaliana] 

OJ990915_05.9B04.C19 
+ 

687 

TBLASTX : Soybean 
551 
204 



OJ990915_05.9B04.C19 
+ 

687 

TBLASTX :Maize 
685 
229 

23339 



Seq. No. 23101 Seq. ID 

Gene No. 48078 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 . C19 . ol . ts Method 

Start 291 End 

GI . none Score 

Exons 291.. 551 



Seq. No. 23101 Seq. ID 

Gene No. 48078 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 . C19 . ol . tm • Method 

Start 315 End 

GI hone Score 



Exons 315.. 551, 326.. 517, 602.. 685 

Seq. No. 23101 Seq. ID 

Gene No. 48078 Strand 

Start 1 End 

Name OJ990915_05 . 9B04 . C19 . ol . tw Method 

Start 330 End 

GI none Score 

Exons 330.. 551 



OJ990915_05.9B04.C19 
+ 

687 

TBLASTX: Wheat 

551 

189 



Seq. No. 23102 

Gene No. 48079 

Start 1 

Name OJ990915_05 . 9B04 . C21 . ol . gp 

Start 1 

GI none 

Exons 1..291 



Seq. ID OJ990915_05.9B04.C21 

Strand + 

End 416 

Method AAT/GAP 

End 291 

Score 4 99 



Seq. No. 23102 Seq. ID 

Gene No. 48079 Strand 

Start 1 ■ End 

Name OJ990915_05 . 9B04 . C21 . ol . gs Method 

Start 109 End 

GI none Score 

Exons 109.. 175, 267.. 416 



OJ990915_05.9B04.C21 
+ 

416 

GEN SCAN 

416 

.79 



Seq. No. 23103 Seq. ID 

Gene No. 48080 Strand 

Start 45 End 

Name OJ990915_04 . 9B04 . C2 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 133, 1167.. 1241, 2085.. 2199 



OJ990915_04.9B04.C2 
+ 

2199 
GENSCAN 
2199 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

GI Descrip. 



23103 



Seq. ID OJ990915_04.9B04.C2 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



48080 Strand f 

45 End 2199 

OJ990915_04 . 9B04 .C2.ol.np Method AAT/NAP 

15.89 " ' '.' ( - * End- ' ".-1805 

"606964 6 - ' Score v 153 

1589. .1805 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



23103 Seq. ID 

48081 Strand 

4507 End 

OJ990915_04 . 9B04 . C2 . o2 . gs Method 

4507 End 

none Score 



OJ990915_04.9B04.C2 
+ 

10296 
GENSCAN 
10296 
. 9 



4507. .4749, 4821. .5018, 5140. .5256, 6455. .6620, 9890. .10296 



48081 



Seq. ID OJ990915_04 . 9B04 . C2 
Strand + 



23340 




Start 


4507 




End 


10296 


Name 


OJ990915 04. 


9B04.C2.o2.np 


Method 


AAT/NAP 


Start 


4543 




End 


10293 


GI 


1620369 




Score 


750 


Exons 


4543. .4749, 


4821.. 5018, 6455.. 6620, 9890.. 10293 


GI Descrip. 


(Y08781) peroxidase ATP22a 


[Arabidopsis thaliana] 


Seq. No. 


23103 




Seq. ID 


OJ990915 04.9B04.C2 


Gene No. 


48081 




Strand 


+ 


Start 


4507 




End 


10296 


Name 


OJ990915 04 


9B04.C2.ol.tc" 


Method 


TBLASTX: Cress 


Start 


4605 




End 


10286 


GI 


none 




Score 


134 


Exons 


4605 4748- 


4618. .4743, 4808. .4840, 4815. .4862, 4854. .5018 




4949 5017 


6436. .6621, 6458. .6622, 9886. .10281, 10122. .10; 


Seq. No. 


23103 




< Seq. ID 


OJ990915_04.9B04.C2 


Gene No. 


48081 




Strand 


+ 


Start 


4 S07 




End 


10296 


Name 


OJ990915 04. 


9B04.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4618 




End 


10284 


GI 


none 




Score 


128 ■ ■ 


Exons 


4 fil ft 474 3 


4815. .4844, 4854. .5018, 6436. .6621, 6458. .6622, 




Qfiftfi -1ft?ft4 


10011. .10088, • 


10122. : 10280 


Seq. No. 


23103 




Seq. ID 


OJ990915 04 9B04 C2 




4ft nft 1 




Strand 


+ ■ _ 


Start 


4507 




End 


10296 


Name 


OJ990915 04. 


9B0'4.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


4815 




End 


5021 


GI 






Score 


329 


Exons 


4ft 1 S 


4820. .5020 






Seq. No. 


23103 




Seq. ID 


OJ990915 04.9B04.C2 


Gene No 


4ft0ft 1 




Strand 


"+'*-*' 


Start 


4507 




End 


10296 


Name 


OJ990915 04. 


9B04.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


988 6 

-/ (J o u 




End 


10161 








Score : 


460 


Exons 


Qftftfi i ni fii 


9888. .10160 






Seq. No. 


?31 03 




Seq. ID 


OJ990915_04.9B04.C2 




4ftf)ft 1 

*i O \J O X 




Strand 


+ 


Start 


4507 




End 


10296 


Name 


OJ990915 04. 


9B04.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


10161 




End 


10286 


GI 


none 




Score 


188 


Exons 


10161. .10286 


, 10162.. 10284 






Seq. No. 


23104 




Seq. ID 


OJ990915_04.9B04.C3 


Gene No. 


48082 




Strand 


+ 


Start 


855 




End 


8935 


Name 


OJ990915 04. 


9B04.C3.ol.gs 


Method 


GEN SCAN 


Start 


855 




End 


8780 


GI 


none 1 




Score 


.95 


Exons 


6^..933, 2268.. 2408, 2560. 


.2648, 4264 


..4383, 4500. .4736, 



5514. .6398, 6494. .6598, 6681.. 6825, 6907. .7071, 7152. .7390, 



23341 



7485. .7517, 7601. .7682, 7778.-7938, 8043. .8216, 8310. .8492, 
8593. .8780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23104 
48082 
855 

OJ990915_04.9B04.C3.ol.np 

2607 
1076809 



Seq. ID OJ990915_04.9B04.C3 

Strand + 

End 8 935 

Method AAT/NAP 

End 8935 

Score 3955 



2607-.. 2648, 4264. .4383, 4500. .4736, 5514. .6398, 6494. .6598, 
6681. .6825, 6907. .7071, 7152. .7390, 7485. .7517, 7601. .7682, 
7778. .7938, 8043. .8216, 8310. .8492, 8593. .8780, 8916. .8935 
H+-transporting ATPase (EC 3.6.1.35) - maize 

gi I 758355 |emb|CAA59800| (X85805) H (+) -transporting ATPase [Zea 
mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23104 

48082 

855 

OJ990 

3900 

none 

3900. 

4487 . 

5511. 

6677. 

6952. 

7202. 

7773. 

8022. 

8585. 

8914. 



915 04.9B04.C3.ol.tm 



.3947, 
.4681, 
.6419, 
.6826, 
.7071, 
.7390, 
.7934, 
.8225, 
.8689, 
.8934 



4287. 
4497. 
5513. 
6678. 
6955. 
7485. 
7777. 
8027. 
8592. 



4385, 
4739, 
6397, 
6827, 
7122, 
7517, 
7938, 
8224, 
8780, 



4299. 
4497. 
6082. 
6711. 
7135. 
7487. 
7777. 
8264. 
8592. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4385, 
.4721, 
.6414, 
.6827, 
.7263, 
.7516, 
.7938, 
.8491, 
.8693, 



D OJ990915_04 .9B04 ,C3 
+ 

8935 

TBLASTX: Maize 
■8934 
63 

4300. .4398, 



4708, 
6490, 



.4746, 
,6600, 



6903. .7070, 
7145. .7393, 
7600. .7686, 
8011. .8103, 
8310. .8492, 
8596. .8781, 



4355, 
5491, 
6491, 
6906, 
7150, 



,4387, 
,6399, 
,6598, 
,7070, 
,7389, 



7601. .7684, 
8016. .8216, 
8331. .8492, 
8742. .8780, 



Seq. No. 


23104 










Seq. ID OJ990915 


_04.9B04.C3 


Gene No. 


48082 










Strand + 




Start 


855 










End 8935 




Name 


OJ990915 04 


.9B04. 


C3.ol. 


tc 


Method TBLASTX: 


Cress 


Start 


4263 










End 8789 




GI 


none 










Score .:/166 




Exons 


4263. 


.4394, 


4264. 


.4398,^ 


t 4487. 


.4681, 4497.. 4739, 


4497. .4721, 




5511. 


.6401, 


5512. 


.5712, 


5513. 


.6397, 6235.. 6411, 


6490. .6591, 




6491. 


.6601, 


6677. 


.6826, 


6678. 


.6827, 6680.. 6826, 


6711. .6827, 




6903. 


.7070, 


6906. 


.7067, 


6959. 


.7069, 7125.. 7229, 


7i32. .7230, 




7145. 


.7246, 


7150. 


.7239, 


7231. 


.7389, 7232.. 7393, 


-7485. .7532, 




7487. 


.7528, 


7601. 


.7684, 


7604. 


.7684, 7773. .7934, 


77.77. .7938, 




7777. 


.7938, 


7778. 


.7939, 


8013. 


.8225, 8019.. 8216, 


8027. .8224, 




8262. 


.8492, 


8303. 


.8500, 


8309. 


.8491, 8591.. 8683, 


8596. .8688, 




8704. 


.8781, 


8742. 


.8789 








Seq. No. - 


23104 










Seq. ID OJ990915 


_04 . 9B04 .C3 


Gene No. 


48082 










Strand + 




Start 


855 










End 8935 




Name 


OJ990915 04 


. 9B04. 


C3.o3. 


ts 


Method TBLASTX: 


Soybean 


Start 


4263 










End 5570 




GI 


none 










Score 166 




Exons 


4263 . 


. 438s, 


4264 . 


.4383, 


4487. 


.4681, 4497. .4751, 


4699. .4737, 




5511. 


.5570, 


5513. 


.5569 









23342 



Seq. No. 


23104 








Seq. ID 


OJ990915 04.9B04.C3 


Gene No . 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


OJ990915 04 


. 9B04 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4497 








End 


5778 


GI 


none 








Score 


83 


Exons 


4497. .4592, 


4592 


. .4672, 


4593. 


.4739, 4686. .4721, 4699. .4740, 




5475. .5777, 


5491 


. .5778, 


5492. 


.5563, 5511.. 5777 


Seq. No. 


23104 








Seq. ID 


OJ990915 04.9B04.C3 


Gene No. 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


OJ990915 04 


.9B04 


.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


4564 








End 


7316 


GI 


29715 1.R1084 






Score 


2941 


Exons 


4564. .4736, 


5514 


. .6398, 


6494 . 


.6598, 6681.. 6825, 6907. .7071, 




7152. .7316 












GI Descrip. 


, 1076809/pir| IS52739 0. 


0e+00 


H+-transporting ATPase (EC 




3.6.1.35) - 


maize >gi 758355 


emb CAA59800 (X85805) 




H (+) -transporting ATPase [Zea 


mays] 1 




Seq. No. 


23104 








Seq. ID 


OJ990915 04.9B04.C3 


Gene No . 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


OJ990915 04 


. 9B04 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5571 ~ 








End 


6827 


GI 


none 








Score 


1301 


Exons 


5571 6419 


5573 


6406, 


5 57 4 . 


.6407, 64 


36. .6605, 6491. .6598, 




6493 6600 


6677 


68?3 


667R 


.6824, 6711. .6827 


Seq. No. 


23104 








Seq. ID 


OJ990915_04.9B04.C3 


Gene No. 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


OJ990915 04 


.9B04 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5779 








End 


6161 


GI 


none 








Score 


315 


Exons 


5779. .6159, 


5780 


. .6160, 


5781. 


.6161, 5787. .6161 


Seq. No. 


23104 








Seq. ID 


OJ990915_04.9B04.C3 


Gene No. 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


OJ990915 04 


.9B04 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6536 








End 


8344 


GI 


none 








Score 


91 


Exons 


6536. .6598, 


6538 


. .6600, 


6538. 


.6600, 6545. .6604, 6677. .6826, 




6678. .6827, 


6679 


. .6846, 


6711. 


.6827, 6903.. 7070, 6904.. 7071, 




6905. .7069, 


6906 


. .7070, 


6958. 


.7071, 7125. .7370, 7132. .7263, 




7145. .7393, 


7150 


. .7389, 


7483. 


.7512, 74? 


34. .7513, 7485. .7517, 




7601. .7684, 


7601 


. .7684, 


7773. 


.7937, 7777. .7938, 8022. .8225, 




8045. .8224, 


8155 


. .8232, 


8303. 


.8344, 8310. .8342 


Seq. No. 


23104 








Seq. ID 


OJ990915_04. 9B04.C3 


Gene No. 


48082 








Strand 


+ 


Start 


855 








End 


8935 


Name 


Oj99091s 04 


. 9B04 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6903 








End 


8789 



23343 



GI 

Exons 



none Score 268 

6903. .7070, 6909. .7070, 7132. .7263, 7145.. 7393, 7150.. 7389, 

7484. .7516, 7600. .7686, 7604. .7684, 7773.. 7934, 7777.. 7938, 

7777. .7938, 8026. .8184, 8027. .8224, 8034. .8225, 8303. .8473, 

8309. .8491, 8331. .8492, 8331. .8492, 8591. .8680, 8592.. 8687, 

8596. .8697, 8695. .8781, 8742. .8789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23104 Seq. ID 

48082 _ Strand 
855 End'-' 
OJ990915__04 . 9B04 . C3 . o2 . gp Method 
7770 End 
17527_1.R1084 Score 
7770. .7938, 8043. .8216, 8310. .8492, 8593. .8780 
, 1076809/pir| IS52739 1.0e-138 H+-transporting ATPase (EC 
3.6.1.35) - maize >gi_758355_emb_CAA59800_ (X85805) 
H { + ) -transporting ATPase [Zea mays] 1 



OJ990915_04.9B04.C3 
+ 

8935 
AAT/GAP 
8780 
1348 



23104 Seq. ID 

48082 Strand 

855 End 

OJ990915_04 . 9B04 . C3 . o4 . tw Method 

8345 End 

none Score 



8345. .8491, 8346. .8492, 8352. .8492, 8458. .8502, 8582 
8585. .8686, 8592. .8702, 8592. .8696, 8596. .8703 



OJ990915_04.9B04.C3 
+ 

8935 

TBLASTX: Wheat 

8703 

262 

8683, 



Seq. No. 23105 - Seq. ID 

Gene No. 48083 Strand 

Start 1861 End 

Name OJ990915_04 . 9B04 . C4 . ol . gs Method 

Start 1861 End 

GI none Score 

Exons 1861.. 1967, 2321.. 2591 



OJ990915_04.9B04.C4 
+ 

2591 
GEN SCAN 
2591 
.55 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23105 
48084 
1 

QJ990915_G'4 . 9B04.C4.ol. gp ■ 

1 ' 

17527_1.R1084 
1. .53 

'1076809/pir| IS52739 1.0e-138 H+-transporting ATPase (EC 
3.6.1.35) - maize >gi_758355_emb_CAA59800_ (X85805) 
H (+) -transporting ATPase [Zea mays] f 



Seq. ID OJ990915_04.9B04.C4 
Strand 

End 53 

Method AAT/GAP 

End 53 

Score 82 



23105 
48085 
3985 

OJ990915_04 . 9B04 .C4 .o2.gs 

3985 

none 

3985.. 4043, 4272.. 4380 



Seq. ID OJ990915_04.9B04.C4 
Strand 

End 4 380 

Method GENSCAN 

End 4 380 

Score .48 



Seq. No. 
Gene No. 
Start 



23106 
48086 
50 



Seq. ID OJ990915 04.9B04..C5 
Strand + 
End 364 



23344 



Name OJ990915_04 . 9B04 . C5 . ol . gs Method GENSCAN 

Start 50 End 364 

GI none Score .56 

Exons 50.. 224, 237.. 364 



Seq. No. 


23106 






Seq. ID 


OJ990915_04.9B04.C5 


Gene No. 


48087 






Strand 


- 


Start 


2267 






End 


3367 


Name 


OJ990915 04 


.9B04.C5.o2. 


gs 


Method 


GENSCAN 


Start 


22.67 






End 


3367 


GI 


none 






Score 


.7 


Exons 


2267. .2346, 


2773. .2927, 


3240. . 


3367 




Seq. No. 


23107 






Seq. ID 


OJ990915_04.9B04.C7 


Gene No. 


48088 






Strand 


+ 


Start 


5975 






End 


8882 


Name 


OJ990915 04 


.9B04.C7.ol. 


np 


Method 


AAT/NAP 


Start 


5975 






End 


8882 


GI 


6016502 






Score 


911 


Exons 


5975. .6669, 


8643. .8882 








GI Descrip. 


LIGULELESS1 


PROTEIN gi| 


1914845 


> (U89496) 


ligulelessl protein 




mays] 










Seq. No. 


23107 






Seq. ID 


OJ990915_04.9B04.C7 


Gene No. 


48088 






Strand 


+ 


Start 


5975 






End 


8882 


Name 


OJ990915 04 


.9B04.C7.o2. 


gs 


Method 


GENSCAN 


Start 


5975 




End 


6829 


GI 


none 






Score 


.66 


Exons 


5975. .6829 











Seq. No. 23107 

Gene No. 48088 

Start 5975 

Name OJ990915_04 . 9B04 . C7 . ol . gp 

Start 8729 

GI uC-osflcyp028d01bl 

Exons 8729.. 8800 

GI Descrip. 1 601 6502 /sp| 004003 | LG1_MAIZE 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_ 
+ 

8882 
AAT/GAP 
8800 
117 



04.9B04.C7 



4.0e-35 LIGULELESS1 PROTEIN 



>gi_1914845 (U89496) ligulelessl protein [Zea mays] ' 



Seq. No. 23107 

Gene No. 48089 

Start 8635 

Name OJ990915_04 . 9B04 . C7 . ol . t s 

Start 6437 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C7 
Strand 
End 

Method 
End 
Score 



8749 

TBLASTX : Soybean 

8730 

56 



6437. .6484, 6470. .6634, 6523.-6543, 6560 .. 6670, 6585 6608 , 
6622.. 6690, 8632.. 8730 



Seq. No. 23107 Seq. ID 

Gene No. 48089 Strand 

Start 8635 ^ End 

Name OJ990915_04 . 9B04 . C7 . o3 . gs Method 

Start 8635 End 

GI none Score 

Exons 8635.. 8749 



OJ990915_04.9B04.C7 

8749 
GENSCAN 
8749 
.73 



23345 



Seq. No. 23108 Seq. ID 

Gene No. 48090 Strand 

Start 70 End 

Name OJ990915_04 . 9B04 . C9 . ol . gs Method 

Start 70 End 

GI none Score 

Exons 70.. 177, 595.. 629 



OJ990915_04.9B04.C9 
629 

GENSCAN 

629 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No... 

Gene No;. • . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23109 Seq. ID 

48091 Strand 

1217 End 
OJ990915_04 .9B04.C10.ol.gs Method 

1217 End 

none Score 

1217. .1400, 1705. .1722 



OJ990915_04.9B04.C10 
+ 

1895 
GENSCAN 
1722 
.89 



OJ990915_ 
.+ 

1895 
AAT/GAP 
1895 
1105 



04.9B04.C10 



23109 Seq. ID 

48091 Strand 
1217 End 
OJ990915_04 . 9B04 . C10 . ol . gp Method 
1325 End 
26033_1.R1084 Score 
1325. .1895 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



23109 
48092 
5652 

OJ990915_04 . 9B04 . C10 . o2 . np 
5652 
4680183 
5652.. 5722, 6333.. 6422 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990915_04. 9B04.C10 

Strand + 

End 6422 

Method AAT/NAP 

End 6422 

Score 199 



23109 Seq. ID 

48093 Strand 
6770 End 
OJ990915_04 . 9B04 . C10 . o2 . gp Method 
6770 End 
1631463 Score 
6770. .6857 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990915_04.9B04.C10 
+ 

6857 
AAT/GAP 
6857 
83 



23109 Seq. ID 

48094 Strand 

9864 End 

OJ990915_04 . 9B04 . C10 . o4 . np Method 

9864 End 

6063557 Score 



OJ990915_04.9B04.C10 
+ 

10669 
AAT/NAP 
10669 
336 



9864... 10046, 10295 .. 10427, 10623.. 10669 

(AFOOOblb) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



23346 



Seq. No. 23109 

Gene No. 48095 

Start 1415 

Name OJ990915_04 . 9B04 . CIO . ol . tm 

Start 1020 

GI none 

Exons 1020.. 1109, 1020.. 1109, 1219, 
1693. .1788 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_04 . 9B04 .C10 
10669 

TBLASTX: Maize 

1788 

68 



.1404, 1224. .1400, 1603. .1647, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23109 
48095 
1415 

OJ990915_04 . 9B04 . C10 . ol . np 



OJ990915 04.9B04.C10 



Seq. -ID _ 
Strand 

End 10669 
Method AAT/NAP 
End 3480 
Score 208 
.3480 

(AC007591) Similar to gb|AB008104 ethylene responsive element 
binding factor 2 from Arabidopsis thaliana and contains an 
PF 1 00847 AP2 domain. EST gb|AA728476 comes from this gene. 



1415 
5103834 
1415. .1486, 



3051.. 3250, 3401. 



23109 
48095 
1415 

OJ990915_04 . 9B04 .C10 . o2 . gs 

2902 

none 

2902.. 3250, 3767.. 3969, 6783. 
7675. .7798, 8834. .8931, 9273. 
10518. .10616 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 04.9B04.C10 



10669 
GENSCAN 
10616 
. 63 

6896, 7188.. 7454, 7499. 
9343, 9427.. 9602, 9767. 



,7590, 
, 9859, 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23109 Seq. ID 

48095 Strand 

1415 , End 10669 

OJ990915_04 . 9B04 . C10 . o3 . np Method AAT/NAP 

6995 End 10669 

81286 Score 177 

6995. .7111, 7323. .7443, 7769. .7917, 7988. .8303, 



OJ990915 04.9B04.C10 



10623. .10669 



extensin - Volvox carteri ( fragment) . gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



23110 Seq. ID 

48096 Strand 
267 End 
OJ990915_04 . 9B04 .Cll . ol . gs Method 
267 End 
none Score 
267. .390, 786. .985, 1471. .1557 

23110 Seq. ID 

48097 Strand 
2769 End 
OJ990915_04 . 9B04 . Cll . o2 . gs Method 
2769 End 
none - Score 
2769. .2969 



04.9B04.C11 



OJ990915 
+ 

1557 
GENSCAN 
1557 
.47 



OJ990915_04.9B04.C11 

2969 
GENSCAN 
2969 
.93 



Seq. No. 



23111 



Seq. ID OJ990915 04.9B04.C13 



23347 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48098 'Strand 
3650 End 
OJ990915_04 . 9B04 .C13.o2 .gp Method 
3592 End 
uOosflm202109e07bl Score 



+ 

7429 
AAT/GAP 
4602 
982 



3592. .3910, 4061. .4085, 4304. .4419, 4526. .4602 

, 1922251/emb|CAA72793| 5.0e-37 (Y12072) farnesyl pyrophosphate 
synthase [Gossypium arboreum] 1 



23111 
48098 
3650 

OJ990915_04 . 9B04 .C13.o2 .gs 

3650 

none 

3650. .3910, 4061. .4085, 4304. 
5697. .5741, 5815. .5904, 5979. 
7352.. 7429 



Seq. ID OJ990915_04.9B04.C13 

Strand + 

End 7429 

Method GENS CAN 

End 7429 

Score .52 

.4419, 4895. .5001, 5117. .5168, 
.6050, 6157. .6281, 7072. .7246, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9$0915_04 . 9B04.C13 
+ 

7429 
AAT/NAP 
6282 
698 

,4612, 4707, 
,5741, 5815, 



.4823, 
.5904, 



23111 Seq. ID 

48098 Strand 
3650 End 
OJ990915_04 . 9B04 . C13 . o3 . np Method 
3774 End 
1346033 Score 
3774. .3910, 4061. .4085, '4304. .4419, 4526. 
4913. .5001, 5117. .5172, 5536 .. 5627 ,. 5697 . 
■5979.. 6050, 6157.. 6282 

FARNESYL PYROPHOSPHATE SYNTHETASE (FPP SYNTHETASE) (FPS) 
(FARNESYL DIPHOSPHATE SYNTHETASE) [INCLUDES: 

DIMETHYLALLYLTRANSFERASE ; GE RAN YL TRANS TRANSFERASE ] gi | 662368 
(L39789) farnesyl pyrophosphate synthetase [Zea mays] 

23111 - Seq. ID OJ990915_04.9B04.C13 

48098 Strand + 

3650 End 7429 

OJ990915_04 . 9B04 . C13 . o3 . gp Method AAT/GAP 
5122 End 6360 

uC-osflcyp053f03bl Score' 938 

5122.. 5168, 5533.. 5627, 5697. 
6157. .6360 

'2073375/dbj |BAA19856| 4.0e-51 (D85317) farnesyl pyrophosphate 
synthase [Oryza sativa] >gi_406382 9_dbj_BAA3627 6_ (AB021747) 
farnesyl diphosphate synthase [Oryza sativa] f 



,5741, 5815. .5904, 5979. .6050, 



23111 
48099 
246 

OJ990915_04 . 9B04 . C13 . o2 . tm 

204 

none 

204. .323, 204. .317, 331. .435, 
435. .479 



OJ990915_04.9B04.C13 
3342 

TBLASTX: Maize 

479 

160 



Seq. ID 
Strand 
End 

Method 
End 
Score 

376. .417, 413. .436, 434. .478, 



Seq. No. 
Gene No. 
Start 



23111. 
48099 
246 



Seq. ID 

Strand 

End 



OJ990915 04.9B04.C13 



3342 



23348 




Name 


OJ990915 04 


.9B04.C13.ol, 


.gs 


Method 


GENSCAN 


Start 


246 






End 


3342 


GI 


none 






Score 


.64 


Exons 


246.-662, 849. .1066, 1211. .1352, 1665. 


.1778, 2183. .2288, 




2577. .2690, 


3188. .3342 








Seq. No. 


23111 






Seq. ID 


OJ990915_04.9B04.C13 


uCilC ViKJ . 


48099 






Strand 




Start 


246 






End 


3342 


Name 


OJ990915 04 


.9B04.C13.ol, 


,gp 


Method 


AAT/GAP 


Start 


640 






End 


876 


GI 


none 






Score 


215 


Exons 


640. .716, 818. .876 








Seq. No. 


23111 






Seq. ID 


OJ990915_04.9B04.C13 


UC11C IM\J * 


48099 






Strand 




Start 


246 






End 


3342 


Name 


OJ990915 04 


.9B04.C13.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


640 






End 


938 


GI 


none 






Score 


62 


Exons 


640. .717, 640. .723, 817. 


, .924, 


820. . 924 


, 825.. 938 


Seq. No. 


23111 






Seq. ID* 


OJ990915_04.9B04.C13 


Gene No. . 


48099 






Strand 




Start 


246 






End 


3342 


Name 


OJ990915 04 


.9B04.C13.o2. 


,np 


Method 


AAT/NAP 


Start 


676 






End 


929 


GI 


6633826 






Score 


102 


Exons 


676. .713, 803. .929 








GI Descrip. 


(AC009519) 


F1N19.22 [Arabidopsis thaliana] 


Seq. No. 


23111 






Seq. ID 


OJ990915_04.9B04.C13 


Gene No. 


48100 






Strand 




Start 


3797 






End 


7844 


Name 


OJ990915 04 


.9B04.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3797 






End 


6285 


GI 


none 






Score 


69 


Exons 


3797. .3904, 


4302. .4421, 


4303. 


.4422, 4529. .4615, 4697. .4825, 




4703. .4825, 


4704. .4826, 


4904. 


.4996, 4924. .4992, 5118. .5174, 




5540. .5620, 


5541. .5627, 


5694. 


.5759, 5694.. 5759, 5812.. 5913, 




5814. .5867, 


6154. .6285 








Seq. No. 


23111 






Seq. ID 


OJ990915_04.9B04.C13 


Gene No. 


48100 






Strand 




Start 


3797 






• End 


7844 


Name 


OJ990915 04 


.9B04.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4297 






End 


7844 


GI 


none 






Score 


150 


Exons 


4297. .4419, 


4302. .4421, 


4303. 


.4422, 4526. .4615, 4529. .4615, 




4704. .4826, 


4904. .4996, 


5118. 


.5174, 5120. .5206, 5541. .5627, 




5545. .5628, 


5694. .5759, 


5694. 


.5759, 7731. .7808, 7797. .7844 


Seq. No. 


23111 






Seq. ID 


OJ990915_04.9B04.C13 


Gene No. 


48100 






Strand 




Start 


3797 






End ■ 


7844 


Name 


OJ990915 04 


.9B04.C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4302 






End 


7844 



23349 



GI 

Exons 



none Score 1.67 

4302. .4421, 4303. .4422, 4529. .4615, 4547. .4615, 4704. .4826, 

4706. .4834, 4904. .4996, 5118. .5174, 5541. .5627, 5658. .5759, 

5694. .5759, 5812. .5913, 5814. .5864, 5982. .6050, 6154. .6285, 

7731. .7808, 7824..7844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23112 
48101 
1 

OJ990915 
1 

6069646 
1..54, 500 

(AP000616) 



Seq. ID OJ990915_04.9B04.C14 
Strand 
End 

Method 
End 
Score 

920, 970. .1340 
similar to putative reverse transcriptase 



04.9B04.C14.ol.np 



OJ990915_04 
+ 

1340 
AAT/NAP 
1340 
924 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


23112 




Seq. ID 


OJ990915_04 . 9B04 


.C14 


Gene No. 


48102 




Strand 


- 




Start 


451 




End 


1961 




Name 


OJ990915 04.9B04.C3S4. 


ol . gs 


Method 


GENSCAN 




Start 


451 




End 


1961 




GI 


none 




Score 


.73 




Exons 


451. .818, 898. .1050, 


1153. . 


1205, 1891. 


.1961 




O C ^ • LNU t 


23112 




Seq. ID 


OJ990915_04. 9B04 


.C14 


Gene No. 


48102 




Strand 






Start 


451 




End 


1961 




Name 


OJ990915 04.9B04.C14. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


793 




End 


1310 




GI 


none 




Score 


116 




Exons 


793. .930, 917. .1078, 


1116. . 


1310 






Seq. No. 


23113 




Seq. ID 


OJ990915_04.9B04 


.C16 


Gene No. 


48103 




Strand 


+ 




Start 


311 




End 


1103 




Name 


OJ990915 04.9B04.C16. 


ol.gs 


Method 


GENSCAN 




Start 


311 


End 


801 




GI 


none 




Score 


. 97 




Exons 


311. .320, 728. .801 










Seq. No. 


23113 




Seq. ID 


OJ990915_04.9B04 


.C16 


Gene No. 


48103 




Strand 


+ 




Start 


311 




End 


1103 




Name 


OJ990915 04.9B04.C16. 


ol.gp 


Method 


AAT/GAP 




Start 


594 




End 


1103 




GI 


38782 1.R1084 




Score 


813 




Exons 


594. .1103 










GI Descrip. 


'6069643/dbj IAP000616 


.1IAP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


23113 




Seq. ID 


OJ990915_04 .9B04 


.C16 


Gene No. 


48104 




Strand 






Start 


I 




End 


3984 




Name 


OJ990915_04.9B04.C16. 


ol .np 


Method 


AAT/NAP 





23350 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



3984 
89 



4680186 

1..288, 790. .853, 3940. .3984 

(AF111709) unknown [Oryza sativa subsp. indica] 



23113 
48104 
1 

OJ990915_04.9B04.C16.o2.gs 

1535 

none 

1535. .1872, 1979. .2243 

23113 
48105 
4483 

OJ990915_04 . 9B04 .C16.o3.gs 

4483 

none 



Seq. ID OJ990915__04.9B04.C16 
Strand 

End 3984 

Method- GENSCAN 

End 2243 

Score .98 



Seq. ID OJ990915_04.9B04.C16 
Strand 

End 7555 

Method GENSCAN 

End 7555 

Score .42 



4483. .4751, 5157. .5552, 5981. .6164, 6232. .6518, 6606. .6791, 
7261. .7555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



23114 
48106 
1 

OJ990915_04.9B04.C17.ol.np 
1 

3080420 



Seq. ID OJ990915_04.9B04.C17. 

Strand + s^:' 

End 2755 

Method AAT/NAP 

End 2755 

Score 479 



1..53, 1737. .1938, 2157. .2341, 2498. .2755 

(AL022604) putative sugar transporter protein [Arabidopsis 
thaliana] 



Seq. No. 23114 

Gene No. 48106 

Start 1 

Name OJ990915JD4 . 9B04 . C17 . ol . gs 

Start 93 

GI none 

Exons 93. .250 



Seq. ID OJ990915_04.9B04.C17 

Strand + 

End 2755 

Method GENSCAN 

End 250 

Score .99 



Seq. No. 23114 

Gene No. 48107 

Start 537 

Name OJ990915_04 . 9B04 . C17 . o2 . gs 

Start 537 

GI none 

Exons 537.. 762, 1793.. 1872 

Seq. No. 23114 

Gene No. 48107 

Start 537 

Name OJ990915_04 . 9B04 . C17 . ol . tm 

Start 1740 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C17 
Strand 

End 2693 

Method GENSCAN 

End 1872 

Score .87 



Seq. ID OJ990915_04.9B04.C17 
Strand 

End 2693 

Method TBLASTX : Mai ze 

End 2693 

Score 116 



1740. .1838, 1747. .1839, 1814. .1933, 1883. .1945, 2163. .2345, 
2203. .2340, 2494. .2646, 2535. .2645, 2652. .2693 



23351 



Seq. No. 


- 23114 




■fee. * *' 




Seq. ID 


OJ990915J34 . 9B04 .C17 


Gene No. 


48107 








Strand 




Start 


537 








End 


2693 


Name 


OJ990915_04 


.9B04 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2203 








End 


2693 


GI 


none 








Score 


138 


Exons 


2203. . 2340, 


2277 


. . 2354, 


2494 . 


.2646, 2508. .2645, 2648. .2686, 




2649. . 2693 












Seq. No. 


23115 








Seq. ID 


O.J990915 04.9B04.C19 


Gene No. 


48108 








Strand 


+ 


Start 


370 








End 


3686 


Name 


OJ990915 04 


.9B04 


.C19.ol 


.gs 


Method 


GENSCAN 


Start 


370 








End 


3686 


GI 


none 








Score 


.64 


Exons 


370. .547, 986. .1072, 1141. .1320, 1443. 


.1612, 1681.. 2096, 




2158. .2258, 


2349 


. .2484, 


2497. 


.2775, 2981. .3069, 3584. .3686 


Seq. No. 


23115 








Seq. ID 


OJ990915_04 . 9B04.C19 


Gene No. 


48108 








Strand 


+ 


Start 


*j f \j 








End 


3686 


Name 


OJ990915 04 


.9B04 


.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


1122 








End 


1570 


GI 


2431493 








Score 


865 


Exons 


1122. .1570 












Seq. No. 


23115 








Seq. ID 


OJ990915 04.9B04.C19 


Gene No. 


48108 








Strand 


+ 


Start 


370 








End 


3686 


Name 


O.TQQOQ1 R OA 


.9B04 


.C19.ol 


.np 


Method 


AAT/NAP 


Start 


1429 








End 


2775 


GI 


3004564 








Score 


864 


Exons 


1429. .1612, 


1681 


. .2096, 


2179. 


.2258, 2349.-2484, 2623. .2775 


GI Descrip. 


(AC003673) 


putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


23115 








Seq. ID 


OJ990915_04.9B04.C19 


Gene No. 


48108 








Strand 


+ 


Start 


370 








End 


3686 


Name 


OJ990915 04 


.9B04 


.C19.o3 


. tm 


Method 


" TBLASTX: Maize 


Start 


1817 








End 


1939 


GI 


none 








Score 


195 


Exons 


1817. .1939, 


1818 


. .1937 








Seq. No. 


23115 








Seq. ID 


OJ990915_04 . 9B04 . C19 


Gene No. 


48108 








Strand 


+ 


Start 


370 








End 


3686 


Name 


OJ990915 04 


. 9B04 


.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1830 








End 


2457 


GI 


none 








Score 


88 


Exons 


1830. .1934, 


1956 


. .2099, 


1982. 


.2089, 2175. .2261, 2176. .2259, 




2319. .2435, 


2353 


. .2457 








Seq. No. 


23115 








Seq. ID 


OJ990915_04.9B04.C19 


Gene No. 


48108 








Strand 


+ 


Start 


370 








End 


3686 • " 


Name 


OJ990915 04 


. 9B04 


fci9.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1920 








End 


2676. 



23352 



GI 


none 








Score 


"174 




Exons 


1 ft O ft <1 A « O 

1920 . . 2048 , 


2049 


. .2099, 


2172 . 


.2258, 2173.. 2259, 


2325 . .2483, 




2353 . . 2490, 


2611 


. .2676 










Seq. No. 


o o i i c 

23115 








Seq. ID 


OJ990915 


_04 . 9B04 .C19 


Gene No. 


48108 








Strand 


+ 




Start 


370 








End 


3686 




Name 


OJ990915_04, 


. 9B04 


.C19.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


iy4 b 








End 


2466 




GI 


none 








Score 


213 




Exons 


194 6. . 2092, 


1 ft A 1 

1947 


O ft ft ft 

. .2099, 


2154 . 


.2261, 2173.. 2259, 


2173 . . 2262, 




Tjoc O /| C ft 

2325 . .2409, 


O O E ft 

2350 


. .24 66 










Seq. No. 


001 1 c 

2311o 








Seq. ID 


OJ990915 


_04 . 9B04 .C19 


Gene No. 


48108 








Strand 


+ 




Start 


370 








End 


3686 




Name 


ojyyu9io U4 , 


Qt> ft A 

. 9B04 


. C19 . ol 


. tw 


.Method 


TBLASTX: 


Wheat 


Start 


i ft c c 

1955 








End 


2472 




GI 


none 








Score 


75 




Exons 


1 ft C C O A 1 *7 

1955 . . 2017, 


1 ft C /T 

1956 


O ft 1 o 

. .2018 , 


2022 . 


.2099, 2176.. 2259, 


2356 . .2472 


beq. No. 


O O 1 1 C 

23115 








Seq. ID 


OJ990915 


_04 . 9B04 . C19 


Gene No. 


/ O 1 A O 

48108 








Strand 


+ 




Start 


370 








End 


3686 




Name 


OJ990915_04. 


,9B04 


.C19.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


O ^ 1 C 

2olo 








End 


2778 




GI 


none 








Score 


99 




Exons 


2616 . . 2654 , 


O /" O ft 

2620 


. .2685, 


2620 . 


.2664, 2686. .2778, 


2701 . . 2769, 




OTIC OTn 

2715 . . 2777 














Seq. No. 


O O 1 1 ^ 

23116 








Seq. ID 


OJ990915 


_04 . 9B04 . C20 


Gene No. 


48109 








Strand 


+ 




Start 


52 








End 


273 




Name 


OJ99U915 04 . 


AT} ft /I 

9B04 


o ft ~ 1 

. C20 . ol 


. gs 


Method . 


GEN SCAN 




Start 


c o 

52 






End 


273 




GI 


none 








Score 


.89 




Exons 


CO O *7 O 

52 . .273 














Seq. No. 


O O 1 1 £T 

23116 








Seq. ID 


OJ990915 


_04 . 9B04 . C20 


Gene No. 


48110 








Strand 






Start 


1119 








End 


1863 




Name 


/^TAAnntc ft >i 
OJ99U915 04 . 


ft O ft VI 

9B04 . 


/"»0 ft ~ O 

. C20 . o2 , 


.gs 


Method 


GENSCAN 




Start 


1 1 1 ft 

1119 






End 


1863 




GI 


none 








Score 


.57 




Exons 


111ft 1 O /I A 

1119 . . 1340, 


1 O" T 1 

1771 . 


. . 1863 










Seq. No. 


O O 1 1 *7 

23117 








Seq. ID 


OJ990915_ 


_04 . 9B04 .C21 


Gene No. 


48111 








Strand 


+ 




Start 


189 , 








End 


3034 




Name 


OJ990915 04. 


9B04. 


.C21.ol. 


. gs 


Method 


GENSCAN 




Start 


189 






End 


2303 




GI 


none 








Score 


.72 




Exons 


189. .272, 362. .546, 601, 


. .810, 


1612. .1893, 1973. 


.2120, 2224., 


Seq. No. 


23117 * 








Seq. ID 


OJ990915_ 


_04.9B04.C21 


Gene No. 


48111 








Strand 


+ 




Start 


189 








End 


3034 





23353 



Name 


OJ990915 04.9B04.C21.ol.gp 


Method 


AAT/GAP 


Start 


346 


End 


2303 


GI 


876 1.R1084 


Score 


1861 


Exons 


346.. 810, 1612.. 1893, 1973.. 2120, 2224 


. .2303 


GI Descrip. 


•3420299 0.0e+00 (AF072849) jabl protein [Oryza sativa subsp. 




indica] 1 






Seq. No. 


23117 


Seq. ID 


OJ990915_04.9B04.C21 


Gene No. 


48111 


Strand 


+ 


Start 


189 


End 


3034 


Name 


OJ990915 04.9B04.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


414 


End 


2123 


GI 


none 


Score 


565 


Exons 


414. .479, 418. .810, 558. .809, 


744. .812 


, 1610. .1732, 1611. .188 




1611. .1889, 1612. .1920, 1931. 


.2119, 1962.. 2120, 1973.. 2122, 




1974. .2123 






Seq. No. 


23117 


Seq. ID 


OJ990915_04.9B04.C21 


Gene No. 


48111 


Strand 


+ 


Start 


189 


End 


3034 


Name 


OJ990915 04.9B04.C21.ol.np 


Method 


AAT/NAP 


Start 


418 


End 


3034 


GI 


3420299 


Score 


1466 


Exons 


418. .810, 1612. .1893, 1973. .2120, 2224 


. .2304, 3012. .3034 


GI Descrip. 


(AF072849) jabl protein [Oryza sativa 


subsp. indica] . 


Seq. No. 


23117 


Seq. ID 


OJ990915_04.9B04.C21 


Gene No. 


48111 


Strand 


+ 


Start 


189 


End 


3034 


Name 


OJ990915 04.9B04.C21.ol.ts 


Method 


TBLASTX : Soybean 


Start 


427 


End 


1830 


GI 


none 


Score 


67 


Exons 


427. .477, 429. .476, 514. .810, 


561. .809 


, 744. .818, 1607. .1723, 




1607. .1723, 1609. .1800, 1611. 


.1802, 1611. .1802, 1612. .1803, 




1804. .1830 






Seq. No. 


23117 


Seq. ID 


OJ990915_04.9B04.C21 


Gene No. 


48111 


Strand 


+ 


Start 


189 ' S. ' 


End 


3034 


Name 


OJ990915 04.9B04.C21.ol.tc 


Method' 


TBLASTX: Cress 


Start 


429 


End 


2303 


GI 


none 


Score 


466 


Exons 


429. .476, 430. .807, 558. .806, 


1611. .18 


92, 1612. .1920, 




1618.. 1911, 1931.. 2128, 1969. 


.2130, 1970. .2131, 1971. .2138, 




2223. .2303 






Seq. No. 


23118 


Seq. ID 


OJ990915_04.9B04.C22 


Gene No. 


48112 


Strand 


+ 


Start 


1 


End 


143 


Name 


OJ990915 04.9B04.C22.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


143 




876 1.R1084 ■ 


Score 


252 


Exons 


1. .143 






GI Descrip. 


'3420299 0.0e+00 (AF072849) jabl protein [Oryza sativa subsp. 




indica] 1 






Seq. No. 


23118 


Seq. ID 


OJ990915_04 . 9B04 .C22 



23354 





481 1 1 

*± O -L J. J 


J L 1 ul 1U 


-l_ 


Start 


108 


End 


358 


Name 


OJ990915 04.9B04.C22.ol.gs 


Method 


GENSCAN 


Start 


108 


End 


358 


GI 


none 


Score 


. 62 


Exons 


108. .146, 317. .358 






Seq. No. 


23118 


Seq. ID 


OJ990915_04 


Gene No. 


48114 


Strand 


+ 


Start 


9690 


End 


12134 


Name 


OJ990915 04.9B04.C22.o2.np 


Method 


AAT/NAP 


Start 


9687 


End 


12125 


GI 


1346396 


Score 


1643 


Exons 


9687. .12125 






GI Descrip. 


PUTATIVE RECEPTOR PROTEIN 


KINASE ZMPK1 


PRECURSOR 



.9B04.C22 



gi|100913|pir| IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 23118 Seq. ID 

Gene No. 48114 Strand 

Start 9690 End 

Name OJ990915_04 . 9B04 . C22 . o4 . gs Method 

Start 9690 End 

GI none Score 

Exons 9690.. 12134 



OJ990915_04.9B04.C22 
+ 

12134 
GENSCAN 
12134 
.74 



Seq. No. 23118 Seq. ID 

Gene No. 48115 Strand 

Start 1893 End 

Name OJ990915_04 . 9B04 . C22 .o2 . gs Method 

Start 1893 End 

GI none Score 

Exons 1893.. 4439 



OJ990915_04.9B04.C22 

11899 
GENSCAN 
4439 
.99 



Seq. No. 23118 Seq. ID OJ990915_04 . 9B04 . C2'2 

Gene No. 48115 Strand 

Start 1893 End 11899 

Name OJ990915_04 . 9B04 .C22.ol.np Method AAT/NAP 

Start 2019 End 4447 

GI 1346396 Score 1607 

Exons 2019.. 4447 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi|100913|pir| IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi I 224361 emb |CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 23118 Seq. ID 

Gene No. 48115 Strand 

Start 1893 ' " ' End 

Name OJ990915 04 . 9B04 . C22 . ol . tc Method 



OJ990915_04.9B04.C22 
11899 

TBLASTX: Cress 



23355 



Start 
GI 

Exons 



2034 End 11899 

none Score 58 

2034. .2171, 2286. .2369, 2287. .2367, 2406. .2615, 2416. .2592, 
2649. .2828, 2665. .2826, 3471. .3677, 3870. .4070, 3949. .4053, 
10059. .10259, 10076. .10180, 10431 10658 , 1131 9 114 98 , 
11321. .11482, 11532. .11741, 11555 11731 , 11733 11774 , 
11778. .11861, 11780. .11899 



Seq. No. 23118 

Gene No. 48115 

Start 1893 

Name OJ990915_04 . 9B04 . C22 . ol . tw 

Start 2422 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C22 
Strand 

End 11899 

Method TBLASTX : Wheat 

End 11774 

Score 165 



2422. .2592, 2436. .2621, 2448. .2606, 2640. .2777, 2641. .2775, 
11370. .11507, 11372. .11506, 1152 6 .. 11711 , 1154 1 .. 11699, 
11555. .11725, 11718. .11774, 11735. .11773 



Seq. No. 23118 

Gene No. 48115 

Start 1893 

Name OJ990915_04 . 9B04 . C22 . ol . ts 

Start 2460 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C22 



Strand 
End 

Method 

End 

Score 



11899 

TBLASTX: Soybean 

11687 

64 



2460. .2564, 2460. .2612, 2461. .2598, 2647. .2910, 2649. .2909, 
11237. .11500, 11238. .11498, 11535 .. 11687 , 1154 9 .. 1168 6 



Seq. No. 23118 
Gene No. ■ 48115 

Start 1893 

Name OJ990915_04 . 9B04 . C22 . ol . tm 

Start 2490 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C22 
Strand 
End 

Method 
End 
Score 



11899 

TBLASTX: Maize 

11657 

80 



2490. .2606, 2490. .2828, 2491. .2826, 2820. .2933, 2821. .2934, 
11213. .11326, 11214. .11327, 11319 .. 11657 , 11321. .11656 



Seq. No. 23118 Seq. ID 

Gene No. 48115 Strand 

Start. • 1893 End 

Name OJ990915_04 . 9B04 . C22 . o2 . tm Method 

Start 3762 ' End 

GI none Score 
Exons 



OJ990915JD4 . 9B04 .C22 
11899 

TBLASTX: Maize 

10367 

57 



3762. .3902, 3766. .3849, 3927. .4025, 3928. .4011, 4014. .4082, 
10047. .10115, 10124. .10201, 10125 .. 10202 , 10227 .. 10367 , 
10280. .10363 



Seq. No. 23118 

Gene No. 48115 

Start \1893 

Name OJ990915_04 . 9B04 . C22 . o2 . ts 

Start 4020 

GI none 
Exons 



Seq. ID OJ990915_04.9B04.C22 
Strand 

End 11899 

Method TBLASTX : Soybean 

End 10109 

Score 99 



4020. .4223, 4021. .4206, 4212. .4310, 4313. .4333, 4314. .4334, 
9793. .9816, 9795. .9827, 9825. .9917, 9906. .10109, 9923. .10108 



Seq. No. 
Gene No. 



23119 
48116 



Seq. ID OJ990915_04.9B04.C23 
Strand + 



23356 



Start 2473 End 

Name OJ990915_04 . 9B04 . C23 . ol . np Method 

Start 2473 End 

GI 4539662 Score 

Exons 2473..28S7 

GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



2857 
AAT/NAP 
2857 
428 



Seq. No. 


23119 




Seq. ID 


OJ990915_04.9B04 


.C23 


Gene No. 


48117 




Strand 






o Lai t. 






Cjnu. 






Name 


OJ990915 04.9B04 


.C23.ol.gs 


Method 


GENSCAN*"'' 




Start 


734 




End 


2024 




GI 


none 




Score 


.59 




Exons 


734. .817, 1183.. 


1265, 1319.. 


1537, 1619, 


. .2024 




Seq. No. 


23119 




Seq. ID 


OJ990915 04.9B04 


.C23 


Gene No. 


48118 




Strand 


- 




Start 


3982 




End 


4461 




Name 


OJ990915 04.9B04 


-C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2476 




End . 


2833 




GI 


none 




Score 


288 




Exons 


2476.. 2598, 2477 


..2833, 2504 


. .2800 






Seq. No. 


■ 23119 




Seq. ID 


OJ990915_04.9B04 


.C23 


Gene No. 


48118 




Strand 






Start 


3982 




End 


4461 




Name 


• OJ990915 04.9B04 


.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


2512 




End 


2800 




GI 


none 




Score 


282 




Exons 


2512.. 2580, 2513 


..2800, 2635 


. .2733 







Seq. No. 23119 Seq. ID 

Gene No. 48118 Strand 

Start 3982 End 

Name OJ990915_04 . 9B04 . C23 . ol . gp Method 

Start 3807 End 

GI 38597_1.R1084 Score 

Exons 3807. .4184 

GI Descrip. ' 4454038/emb | CAA23035 . 1 | 4.0e-29 (AL035394) putative-disease 

resistance response protein [Arabidopsis thaliana] 1 



OJ990915_04.9B04.C23 

4461 
AAT/GAP 
4184 
481 



Seq. No. 23119 Seq. ID 

Gene No. 48118 Strand 

Start 3982 - End 

Name OJ990915_04 . 9B04 . C23 . o2 . gs Method 

Start 3982 End 

GI none Score 

Exons 3982.. 4437 



OJ990915_04 . 9B04 .C23 

4461 
GENSCAN 
4437 
.96 



Seq. No. 23119 Seq. ID 

Gene No. 48118 Strand 

Start 3982 End 

Name OJ990915_04 . 9B04 . C23 . o2 . gp Method 

Start 4060 End 

GI none Score 

Exons 4060. .4461 



OJ990915_04.9B04.C23 

4461 
AAT/GAP 
4461 
737 



23357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23120 
48119 
1 

OJ990915_04 . 9B04 .C24.ol.np 
1 

5679314 

1..46, 3606. .4529, 5994. .6044 

(AF164021) receptor kinase [Oryza sativa] 



Seq. ID OJ990915_04.9B04.C24 

Strand + 

End 604 4 

Method AAT/NAP 

End 6044 

Score 587 



Seq. No. 23120 Seq. ID 

Gene No. 48119 Strand 

Start 1 End 

Name OJ990915_04 . 9B04 . C24 . ol . gs Method 

Start 1162 End 

GI none Score 

Exons 1162.. 1543, 3424.. 4694 



OJ990915_04.9B04.C24 
+ 

6044 
GENSCAN 
4694 
.77 



Seq. No. 23120 Seq. ID 

Gene No. 48119 Strand 

Start 1 End 

Name OJ990915_04 . 9B04 . C24 . ol . gp Method 

Start 2173 End 

GI none Score 

Exons 2173.. 2510 



OJ990915_04.9B04.C24 
+ 

6044 
AAT/GAP 
2510 
506 



Seq. No. 23120 Seq. ID 

Gene No. 48119 Strand 

Start 1 End 

Name OJ990915_04 . 9B04 . C24 . o2 . gp Method 

Start 3255 End 

GI none Score 

Exons 3255.-3326, 3424.. 3745 



OJ990915_04.9B04.C24 
+ 

6044 
AAT/GAP 
3745 
725 



Seq. No. 23120 Seq. ID 

Gene No. 48119 Strand 

Start 1 End 

Name OJ990915_04 . 9B04 . C24 . o3 . gp Method 

Start 3895 End 

GI none Score 

Exons 3895.. 4314 



OJ990915_04 . 9B04 . C24 
+ 

6044 
AAT/GAP 
4314 
840 



Seq. No. 


23120 




Seq. ID 


OJ990915_ 


04.9B04 


Gene No. 


48120 




Strand 


+ 




Start 


10735 




End 


11919 




Name 


OJ990915 04.9B04.C24 


. o3 . gs 


Method 


GENSCAN 




Start 


10735 




End 


11919 




GI 


none 




Score 


.51 




Exons 


10735, .11919 










Seq. No. 


23120 




Seq. ID 


OJ990915 


04 .9B04 


Gene No. 


48121 




Strand 


+ 




Start 


12567 




End 


15305 




Name 


OJ990915 04.9B04.C24 


. o4 .gs 


Method 


GENSCAN 




Start 


12567 




End 


15305 




GI 


none 




Score 


.79 




Exons 


12567 . . 12bb/, 12863. 


.13137, 


14177. .14267, 15106. 


. 15305 



23358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23120 Seq. ID 

48121 Strand 

12567 End 
OJ990915 _04 . 9B04 .C24 . o5 . gp Method 

12793 ' End 

33262JL.R1084 Score 

12793. .13137, 14177 



OJ990915_04.9B04.C24 
+ 

15305 
AAT/GAP 
15200 
921 



14267, 15106.. 15200 
'4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



23120 
48122 
15297 

OJ990915_04 . 9B04 .C24 . 06 . gp 
15297 

uC-osflM202081a05bl 
15297. .15428 

, 2832605/emb|CAA16546.1| 2. 
[Arabidopsis thaliana] * 

23120 
48123 
5625 

OJ990915_04 . 9B04 . C24 . o2 . tw 

3423 

none 



Seq. ID OJ990915_04.9B04.C24 

Strand + 

End 15428 

Method AAT/GAP 

End 15428 

Score 240 

Oe-09 (AL021633) predicted protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_04.9B04.C24 
11814 

TBLASTX: Wheat 
10986 ' 
50 



3423. .3740, 3425. .3490, 3516. .3740, 6557. .6649, 6559. .6663, 
6564. .6710, 6597. .6704, 10833 10913, 10834. .10986 



Seq. No. 23120 

Gene. No. 48123 

Start 5625 

Name OJ990915_04 . 9B04 . C24 . o2 . tm 

Start 3591 

GI none 

Exons 3591.. 3749, 3800.. 3910, 3801, 
6084.. 6317, 6088.. 6117, 6181. 



OJ990915J34 . 9B04 . C24 
11814 

TBLASTX: Maize 

11457 

105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3944, 3969. .4214, 3980. .4210, 
,6318, 6348. .6497, 6367. .6510, 



6549. .6656, 10894 10986, 10993 .. 11025, 11053 .. 11196, 
11058. .11177, 11224. .11457, 11250.. 11453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23120 
48123 
5625 

OJ990915_04.9B04.C24.ol.ts 
3606 



OJ990915 04.9B04.C24 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
3606. .3782, 3698. .3784, 3762. .3959, 3954. .4217, 4007. .4216, 
4233. .4364, 4409. .4516, 4410. .4523, 5754. .5831, 5994. .6068, 
6081. .6317, 6082. .6312, 6330. .6497, 6496. .6603, 6498. .6650, 
10858. .11028, 11053. .11199, 11218 .. 114 60, 11250. 
11427. .11459, 11473. .11607, 11650. .11760 



11814 

TBLASTX : Soybean 

11760 ■ 

112 



,11387, 



Seq. No. 23120 Seq. ID 

Gene No. 48123 Strand 

Start . 5625 End 

Name . ' OJ9y0915_04 . 9B04 . C24 . ol . tc Method 

Start 3747 End 



OJ990915_04.9B04.C24 
11814 

TBLASTX: Cress 
11790 



23359 




GI none . Score 118 

Exons 3747.. 3941, 3803.. 3907, 3969.. 4175, 3998.. 4153, 4182.. 4298, 

4184. .4264, 4331. .4546, 4332.-4547, 5724. .5828, 5734. .5832, 

5997. .6116, 6046. .6114, 6123. .6323, 6178. .6300, 6244. .6501, 
6342. .6500, 6546. .6647, '6556. .6603, 10903 .. 10998, 11050 11193, 
11058. .11177, 11218. .11418, 1124 1 11396, 11425 1154 4 , 
11427. .11528, 11575. .11790, 11653. .11775 



Seq. No. 23120 

Gene No. 48123 

Start 5625 

Name OJ990915_04 . 9B04 . C24 . ol . tw 

Start 3813 

GI none 

Exons 3813.. 3947, 3975 
6354.. 6485, 6355 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 04.9B04.C24 



11814 

TBLASTX: Wheat 
11454 
124 

4211, 3998. .4150, 6087. .6323, 6205. .6300, 
6486, 11064 . .11177, 11065 .. 11454 , 11241. .11393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23120 Seq. ID 

48123 Strand 

5625 End 

OJ990915_04.9B04.C24.ol.tm Method 

4214 End 

none Score 



OJ990915_04.9B04.C24 
11814 

TBLASTX: Maize 

11814 

129 



4214. .4267, 4215. .4307, 4322. .4546, 4323. .4559, 5710. .5835, 
5712. .5837, 5910. .5960, 5923. .5958, 5991. .6083, 6046. .6084, 
11457. .11567, 11458. .11562, 11497 .. 11814 , 11566. .11811 



Seq. No. 


23120 




Seq. ID 


OJ990915_04.9B04 


.C24 


Gene No. 


48123 




Strand 






Start 


5625 




End 


11814 




Name 


OJ990915 04. 


9B04.C24.o2.gs 


Method 


GENSCAN 




Start 


5625 




End 


7008 




GI 


none 




Score 


.81 




Exons 


5625. .6883, 


6972. .7008 








Seq. No. 


23120 




Seq. ID 


OJ990915_04.9B04 


.C24 


Gene No. 


48123 




Strand 






Start 


5625 




End 


11814 




Name 


OJ990915.04. 


9B04.C24.o4.gp 


Method 


AAT/GAP 




Start 


6600 




End 


6903 




GI 


426545 




Score 


504 




Exons 


6600. .6903 










Seq. No-. 


23120 




Seq. ID 


OJ990915_04 .9B04 


.C24 


Gene No. 


48124 




Strand 






Start 


12846 




End 


15427 




Name 


OJ990915 04. 


9B04.C24.o3.tm 


Method 


TBLASTX: Maize 




Start 


12846 




End 


15427 




GI 


none 




Score 


64 




Exons 


12846. .12923 


, 13016. .13087, 


1302 9. .1307 9, 1417 6. .14268, 





14203. .14271, 15083. .15154, 15098 .. 15157 , 15163 .. 15297 , 
15164. .15283, 15178 .. 15297 , 15292 .. 15423, 15304 15423, 
15329. .15427 



Seq. No. 23121 Seq. ID OJ990915_01 . 9B01 . CI 

Gene No. 46125 Strand 

Start 1 End 1005 



23360 



Name 


OJ990915 01.9B01.Cl.ol 


.np Method 


AAT/NAP 






Start 


1 


End 


1005 






GI 


6006374 


Score 


1623 






Exons 


1. .1005 










GI Descrip. 


(AP000559) Similar to 


Rice tungro bacilliform virus; rever 




transcriptase (D10774 ) 


[Oryza sativa] 








Seq. No. 


23122 


Seq. ID 


OJ990915_ 


_01.9B01 


.C2 


Gene No . 


48126 


Strand 


+ 






Start 


135 


End 


357 






Name 


OJ990915 01. 9B01.C2.ol 


.gs Method 


GENS CAN 






Start 


135 


End 


357 






GI 


none 


Score 


.44 






Exons 


135. .212, 286. .357 










Seq. No. 


23123 


Seq. ID 


OJ990915 


_01.9B01 


.C3 


Gene No . 


48127 


Strand 


+ 






Start 


216 


End 


1471 






Name 


OJ990915 01. 9B01.C3.ol 


. gs Method 


GENSCAN 






Start 


216 


End 


1471 






GI 


none 


Score 


.67 






Exons 


216. .349, 1089. .1471 










Seq. No. 


23123 


Seq. ID 


OJ990915_ 


_01.9B01 


.C3 


Gene No. 


48128 


Strand 


+ 






Start 


4685 


End 


5874 






Name 


OJ990915 01. 9B01.C3.o2 


. np Method 


AAT/NAP 






Start 


4685 


End 


5874 






GI 


5679314 


Score 


1270 






Exons 


4685. .5455, 5792. .5874 










GI Descrip. 


(AF164021) receptor kinase [Oryza sativa] 






Seq. No. 


23123 


Seq. ID 


OJ990915_ 


_01.9B01 


.C3 


Gene No . 


48128 


Strand 


+ 






Start 


4685 


End 


5874 






Name 


OJ990915 01.9B01.C3.o3 


. gs Method 


GENSCAN 






Start 


4685 


End 


5455 






GI 


none 


Score 


.9 






Exons 


4685.. 5455 










Seq. No. 


23123 


Seq. ID 


OJ990915_ 


01.9B01 


.C3 


Gene No. 


48129 


Strand 








Start 


1628 


End 


5167 






Name 


OJ990915 01.9B01.C3.ol 


. np Method 


AAT/NAP 






Start 


1628 


End 


3893 






GI 


5669665 


Score 


2081 






Exons 


1628. .2730, 2842. .2971, 


3142. .3893 








GI Descrip. 


(AF100766) receptor-like kinase [Oryza 


sativa] 






Seq. No. 


23123 


Seq. ID 


OJ990915_ 


01.9B01 


.C3 


Gene No. 


48129 


Strand 








Start 


1628 


End 


5167 






Name 


OJ990915 01.9B01.C3.ol, 


tc Method 


TBLASTX: Cress 




Start 


1685 


End 


2602 






GI 


none 


Score 


142 






Exons 


1685. .1837, 1913. .1948, 


1971. .2075, 1973. .2290, 


1980. .'2225, 



2313. .2459, 2313. .2453, 2315. .2497, 2510. .2602 



23361 




Seer No 


23123 








Seq. ID 


OJ990915_0r.9B01.C3 


Gene No. 


48129 








Strand 




Start 


1628 








End 


5167 


Name 


OJ990915 01 


.9B01 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1688 








End 


2048 


GI 


none 








Score 


167 


Exons 


1688. .1855, 


1697 


. .1858, 


1902. 


.2048, 1904.. 2047 


Sea No. 


23123 








Seq. ID 


OJ990915_01.9B01.C3 


Gene No. 


48129 








Strand 




Start 


1628 








End 


5167 


Name 


OJ990915 01 


.9B01 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1710 








End 


2050 


GI 


none 








Score 


119 


Exons 


1710. .1838, 


1718 


. .1846, 


1871. 


.2050 




Seq. No. 


23123 








Seq. ID 


OJ990915_01.9B01.C3 


Conp No . 


48129 








Strand 




Start 


1628 








End 


5167 


Name 


OJ990915 01 


.9B01 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1715 








End 


2644 


GI 


none 








Score 


64 


Exons 


1715. .1849, 


1721 


. .1825, 


1904. 


.2299, 1953.. 2297, 2309.. 2644, 




2322. .2459 












Seq. No. 


23123 








Seq. ID 


OJ990915_01. 9B01.C3 


flp-np No 


48129 








Strand 




Start 


.1628 








End 


5167 


Name 


OJ990915 01 


.9B01 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2048 








End 


2732 


GI 


none 








Score 


507 


Exons 


2048. .2515, 


2049 


. .2459, 


2051. 


.2512, 2510.. 2731, 2521. .2724, 




2571. .2732 












Sea No 


23123 








Seq. ID 


OJ990915_01.9B01.C3 


Gene No. 


48129 








Strand 




Start 


1628 








End 


5167 


Name 


OJ990915 01 


. 9B01, 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2051 








End 


2443 


GI 


none 








Score 


57 


Exons 


2051. .2290, 


2130, 


. .2273, 


2286. 


.2441, 2303.. 2443 


Seq. No. 


23123 








Seq. ID 


OJ990915_01.9B01.C3 




48129 








Strand 




Start 


1628 








End 


5167 


Name 


OJ990915 01 


.9B01. 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3669 








End 


5167 


GI 


none 








Score 


447 


Exons 


3669. .3752, 


4745. 


. .5107, 


4746. 


.5063, 4789.. 5103, 5110.. 5166, 




5114. .5167 












Seq. No. 


23124 








Seq. ID 


OJ990915_01.9B01.C4 


Gene No. 


. 48130 








Strand 


+ 


Start 


127 








End 


2044 


Name 


OJ990915 01 


.9B01. 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


127 








End 


2044 



23362 



GI 833_1.R1084 Score 2924 

Exons 127.. 164, 189.. 292, 509.. 532, 639.. 2044 

GI Descrip. '2832304 0.0e+00 (AF044489) receptor-like protein kinase [Oryza 
sativa] ' 



Seq. No. 


23124 


Seq. ID 


OJ990915_01.9B01.C4 


Gene No. 


48130 


Strand 


+ 


Start 


127 


End 


2044 


Name 


OJ990915_01. 9B01 ,C4 


. ol.np Method 


AAT/NAP 


Start 


153 


End . 


1708 


GI 


2832304 


Score 


1970 


Exons 


153. .292, 509. .532, 


639. .1708 




GI Descrip. 


(AF044489) receptor 


-like protein kinase [Oryza sativa] 


Seq. No. 


23124 


Seq. ID 


OJ990915_01. 9B01.C4 


Gene No. 


48130 


Strand 


+ 


Start 


127 


End 


2044 


Name 


OJ990915 01.9B01.C4 


. ol .gs Method 


GENSCAN 


Start 


268 


End 


1711 


GI 


none 


Score 


.92 


Exons 


268.. 292, 509.". 532, 


639. .1711 




Seq. No. 


23124 


Seq. ID 


OJ990915_01. 9B01.C4 


Gene No. 


48131 


Strand 




Start 


2008 


End 


2391 


Name 


OJ990915 01.9B01.C4 


. ol.tm Method 


TBLASTX: Maize 


Start 


715 


End 


1351 


GI 


none 


Score 


110 


Exons 


715. .885, 740. .883, 


868. .1068, 872. .1105, 884. .1072, 1112. 




1112.. 1336, 1240.. 1350 




Seq. No. 


23124 


Seq. ID 


OJ990915_01.9B01.C4 


Gene No. 


48131 


Strand 




Start 


2008 


End 


2391 


Name 


OJ990915 01.9B01.C4 


. ol.ts Method 


TBLASTX: Soybean 


Start 


740 


End 


1690 


GI 


none 


Score 


345 


Exons 


740. .108:1... 74.2. .1068, 1118.. 1690, 1135 


..1188, 1139. .1489, 




1243. .16-79:' ' 






Seq. No. 


23124 


Seq. ID 


OJ990915_01..9B01.C4 


Gene No. 


48131 


Strand 




Start 


2008 


End 


2391 



Name 

Start 

GI 

Exons 



OJ990915_01. 9B01.C4.ol.tc Method 
782 End 
none Score 



TBLASTX: Cress 

1705 

92 



782. .874, 799. .867, 868. .1137, 878. .1069, 1111. .1413, 
1112. .1426, 1154. .1420, 1451. .1507, 1532. .1705, 1570. .1680 



Seq. No. 23124 

Gene No. 48131 

Start 2008 

Name OJ990915_01 . 9B01 . C4 . ol . tw 

Start 944 

GI none 

Exons 944.. 1072, 1124.. 1348, 1124.. 1270 



Seq. ID OJ990915_01.9B01.C4 
Strand 

End 2391 

Method TBLASTX : Wheat 

End 1348 

Score 114 



23363 




Seq. No. 


23124 


Seq. ID 


OJ990915_01 . 9B01 . C4 


Gene No. 


48131 


Strand 




Start 


2008 


End 


2391 


Name 


OJ990915_01 . 9B01 ,C4 .o2 . tw 


Method 


TBLASTX: Wheat 


Start 


1349 


End 


1687 


GI 


none 


Score 


111 


Exons 


1349. .1495, 1357. .1416, 1510 


..1671, 1547. .1687 


Seq. No. 


23124 


Seq. ID 


OJ990915_01.9B01.C4 


Gene No. 


48131 


Strand 




Start * 


2008 


End 


2391 


Name 


OJ990915 01 . 9B01 .C4 . o2 . tm 


Method 


TBLASTX : Maize 


Start 


1377 


End 


1737 


GI 


none 


Score 


202 


Exons 


1377.. 1634, 1378. .1677, 1379 


.1681, 1543. .1737 


Seq. No. 


23124 


Seq. ID 


OJ990915_01. 9B01.C4 


Gene No. 


48131 


Strand 




Start 


2008 


End 


2391 


Name 


OJ990915_01 . 9B01 .C4 . o2 . gs 


Method 


GENS CAN 


Start 


2008 


End 


2391 


GI 


none 


Score 


.9 


Exons 


2008. .2174, 2325. .2391 






Seq. No. 


23125 


Seq. ID 


OJ990915 01.9B01.C5 


Gene No. 


48132 


Strand 


+ 


Start 


6858 


End 


7908 


Name 


OJ990915 01.9B01.C5.o2.np 


Method 


AAT/NAP 


Start 


6858 


End 


7908 


GI 


1680686 


Score 


324 


Exons 


6858. .7309, 7346. .7908 






GI Descrip. 


(U51330) rust resistance kinase LrlO [Triticum aestivum] 


Seq. No. 


23125 


Seq. ID 


OJ990915_01. 9B01.C5 


Gene No. 


48133 


Strand 




Start 


141 


End 


7174 


Name 


OJ990915 01.9B01.C5.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


7174 


GI 


none 


Score 


.44 


Exons 


141. .1108, 1269. .1495, 1826.. 


1956, 2938. .3292, 3882. .4833, 




4959.. 4991, 7023. .7082, 7135. 


.7174 




Seq. No. 


23125 


Seq. ID 


OJ990915_01. 9B01.C5 


Gene No. 


48133 


Strand ' 




Start 


141 


End 


7174 


Name 


OJ990915 01.9B01.C5.ol.np 


Method 


AAT/NAP 


Start 


144 


End 


4684 


GI 


5669663 


Score 


1756 


Exons 


144. .1462, 3882. .4219, 4256.. 


4684 




GI Descrip. 


(AF100765) receptor-like kinase [Oryza 


sativa] 


Seq. No. 


23125 


Seq. ID 


OJ990915_01. 9B01.C5 


Gene No. 


48133 


Strand 




Start 


141 


End 


7174 


Name 


OJ990915_01 . 9B01 . C5 . o2 . tm 


Method 


TBLASTX: Maize 


O J , ~-J- * 

O L.CIJ- l_ 


i"* rr ^ 


End 


600 


GI 


none 


Score 


52 



23364 



Exons 



252. .452, 260. .415, 261.V.416, 480. .599, 504. .599, 511. .600 



Seq. No. 23125 

Gene No. 48133 

Start 141 

Name OJ990915_01 . 9B01 . C5 . ol . tc 

Start 268 

GI none 
Exons 



Seq. ID OJ990915_01.9B01.C5 
Strand 

End 7174 

Method TBLASTX : Cress 

End 1113 

Score 67 

268,. 423, 273. .395, 462. .506, 525. .770, 532. .774, 868. .1014, 
870.'. 1025, .1036. .1113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23125 
48133 
141 

OJ990915_01. 9B01.C5.ol.ts 

273 

none 



Seq. ID OJ990915_01.9B01.C5 
Strand 

End 7174 

Method TBLASTX : Soybean 

End 1041 

Score 69 

273. .407, 285. .371, 331. .432, 501. .785, 505. .786, 864. .1028, 
871. .1041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23125 
48133 
141 

OJ990915_01. 9B01.C5.ol.tw 

519 

none 



Seq. ID OJ990915_01.9B01.C5 

Strand . - 

End 7174 

Method TBLASTX : Wheat 

End 1064 

Score 66 



519. .593, 600. .773, 613. .768, 813. .914, 909. .1064 



Seq. No. 23125 

Gene No. 48133 

Start 141 

Name OJ990915_01 . 9B01 . C5 . ol . tm 

Start 600 

GI none 
Exons 



Seq. ID OJ990915_01.9B01.C5 
Strand 

End 717 4 

Method TBLASTX : Maize 
End 1165 
Score 181 

600. .782, 601. .783, 685. .795, 805.. 1002, 807.. 1031, 807.. 1031, 
808.. 1035, 1023.. 1070, 1035. .1109, 1036.. 1110, 1109.. 1165 



Seq. No. 


23126 




Seq. ID 


OJ990915 


Gene No.' 


48134 




Strand 


4- 


Start 


253 




End 


1918 


Name 


OJ990915 01.9B01.C6 


. ol . gs 


Method 


GENSCAN 


Start 


253 




End 


1760 


GI 


none 




Score 


.63 


Exons 


253. .259, 850. .1760 








Seq. No. 


23126 




Seq. ID 


OJ990915 


Gene No. 


48134 




Strand 


+ 


Start 


253 




End 


1918 


Name 


OJ990915 01.9B01.C6 


. ol . np 


Method 


AAT/NAP 


Start 


835 




End 


1918 


GI 


5679314 




Score 


1463 . 


Exons 


835. .1918 








GI Descrip. 


(AF164021) receptor 


kinase 


[Oryza sativa] 


Seq. No. 


23126 




Seq. ID 


OJ990915^ 


Gene No. 


48135 




Strand 




Start 


3710 




End 


6782 



23365 



Name 

Start 

GI 

Exons 



0 J990915_01 . 9B01 . C6 . ol . tm Method TBLASTX : Maize 

950 End 4838 

none Score 118 

950. .1120, 951. .1094, 1083. .1316, 1086. .1253, 1100. .1291, 

1299. .1562, 1334. .1384, 1451. .1549, 4148. .4576, 4149. .4577, 

4546. .4833, 4568. .4837, 4581. .4637, 4583. .4831, 4677. .4838 



Seq. No. 


23126 






Gene No. 


48135 






Start 


.3710 






Name 


OJ990915 01 


.9B01 


.C6.ol. 


Start 


951 






GI 


none 






Exons 


951. .1313, 


953. . 


1279, 1 




1454 1753, 


1756 


. . 1896, 




4004. .4381, 


4014 


. .4364, 


Seq. No. 


23126 






Gene No. 


48135 






Start 


3710 






Name 


OJ990915 01 


.9B01 


.C6.ol. 


Start 


993 






GI 


none 








993 1085 


1082 . 


. 1279, 




1653. .1700, 


1677 


. .1697, 




3827. .3949, 


3947 


. .4048, 




4413. .4559, 


4415 


. .4561, 


Seq. No. 


23126 






Gene No. 


48135 






Start 


3710 






Name 


OJ990915 01 


. 9B01 


.C6. ol . 


Start 


1154 






GI 


none 






Exons 


1154. .1222, 


1155 


. .1283, 




4151. .4372, 


4412 


. .4543 


Seq. No. 


23126 






Gene No. 


48135 v "" 






Start 


3710 






Name 


OJ990915 01 


-9B01 


.C6.o2. 


Start 


1560 






GI 


none 






Exons 


1560. .1700, 


1750 


. .1881, 


Seq. No. 


23126 






Gene No. 


48135 






Start 


3710 






Name 


OJ990915 01 


-9B01 


.C6.o2. 


Start 


1563 






GI 


none 






Exons 


1563. .1706, 


1565 


. .1651, 


Seq. No.. 


23126 






Gene No. 


48135 






Start 


3710 






Name 


OJ990915 01 


. 9B01, 


,C6.ol. 



Seq. ID OJ990915_01. 9B01.C6 
Strand - . 
End 6782 
ts Method TBLASTX : Soybean 

End 4750 
Score 352 
323. .1751, 1346. .1399, 1356. .1547, 
1766. .1897, 3827. .3961, 3828. .3986, 
4409. .4582, 4422. .4571, 4607. .4750 

Seq. ID OJ990915_01.9B01.C6 
Strand 

End 6782 
tc Method TBLASTX: Cress 

End 4708 
Score 104 
1089. .1280, 1323. .1637, 1334. .1624, 
1766. .1918, 1780. .1923, 3810. .3992, 
4071. .4301, 4073. .4387, 4080. .4370, 
4415. .4570, 4580. .4708 

Seq. ID OJ990915_01.9B01.C6 
Strand 

End 6782 

tw Method TBLASTX: Wheat 

End 4543 

Score 110' 
1311. .1559, 1335. .1478, 1523. .1558, 



Seq. ID OJ990915_01. 9B01.C6 

Strand - 

End 6782 

tw Method TBLASTX : Wheat 

End 4150 

Score 107 
1763. .1897, 3822. .3968, 3830. .4150 

Seq. ID OJ990915_01. 9B01.C6 
Strand 

End 6782 

tm Method TBLASTX : Maize 

End 4148 

Score 146 
1766. .1891, 3809. .4147, 3810. .4148 

Seq. ID OJ990915_01. 9B01.C6 
Strand 

End 6782 

gp Method AAT/GAP 



23366 



Start 
GI 

Exons 



3504 
3768638 
3504. .4009 



End 
Score 



4009 
717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23126 
48135 
3710 

OJ990915_01 . 9B0 1 . C6 . o2 . gs 

3710 

none 



Seq. ID OJ990915_01.9B01.C6 
Strand 

End 6782 

Method GENSCAN 

End 6782 

Score .89 



3710. .4836, 4909.. 5093, 5181.. 5880, 6627.. 6782 



23126 
48135 
3710 

OJ990915_01 . 9B01 . C6 . o2 . np 

3797 

5679312 



Seq. ID OJ990915_01.9B01.C6 
Strand 

End 6782 

Method AAT/NAP 

End 5956 

Score 1823 



3797. .4880, 5181. .5821, 5849. .5956 
(AF164020) receptor kinase [Oryza sativa] 



23127 
48136 

1- 

OJ990915_01 . 9B01 . C7 . ol . np 
1 

5679314 
1..284, 948. .2081 

(AF164021) receptor kinase [Oryza sativa] 



Seq. ID OJ990915_01.9B01.C7 

Strand + 

End 2105 

Method AAT/NAP 

End 2081 

Score 1597 



Seq. ID OJ990915_01.9B01.C7 

Strand + 

End 2105 

Method GENSCAN 

End 2105 

Score .66 



Seq. ID OJ990915_01". 9B01.C7 

Strand + 

End 2105 

Method TBLASTX : Mai ze 

End 1721 

Score 78 



23127 
48136 
1 

OJ990915_01 . 9B01 . C7 . ol . gs 
171 
none 

171. .227, 811. .834, 1236. .2105 

23127 
48136 
1 

OJ990915_01. 9B01.C7 .ol.tm 
1085 
none 

1085. .1255, 1110.. 1253, 1238.. 1444, 1242.. 1445, 1270.. 1473, 
1481. .1720, 1482. .1721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23127 
48136 
1 

OJ990915_0 1 . 9B0 1 . C7 . ol . ts 

1110 

none 



Seq. ID OJ990915_01.9B01.C7 

Strand + 

End 2105 

Method TBLASTX : Soybean 

End 2039 

Score 330 



1110. .1454, 1112. .1453, 1488. .2039, 1496. .1807, 1515. .1808, 
1895. .2038 



Seq. No. 



23127 



Seq. ID OJ990915_01.9B01.C7 



23367 




Gene No. 


48136 




Strand 


+ 




O Lai L 


1 




End 


2105 




Name 


OJ990915 01 


.9B01.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


1152 




End 


2039 




GI 


none 




Score 


74 




Exons 


1152. .1244, 


1238. .1438, 1248 


..1439, 1481. .1783, 1482. .1796 




1494. .1790, 


1884. .2039 








Seq. No. 


23127 




Seq. ID 


OJ990915_01.9B01 


.C7 




48136 




■ Strand 


+ 




Start 


1 




End 


2105 




Name 


OJ990915 01 


.9B01.C7.ol.tw 


Method 


TBLASTX : Wheat 




Start 


1314 




End 


1718 




GI 


none 




Score 


115 




Exons 


1314. .1442, 


1494. .1718 








Seq. No. 


23127 




Seq. ID 


OJ990915_01.9B01 


.C7 




48136 




Strand 


+ 




Start 


1 




End 


2105 




Name 


OJ990915 01 


■9B01.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1748 




End 


2039 




GI 


none 




Score 


379 




Exons 


1748. .2038, 


1749. .2039 








Seq. No. 


23128 




Seq. ID 


OJ990915_01.9B01 


.C8 


Gene No. 


48137 




Strand 


+ 




Start 


1 




End 


799 




Name 


OJ990915 01 


.9B01.C8.ol.np 


Method 


AAT/NAP 




Start 


1 . 




End 


799 




GI 


5679314 




Score 


1027 




Exons 


1. .799 










GI Descrip. 


(AF164021) 


receptor kinase [Oryza sativa] 




Seq. No. 


.23128 




Seq. ID 


OJ990915_01. 9B01 


.C8 


Gene No. 


48138 




Strand 


+ 




Start 


6294 




End 


6996 




Name 


OJ990915 01 


.9B01.C8.o4.np 


Method 


AAT/NAP 




Start 


6294 




End 


6996 




GI 


6498436 




Score 


394 A 


J;. ' 


Exons 


6294. .6613, 


6878. .6996 








GI Descrip. 


(AP000815) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


23128 




Seq. ID 


OJ990915JU. 9B01 


.C8 


Gene No. 


48139 




Strand 






Start 


1738 




End 


4159 




Name 


OJ990915 01 


. 9B01.C8.o2.np 


Method 


AAT/NAP 




Start 


1738 




End 


4159 




GI 


3063699 




Score 


124 




Exons 


1738. .1786, 


2123.. 2271, 2351 


..2647, 4008. .4159 




GI Descrip. 


(AL022537) ] 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


23128 




Seq. ID 


OJ990915_01. 9B01 


.C8 


Gene No. 


48140 




Strand 






Start 


5928 




End 


7 668 




Name 


OJ990915 01 


.9B01.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


778 




GI 


none 




Score 


79 





23368 



Exons 



1..72, 2.-67, 64. .150, 65. .193, 203 .. 778, 226 .. 279, 236. .427, 
334. .528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23128 
48140 
5928 

OJ990915_01 .9B01.C8.o2. tm 
1 

none 



Seq. ID OJ990915_01.9B01.C8 
Strand 

End 7668 

Method TBLASTX : Mai ze 

End 307 

Score 79 



1..72, 2. .67, 50. .160, 73. .165, 206. .307, 208. .282, 230. .307 



23128 
48140 
5928 

OJ990915_01.9B01.C8.ol.tc 
7 

none 



Seq. ID OJ990915_01.9B01.C8 
Strand 

End 7668 

Method TBLASTX : Cress 

End 7 99 

Score . 62 

7. .66, 8. .67, 64. .159, 65. .160, 196. .354, 203. .550, 214. .504, 
605. .799 



Seq. No. 23128 
Gene No. , 48140 

Start 5928 

Name * OJ990915_01 . 9B01 . C8 . ol . tw 

Start 65 

GI none 

Exons 65.. 163, 67.. 102, 191.. 439, 

Seq. No. 23128 

Gene No. 48140 

Start 5928 

Name OJ990915_01 . 9B01 . C8 . o2 . tw 

Start 440 

GI none 

Exons 440.. 580, 605.. 778 



Seq. ID OJ99Q915_01.9B01.C8 
Strand 

End 7668 

Method* ■ TBLASTX: Wheat 

End 439 

Score 88 

215. .358, 403. .438 

Seq. ID OJ990915_01.9B01.C8 
Strand 

End 7668 

Method TBLASTX : Wheat 

End 778 

Score 99 



Seq. No. 


23128 


Seq. ID 


OJ990915JD1.9B01 


.C8 


Gene No. 


48140 


Strand 






Start 


5928 


End 


7668 




Name 


OJ990915 01.9B01.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


468 


End 


816 




GI 


none 


Score 


151 




Exons 


468..623, 469. .816, 470. .802, 


654.'. 809 






Seq. No. 


23128 


Seq. ID 


OJ990915_01.9B01 


.C8 


Gene No. 


48140 


Strand 






Start 


5928 


End 


7668 




Name 


OJ990915 01.9B01.C8.o3.np 


Method 


AAT/NAP 




Start 


5928 


End 


7668 




GI 


6907106 


Score 


127 




Exons 


5928.. 6138, 7600.. 7668 








GI Descrip. 


(AP001129) EST AU06829KC12960) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


23128 


Seq. ID 


OJ990915JD1. 9B01 


.C8 


Gene No. 


48140 


Strand 






Start 


5928 


End 


7668 





23369 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990915_01.9B01.C8.o5.np Method AAT/NAP 

6082 End 7668 

6016874 Score 285 

6082. .6157, 7350. .7668 

(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116 ) correspond to a 

region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



23129 
48141 
8895 

OJ990915_01. 9B01.C9.o2.gs 

8895 

none 



Seq. ID OJ990915_01.9B01.C9 

Strand + 

End 11867 

Method GEN SCAN 

End 11867 

Score .41 



8895. .9025, 10215 .. 10268 , 10367 10553, 11441. .11867 



23129 
48141 
8895 

OJ990915_01.9B01.C9.ol.np 
10211 
5852180 

10211. ;i0268 / 11252. .11370, 11422.. 11823 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990915_01.9B01.C9 

Strand + 

End 11867 

Method AAT/NAP 

End 11823 

Score 428 



23129 
48142 
10117 

OJ990915_01. 9B01.C9.ol.gp 
10117 

uC-osflcyp033a04bl 
10117. .10496 

■6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990915_01. 9B01.C9 
Strand 

End 10496 

Method AAT/GAP 

End 10496 

Score 635 



Seq. No. 


23130 


Seq. ID 


OJ990915 


Gene No. 


48143 


Strand 




Start 


1 


End 


1594 


Name 


OJ990915 01 


. 9B01 . C10 . ol . np Method 


AAT/NAP 


Start 


1 


End 


1594 


GI 


5042454 


Score 


90 


Exons 


1..88, 1147 


..1228, 1539. .1594 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


23130 


Seq. ID 


OJ990915 


Gene No. 


48143 


Strand 




Start 


1 


End 


1594 


Name 


OJ990915 01 


.9B01.C10.ol.gs Method 


GENSCAN 


Start 


439 


End 


1341 


GI 


none 


Score 


.65 



Exons 439.. 616, 898.. 962, 1256.. 1341 

Seq. No. 23131 Seq. ID OJ990915_01.9B01.C11 

Gene No. 48144 Strand + 

Start . ■ 1723 End 8187 

Name OJ990915_01 . 9B01 . Cll . ol . gs Method GENSCAN 

Start 1723 End 3637 



23370 



Gl 

Exons 



none Score .52 

1723.. 2292, 2666.-2726, 3019.. 3262, 3355.. 3637 



Seq. No. 23131 Seq. ID 

Gene No. 48144 Strand 

Start 1723 End 

Name OJ990915_01 . 9B01 . Cll . ol . np Method 

Start 1723 End 

GI 6907089 Score 

Exons 1723. .2301, 5458 .. 6140, 6240 .. 8184 
GI Descrip. 



OJ990915_01.9B01.C11 
+ 

8187 
AAT/NAP 
8184 
4206 



(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


23131 




Seq. ID 


OJ990915 


_01. 


9B01. 


Cll 


Gene No. 


48144 




Strand 


+ 








Start 


1723 




End 


8187 








Name 


OJ990915 01.9B01.Cll.o2 


■ gs 


Method 


GENSCAN-* 








Start 


4599 




End 


8187 








GI 


none 




Score 


.55 








Exons 


4599.. 4703, 5422.. 5827, 


5972. 


.6140, 62< 


10. .8187 








Seq. No. 


23131 




Seq. ID 


OJ990915_ 


01. 


9B01. 


Cll 


Gene No. 


48145 




Strand 


+ 








Start 


15035 




End 


15196 








Name 


OJ990915 01.9B01.Cll.o4 


. np 


Method 


AAT/NAP 








Start 


15035 




End 


15196 








GI 


5922623 




Score 


97 








Exons 


15035. .15196 














GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 









gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


23131 








Seq. ID 


OJ990915_01.9B01.C11 




Gene No. 


48146 








Strand 






Start 


8807 








End 


15196 




Name 


OJ990915 01 


.9B01. 


Cll.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


1594 








End 


9418 




GI 


none 








Score 


83 




Exons 


1594. .1683, 


8816. 


.8941, 


8820. 


.8942, 9134. .9418, 9135. .9413 




Seq. No. 


23131 








Seq. ID 


OJ990915_01.9B01.C11 




Gene No. 


48146 








Strand 






Start 


8807 








End 


15196 




Name 


OJ990915 01 


. 9B01. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1855 








End 


13175 




GI 


none 








Score 


165 




Exons 


1855. .1959, 


4533. 


.4634, 


12692, 


. .13174, 


12720. .12980, 13002.. 13175 




Seq. No. 


23131 








Seq. ID 


OJ990915_01.9B01.C11 




Gene No. 


48146 








Strand 






Start 


8807 








End 


15196 




Name 


OJ990915 01 


. 9B01, 


Cll.oS 


. tm 


Method 


TBLASTX: Maize 




Start 


8766 








End 


8947 




GI 


none 








Score 


129 




Exons 


8766. .8942, 


8780. 


.8947 








Seq. No. 


23131 






Seq. ID 


OJ990915_01.9B01.C11 




Gene No. 


48146 








Strand 





23371 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



8807 End 

OJ990915_01 . 9B01 . Cll . o2 .np Method 

8807 End 

6498441 Score 



15196 
AAT/NAP 
14452 
6766 

11426. . 11666, 



8807. .9088, 9182. .10579, 10751 11233, 
11841. .11975, 12159. .12532, 12596 13059, 13390.. 14452 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 23131' 

Gene No. 48146 

Start 8807 

Name OJ990915_01 . 9B01 . Cll . o4 . tw 

Start 9419 

GI none Score 

Exons 9419.. 9799, 9450.. 9698, 9744.. 9800 



Seq. ID OJ990915_01.9B01.C11 
Strand 

End 15196 
Method TBLASTX : Wheat 
End 9800 
165 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons- 



23131 • Seq. ID 
48146 Strand 
8807 End 
OJ990915_01 . 9B01 . Cll . o2 . tm Method 
9614 End- 
none Score 
9614.. 9937, 9627.. 9908 



OJ990915_01.9B01.C11 
15196 

TBLASTX: Maize 

9937 

192 



Seq. No. 23131 Seq. ID 

Gene No. 4814 6 Strand 

Start 8807 End 

Name OJ990915_01 . 9B01 . Cll .08 . tw Method 

Start 10130 End 

GI none Score 

Exons 10130. .10390, 10266.. 10442 



OJ990915_01.9B01.C11 
15196 

TBLASTX: Wheat 

10442 

67 



Seq. No. 23131 

Gene No. 48146 

Start 8807 

Name OJ990915_01 . 9B01 .Cll .o3. ts 

Start 10190 

GI 5666795 

Exons 10190. .10390, 10445 .. 10579, 
GI Descrip. 4206306 2.0e-10 (AF049110) 

Seq. No. 23131 

Gene No. 48146 

Start 8807 

Name OJ990915_01.9B01.Cll.o5.tw 

Start 10445 

GI none 

Exons 10445. .10594, 1044 6 .. 10583, 
10655.. 10879 



Seq. ID 
Strand 
. End 
Method 
End 
Score 
10658. .10756 
prpol [Zea mays] 



OJ990915 01.9B01.C11 



15196 

TBLASTX : Soybean 
10756 
68 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_01.9B01.C11 
15196 

TBLASTX: Wheat 

10906 

92 



10641. .10814, 10655. .10906, 



Seq. No. 23131 Seq. ID 

Gene No. 48146 Strand 

Start 8807 End 

Name OJ990915_01 . 9B01 . Cll . o3 .np Method 

Start 11224 End 



OJ990915_01.9B01.C11 

15196 

AAT/NAP 

15196 



23372 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1903264 A Score 33 

11224. .11310, 12642. .12665, 14540 .. 14582 , 14845 14 97 6, 

15096.. 15196 

(Y11824) hypothetical protein [Pisum sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23131 
48146 
8807 

OJ990915_01.9B01.Cll.ol.ts 

11504 

none 

11504. .11875, 11715.. 11858 



Seq. ID OJ990915_01.9B01.C11 
Strand 

End 15196 

Method TBLASTX : Soybean 

End . 11875 

Score 90 



Seq. No. 23131 Seq. ID 

Gene No. 48146 Strand 

Start 8807 End 

Name OJ990915_01 . 9B01 . Cll . o2 . tw Method 

Start 11529 End 

GI none Score 

Exons 11529. .11954, 11534.. 11953 



OJ990915_01.9B01.C11 
15196 

TBLASTX: Wheat 

11954 

333. 



Seq. No. 23131 

Gene No. 48146 

Start 8807 

Name OJ990915_01 . 9B01 . Cll . o3 . tm 

Start 11627 

GI none 

Exons 11627. .12010, 11646.. 12011 

Seq. No. 23131 

Gene No. 48146 

Start 8807 

Name OJ990915_01 . 9B01 . Cll . ol . tm 
Start - 12038 

GI none 
Exons 



Seq. ID OJ990915_01.9B01.C11 
Strand 

End 15196 

Method TBLASTX: Maize 

End 12011 

Score 226 



Seq. ID OJ990915_01.9B01.C11 
Strand 

End 15196 

Method TBLASTX : Mai ze 

End 12394 

Score 116 



12038. .12343, 12038 .. 12394 , 12048. .12359 



23131 
48146 
8807 

OJ990915_01.9B01.Cll.ol.tw 

12062 

none 



Seq. ID OJ990915_01~. 9B01.C11 
Strand 

End 15196 

Method TBLASTX : Wheat 

End 12525 

Score 400 



12062. .12523, 12063 .. 12524 , 12082. .12525 

OJ990915 01.9B01.C11 



23131 Seq. ID 

48146 Strand 

8807 End 
OJ990915_01.9B01.Cll.o2.ts Method 

12119 End 

none Score 

12119. .12253, 12260.. 12484 



-Seq. No. 23131 Seq. ID 

Gene No. 4 814 6 Strand 

Start 8807 ' End 

Name OJ990915_01 . 9B01 . Cll . o4 . gs . Method 



15196 

TBLASTX: Soybean 

12484 

117 



OJ990915_01. 9B01.C11 

15196 
GENSCAN 



23373 



Start 


12533 


End 


15134 




GI 


none 


Score 


.4 




Exons 


12533. .13876, 13894 .. 14 976, 


15032. .15134 




Seq. No. 


23131 


Seq. ID 


OJ990915_01.9B01 


.Cll 


Gene No. 


48146 


Strand 






Start 


8807 


End 


15196 




Name 


OJ990915 01. 9B01.Cll.o6.tw 


Method 


TBLASTX: Wheat 




Start 


13912 


End 


14304 




GI 


none 


Score 


86 




Exons 


13912. .14169, 14024. .14185, 


14152. .14250, 14153. .14233, 






14257. .14304 








Seq. No. 


23131 


Seq. ID 


OJ990915_01. 9B01 


.Cll 


Gene No . 


48146 


Strand 






Start 


8807 


End 


15196 




Name 


OJ990915 01.9B01.Cll.o4.tm 


Method 


TBLASTX: Maize 




Start 


14014 


End 


14299 




GI 


none 


Score 


89 




Exons' 


14014. .14262, 14015. .14299 








Seq. No. 


23132 


Seq. ID 


OJ990915_01. 9B01 


.C12 


Gene No. 


48147 


Strand 


+ 




Start 


3143 


End 


5755 




Name 


OJ990915 01.9B01.C12.ol.np 


Method 


AAT/NAP 




Start 


3128 


End 


5755 




GI 


4234852 


Score 


2206 




Exons 


3128. .5755 








GI Descrip.. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


23132 


Seq. ID 


OJ990915_01. 9B01 


.C12 


C5pnp No 


48147 


Strand 


+ 




Start 


3143 


End 


5755 




Name 


OJ990915 01.9B01.C12.o2.gs 


Method 


GENS CAN 




Start 


3143 


End 


5726 




GI 


none 


Score 


.55 




Exons 


3143.. 4295, 4572.. 4701, 4891 


..5029, 5343. .5726 




Seq. No. 


23132 


Seq. ID 


OJ990915JD1.9B01 


.C12 


Gene No. 


48147 


Strand 


+ 




Start 


3143 


End 


5755 




Name 


OJ990915 01.9B01.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


3278 


End 


4176 




GI 


none 


Score 


220 




Exons 


3278.. 3505, 3292.. 3504, 3521 


..3754, 3523. .3711, 3530. .3715, 




3648.. 3731, 3887.. 3991, 4102 


. .4176 






Seq. No. 


23132 


Seq. ID 


OJ990915 01.9B01 


.C12 


Genp No 


48147 


Strand 


+ 




Start 


3143 


End 


5755 




Name 


OJ990915 01.9B01.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4589 


End 


4935 




GI 


none 


Score 


102 




Exons 


4589.. 4690, 4696.. 4935, 4724 


. .4933 






Seq. wo. 


23132 


Seq. ID 


OJ990915 01.9B01 


.C12 


Gene No. 


48147 


Strand 


+ 





23374 



Start 
Name 
Start 
GI 

Exons 



3143 End 

OJ990915_01 . 9B01 . C12 . ol . tw Method 

4642 End 

none Score 



5755 

TBLASTX: Wheat 

5304 

247 



4642. .4881, 4643. .4882, 4922. .5095, 4933. .5034, 4982. .5113, 
5104.. 5226, 5206.. 5304 



Seq. No. 23132 

Gene No. 48147 

Start 3143 

Name OJ990915JD1 . 9B01.C12 .o2 . tm 

Start 4658 

GI none 

Exons 4658.-4882, 4931.. 5095, 4933. 



Seq. ID OJ990915_01.9B01.C12 

Strand + 

End 5755 

Method TBLASTX : Mai ze 

End 5095 

Score 119 
.5094 



Seq. No. 23132 

Gene No. 48147 

Start 3143 

Name OJ990915_01 . 9B01 .C12 . ol . tc 

Start 4922 

GI none 

Exons 4922.. 5095, 5134.. 5301 



Seq. ID OJ990915_01.9B01.C12 

Strand + 

End 5755 

Method TBLASTX : Cress 

End 5301 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23132 
48147 
3143 

OJ990915_01.9B01.C12.o2.ts 

4937 

none 



Seq. ID OJ990915_01.9B01.C12 

Strand + 

End 5755 

Method TBLASTX : Soybean 

End 5307 

Score 142 



4937. .5107, 4978. .5094, 5101. .5130, 5134. .5307 



23133 
48148 
1 

OJ990915_01.9B01.C13.ol.np 
1 

4234852 
1..721 

(AF082133) gag-pol polyprotein£;[ Zea mays] 



Seq. ID OJ990915_01.9B01.C13 

Strand + 

End 721 

Method AAT/NAP 

End 721 

Score 985 



23133 
48148 

1 " 

OJ990915_01.9B01.C13.ol.tw 
19 

none 



Seq. ID OJ990915_01.9B01.C13 

Strand + 

End 721 

Method • TBLASTX: Wheat 

End 561 

Score 103 



19. .111, 26. .115, 44. .124, 101. .550, 103. .201, 177. .326, 
256.-387, 347. .547, 448. .561 



23133 
48148 
1 

OJ990915_01 . 9B01 . C13 . ol . tm 

233 

none 

233. .376, 350. .664, 448.-645 



Seq. ID OJ990915_01.9B01.C13 

Strand + 

End 721 

Method TBLASTX: Maize 

End . 664 

Score 260 



23375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23134 



Seq. ID OJ990915_01.9B01.C15 



48149 Strand 
1 End 210 

OJ990915_01 . 9B01.C15.ol. np Method AAT/NAP 
1 End 210 

6069646 Score 144 

1. .210 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


23135 


Seq. ID 


OJ990915_01.9B01.C16 


Gene No. 


48150 


Strand 


+ 


Start 


246 


End 


2110 


Name 


OJ990915 01.9B01.C16.ol.np 


Method 


AAT/NAP 


Start 


246 


End 


2110 


GI 


5499713 


Score 


1453 


Exons 


246. .940, 1000. .1211, 1292.. 


2110 




GI Descrip. 


(U78762) receptor-like kinase ARK1AS [Triticum aestivum] 


Seq. No. 


23135 


^Seq. ID 


O.TQQDQ1 R 01 QRH1 PI 


Gene No. 


48150 


' Strand 


i 


Start 


246 


End 


9 1 1 n 


Name 


OJ990915 01.9B01.C16.o2.tm 


Method 


TRT QQTY • Ma -i 70 
1 Di-irlO 1 A . L v ld-L 


Start 


306 


End 




GI 


none 


Score 


1 fin 


Exons 


306. .482, 323. .418, 346. .474 


, 354. .482 


473 547 482 547 




483. .548 






Seq. No. 


23135 


Seq. ID 


OJ990915_01.9B01.C16 


Gene No. 


48150 


Strand 


+ 


Start 


246 


End 


2110 


Name 


OJ990915 01.9B01.C16.ol.gp 


Method 


AAT/GAP 


Start 


396 


End 


850 


GI 


2312732 


Score 


850 


Exons 


396. .850 






GI Descrip. 


5669674 /gb|AAD4 6420.1 |AF100771_1 1 . Oe- 


32 (AF100771) ■ 




receptor-like kinase [Hordeum vulgare] 




Seq. No. 


23135 


Seq*. ID 


OJ990915_01.9B01.C16 


Gene No. 


48150 


Strand 


+ 


Start 


246 


End 


2110 


Name 


OJ990915 01.9B01.C16.ol.gs 


Method 


GENSCAN 


Start 


616 


End 


1920 


GI 


none 


Score 


.4 


Exons 


616.. 959, 1302.. 1920 






Seq. No. 


23135 


Seq. ID 


OJ990915_01.9B01.C16 


Gene No. 


48150 


Strand 


+ 


Start 


246 


End 


2110 


Name 


OJ990915 01.9B01.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


708 


End 


1971 


GI 


none 


Score 


53 


Exons 


708.. 806, 1579. .1737, 1581.. 


1700, 1726 


. .1971 



23376 




Seq. No. 


23135 








Seq. ID 


OJ990915 


_01.9B01.C16 




tOIJU 








Strand 


+ 




Start 


246 








End 


2110 




Name 


OJ990915 01, 


.9B01. 


C16.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1290 








End 


1974 




GI 


none 








Score 


275 




Exons 


1290. .1505, 


1291. 


.1512, 


1376. 


.1534, 1510. .1974, 


1512. .1973 


Seq. No. 


23135 








Seq. ID 


OJ990915 


_01.9B01.C16 


Gene. No. 


48150 








Strand 


+ 




Start 


246 








End 


2110 




Name 


OJ990915 01, 


, 9B01. 


C16.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1345 








End 


2109 




GI 


none 








Score 


304 




Exons 


1345. .1713, 


1416. 


.1700, 


1482. 


.1718, 1723. .2109, 


1732. .2055, 



1758. .2060 



Seq. No. 23135 

Gene No. 48150 

Start 246 

Name OJ990915JD1 . 9B01 . C16 . ol . tc 

Start 1417 

GI none 
Exons 



Seq. ID OJ990915 01.9B01.C16 



Strand 
End 

Method 

End 

Score 



+ 

2110 

TBLASTX: Cress 

2079 

99 



1417. .1524, 1527. .1709, 1528. .1707, 1726. .2079, 1734.'. 2042 



Seq. No. 23136 

Gene No. 48151 

Start 3212 

Name OJ990915_01 . 9B01 . C17 . ol . np 

Start 3212 

GI 1731426 

Exons 3212.. 3910 

GI Descrip. ZEAMATIN PRECURSOR gi 1459170 
[Zea mays] 



Seq. ID OJ990915 01.9B01.C17 



Strand 
End 

Method 

End 

Score 



+ 

3910 
AAT/NAP 
3910 
684 



(U06831) unnamed protein product 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23136 Seq. ID OJ990915_01.9B01.C17 

48152 Strand + 

3980 End 5178 

OJ990915_01.9B01.C17..o2.np Method AAT/NAP 

3980 End 5178 

2864613 Score' 726 

3980. .5178 

(AL021811) S-receptor kinase -like protein [Arabidopsis 
thaliana] gi | 404 9333 | emb | CAA22558 . 1 | (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



23136 Seq. ID 

48153 Strand 

8445 End 
OJ990915_01 . 9B01 . C17 . o3 . gs Method 

8445 End 

none Score 
8445. .9139 



OJ990915_01.9B01.C17 
+ 

10342 
GENSCAN 
9139 
.58 



Seq. No. 
Gene No. 
Start 



23136- 

48153 

8445 



Seq. ID OJ990915_01.9B01.C17 
Strand + 
End 10342 



23377 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990915_01 . 9B01 . C17 . o4 . np. Method AAT/NAP 

8445 End 10342 

5523852 Score 475 

8445. .9244, 9972. .9999, 10226. .10342 

(AF085164) receptor-like kinase LRK10 [Hordeum vulgare] 



23136 
48154 
5684 

OJ990915_01 . 9B01 . C17 . o2 . tm 

3280 

none 



Seq. ID OJ990915_01.9B01.C17 
Strand 

End 7 962 

Method TBLASTX : Mai ze 

End 3910 

Score 194 



3280. .3444, 3299.-3445, 3451. .3537, 3452. .3610, 3556. .3609, 
3640. .3858, 3656. .3859, 3845. .3907, 3848. .3910 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23136 
48154 
5684 

OJ990915_01. 9B01.C17.o2.ts 

3280 

none 

3280. .3453, 3299.-3454, 3451. 
3640. .3759, 3659.-3757, 3770. 

23136 
48154 
5684 

OJ990915_01.9B01.C17.ol.tw 

3298 

none 

3298. .3444, 
3659. .3736 



3299.. 3445, 3316. 



Seq. ID OJ990915_01.9B01.C17 
Strand 

End 7962 

Method TBLASTX : Soybean 

End 3910 

Score 197 

.3528, 3452.. 3607, 3556.. 3606, 
.3859, 377S..3858, 3848. .3910 

Seq. ID OJ990915_01.9B01.C17 
Strand 

End 7 962 

Method TBLASTX : Wheat 

End 3736 

Score 188 

.3402, 3451. .3606, 3452. .3607, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



23136 
48154 
5684 

OJ990915_01.9B01.C17.ol.tc 
3449 
none 
3449. 
4130. 
4642. 
5756. 
6177. 



.3478, 3509.. 3601, 3659. 

.4237, 4244. .4423, 4285. 

.4698, 4667..4699, 4715. 

.5896, 5789.. 5890, 5990. 

.6335, 6356.. 6652, 6357. 



Seq. ID OJ990915_01.9B01.C17 
Strand 

End 7 962 

Method TBLASTX : Cress 

End 6652 

Score 44 

.3763, 3779. .3859, 3848. .3940, 
.4422, 4466. .4651, 4510. .4632, 
.4810, 4729.-4827, 4881. .5009, 
.6337, 6018. .6134, 6026. .6325, 
.6485, 6367.. 6504 



23136 
48154 
5684 

OJ990915_01.9B01.C17.ol.tm 

4130 

none 

4130. .4225, 4232. .4435, 4285. 
4658.. 4708, 6095. .6775, 6095. 

23136 
48154 
5684 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ990915 01.9B01.C17 



7962 

TBLASTX: Maize 
6830 
85 

.4422, 4445. .4657, 4504. 
.6781, 6558.. 6830, 6600. 



,4656, 
6782 



Seq. ID 

Strand 

End 



OJ990915 01.9B01.C17 



7962 



23378 




Name 


OJ990915 01 


. 9B01 


.C17.ol 


ts 


Method 


TBLASTX: 


Soybean 


O Lai L 


*i i O \J 








End 


6694 


GI 


none 








Score 


90 




Exons 


4136. .4231, 


4244 


. .4432, 


4286. 


.4429, 4454. .4651, 


4474. .4632, 




4642. .4698, 


4670 


. .4699, 


4715. 


.4810, 4729. .4788, 


4935. .5012, 




5774. .5920, 


5951 


. .6346, 


6015. 


.6320, 6212. .6403, 


6359. .6559, 




6363. .6485, 


6551 


. .6694 










Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 


Gene No. 


48154 








Strand 






U LQ1 L 


5684 








End 


7962 




Name 


OJ990915 01 


. 9B01 


.C17.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4294 








End 


6490 




GI 


none 








Score 


111 




Exons 


4294. .4416, 


4295 


. .4411, 


4454. 


.4651, 4468. .4641, 


4649. .4717, 




6098. .6337, 


6359 


. .6490 










Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 


Gene No. 


48154 








Strand- 






Start 


5684 








End 


7962 




Name 


OJ990915 01 


. 9B01 


C17 


1.111 


Method 


TBLASTX: 


L id J. 


Start 


4709 








End 


6082 




GI 


none 








Score 


204 




Exons 


4709. .4858, 


4711 


. .4851, 


4879. 


.5034, 4879. .5034, 


4884. .5096, 




4925. .5062, 


4929 


. .5081, 


5075. 


.5125, 5076. .5126, 


5801. .5881, 




5987. .6082 














Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 


uCUC IMU > 


48154 








Strand 






Start 


5684 








End 


7962 




Name 


OJ990915 01 


9B01 


.C17.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4911 








End 


6097 




GI 


none 








Score 


71 




Exons 


4911. .5006, 


5777 


. .5905, 


5810. 


.5905, 5951. .6097, 


6026. .6070 


Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 




48154 








Strand 






Start 


5684 








End 


7962 




Name 


OJ990915 01. 


9B01.C17.o2. 


gs 


Method 


GENSCAN 




Start 


5684 








End 


7916 




GI 


none 








Score 


.68 




Exons 


5684. .6725, 


6906 


.7121, 


7230. 


.7513, 7542. .7916 




Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 


Gene No. 


48154 








Strand 






Start 


5684 








End 


7962 




Name 


OJ990915 01. 


9B01 


C17.o3. 


np 


Method 


AAT/NAP 




Start 


5687 








End 


•7962 




GI 


5669665 








Score 


1758 




Exons 


5687. . 6780, 


6895. 


.6970, 


7031. 


.7073, 7230.. 7962 




GI Descrip. 


(AF1007 66) receptor-like 


kinase [Oryza 


sativa] 




Seq. No. 


23136 








Seq. ID 


OJ990915 


_01.9B01.C17 


Gene No. 


48154 








Strand 






Start 


5684 








End 


7962 




Name 


OJ990915 01. 


9B01. 


C17.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7647 








End 


7850 





23379 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
7647. .7715, 7650. .7850, 7651. .7842 



68 



23137 
48155 
1807 

OJ990915_01.9B01.C18.ol.np 
1807 
2062389 
1807. .2550 

(U77657) pathogenesis-related thaumatin-like protein [Oryza 
sativa] 



Seq. ID OJ990915_01.9B01.C18 

Strand + 

End 2688 

Method AAT/NAP 

End 2550 

Score 699 



Seq. No. 23137 

Gene No. 48155 

Start 1807 

Name OJ990915_01 . 9B01 . C18 . ol . gs 

Start 1810 

GI none 

Exons 1810.. 2688 



Seq. ID OJ990915_01.9B01.C18 

Strand + 

End 2 688 

Method GENSCAN 

End 2688 

Score. .46 



Seq. No. 23137 Seq. ID 

Gene No. 48155 Strand 

Start 1807 ■ End 

Name OJ990915_01 . 9B01 . C18 . o2 . gp Method 

Start 1815 End 

GI 58339_1.R1084 Score 

Exons 1815.. 2173 

GI Descrip. ' 5669674/gb | AAD46420 . 1 | AF100771_1 1.0e-32 
receptor-like kinase [Hordeum vulgare] 1 



OJ990915_01.9B01.C18 
+ 

2688 
AAT/GAP 
2173 
672 



(AF100771) 



Seq. No. 23137 Seq. ID 

Gene No. 48156 Strand 

Start 1083 End 

Name OJ990915_01 . 9B01 . C18 . ol . gp Method 

Start 1083 End 

GI 2317358 Score 

Exons 1083.. 14il 



OJ990915_01.9B01.C18 

1411 
AAT/GAP 
1411 
654 



Seq. No. 23137 
Gene No. 48157 
Start 1831 

Name OJ990915_01 . 9B01 . C18 . ol . tm 

Start 1831 
GI none 

Exons 1831. .2049, 1848. .1940, 1891. 

2167.. 2268, 2265.. 2366, 2266. 
2446. .2469, 2487. .2561, 2506. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 01.9B01.C18 



2562 

TBLASTX: Maize 
2562 
64 

.2187, 1917.. 2162, 2166. 
.2367, 2277.. 2384, 2278. 
.2562 



2246, 
2367, 



Seq. No. 23137 

Gene No. 48157 

Start 1831 

Name OJ990915_01 . 9B01 . C18 . ol . tc 

Start 1897 

GI none 

Exons 1897.. 1971, 1950.. 2240, 1951, 



OJ990915_01.9B01.C18 
2562 

TBLASTX: Cress 
2388 
80 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2241, 2296.-2388, 2301. .2372 



23380 



Seq. No. 


23137 


Seq. ID 


OJ990915_01.9B01.C18 


rzpnp No 


48157 


Strand 




Start 


1831 


End 


2562 


Name 


OJ990915 01.9B01.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1897 


End 


2556 


GI 


none 


Score 


423 


Exons 


1897. .2241, 1917. .2240, 2277., 


.2387, 2278. .2388, 2506. .2556 


Seq. No. 


23137 


Seq. ID 


OJ990915_01.9B01.C18 


fipnp No 


48157 


Strand 




Start 


1831 


End 


2562 


Name 


OJ990915 01.9B01.C18.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1929 


End 


2387 


GI 


none 


Score 


374 


Exons 


1929.. 2240, 1930.. 2241, 2295.. 


,2387, 2296.. 2373 


Seq. No. 


23138 


Seq. ID 


OJ990915_01.9B01.C19 


Gene No. 


48158 


Strand 


+ 


Start 


1 


End' 


2177 


Name 


OJ990915 01.9B01.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


912 


GI 


2864613 


Score >. 


-629 


Exons 


1. .912 






GI Descrip. 


(AL021811) S-receptor kinase - 


-like protein [Arabidopsis 




thaliana] gi | 404 9333 | emb | CAA22558 . 1 | 


(AL034567 ) S-receptor 




kinase-like protein [Arabidopsis thaliana] 


Seq. No. 


23138 


Seq. ID 


OJ990915_01.9B01.C19 


dpnp No 


48158 


Strand 


+ 


Start 


1 


End 


2177 


Name 


OJ990915 01.9B01.C19.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


2177 


GI 


none 


Score 


.44 


Exons 


23.-852, 1204. .1259, 1326. .1381, 1603 


..1784, 2027. .2177 


Seq. No. 


23138 


Seq. ID 


OJ990915_01.9B01.C19 


Gene No. 


48159 


Strand 




Start 


1 


End 


391 


Name 


OJ990915 01.9B01.C19.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


391 


GI 


2317357 


Score 


774 


Exons 


1. .391 






GI Descrip. 


2864613/emb|CAA16960| 2.0e-39 


(AL021811) S-receptor kinase ■ 




protein [Arabidopsis thaliana] 


>gi 4049333 emb CAA22558.1 




(AL034567) S-receptor kinase-like protein [Arabidopsis thai: 


Seq. No. 


23138 


Seq. ID 


OJ990915_01.9B01.C19 


Gene No. 


48160 


Strand 




Start 


2838 


End 


3875 


Name 


OJ990915 01.9B01.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


3875 


GI 


none 


Score 


176 


Exons 


2. .178, 28. .162, 182. .388, 235 


I..387, 389. .439, 3249. .3875, 




3250. .3873, 3252. .3875 






Seq. No. 


23138 


Seq. ID 


OJ990915_01.9B01.C19 


Gene No. 


48160 


Strand 





23381 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2838 End 

OJ990915_01 . 9B01 . C19 . ol . ts Method 

2 End 

none Score 



3875 

TBLASTX: Soybean 

3848 

296 



2. .382, 28. .162, 211. .363, 373. .429, 401. .430, 446. .541, 
'460. .519, 650. .736, 2928. .3062, 2946. .3074, 3169.. 3465, 
3171. .3500, 3366. .3497, 3510. .3713, 3517. .3714, 3705. .3848 



23138 
48160 
2838 

OJ990915_01.9B01.C19.ol.tc 
29 

none 



Seq. ID OJ990915_01.9B01.C19 
Strand 

End 3875 

Method TBLASTX : Cress 

End 3806 

Score 134 



29. .166, 197. .382, 241. .363, 373. .429, 398. .430, 446. .541, 
460.. 558, 647.. 733, 2910.. 3050, 2923.. 3057, 2970.. 3062, 
3174. .3497, 3180. .3446, 3181. .3489, 3516. .3806, 3523. .3804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23138 
48160 
2838 

OJ990915_01.9B01.C19.ol.tw 
37 

none 



Seq. ID OJ990915_01.9B01.C19 
Strand 

End 3875 

Method TBLASTX : Wheat 

End 3644 

Score 112 

37. .159, 38. .169, 197. .382, 199. .351, 380. .448, 3252. .3497, 
3513. .3644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23138 Seq. ID 

48160 Strand 
2838 End 
OJ990915_01. 9B01.C19.o2.tm Method 
440 End 
none . Score 

440. .604, 442. .612, 442. .582, 611. .826, 

806. .856, 808. .855, 2955. .3035, 3171. .3236 



OJ990915 01.9B01.C19 



3875 

TBLASTX :Maize 
3236 
223 

617. .811, 661. 



.825, 



23138 
48160 
2838 

OJ990915_01.9B01.C19.o2.tw 
458 
none 

458. .541, 647. .742, 2923. .3033, 2931. 
3105.. 3251 



Seq. ID OJ990915_01.9B01.C19 
Strand 

End 3875 

Method * TBLASTX : Wheat 

End 3251 

Score 50 

,3059, 2940. .3047, 



Seq. No. 23138 Seq. ID 

Gene No. 48160 Strand 

Start - 2838 End 

Name OJ990915_01 . 9B01 . C19 . o2 . gs Method 

Start 2838 End 

GI none Score 

Exons 2838.. 3830 



OJ990915_01.9B01.C19 

3875 
GEN SCAN 
3830 
.85 



Seq. No. . 23138 
Gene No. 48160 
Start 2838 

Name OJ990915 01 . 9B01 . C19 . o2 , 



np 



Seq. ID OJ990915_01.9B01.C19 
Strand 

End 3875 

Method AAT/NAP 



23382 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2841 End 3875 

5669665 Score 1443 

2841. .3875 

(AF100766) receptor-like kinase [Oryza sativa] 



23139 
48161 
1 

OJ990,915_01.9B01.C20.ol.np 
1 

5679314 
1..468, 683. .723 

(AF164021) receptor kinase [Oryza sativa] 



Seq. ID OJ990915_01.9B01.C20 
Strand 

End 723 

Method AAT/NAP 

End - 723 

Score 685 



23139 
48161 
1 

OJ990915_01.9B01.C20.ol.ts 
18 

none 



Seq. ID OJ990915_01.9B01.C20 
Strand 

End 723 

Method TBLASTX : Soybean 

End 367 

Score 14 6 



18. .239, 26. .307, 26. .367, 294. .365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23139 
48161 

1' 

OJ990915_01 .'9B01 . C20 . ol . tc 
23 

none 



Seq. ID. OJ990915_01.9B01.C20 
Strand 

End 723 

Method TBLASTX : Cress 

End 325 

Score 148 



23. .229, 30. .239, 224. .307, 233. .325 



23139 
48161 
1 

OJ990915_01. 9B01.C20.ol.tm 
33 

none 



Seq. ID OJ990915_01.9B01.C20 
Strand 

End 723 

Method TBLASTX : Mai ze 

End 4 66 

Score 164 



33. .179, 38. .178, 63. .191, 174. .224, 176. .223, 221. .391, 
224. .466, 294..42S, 416. .457 



Seq. No. 23139 

Gene No. 48161 

Start 1 

Name OJ990915_01 . 9B01 . C20 . ol . gs 

Start 241 

GI none 

Exons 241.. 468, 683,. 706 



Seq. ID OJ990915_01.9B01.C20 
Strand 

End 723 

Method GENSCAN 

End 706 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



23140 
48162 
1260 

OJ990915_01 . 9B01 . C21 . ol . gs 

1260 

none 



Seq. ID OJ990915_01.9B01.C21 

Strand + 

End 3062 

Method GENSCAN 

End 3062 

Score .83 



1260.. 1329, 1377.. 1425, 2036. .2567, 2619, .2788, 2887.. 3062 



23140 
48162 



Seq. ID OJ990915_01.9B01.C21 
Strand + 



23383 



Start 


1260 


End 


3062 




Name 


OJ990915 01.9B01.C21.o2.np 


Method 


AAT/NAP 




Start 


2043 


End 


2788 




GI 


5669663 


Score 


465 




Exons 


2043. .2384, 2418. .2788 








GI Descrip. 


(AF100765) receptor-like kinase [Oryza 


sativa] 




Seq. No. 


23140 


Seq. ID 


OJ990915_01.9B01 


.C21 


Gene No. 


48163 


Strand 






Start 


483 . 


End 


1251 




Name 


OJ990915 01.9B01.C21.ol.np 


Method 


AAT/NAP 




Start 


483 


End 


1251 




GI 


5679314 


Score 


837 




Exons 


483. .1251 








GI Descrip. 


(AF164021) receptor kinase [Oryza sativa] 




Seq. No. 


23140 


Seq. ID 


OJ990915_01.9B01 


.C21 


Gene No . 


48163 


Strand 






Start 


483 


End 


1251 




Name 


OJ990915 01.9B01.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


766 


End 


1195 




GI 


none 


Score 


44 




Exons 


766. .846, 873. .1193, 877. .1194, 878. .1195 




Seq. No. 


23140 


Seq. ID 


OJ990915_01.9B01 


.C21 


Gene No. 


48164 


Strand 






Start 


2076 


End 


2360 




Name 


OJ990915 01. 9B01.C21.o2. tm 


Method 


TBLASTX: Maize 




Start 


2076 


End 


2360 




GI 


none 


Score 


258 




Exons 


2076. .2150, 2142. .2360, 2145. 


.2357 






Seq. No. 


23141 


Seq. ID 


OJ990915 01.9B01 


.C22 


Gene No. 


48165 


Strand 


+ 




Start 


1 


End 


804 




Name 


OJ990915 01.9B01.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


792 




GI 


5523856 


Score 


1032 




Exons 


1..792 








GI Descrip. 


(AF085166) receptor-like kinase [Hordeum vulgare] 




Seq. No. 


23141 


Seq. ID 


OJ990915_01.9B01 


.C22 


Gene No. 


48165 


Strand 


+ 




Start 


1 


End 


804 




Name 


OJ990915 01.9B01.C22.ol.tc 


Method 


TBLASTX : Cress 




Start 


1 


End 


740 




GI 


none 


Score 


149 




Exons 


1..126, 3. .128, 151. .501, 151 


..462, 354 


..500, 490. .588, 






588.. 740., 595.. 735 








Seq. No. 


23141 


Seq. ID 


OJ990915_01.9B01 


.C22 


Gene No. 


48165 


Strand 


+ 




Start 


1 


End 


804 




Name 


OJ990915 01.9B01.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


392 




GI 


none 


Score 


580 




Exons 


1..390, 1..390, 3. .392 









23384 



Seq. No. 23141 

Gene No. 48165 

Start 1 

Name OJ990915_01 . 9B01 .C22 . ol . ts 

Start 1 

GI none 

Exons 1..132, 1..126, 142.. 537, 144, 



Seq. ID OJ990915_01.9B01.C22 

Strand + 

End 804 

Method TBLASTX : Soybean 

End 717 

Score 133 

.539, 583. .717, 622. .699 



Seq. No. 23141 Seq. ID 

Gene No. 48165 Strand 

Start 1 End 

Name OJ990915_01 . 9B01 . C22 . ol . tw Method 

Start . 1 End 

GI none Score 

Exons 1..129, 151.. 390 



OJ990915_01.9B01.C22 
+ 

804 

TBLASTX : Wheat 

390 

111 



Seq. No. 23141 Seq. ID 

Gene No. 48165 Strand 

Start 1 End 

Name OJ990915_01 . 9B01 . C22 . ol . gs Method 

Start ■ 97 End 

GI none Score 

Exons 97.. 804 



OJ990915_01.9B01.C22 
+ 

804 

GENSCAN 

804 

.91 



Seq. No. 23141 

Gene No. 48165 

Start 1 

Name OJ990915_01 . 9B01 . C22 . o2 . tm 

Start 393 

GI none 

Exons 393.-536, 393.. 530, 394.. 561, 



Seq. ID OJ990915_01.9B01.C22 

Strand + 

End 8 04 

Method TBLASTX : Mai ze 

End 735 

Score 108 

442. .735, 577. .729, 579. .734 



Seq. No. 


23141 






Seq. ID 


OJ990915_01.9B01. 


C22 


Gene No. 


48165 






Strand 


+ 




Start 


1 






End 


804 




Name 


OJ990915 


_01.9B01.C22.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


397 






End 


714 




GI 


none 






Score 


113 




Exons 


397. .537, 


399. .521, 586. 


.714, 


598. .681- 






Seq. No. 


23142 






Seq. ID 


OJ990915_01.9B01- 


C23 


Gene No. 


48166 






Strand 


+ 




Start 


1 






End 


560 




Name 


OJ990915 


01.9B01.C23.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


560 




GI 


1680686 






Score 


838 




Exons 


1. .560 












GI Descrip. 


(U51330) 


rust resistance 


kinase LrlO [Triticum aestivum] 





OJ990915 01.9B01-C23 



Seq. No. 23142 Seq. ID 

Gene No. 48167 Strand 

Start 376 End 

Name OJ990915_01 . 9B01 . C23 . ol . tc Method 

Start 1 End 

GI hone Score 

Exons 1..93, 18. .98, 18. .92, 90. .287, 97 . . 288, 327 . . 554, 328.-558 



558 

TBLASTX: Cress 

558 

102 



23385 



Seq. No. 23142 

Gene No. 48167 

Start 376 

Name OJ990915_01 . 9B01 . C23 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990915_01.9B01.C23 
Strand 

End 558 

Method TBLASTX : Soybean 

End 558 

Score 644 



1..558, 3. .287, 351. .404, 361. .543, 459. .554 



Seq. No. 23142 . 

Gene No. 48167 

Start 376 

Name OJ990915_01 . 9B01 . C23 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990915_01.9B01.C23 

Strand 

End 558 

Method TBLASTX : Mai ze 

End 558 

Score 92 



1..102, 39. .104, 91. .291, 94. .300, 108. .353, 304. .558, 310. .543, 
456. .554 



Seq. No. 23142 

Gene No. 48167 

Start 376 

Name OJ990915_01 . 9B01 . C23 . ol . tw 

Start 162 

GI none 

Exons 162.. 230, 163.. 291, 316.. 555 

Seq. No. 23142 

Gene No. 4 8167 

Start 376 

Name OJ990915_01 . 9B01 . C23 . ol . gs 

Start 376 

GI none 

Exons 376.-483, 513.. 545 



Seq. ID OJ990915_01.9B01.C23 
Strand 

End 558 

Method TBLASTX : Wheat 

End 555 

Score 109 



Seq. ID OJ990915_01.9B01.C23 
Strand 

End 558 

Method GEN SCAN ' 

End 545 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23143 
48168 
1 

OJ990915_01.9B01.C24.ol.np 
1 

5679312 
1..820 

(AF164020) receptor kinase [Oryza sativa] 



Seq. ID. OJ990915_01.9B01.C24 
Strand 

820 

AAT/NAP 
820 
1103 



End 

Method 

End 

Score 



23143 
48168 
1 

OJ990915_01. 9B01.C24 .ol.gs 

104 

none 

104. .696 



Seq. ID OJ990915_01.9B01.C24 
Strand 

End 820 

Method GEN SCAN 

End 696 

Score .54 



Seq. No. 23143 

Gene No. 48168 

Start 1 

Name OJ990915_01 . 9B01 . C24 . ol . tm 

Start 490 

GI none 



Seq. ID OJ990915_01.9B01.C24 
Strand 

End 820 

Method TBLASTX : Mai ze 

End 738 

Score 151 



23386 




Exons 490.. 519, 526.. 738, 529.. 723 



Seq. No. 


23144 


Seq. ID 


OJ990915_01.9B01 


. C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1373 




Name 


OJ990915 01.9B01.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1293 




GI 


5679312 


Score 


1829 




Exons 


1..45, 193. .1293 








GI Descrip. 


(AF164020) receptor kinase [Oryza sativa] 




Seq. No. 


23144 


Seq. ID 


OJ990915_01.9B01 


. C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1 "37*3 




Name 


OJ990915 01.9B01.C25.ol.ts 


Method 


TRT.A^TY • ^nvhppn 

1 D J_i.tt.O 1A • O U y kJKz &. 1 L 




Start 


193 


End 


X D £. 




GI 


none 


Score 






Exons 


193. .240, 336. .479, 377. .478, 


504. .677 


S97 664 fift7 


1025, 




689. .982, 897,. 986, 1057. .1122, 1121.. 


1261, 1128.. 1262 




Seq. No. 


23144 


Seq. ID 


J JUjl J *J X . ./DUX 


.C25 


Gene No. 


48169 


Strand 


X. 




Start 


1 


End 


1 ^7^ 
io / J 




Name 


OJ990915 01 9R01 P2S nl 1-m 


Method 


TRT.fl^TY • Ma -i 

1 0 xirt.0 1 A ■ na X c 




Start 


199 ~~ 


End 


3 JO 




GI 


none 


Score 


1 17 

X J / 




Exons 


199. .504, 248. .505, 249. .518, 


509. .937 


, 510. .938 




Seq. No. 


23144 


Seq. ID 


OJ990915_01.9B01 


.C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1373 




Name 


OJ990915 01.9B(5l.C25.ol.gs 


Method 


GENSCAN 




Start 


250 


End 


1373 




GI 


none 


Score 


.62 




Exons 


250.. 1373 








Seq. No. 


23144 


Seq. ID 


OJ990915_01.9B01 


. C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1373 




Name 


OJ990915 01.9B01.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


378 


End 


1285 




GI 


none 


Score 


103 




Exons 


378. .506, 431. .508, 525. .671, 


527. .673, 695. .982, 696.. 


1013, 




708. .1001, 1041. .1142, 1118.. 


1285, 1140.. 1262 




Seq. No. 


23144 


Seq. ID 


OJ990915_01. 9B01 


.C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1373 




Name 


OJ990915 01.9B01.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


420 


End 


845 




GI 


none 


Score 


158 




Exons 


420. .689, 693. .845 








Seq. No. 


23144 


Seq. ID 


OJ990915_01. 9B01 


.C25 


Gene No. 


48169 


Strand 


+ 




Start 


1 


End 


1373 




Name 


OJ990915_01 . 9B01 . C25 . o2 . tw 


Method 


TBLASTX: Wheat 





23387 



Start 


933 


End 


1267 




GI 


none 


Score 


67 




Exons 


933.. 1058, 961.. 1005, 1008 


..1259, 1055 


. .1267 




Seq. No. 


23144 


Seq. ID 


OJ990915JU.9B01 


.C25 






oiianu 






Start 


1 


End 


1373 




Name 


OJ990915 01.9B01.C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


938 


. End 


1279 




GI 


none 


Score 


147 




Exons 


938. .982, 939. .1058, 1041. 


.1274, 1046. 


.1279, 1117.. 1275 




Seq. No. 


23145 


Seq. ID 


OJ990915_01.9B01 


.C26 


Gene No. 


48170 


Strand 


+ 




^ta rt" 

O Lai L. 


1 


End 


263 




Name 


OJ990915 01.9B01.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


263 




GI 


5679314 


Score 


388 




Exons 


1..263 








GI Descrip. 


(AF164021) receptor kinase 


[Oryza sativa] 




Seq. No. 


23145 


Seq. ID 


OJ990915_01.9B01 


.C26 


Gene No. 


48171 


Strand 






Start 


1 


End 


394 




Name 


OJ990915 01.9B01.C26.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


394 




GI 


uC-osf Icyplllcllal 


Score 


788 




Exons 


1. .394 








GI Descrip. 


'5679314/gb|AAD46917.1|AF164021 1 l.Oe 


-58 (AF164021) receptor 




kinase [Oryza sativa] 1 








Seq. No. 


23145 


Seq. ID 


OJ990915_01.9B01 


.C26 


/"^l^fi q NT/" 1 ! 
ucllc 1N(J . 


48172 


Strand 






Start 


1759 


End 


2639 




Name 


OJ990915 01.9B01.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


295 




GI 


none 


Score 


339 




Exons 


2. .232, 3..293, 3. .293, 5. 


295 






Seq. No . • - 


23145 


Seq. ID 


OJ990915JD1.9B01 


.C26 




48172 


Strand 






Start 


1759 


End 


2639 




Name 


OJ990915 01.9B01.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


245 




GI 


none 


Score 


221 




Exons 


3.. 245, 62.. 244 








Seq. No. 


23145 ' 


Seq. ID 


OJ990915_01. 9B01 


.C26 




48172 


Strand 






Start 


1759 


End 


2639 




Name 


OJ990915 01.9B01.C26.o2.gs 


Method 


GEN SCAN 




Start 


1759 


End 


2639 




GI 


none 


Score 


.77 




Exons 


1759. .2184, 2344. .24 03, 2510. .2639 






Seq. No. 


23146 


Seq. ID 


OJ990915_01.9B01 


.C28 


Gene No. 


48173 


Strand 


+ 





23388 



Start 
Name 
Start 
GI 

Exons 



OJ990915_01.9B01.C28.ol, 
1 

6006375 

1.-42, 206. .747 



np 



End 

Method 

End 

Score 



747 

AAT/NAP 

747 

769 



GI Descrip. (AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTU0RFS_2 (C40785) [Oryza sativa] 



Seq. No. 23146 Seq. ID 

Gene No. 48173 Strand 

Start 1 End 

Name OJ990915J31 . 9B01 . C28 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173. . 607 



OJ990915_01.9B01.C28 
+ 

747 

GENSCAN 

607 

.85 



Seq. No. 


23147 




Gene No. 


48174 




Start 


1106 




Name 


OJ990915 01 


.9B01.C29.ol. 


Start 


1106 




GI 


5669665 




Exons 


1106. .1907, 


2111. .2181, 


GI Descrip. 


(AF100766) 


receptor-like 


Seq. No. 


23147 




Gene No. 


48174 




Start 


1106 




Name 


OJ990915 01 


.9B01.C29.ol. 


Start 


1213 




GI 


none 




Exons 


1213. .1859, 


1991. .2181, 



Seq. ID OJ990915_01.9B01.C29 

Strand + 

End 3858 

np Method AAT/NAP 

End 3858 

Score 1874 
2772. .3858 

kinase [Oryza sativa] 

Seq. ID OJ990915_01.9B01.C29 

Strand + 

End 3858 

gs Method GENSCAN 

End 3421 

Score .56 
2772. .3421 



Seq. No. 23147 Seq. ID OJ990915_01 . 9B01 . C2 9 

Gene No. 48175 Strand 

Start 1 End 4 96 

Name OJ990915_01 . 9B01 . C29 . ol . gp Method AAT/GAP 

Start 1 End 4 96 

GI 21466JL.R1084 Score 897 

Exons 1. . 4 96 

GI Descrip. ' 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 ' 



Seq. No. 23147 Seq. ID 

Gene No. 48176 Strand 

Start 7482 End 

Name OJ990915_01 . 9B01 . C29 . o3 . tm Method 

Start 1258 End 

GI none Score 

Exons 1258.. 1434, 1305.. 1430, 1435.. 1473 



OJ990915_01.9B01.C29 
10166 

TBLASTX: Maize 

1473 

164 



Seq. No. 23147 Seq. ID 

Gene No. 48176 Strand 

Start 7482 End 

Name OJ990915_01". 9B01 . C29 . ol . tm Method 

Start 2770 End 

GI none Score 



OJ990915_01.9B01.C29 
10166 

TBLASTX: Maize 

8450 

170 



23389 



Exons 



2770.. 2907, 2771. .2914, 2777.. 2911, 2920.. 3369, 2921.. 3370, 

2926. .3378, 2937. .3377, 3364. .3447, 3372 .. 344 9, 3373 .. 3450, 

7839. .8096, 7851. .8099, 8110. .8301, 8118. .8306, 8315. .8449, 
8316. .8450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23147 
48176 
7482 

OJ990915_01.9B01.C29.ol.tc 

2927 
none 



Seq. ID OJ990915_01.9B01.C29 
Strand 

End 10166 

Method TBLASTX : Cress 

End 8407 

Score 241 



2927. .3178, 2941. .3171, 3194. .3364, 3205. .3363, 3385. .3558, 

3408. .3557, 3547. .3651, 3642. .3788, 3649. .3789, 7464. .7676, 

7513. .7629, 7683. .7748, 7704. .7739, 7764. .8075, 7777. .8067, 

8121. .8312, 8122. .8319, 8315. .8407, 8316. .8390 



Seq. No. 23147 
Gene No. 48176 
Start 7482 

Name OJ990915_01 . 9B01 . C29 . ol . ts 

Start 2927 
GI none 

Exons 2927.. 2989, 2980. .3177, 2981. 

3229.. 3432, 3373. .3585, 3402. 
7503.. 8072, 7524.. 7625, 7717. 
8118.. 8321, 8122. .8322, 8303. 



Seq. ID OJ990915_01.9B01.C29 
Strand 

End 10166 

Method TBLASTX : Soybean 

End 8449 

Score 72 

.3184, 3197. .3328, 3203. .3370, 
.3596, 3612. .3737, 3637.. 377.1, 
.7947, 7719.. 8045, 8002.. 8055, 
.8449, 8316. .8447 



Seq. No. 23147 

Gene No. 4 8176 

Start 7482 

Name OJ990915_01. 9B01 .C29.ol . tw 

Start 3050 

GI none 

Exons 3050.. 3181, 3052.. 3171, 3203. 
8118. .8246 



OJ990915_01 . 9B01 . C29 
10166 

TBLASTX: Wheat 

8246 

116 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3364, 3376. .3447, 7842. .8090, 



Seq. No. 23147 

Gene No. 48176 

Start 7482 

Name OJ990915_01 . 9B01.C29.o2 . tw 

Start 3448 

GI none 

Exons 3448.. 3585, 3577.. 3735, 3633. 

7701. .7724, 7764. .7841 



OJ990915_01.9B01.C29 
10166 

TBLASTX: Wheat 

7841 

111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3776, 3640.. 3768, 7503.. 7676, 



OJ990915 .01.9B01.C29 



Seq. No. 23147 Seq. ID 

Gene No. 48176 Strand 

Start 7482 End 

Name 0 J9 90 9 1 5_0 1 . 9B0 1 . C2 9 . o2 . tm Method 

Start 3478 End 

GI none Score 

Exons 3478. .3597, 3486. .3581, 3640. .3774, 3652. .3732, 7465. .7812, 
7470. .7811 



10166 

TBLASTX: Maize 

7812 

118 



Seq. No. 
Gene No. 
Start 



23147 
48176 
7482 



Seq. ID 

Strand 

End 



OJ990915 01. 9B01.C29- 



10166 



23390 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



OJ990915_01.9B01.C29.o2.np Method AAT/NAP 
7482 End 10166 

1680686 Score 1565 

7482..8S47, 9640. .9982, 10010. .10166 

(U51330) rust resistance kinase LrlO [Triticum aestivum] 



23148 
48177 
32 

OJ990915_01 . 9B01 . C30 . ol . gs 
32 

none 
•32. .108 



Seq. ID OJ990915_01.9B01.C30 

Strand + 

End 108 

Method GENSCAN 

End 108 

Score .58 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23148 
48178 
1 

OJ990915_01.9B01.C30.ol.np 
1 

5669670 
1. .623 

(AF100769) receptor-like kinase [Zea mays] 



Seq. ID OJ990915_01.9B01.C30 
Strand 

End 623 

Method AAT/NAP 

End 623 

Score 429 



23148 
48178 * 
1 

OJ990915_01. 9B01.C30.ol.tm 

353 

none 



Seq. ID OJ990915_01.9B01.C30 

Strand 

End 623 

Method TBLASTX : Maize 

End 622 

Score 47 



353. .409, 355. .390, 368. .439, 369. .464, 394. .603, 395. .586, 
494. .622 



Seq. No. 23149 

Gene No. 48179 

Start 273 

Name OJ990915_03 . 9B04 . CI . ol . gs 

Start 273 

GI none 

Exons 273.. 370 



Seq. ID OJ990915_03.9B04.C1 

Strand + 

End 370 

Method GENSCAN 

End 370 

Score .94 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23150 
48180 
4428 

OJ990915_03 . 9B04 . C3 . o3 . gp 
4428 

LIB3431-010-P1-N1-F11 
4428. .4687 

'287403/dbj ID10838 IRICSBE1 l.Oe-lll Rice gene for starch 
branching enzyme' 



Seq. ID OJ990915_03.9B04.C3 

Strand + 

End 4 687 

Method AAT/GAP 

End 4687 

Score 453 



23150 
48181 
5553 

OJ990915_03 . 9B04 . C3'. o2 . np 

5553 

by^2552 



Seq. ID OJ990915_03.9B04.C3 

Strand + 

End 10161 

Method AAT/NAP 

End 10161 

Score 789 



5553. .5655, 6528. .6690, 6794. .6998, 7082. .7320, 7440. .7512, 



23391 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7620.. 7676, 7965. .8044, 8135.. 8197, 8599.. 8722, 9220.. 9316, 
9888.. 9961, 10093.. 10161 

(AC009465) unknown protein [Arabidopsis thaliana] 



23150 
48181 
5553 

OJ990915_03. 9B04 .C3.o2.gs 

6404 

none 



Seq. ID OJ990915_03.9B04.C3 

Strand + 

End 10161 

Method GEN SCAN 

End 9983 

Score .49 



6404. .6694, 6819. .6998, 7082. .7168, 7620. .7676, 7965. .8044, 
8135. .8197, 8599. .8686, 9888. .9983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23150 
48182 
1 

OJ990915_03.9B04.C3.ol.np 
1 

3142290 



Seq. ID OJ990915_03.9B04.C3 
Strand 

End 38 67 

Method AAT/NAP 

End 3866 

Score 1031 



1..113, 255. .368, 438. .563, 1133. .1261, 1546. .1676, 1781. .2038, 
2220. .2403, 2458. .2764, 2893. .3126, 3665.-3866 
(AC002411) Contains similarity to gb|Z69902 from C. elegans . 
[Arabidopsis thaliana] 



Seq. No. 23150 

Gene No. 48182 

Start 1 

Name OJ990915_03 . 9B04 . C3 . ol . ts 

Start 253 

GI none 
Exons 



Seq. ID OJ990915_03.9B04.C3 
Strand 

End 3867 

Method TBLASTX : Soybean 

End ■ 1232 

Score 86 



253. .357, 255. .368, 435. .563, 454. .564, 467. .574, 1130. .1231, 
114.0. .1232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23150 Seq. ID 

48182 Strand 

1 End 

OJ990915_03 . 9B04 . C3 . ol . gp Method 

255 End 

uC-osflcypl20h06bl Score 



OJ990915_03.9B04.C3 

3867 
AAT/GAP 
1240 
609 



255. .368, 438. .563, 1133. .1240 

'3142290 2.0e-67 (AC002411) Contains similarity to gb_Z69902 
from C. elegans. [Arabidopsis thaliana] ' 



Seq. No. 23150 Seq. ID 

Gene No. 48182 Strand 

Start 1 End 

Name OJ990915_03 . 9B04 . C3 . ol . tm Method 

Start 255 End 

GI none Score 
Exons 



OJ990915_03.9B04.C3 
3867 

TBLASTX: Maize 

2772 

162 



255. .368, 259. .369, 423. .563, 435. .563, 437. .565, 1130. .1237, 
1131. .1238, 1589. .1675, 1594. .1689, 1594. .1674, 1604. .1675, 
1776. .2039, 1788. .2042, 1837. .2043, 2178 .. 2363, .2194 .. 2370 , 
2210. .2422, 2446. .2595, 2447. .2596, 24 47 . . 2590 , 24 64 . . 2595 , 
2701. .2772, 2703. .2771 



seq. no. 
Gene No. 



48182 



Seq. ID 
Strand 



OJ990915 03.9B04.C3 



23392 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990915_03 . 9B04 . C3 . ol . gs Method 
255 End 
none Score 
255. .368, 438. .563, 1133. .1235, 1592. 



3867 
GENSCAN 
3866 
.89 

,1676, 1781.. 2038, 



2220. .2361, 2465. .2594, 2701. .2764, 2893. .3126, 3665. .3866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



23150 Seq. ID OJ990915_03 . 9B04 . C3 

48182 Strand 

1 End ■. 3867 

OJ990915_03 .9B04.C3.o2. gp Method AAT/GAP 

2451 End 3710 

uC-osflM202040e01bl Score 868 

2451. .2594, 2701. .2764, 2893. .3126, 3665. .3710 

•3142290 8.0e-30 (AC002411) Contains similarity to gb_Z69902 

from C. elegans. [Arabidopsis thaliana] 1 



23150 
48182 
1 

OJ990915_03 . 9B04 . C3 . o3 . tm 
2888 



none 
2888. 
3041. 
3837. 



Seq. ID OJ990915_03.9B04.C3 
Strand 

End 3867 
Method TBLASTX: Maize 
End 3867 
Score 122 

3043, 2899.. 3027, 2906.. 3031, 3032.. 3127, 3040.. 3126, 
3139, 3054. .3143, '3660. .3779, 3660. .3797, 3661. .3798, 
3866, 3838..3867 



Seq. No. 23150 
Gene No. 48183- 
Start 7141 

Name OJ990915J33 . 9B04 . C3 . o2 . tm 

Start 7141 
GI none 

Exons ■/ 7141.. 7170, 7142.. 7177, 7209. 

7255.. 7323, 7437.. 7511, 7438. 
7947. .8042, 7959. .8042, 7964. 
8582. .8686, 8596.. 8688, 8596. 
9024.. 9119, 9052.. 9120, 9058. 
9888. .9968, 9888. .9965 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 03.9B04.C3 



9968 

TBLASTX: Maize 
9968 
55 

.7298, 7241. .7321, 7247. .7321, 

.7512, 7617. .7733, 7619. .7678, 

.8062, 8130. .8198, 8133. .8198, 

.8685, 8597. .8686, 9023. .9121, 

.9129, 9235.. 9318, 9236.. 9319, 



Seq. No. 23151 Seq. ID 

Gene No. 48184 Strand 

Start 65 End 

Name OJ990915_03 . 9B04 .C5.ol.gs Method 

Start 65 End 

GI none Score 

Exons 65.. 270 



OJ990915_03. 9B04.C5 
270 

GENSCAN 

270 

.94 



Seq. No. 23152 Seq. ID 

Gene No. 48185 Strand 

Start 1 End 

Name OJ990915_03 . 9B04 . C6 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..177, 476.. 515 



OJ990915_03. 9B04.C6 
515 

AAT/GAP 

515 

342 



Seq. No. 



23153 



Seq. ID OJ990915_03.9B04.C7 

.23393 



f2<^T"l Mo 

ucnc in w • 


4ft 1 ft fi 

1 O J. o o 


Oil d LLUL 




Start 


794 


End 


1012 


Name 


OJ990915 03.9B04.C7.ol.gs 


Method 


GENSCAN 


Start 


794 


End 


1012 


GI 


none 


Score 


. 66 


Exons 


794.-883, 923. .1012 






Seq. No. 


23154 


Seq. ID 


OJ990915_03.9B04.C8 


Gene No. 


48187 


Strand 


+ 


Start 


1 


End . 


525 


Name 


OJ990915 03.9B04.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


525 


GI 


6223639 


Score 


204 


Exons 


1..122, 199. .293, 475. .525 






GI Descrip. 


(AC011698) putative casein 


kinase [Arabidopsis thaliana] 


Seq. No. 


23154 


Seq. ID 


OJ990915 03.9B04.C8 


Gene No. 


48187 


Strand . 


+ 


9t art - 


1 


End ' 


525 


Name 


OJ990915 03.9B04.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


85 


End 


521 


GI 


none 


Score 


53 


Exons 


85. .123, 167. .307, 184. .306, 197. .307, 


198. .311, 473. .514, 




474. .521 






Seq. No. 


23154 


Seq. ID 


OJ990915_03.9B04.C8 


fjono Mo 


48187 


Strand 


+ 


Start 


1 


End 


525 


Name 


OJ990915 03.9B04.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


85 


End 


307 


GI 


none 


Score 


59 


Exons 


85. .123, 87. .125, 88. .123, 


152. .307, 199. .306 


Seq. No. 


23155 


Seq. ID 


OJ990915_03.9B04.C9 


uCJ It. LW ■ 


48188 


Strand 


+ 


Start 


1 


End 


131 


Name 


OJ990915 03.9B04.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


131 


GI 


none 


Score . 


262 


Exons 


1. .131 






Seq. No. 


23155 


Seq. ID 


OJ990915_03.9B04.C9 


Gene No. 


48189 


Strand 




Start 


538 


End 


899 


Name 


OJ990915 03.9B04.C9.ol.np 


Method 


AAT/NAP 


Start 


514 


End 


899 


GI 


6714316 


Score 


108 


Exons 


514. .899 






GI Descrip. 


(AC016972) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


23155 


Seq. ID 


OJ990915_03.9B04.C9 


Gene No. 


48189 


Strand 




Start 


538 


End 


899 


Name 


OJ990915 03.9B04.C9.ol.gs 


Method 


GENSCAN 


Start 


538 


End 


.843 


GI 


none 


Score 


.47 


Exons 


538. .843 







233.94 



o e q • in o . 


^ JlDD 






beq. id 


uj y yu y id 


Gene No. 


48190 






Strand 


+ 


Start 


3644 






End 


4803 


Name 


OJ990915 03. 


9B04. 


C10.ol.gp 


Method 


AAT/GAP 


Start 


3644 




End 


4803 


GI 


none 






Score 


930 


Exons 


3644. .3784, 


4431. 


.4803 






Seq. No. 


23156 






Seq. ID 


OJ990915 


Gene No. 


48191 






Strand 




Start 


1 






End 


2005 


Name 


OJ990915 03. 


9B04. 


C10.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2005 


GI 


6714316 






Score 


423 


Exons 


1..144, 220. 


.396, 


495. .858, 


1973. .2005 





GI Descrip. (AC016972) unknown protein [Arabidopsis thaliana] 



Seq. No. 


23156 




Seq. ID 


OJ990915_03.9B04 


.C10 


Gene No. 


48191 




Strand 






Start 


1 




End 


2005 




Name 


OJ990915 03.9B04.C10.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


841 




GI 


none 




Score 


90 




Exons 


2. .148, 329. .397, 484.. 


606, 


487. .831, 


488. .841 




Seq. No. 


23156 




Seq. ID 


OJ990915_03.9B04 


.C10 


Gene No. 


48191 




Strand 






Start 


1 




End 


2005 




Name 


OJ990915 03.9B04.C10.ol 


. gs 


Method 


GENSCAN 




Start 


220 


End 


1029 




GI 


none 




Score 


.93 




Exons 


220. .396, 495. .1029 










Seq. No. 


23156 




Seq'. ID 


OJ990915_03.9B04 


.C10 


Gene No. 


48191 




Strand 






Start 


1 




End 


2005 




Name 


OJ990915 03.9B04.C10.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


341 




End 


859 




GI 


none 




Score 


82 




Exons 


341. .397, 341. .397, 348 


. .401 


, 478. .690, 482. .544, 487.. 


828, 



488. .859 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23157 
48192 
1 

OJ990915_03.9B04 .Cll.ol.np 



6006866 
1..402, 480. 



,546 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_03.9B04.C11 
546 

AAT/NAP 

546 

136 



GI Descrip. (AC009540) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 23158 Seq. ID 

Gene No. 48193 Strand 

Start ■ 1 End - 

Name N OJ990915JD3 . 9B04 . C12 . ol . gp Method 

Start 1 End 



OJ990915_03 . 9B04 . C12 
+ 

1859 

AAT/GAP 

462 



23395 



GI 7965_1.R1084 Score 320 

Exons 1..84, 353.. 462 

GI Descrip. ' 6006848/gb | AAF00624 . 1 1 AC009540_1 1.0e-133 (AC009540). unknown 
protein, 5'' partial [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23158 
48193 
1 

OJ990915_03. 9B04.C12.ol.np 
1 

6223639 



Seq. ID OJ990915_03.9B04.C12 

Strand + 

End 1859 

Method AAT/NAP 

End 1144 

Score 688 



1..84, 353. .510, 759. .947, 1088. .1144 

(AC011698) putative casein kinase [Arabidopsis thaliana] 



23158 
4.8193 
1 

OJ990915_03. 9B04 .C12.ol.gs 
353 
none 

353. .510, 759. .947, 1088. .1147 



Seq. ID OJ990915_03.9B04.C12 

Strand + 

End 1859 

Method GENSCAN 

End 1147 

Score . 92 



23158 
48193 
1 

OJ990915_03 . 9B04 . C12 . o2 . gp 
866 

4087_1.R1084 
866. .948, 1088. .1859 

? 6006848/gb|AAF00624.1|AC009540_l 4.0e-12 (AC009540) unknown 
protein, 5 11 partial [Arabidopsis thaliana] 1 



Seq. ID OJ990915_03.9B04.C12 

Strand + 

End 1859 

Method AAT/GAP 

End 1859 

Score 1633 



23158 
48194 
3128 

OJ990915_03.9B04.C12.ol.tm 
1 

none 



Seq. ID OJ990915_03.9B04.C12 

Strand + 

End 7719 

Method TBLASTX : Mai ze 

End 1643 

Score 113 



1..84, 2. .85, 3. .86, 3. .98, 349. .513, 350. .514, 351. .518, 
352. .510, 594. .620, 752. .949, 756. .947, 757. .948, 758. .949, 
1084. .1149, 1088. .1153, 1156. .1218, 1226. .1255, 1238. .1270, 
1243. .1323, 1510. .1638, 1510. .1638, 1518. .1643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23158 
48194 
3128 

OJ990915_03. 9B04 .C12.ol.tc 
2 

none 



Seq. ID OJ990915_03.9B04.C12 

St-rand + 

End 7719 

Method TBLASTX : Cress 

End 1146 

Score 127 



2. .85, 3. .86, 3. .89, 334. .486, 349. .513, 351. .521, 352. .510, 
7S2..949, 756. .947, 756. .977, 788. .949, 1087. .1146, 1088. .1141 



Seq. No. 23158 

Gene No. 48194 

Start 3128 

Name OJ990915_03 . 9B04 .C12 . ol . ts 

Start 2 



Seq. ID OJ990915_03.9B04.C12 

Strand + 

End 7719 

Method TBLASTX : Soybean 

End. 1147 



23396 




GI none Score 133 

Exons 2. .85, 3. .86, 346. .483, 352. .510, 369. .521, 752. .949, 756.-947, 

756. .980, 1087. .1143, 1088. .1147 



Seq. No. 


23158 




Seq. ID 


OJ990915_03.9B04.C12 


Gene No. 


48194 




Strand 


+ 


Start 


3128 




End 


7719 


Name 


OJ990915 03. 9B04 .C12.ol. 


. tw 


Method 


TBLASTX : Wheat 


Start 


345 


- 


End 


515 


GI 


none 




Score 


249 


Exons 


345. .515, 349. .510 








Seq. No. 


23158 




Seq. ID 


OJ990915_03 . 9B04 . C12 


Gene No. 


48194 




Strand 


.+ 


Start 


3128 




End 


7719 


Name 


> OJ990915 03. 9B04 .C12.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


808 




End 


1146 


GI 


none 




Score 


200 


Exons 


808. .948, 809. .949, 810. 


947 . 


810. .950, 


, 1084.. 1146, 1088.. 1138 


Seq. No. 


23158 




Seq. ID 


OJ990915_03.9B04.C12 


Gene No. 


48194 




Strand 


+ 


Start 


3128 




End 


7719 


Name 


OJ990915 03.9B04.C12.o2. 


,gs 


Method 


GENSCAN 


Start 


3128 




End 


7719 


GI 


none 




Score 


.6 


Exons 


3128 . . 3232, 3295 . .3419, 


4912 . 


.5080, 5387.. 5476, 6089.. 6162, 




6242.-. 6397, 6850. .6950, 


7663. 


.7719 




Seq. No. 


23159 




Seq. ID 


OJ990915_03.9B04.C13 


Gene No. 


48195 




Strand 




Start 


418 




End 


589 


Name 


OJ990915 03.9B04.C13.ol. 


■ gs 


Method 


GENSCAN 


Start 


418 




End 


589 


GI 


none 




Score 


.58 


Exons 


418. .589 








Seq. No. 


' 23160 




■Seq. ID 


OJ990915_03 . 9B04 .C14 


Gene No. 


48196 




Strand 




Start 


771 




End 


1262 


Name 


OJ990915 03.9B04.C14.ol. 


gs 


Method 


GENSCAN 


Start 


771 




End 


1262 


GI ' 


none 




Score 


.53 


Exons 


771. .828, 1197. .1262 








Seq. No. 


23161 




Seq. ID 


OJ990915_03 . 9B04 .C16 


Gene No-. 


48197 




Strand 




Start 


1 




End 


2311 


Name 


OJ990915 03.9B04.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


1930 


GI 


none 




Score 


788 


Exons 


1..234, 322. .453, 1852.. 


1930 






Seq. No. 


23161 




Seq. ID 


OJ990915_03.9B04 .CI 6 


Gene No. 


48197 




Strand 




Start 


1 




End 


2311 


Name 


OJ990915_03. 9B04.C16.ol. 


ts 


Method 


TBLASTX : Soybean 



23397 



Start 


113 


End 


462 




GI 


none 


Score 


69 




Exons 


113.. 232, 121- . 237, 313.. 462, 322.. 444 


, 332. .454 




Seq. No. 


23161 


Seq. ID 


OJ990915_03 


.9B04 


(^pnp Mo 


48197 








Start 


1 


End 


2311 




Name 


OJ990915 03 9B04 C16 ol as 


Method 


GENSCAN 




Start 


322 ~~ 


End 


2202 




GI 


none 


Score 


.69 




Exons 


322.. 453, 1852.. 2047, 2066. 


.2202 






Seq. No. 


23161 


Seq. ID 


OJ990915JD3 


.9B04 


Gene No. 


48197 


Strand 






Start 


1 


End 


2311 




Name 


OJ990915 03.9B04.C16.ol.np 


Method 


AAT/NAP 




Start 


937 


End 


2311 




GI 


2245123 


Score 


345 




Exons 


937. .984, 1843. .2047, 2154. 


.2311 






GI Descrip. 


(Z97343) sperm protein homolog [Arabidopsis thaliana] 


Seq. No. 


23161 


Seq. ID 


OJ990915_03 


. 9B04 


fjpnp No 


48197 


Strand 






Start" 


1 . 


End 


2311 




Name 


OJ990915 03.9B04.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


1840 


End 


2049 




GI 


none 


Score 


209 




Exons 


■1840. .2046, 1841. .2047, 1852. .2049 






Seq. No. 


23162 


Seq. ID 


OJ990915_03 


. 9B04 




48198 


Strand 






Start 


936 


End 


1076 




Name 


OJ990915 03.9B04.C18.ol.gs 


Method 


GENSCAN 




Start 


936 


End 


1076 




GI 


none 


Score 


.56 




Exons 


936. .1076 








Seq. No. 


23163 


Seq. ID 


OJ990915_03 


. 9B04 


Gene No. 


48199 


Strand 


+ 




Start 


227 


End 


2931 




Name 


OJ990915 03.9B04.C19.ol.np 


Method 


AAT/NAP 




Start 


227 


End 


2931 




GI 


5922623 


Score 


156 




Exons 


227. .312, 801. .953, 1141. .1215, 2904.. 


2931 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical 


prot< 




[Oryza sativa] 








Seq. No. 


23163 


Seq. ID 


OJ990915_03 


. 9B04 




48199 


Strand 


+ 




Start 


227 


End 


2931 




Name 


OJ990915 03.9B04.C19.ol.gs 


Method 


GENSCAN 




Start 


734 


End 


2062 




GI 


none 


Score 


.68 




Exons 


734. .799, 1267. .1377, 1419. 


.1495, 1663 


. .2062 




Seq. No. 


23163 


Seq. ID 


OJ990915_03 


9B04 



23398 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48199 Strand 
227 End 
OJ990915_03 . 9B04 . C19 . o2 . np Method 
848 End 
102426 Score 
848. .1096, 1253. .1450, 1874. .1979 

collagen-related protein 3 precursor - Hydra magnipapillata 

gi 1 102430 Ipir | | S21931 mini-collagen - Hydra sp 

gil 94 51|emb|CAA4 3381| (X61047) mini-collagen [Hydra sp.] 



+ 

2931 
AAT/NAP 
1979 
102 



Seq. No. 


23163 








Seq. ID 


OJ990915 


03 9B04 C19 


Gene No. 


48199 








Strand 


+ 




Start 


227 








End 


2931 




Name 


OJ990915 03 


:9B04 


.C19.ol 


• gp 


Method 


AAT/GAP 




Start 


1707 








End 


2904 




GI 


none 








Score 


748 




Exons 


1707. .2050, 


2851 


. .2904 










Seq. No. 


23163 








Seq. ID 


OJ990915 


_03.9B04.C19 


Gene No. 


48200 








Strand 


+ 




Start 


2857 








End 


5408 




Name 


OJ990915 03 


.9B04 


.C19.02 


-ts 


Method 


TBLASTX: 


Soybean 


Start 


1823 








End 


4439 


GI 


none 








Score 


110 




Exons 


1823. .1903, 


1982 


. .2053, 


2848. 


.2961, 2850. .2960, 


2884. .2967, 




4148. .4267, 


4149 


. .4283, 


4164. 


.4271, 4380.. 4439 




Seq. No. 


23163 








Seq. ID 


OJ990915 


_03.9B04.C19 


Geinp No 


48200 








Strand 


+ 




Start 


2857 








End 


5408 




Name 


OJ990915 03 


. 9B04 


.C19.o3 


.np 


Method 


AAT/NAP 




Start 


2832 








End 


5053 




GI 


4049502 








Score 


84 




Exons 


2832. .2868, 


4712 


. .4824, 


4953. 


.5053 






GI Descrip. 


(AL034563) 


transcription initiation factor iif, 


beta subunit 




[Schizosaccharomyces pombe] 








Seq. No. 


23163 








Seq. ID 


OJ990915 


_03.9B04.C19 


Gene No. 


48200 








Strand 


+ 




Start 


2857 








End 


5408 




Name . 


OJ990915 03 


.9B04 


.C19.o2 


.gs 


Method 


GEN SCAN 




Start 


2857 








End 


5078 




GI 


none 








Score 


.79 




Exons 


2857. .2959, 


4150 


. .4280, 


4380. 


.4427, 4675. .4824, 


4953. .5078 


Seq. No. 


23163 








Seq. ID 


OJ990915 


_03.9B04.C19 


Gene No. 


48200 








Strand 


+ 




Start 


2857 








End • 


5408 




Name 


OJ990915 03 


. 9B04 


.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2865 








End 


5063 




GI 


none 








Score 


164 




Exons 


2865. .2960, 


2866 


. .2964, 


4138. 


.4272, 4147. .4239, 


4148. .4282, 




4149. .4283, 


4149 


. .4283, 


4378. 


.4452, 4379.-4456, 


4380. .4454, 




4658. .4822, 


4666 


. .4842, 


4679. 


.4828, 4746. .4832, 


4950. .5063, 




4952. .5047 














Seq. No. 


23163 








Seq. ID 


OJ990915_ 


_03.9B04.C19 



23399 




Gene No. 


48200 




Strand 


+ 


Start 


2857 




End 


5408 


Name 


OJ990915 03 


.9B04.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4666 




End 


5066 


GI 


none 




Score 


200 


Exons 


4666. .4842, 


4749.. 4832, 4952 


..5047, 4953. .5066, 4953. .5048 


Seq. No. 


23163 




Seq. ID 


OJ990915 03.9B04.C19 


Gene No. 


48200 




Strand 


+ ~ 


Start 


2857 




End . 


5408 • ' 


Name 


OJ990915 03 


. 9B04.C19.o2.gp 


Method 


AAT/GAP 


Start 


4707 




End 


5408 


GI 


none 




Score 


1094 


Exons 


4707. .4824, 


4953. .5408 






Seq. No. 


23164 




Seq. ID 


OJ990915 03. 9B04 .C20 


Gene No. 


48201 




Strand 


+ 


Start 


655 




End 


3594 


Name 


OJ990915 03 


.9B04.C20.ol.gs 


Method 


GENS CAN 


Start 


655 


End 


3594 


GI 


none 




Score 


.68 


Exons 


655. .682, 1267. .1332, 2688.. 


2820, 2857 


..3019, 3175.. 3594 


Seq. No. 


23164 




Seq. ID 


OJ990915_03.9B04.C20 


Gene No. 


48201 




Strand" 


+ 


: 1 Start 


655 




End 


3594 


Name 


OJ990915 03 


9B04.C20.ol.np 


Method 


AAT/NAP 


«!; Start 


1266 




End 


1652 


GI ; 


6006866 




Score 


428 


':::? EXOnS 


1266. .1652 








Uj GI Descrip. 

: "5 


(AC009540) hypothetical protein [Arabidopsis thaliana] 


*: 

Seq. No. 


23164 




Seq. ID 


OJ990915 03.9B04.C20 


Gene No . 


48201 




Strand 


+ 


;! Ei> Start 


655 




End 


3594 


Ul Name 


OJ990915 03. 


9B04.C20.o2.np 


Method 


AAT/NAP 


%1 Start 


2759 




End 


3378 


M 3 GI 


6735331 




Score 


191 


j == Exons 


2759. .2859, 


2905.. 3092, 3274 


. .3378 . 




GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


U»? .Seq. No. 


23164 




Seq. ID 


OJ990915_03.9B04.C20 


Gene No. 


48202 




Strand 


+ 


Start 


4799 




End 


7222 


Name 


OJ990915 03. 


"9B04.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


1319 




End 


1654 


GI 


none 




Score 


437 


Exons 


1319. .1651, 


1320.. 1589, 1322 


..1654 




Seq. No. 


23164 




Seq. ID 


OJ990915_03.9B04.C20 


Gene No. 


48202 




Strand 


+ 


Start 


4799 




End 


7222 


Name 


OJ990915 03. 


9B04.C20.o2.tm 


Method 


TBLASTX: Maize 


Start 


4784 




End 


7151 


GI 


none 




Score 


183 


ExOaa 


4784 . . 5002, 


4798. .4956, 4802 


..4942, 6929. .7150, 6930. .7151, 




6936. .7088, 


■6945.. 7151 







23400 




Con M/~\ 
O (4 • IN U • 


£. J J. Dfi 


oeq. J.U 


VJ J :? U -L D Uj.yt5U41 


noes 


Gene No. 


48202 


Strand 


+ 




Start 


4799 


End 


7222 




Name 


OJ990915 03.9B04.C20.o2.gs 


Method 


GENSCAN 




Start 


4799 


End 


7187 




GI 


none 


Score 


.74 




Exons . 


4799. .5042, 6940. .7187 








Seq. No. 


23164 


Seq. ID 


OJ990915_03. 9B04 


.C20 


Ge*ne No 


48202 


Strand 


+ 




Start 


4799 


End 


7222 




Name 


OJ990915 03.9B04.C20.o3.np 


Method 


AAT/NAP 




Start 


4799 


End 


7100 




GI 


4432839 . 


Score 


151 




Exons 


4799. .5042, 6932. .7100 








GI Descrip. 


(AC006283) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


23164 


Seq. ID 


OJ990915_03.9B04 


.C20 




48202 


Strand 


+ 




Start 


4799 


End 


7222 




Name 


OJ990915 03.9B04.C20.o4.np 


Method 


AAT/NAP 




Start 


6951 


End 


7222 




GI 


4432839 


Score 


156 




Exons 


6951.. 7222 








GI Descrip. 


(AC006283) unknown protein 


[Arabidopsis thaliana] 




OCLJ. IN L? • 


c. O X DO 


Seq. ID 


OJ990915_03.9B04 


r") 1 


Gene No. 


48203 


Strand 


+ 




Start 


1 


End 


456 




Name 


OJ990915 03.9B04.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


456 




GI 


none 


Score 


669 




Exons . 


1..121, 213. .456 








O G ^ . LN VJ . 


l JlOU 


Seq. ID 


OJ990915_03. 9B04 




Gene No. 


48204 


Strand 


+ 




Start 


65 


End 


274 




Name 


OJ990915 03.9B04.C22.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


274 




GI 


none 


Score 


. 99 




Exons 


65. .274 








Seq. No. 


23166 


Seq. ID 


OJ990915_03.9B04 


.C22 


Gene No. 


48205 


Strand 






Start 


1 


End 


323 




Name 


OJ99091 5 m C77 nl nr> 


Method 


AAT/NAP 




Start 


1 


End 


323 




GI 


6498441 


Score 


444 




Exons 


1. .323 








GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


23166 


Seq. ID 


OJ990915_03. 9B04 


.C22 


Gene No. 


48205 


Strand 






Start 


1 


End 


323 





23401 



Name 


OJ990915 03 


9B04.C22.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5 




End 


246 








GI 


none 




Score 


65 








Exons 


5. .112, 95. 


172, 96.. 173, 199 


. .246 










Seq. No. 


23167 




Seq. ID 


OJ990915 


_03. 


9B04 


.C23 


Gene No. 


48206 




Strand 










Start 


267 




End 


491 








Name 


OJ990915 03. 


9B04.C23.ol.np 


Method 


AAT/NAP 








Start 


267 




End 


491 








GI 


5042454 




Score 


126 








Exons 


267. .491 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


??1 fift 






OJ990915 






.C25 


Gone No 


1 O t. \J f 














Start 


j ^ j 






370 








Name 


OJ990915 03. 


9B04 .C25.ol.gs 


Method 


GENS CAN 








Start 


323 




End 


370 








GI 


none 




OLUI 


.58 








Exons 


tot ^70 














Seq. No. 


c J1U J 




C pn TP) 


OJ990915 


UJ. 




.C28 


Gene No . 






q+- ran H 










Start 


O £. 






609 








Name 


OJ990915 03. 


9B04.C28.ol.gs 


Method 


GEN SCAN 








Start 


322 




End 


609 








GI 


none 




Score 


.7 








Exons 


322. .609 














Seq. No. 


23170 




Seq. ID 


OJ990915_ 


Uj • 




.C30 




48209 




Strand 










Start 


144 




End 


164 








Name 


OJ990915 03. 


9B04.C30.o.l.gs 


Method 


GENSCAN 








Start 


144 




End 


164 








GI 


none 




Score 


.73 








Exons 


144. .164 














Seq. No. 


23170 




Seq. ID 


OJ990915_ 


_03. 


9B04 


.C30 


Gene No-. 


48210 




Strand 










Start 


1 




End 


298 








Name 


OJ990915 03. 


9B04 .C30.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


298 








GI 


6498441 




Score 


284 









Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 



1. .298 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



23170 
48210 
1 

OJ990915_03.9B04.C30.ol.tm 
7 

none 

7. .120, 8. .46, 167. .292, 183. .293 



Seq. ID OJ990915_03.9B04.C30 
Strand 

End 298 

Method TBLASTX : Maize 

End 293 

Score 52 



23402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23170 Seq. ID 

48210 Strand 

1 End 
OJ990915_03 . 9B04 . C30 . ol . tw Method 

10 End 

none Score 

10. .132, 167. .289, 201. .290 



23171 Seq. ID 

48211 Strand 

1 End 459 

OJ990915_03. 9B04 .C33.ol.gp Method AAT/GAP 

1 End 398 

LIB3475-007-P1-K1-G8 Score 600 
1..149, 226..398 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST 

corresponds to a region of the predicted gene 



OJ990915_03.9B04.C30 
298 

TBLASTX: Wheat 

290 

60 



OJ990915 03.9B04.C33 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) "[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915 03.9B04.C33 



23171 
48211 
1 

OJ990915_03.9B04.C33.ol.np 
1 

5441880 
1..149, 226..4S9 

(AP000367) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



459 

AAT/NAP 

459 

594' 



23171 Seq. ID 

48211 Strand 

1 End 
OJ990915JD3 . 9B04 . C33 . ol . gs Method 

22 End 

none Score 

22. .149, 226. .341 



23172 Seq. ID 

48212 ^ Strand 

1 End 
OJ990915_03.9B04.C43.ol.np Method 
1 End 
6498441 Score 
1..343 

(AP000815) EST C72786 (E2258 ) corresponds to 
predicted gene.; Similar to Sorghum bicolor 
retrotransposon RetroSorl. (AF098806) [Oryza 



OJ990915__03.9B04.C33 
459 

GENSCAN 

341 

.7 



OJ990915 03.9B04.C43 



343 

AAT/NAP 
343 
402 



a region of the 
Gypsy-Ty3 type 
sativa] 



23172 Seq. ID 

48212 Strand 
1 End 
OJ990915_03. 9B04 .C43.ol.tw Method 
1 End 
none Score 

1..339, 44.-328, 134. .340 



OJ990915_03.9B04.C43 
343 

TBLASTX: Wheat 

340 

169 



23403 



Seq. No. 


23172 


Seq. ID 


OJ99091'5_03.9B04 


.C43 


Gene No. 


48212 


Strand 






Start 


1 


End 


343 




Name' 


OJ990915 03.9B04.C43.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


327 




GI 


none 


Score 


.81 




Exons 


71. .327 








Seq. No. 


23173 


Seq. ID 


OJ990915_03.9B04 


.C44 


Gene No. 


48213 


Strand 


+ 




Start 


1 


i^na 


± 1 fl U 




Name 


OJ990915 03.9B04.C44.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1002 




GI 


5932552 


Score 


192 




Exons 


1..35, 363. .454, 615. .1002 








GI Descrip. 


(AC0094 65) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


23173 


Seq. ID 


OJ990915_03.9B04 


.C44 


Gene No. 


4821 3 


btrana 


+ 




Start 


1 


End 


1140 




Name 


OJ990915 03.9B04.C44.ol.gs 


Method 


GENSCAN 




Start 


351 


End 


1140 




GI 


none 


Score 


.78 




Exons 


351. .454, 615. .1140 








Seq. No. 


23174 


Seq. ID 


OJ990915_03.9B04 


.C45 


Gene No. 


48214 


Strand 


+ 




Start 


473 


End 


1838 




Name 


OJ990915 03.9B04.C45.ol.gs 


Method 


GENSCAN 




Start 


473 


. End 


1838 




GI 


none 


Score 


.88 




Exons 


473. .655, 745. .801, 896. .11 


16, 1200.. 1524, 1638. .1838 




Seq. No. 


23174 


Seq. ID 


OJ990915_03.9B04 


.C45 


Gene No. 


48214 


Strand 


+ 




Start 


473 


End 


1838 




Name 


OJ990915 03.9B04.C45.ol.np 


Method 


AAT/NAP 




Start 


488 


End 


1788 




GI 


6685163 


Scorer. 


763 




Exons 


488. .655, 745. .801, 896. .1116, 1200 1524, • 1641. . 1788 




GI Descrip. 


(AF219223) homocysteine S-methyltransf erase AtHMT-2 [Arabidopsis 




thaliana] 








Seq." No. 


23174 


Seq. ID 


OJ990915_03. 9B04 


.C45 


Gene No. 


48215 


Strand 






Start 


2445 


End 


6148 




Name 


OJ990915 03.9B04.C45.o2.tm 


Method 


TBLASTX: Maize 




Start 


482 


End 


1775 




GI 


none 


Score 


105 




Exons 


482... 658, 483. .605, 521. .65 


8, 738. .794, 


742. .801, 893.. 


997, 




895. .993, 1046. .1117, 1051. 


.1116, 1191. 


.1355, 1198. .1332, 




1311. .1526, 1333. .1530, 1649. .1756, 1650. .1775 




Seq. No. 


23174 


Seq. ID 


OJ990915_03. 9B04 


.C45 


Gene No. 


48215 


Strand 






Start 


2445 


End 


6148 




Name 


OJ990915 03.9B04.C45.ol.tc 


Method 


TBLASTX: Cress 





23404 



Start 
GI 

Exons 



500 End 1757 

none Score 174 

500. .649, 521. .658, 744. .797, 745. .801, 893. .1117, 895. .987, 
1048. .1116, 1191. .1325, 1198. .1353, 1296. .1526, 1333. .1524, 
1617. .1757, 1649. .1756 



Seq. No. 23174 Seq. ID 

Gene No. 48215 Strand 

Start 2445 End 

Name OJ990915_03 . 9B04 . C45 . o2 . ts Method 

Start 521 End 

GI none Score 
Exons 



OJ990915_03 . 9B04 . C4 5 
6148 

TBLASTX: Soybean 

1766 

195 



521. .658, 714. .797, 742. .801, 893. .1015, 895. .993, 1046. .1114, 
1048. .1113, 1191. .1331, 1201. .1353, 1333. .1434, 1489. .1521, 
1667. .1756, 1674. .1766 



Seq. No. 23174 Seq. ID 

Gene No. 48215 Strand 

Start 2445 End 

Name OJ990915JD3 . 9B04 . C45 . ol . tw Method 

Start 1296 End 

GI none Score 

Exons 1296.. 1526, 1333.. 1530 



OJ990915_03.9B04.C45 
6148 

TBLASTX: Wheat 

1530 

180 



Seq. No. 23174 - Seq. ID OJ990915_03.9B04.C45 

Gene No. 48215 Strand 

Start 2445 End - 6148 

Name OJ990915_03 . 9B04 . C4 5 . ol . gp Method AAT/GAP 

Start 2223 End 2882 

GI 85267_1.R1084 Score 1016 

Exons 2223.. 2776, 2846.. 2882 

GI Descrip. ■ 1711512/sp I P4 9972 | SR52_LYCES 4-0e-ll SIGNAL RECOGNITION 

PARTICLE 54 KD PROTEIN 2 (SRP54) >gi_107 6577_pir S51598 signal 

recognition particle 54K protein - tomato (cv. UC82-B) 
>gi_556902_emb_CAA84288_ (Z34527) 54-kD signal recognition 
particle (SRP) specific protein [Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23174 
48215 
2445 

OJ990 915_03 . 9B04 . C45 . ol . tm 

2445 

none 

244S..2786, 2482. .2787, 2499. 
3089.. 3229, 3095.. 3229 

23174 
48215 
2445 

OJ990915_03.9B04.C4 5.o2.gs 

2445 

none 



OJ990915_03.9B04 .C4 5 
6148 

TBLASTX: Maize 

3229 

365 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2786, 2805.. 2975, 2845.. 2973, 



Seq. ID OJ990915_03.9B04.C45 
Strand 

End 6148 
Method GENSCAN 
End '5949 
Score .97 



2445. .2776, 2846. .2960, 3101. .3258, 3331. .3431, 3915. .4063, 
4149. .4299, 4379. .4532, 5538. .5637, 5719. .5949 



Seq. No. 
Gene No. 



23174 
48215 



Seq. ID 
Strand 



OJ990915 03.9B04.C45 



23405 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



2445 End 

OJ990915_03. 9B04.C45.o2.np Method 

2451 . End 

1711511 Score 



6148 
AAT/NAP 
5949 
2027 



2451. .2776, 2846. .2960, 3101. .3258, 3331. .3431, 3915. .4063, 
4149. .4299, 4379. .4532, 5538. .5637, 5719. .5949 

SIGNAL RECOGNITION PARTICLE 54 KD PROTEIN 2 (SRP54) gi | 1020002 
(L48285) signal recognition particle 54 kDa subunit [Hordeum 
vulgare] 



23174 
48215 
2445 

OJ990915_03.9B04.C45.ol.ts 

2483 

none 

2483.-2683, 2491. .2655, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 03.9B04.C45 



2491, 

2854. .2961, 3098, 
3310.. 3429, 3322. 
3439, 3893.. 4063, 3915, 
4065, 4140. .4301, 4149. 



2850. .2963, 
3309. .3428, 
3338. . 
3991. . 

23174 
48215 
2445 

OJ990915_03. 9B04.C45.o3.tc 

2485 

none 



6148 

TBLASTX: Soybean 
4302 
237 

.2730, 2499.-2777, 2846. .2950, 

.3259, 3098.. 3277, 3100.. 3261, 

.3429, 3329..3439, 3330.. 3431, 

.3983, 3927. .4070, 3929. .4063, 

.4301, 4150... 4302, 4150.. 4302 

Seq. ID OJ990915_03.9B04.C45 
Strand - - 
End 

Method 
End • 
Score 



6148 

TBLASTX: Cress 

2795 

234 



2485. .2676, 2491. .2655, 2495. .2683, 2499. .2795, 2514. .2699 



23174 
48215 
2445 

OJ990915_03.9B04. 
2747 

85110_1.R1084 
2747. .2776, 2846. 



C45.o2.gp 



.2960, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3101. .3258, 



OJ990915_03.9B04.C45 

6148 
AAT/GAP 
3406 
629 
3331. .3406 



»1711512/sp|P49972|SR52_LYCES 1.0e-44 SIGNAL RECOGNITION 
PARTICLE 54 KD PROTEIN 2 (SRP54) >gi 1076577 pir . S51598 signal 
recognition particle 54K protein - tomato (cv. UC82-B) 
>gi_556902_emb_CAA84288_ (Z34527) 54-kD signal recognition 
particle (SRP) specific protein [Lycopersicon esculentum] 1 



23174 Seq. ID 

48215 Strand 

2445 End 

OJ990 915_03 . 9B04 . C45 . o2 . tc Method 

3131 End 

none Score 



OJ990915_03.9B04.C45 
6148 

TBLASTX: Cress 

5602 

36 



3131. .3184, 3132. .3182, 3200. .3277, 3212. .3259, 3327. .3428, 

3329. .3439, 3330. .3431, 3893. .4075, 3915. .4061, 3915. .4088, 

3929. .4063, 3997. .4089, 4147. .4302, 4149. .4301, 4379. .4534, 

4381. .4533, 5536. .5601, 5537. .5602 



23174 
48215 
2445 



Seq, ID 

Strand 

End 



OJ990915 03 . 9B04 -C4 5 
6148 



23406 



Name 


OJ990915 03 


. 9.B04 . C45 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3230 ~~ 






End 


5962 


GI 


none 






Score 


37 


Exons 


3230. .3265, 


3230. .3277, 


3309. 


.3434, 3329.-3439, 3330. .3431, 




3331. .3432, 


3893. .4063, 


3915. 


.3983, 3915. .4070, 3929. .4063, 




4149. .4301, 


4150. .4302, 


4150. 


.4311, 4154. .4309, 4155. .4322, 




4379. .4534, 


4381 . . 4533, 


4622. 


.4675, 5535.. 5636, 5535.. 5633, 




5536. .5637, 


5537 . . 5638, 


5660. 


.5731, 5719.. 5958, 5720.. 5959, 




5792. .5962 










Seq. No. 


23174 






Seq. ID 


OJ990915_03.9B04.C45 


Gene No. 


48215 






Strand 




Start 


2445 






End 


6148 


Name 


OJ990915 03 


. 9B04 .C45 . o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


4363 ~ 






End 


4533 


GI 


none 






Score 


60 


Exons 


4363. .4464, 


4363. .4533, 


4376. 


.4480 




Seq. No. 


23174 






Seq. ID 


OJ990915_03.9B04.C45 


Gene No. 


48215 






Strand 




Start 


2445 






End 


6148 


Name 


OJ990915 03 


. 9B04 .C45.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


4483 ~~ 






End 


5953 


GI 


none 






Score 


77 


Exons 


4483. .4524, 


5535 . . 5636, 


5536. 


.5637, 5537.. 5638, 5719.. 5952', 




5720 5953 










Seq. No. 


23174 






Seq. ID 


OJ990915_03.9B04.C45 


Gene No . 


48215 






.Strand 




Start 


2445 






End 


6148 


Name 


OJ990915 03 


.9B04 .C45.o3 


-gp 


Method 


AAT/GAP 


Start 


5498 






End 


6148 


GI 


26047 1.R1084 




Score 


952 


Exons 


5498. .5637, 


5719. .6148 








GI Descrip. 


, 1711508/sp 


P49968 ISR51 


HORVU 


6.0e-42 


SIGNAL RECOGNITION 




PARTICLE 54 


KD PROTEIN " 


1 (SRP54) >gi_1020000 (L482-84) signal 




recognition 


particle 54 


kDa subunit [Hordeum vulgare] 1 


Seq. No. 


23174 






Seq. ID 


OJ990915_03.9B04.C45 


Gene No. 


48215 






Strand 




Start 


2445 






End 


6148 


Name 


OJ990915 03 


9B04.C45.o4 


-tc 


Method 


TBLASTX: Cress 


Start 


5714 






End 


5962 


GI 


none 






Score 


186 


Exons 


5714. .5962, 


5719. .5949, 


5822. 


.5950 




Seq. No. 


23175 






Seq. ID 


OJ990915_03.9B04.C46 


Gene No. 


48216 






Strand 




Start 


2802 






End 


3327 


Name 


OJ990915 03. 


9B04.C46.ol 


.np 


Method 


AAT/NAP 


Start 


2802 






End 


3327 


GI 


6539585 






Score 


127 


Exons 


2802. .2882, 


3162. .3327 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23175 






Seq. ID 


OJ990915_03. 9B04 .C4 6 


Gene No. 


48217 






Strand 





23407 



Start 
Name 
Start 
GI 

Exons 



5126 End 

OJ990915_03.9B04.C4 6.ol.tm Method 

5126 End 

none Score 



6188 

TBLASTX: Maize 

6188 

97 



5126. .5215, 5136. .5219, 5715. .5954, 5741. .5944, 5742. .5945, 
5744. .5956, 6047. .6184, 6048. .6188, 6052. .6177 



Seq. No. 23175 

Gene No. 48217 

Start 5126 

Name OJ990915_03 . 9B04 .C4 6. ol . tc 

Start 5741 

GI none 

Exons 5741.. 5944, 6051.. 6140 

Seq. No. 23176 

Gene No. 48218 

Start 1 

Name OJ990915_03 . 9B04 .C48 . ol . gp 

Start 1 

GI none 

Exons 1..112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_03. 9B04.C4 6 
6188 

TBLASTX: Cress 

6140 

94 



OJ990915_03. 9B04.C4 8 
112 

AAT/GAP 

112 

176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23177 Seq. ID OJ990915_03 . 9B04 . C4 9 

48219 Strand 

1 End 150 

OJ990915_03 . 9B04 . C4 9 . ol . np Method AAT/NAP 

1 End 150 

6498441 Score 186 

1. .150 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



23178 Seq. ID 

48220 Strand 

1 End 

OJ990915_03 . 9B04 . C52 . ol . np Method 

1 End 

5441880 Score 
1..271 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990915_03.9B04.C52 
+ 

271 

AAT/NAP 

271 

453 



23178 Seq. ID 

48221 Strand 

194 End 
OJ990915_03 . 9B04 . C52 . ol . gs Method 

194 End 

none Score 
194. .391 



OJ990915_03.9B04.C52 
+ 

391 

GENSCAN 
391' 



Seq. No. 23179 Seq. ID 

Gene No. 48222 Strand 

Start 150' End 

Name OJ990 915_03 . 9B04.. C53 . ol . np Method 



OJ990915_03.9B04.C53 

+ . 

1245 

AAT/NAP 



23408 




Start 


150 






End 


1245 


GI 


3201554 






Score 


711 


Exons 


150. .360, 


442. .532, 683. 


.828, 


1093. .1245 


GI Descrip. 


(AJ006501) beta-D-glucosidase 


[Tropaeolum majus] 


Seq. No. 


23179 






Seq. ID 


OJ990915 03.9B04.C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915_ 


03.9B04 .C53.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


153 






End 


1245 


GI 


none 






Score 


253 


Exons 


153. .317, 


184.. 360, 185. 


.361, 


185. .364, 


419. .526, 436. .528, 




436. . 534, 


440 . . 535, 677 . 


.790, 


681. .779, 


1090. .1245, 1097. .1243 


Seq. No. 


23179 






Seq. ID 


OJ990915_03.9B04.C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915 


03. 9B04 .C53.ol. 


gs 


Method 


GENSCAN 


Start 


156 






End 


1232 


GI 


none 






Score 


.81 


Exons 


156. .299, 


460. .532, 643. 


.828, 


1093. .1232 


Seq. No. 


23179 






Seq. ID 


OJ990915 03. 9B04 .C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915 


03.9B04.C53.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


156 






End 


1213 


GI 


none 






Score 


217 


Exons 


156. .353, 


185. .361, 256. 


.360, 


419. .535, 


421. .534, 673. .831, 




677. .829, 


1090. .1209, 1091. .1213 




Seq. No. 


23179 






Seq. ID 


OJ990915J33 . 9B04 . C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915 


_03.9B04.C53.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


179 






End 


523 


GI 


none 






Score 


241 


Exons 


179. .364, 


185. .361, 288. 


.365, 


436. .522, 


440. .523 


Seq. No. 


23179 






Seq. ID 


OJ990915_03.9B04.C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915 


_03.9B04.C53.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


436 






End 


742 


GI 


none 






Score 


125 


Exons 


436. .528, 


440. .529, 680. 


.742, 


682. .732 




Seq. No. 


23179 






Seq. ID 


OJ990915_03.9B04.C53 


Gene No. 


48222 






Strand 


+ 


Start 


150 






End 


1245 


Name 


OJ990915 


_03.9B04.C53.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


660 






End 


1192 


GI 


none 






Score 


210 


Exons 


660. .734, 


677.. 829, 682. 


.831, 


1091. .1192, 1096. .1188 


Seq. No. 


23179 






Seq. ID 


OJ990915_03 . 9B04 . C53 


Gene No. 


48222 






Strand 


+ 



23409 




Start 


150 




End 


1245 


Name 


OJ990915 03.9B04.C53.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


743 




End 


1245 


GI 


none 




Score 


96 


Exons 


743. .832, 751. .831, 754. 


.834, 


1061. .1243, 1061. .1237, 1084. .1245 


Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene No. 


48223 




Strand 


+ 


Start 


1 




End 


1856 


Name 


OJ990915 03.9B04.C54.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1856 


GI 


3201554 




Score 


957 


Exons 


1..67, 241. .423, 944. .1145, 1301. .1856 




GI Descrip. 


(AJO 06501) beta-D-glucosidase 


[Tropaeolum majus] 


Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene No. 


48224 




Strand 


+ 


Start 


3800 




End 


4336 


Name 


OJ990915 03. 9B04 .C54 .o3. 


as 


Method 


GENSCAN 


Start 


3800 




End 


4336 


GI 


none 




Score 


.8 


Exons 


3800. .4336 








Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene No. 


48225 




Strand 




Start 


2209 




End 


3575 


Name 


OJ990915 03.9B04.C54.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


241 




End 


1779 


GI 


none 




Score 


205 


Exons 


241. .423, 241. .423, 939. 


.1124 


, 940. .1149, 941. .1147, 958. .1149, 




1297. .1386, 1299. .1373, 


1339. 


.1779, 1407. .1598, 1495. .1779 


Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene No. 


48225 




Strand 




Start 


2209 




End 


3575 


Name 


OJ990915 03.9B04.C54.61. 


tw 


Method 


TBLASTX: Wheat 


Start 


241 




End 


1135 


GI 


none 




Score 


199 


•Exons 


241. .423, 241. .435, 940. 


.1131 


, 941.. 1096, 947. .1135 


Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene .No . 


48225 




Strand 




Start 


2209 




End 


3575 


Name 


OJ990915 03.9B04.C54.ol. 


ts 


Method' 


TBLASTX : Soybean 


Start 


241 




End 


1770 


GI 


none 




Score 


221 


Exons 


241. .423, 241. .423, 242. 


.457, 


941. .1096, 943. .1131, 976. .1134, 




1296. .1598, 1297. .1620, 


1614. 


.1769, 1615.. 1770, 1618. .1734, 




1619. .1735 








Seq. No. 


23180 




Seq. ID 


OJ990915_03.9B04.C54 


Gene No. 


48225 




Strand 




Start 


2209 




End 


3575 


Name 


OJ990915 03. 9B04 .C54.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


.958 




End 


1530 


GI 


none 




Score 


80 


Exons 


958. .1002, 959. .1015, 986. .1096, 1027. 


.1131, 1299. .1484, 



23410 



1300. .1530 



Seq. No. 


23180 


Seq. ID 


OJ990915 


_03.9B04 


.C54 


Gene No. 


48225 


Strand 








Start 


2209 


End 


3575 






Name 


OJ990915 03.9B04.C54.ol.tc 


Method 


TBLASTX: Cress 




Start 


1549 


End 


1775 






GI 


none 


Score 


314 






Exons 


1549.. 1764, 1587.. 1775, 1588 


. .1761 








Seq. No. 


23180 


Seq. ID 


OJ990915_ 


_03.9B04 


.C54 


Gene No . 


48225 


Strand 








Start 


2209 


End 


3575 






Name 


OJ990915 03.9B04.C54.o2.gs 


Method 


GENSCAN 






Start 


2209 


End 


3575 






GI 


none 


Score 


.58 






Exons 


2209.. 2228, 2623.. 3163, 3270 


. .3575 








Seq. No. 


23181 


Seq. ID 


OJ990915_ 


_03.9B04 


.C62 


Gene No. 


48226 


Strand 


+ 






Start 


140 


End 


364 






Name 


OJ990915 03.9B04 .C62.ol.gs 


Method 


GENSCAN 






Start. 


140 ~ 


End 


364 






GI 


none 


Score 


.65 






Exons 


140. .364 










Seq. No. 


23181 


Seq. ID 


OJ990915 


_03.9B04 


.C62 


Gene No . 


48227 


Strand 








Start 


1 


End 


235 






Name 


OJ990915 03.9B04.C62.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


235 






GI 


427508 


Score 


458 






Exons 


1. .235 










Seq. No. 


23182 


Seq. ID 


OJ990825 


04 .9B01 


.CI 


Gene No . 


48228 


Strand 


+ 






Start 


11412 


End 


15502 






Name 


OJ990825 04.9B01.Cl.o2.gs 


Method 


GENSCAN 






Start 


11412 


End 


.14493 






GI 


none 


Score 


.8 






Exons 


11412. .11558, 1164 9. . 12250, 


13026. .13861, 13886 


. .14493 




Seq. No. 


23182 


Seq. ID 


OJ990825 


04 . 9B01 


.CI 


Gene No. 


48228 


Strand 








Start 


11412 


End 


15502 






Name 


OJ990825 04.9B01.Cl.ol.np 


Method 


AAT/NAP 






Start 


11435 


End 


15502 






GI 


5091513 


Score 


1583 






Exons 


11435. .12216, 13041. .13933, 


14000. .14157, 14992 


. .15182, 






15342. .15502 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


23182 


Seq. ID 


OJ990825 


_04 .9B01 


.CI 


Gene No. 


48229 


Strand 








Start- 


1 


End 


133 






Name 


OJ990825 04.9B01.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


133 







23411 



GI 


LIB3432-016- 


P1-K1-B4 


Score 


180 


Exons 


1 . . 133 








GI Descrin 


1 671740/embl 


CAA59218) 3.0e-26 


(X84730) 


ribulose- bisphosphate 




carboxvlase 


[synthetic construct] ' 




Seq. No. 


23182 




Seq. ID 


OJ990825 04.9B01.C1 




48230 




Strand 




Start 


463 




End 


11027 


Name 


OJ990825 04. 


9B01.Cl.ol.gs 


Method 


GENSCAN 


Start 


463 




End 


11027 


GI 


none 




Score 


.61 


Rxons 

1_J Np/ kj 


463. .562, 2563. .3694, 3885. .4144, 4721 


..4842, 4869.-4936, 




5385. .5479, 


5636.. 5733, 6300. 


.6628, 6681.. 6855, 8634.. 8768, 




8835. .8938, 


9016.. 9214, 9867. 


.9961, 10647. .10819, 10993.. 11027 


Seq. No. 


23182 




Seq. ID 


OJ990825_04.9B01.C1 


Gene No. 


48230 




Strand 




Start 


463 




End 


11027 


Name 


OJ990825- 04 . 


9B01.Cl.o2.gp 


Method 


AAT/GAP 


Start 


2259 ~~ 




End 


2620 


GI 


none 




Score 


662 


Exons 


2259. .2620 








Sea" No 


23182 




Seq. ID 


OJ990825_04.9B01.C1 


[Zpnp No 


48231 




Strand 




Start 


26088 




End 


26532 


Name 


OJ990825 04. 


9B01.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


2559 ~ 




End 


26418 


GI 


none 




Score 


146 


Exons 


2559. .2702, 


2560.. 2703, 2694. 


.2732, 27 


46. .2892, 2748. .2891, 




26081. .26224 


, 26082. .26222, 26085 26228 , 26086 .. 26229, 




26274. .26417 


, 26278. .26418 






Seq. No. 


23182 




Seq. ID 


OJ990825_04.9B01.C1 


Gene No. 


48231 




Strand 




Start 


26088 




End 


26532 


Name 


OJ990825 04. 


9B01.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


2559 _ 




End 


26417 


GI 


none 




Score 


238 


Exons 


2559. .2891, 


2560.. 2862, 26085 


. .26417, 


26086. .26388 


Seq. No. 


23182 




Seq. ID 


OJ990825_04. 9B01.C1 


Gene No. . 


48231 




Strand 




Start 


26088 




End 


26532 


Name 


OJ990825 04. 


9B01.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2559 




End 


26418 


GI 


none 




Score 


160 


Exons 


2559. .2879, 


2559.. 2891, 2560. 


.2892, 2566. .2916, 2708. .2917, 




2965. .3015, 


26079. .26405, 26085.. 26417 


, 26.086. .26418 


Spa Wo 


23182 




Seq. ID 


OJ990825_04.9B01.C1 


Gene No. 


48231 




Strand 




Start 


26088 




End 


26532 


Name 


OJ990825 04. 


9B01.Cl.o2.np 


Method 


AAT/NAP 


Start 


26088 




End 




GI ' 


6553884 




Score 


430 


Exons 


26088. .26532 









23412 




GI Descrip. (AC012563) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


23183 










Seq. ID 


OJ990825_04.9B01.C2 


Gene No. 


48232 










Strand 


+ 


ulai L 


1988 










End 


2896 


NI ;a m o 


OJ990825 04 


.9B01.C2 


.ol. 


np 


Method 


AAT/NAP 


JLaiL 


1988 ~~ 










End 


2896 


\J J. 


3201610 










Score 


259 


F vr>n 


1988 2126 


2718 


. .2896 








-L O \— * — i ^ k> • 


(AC004669) 


putative 


gibberellin-regulated protein [Arabido] 




thaliana] 














Spa No 


23183 










Seq. ID 


OJ990825JD4 . 9B01.C2 




48233 










Strand 




Start 


801 










End 


971 


Name 


OJ990825 04 


QR01 

■ Z7 0\J X 


.C2 


.ol. 


y a 


Method 


GENSCAN 


Start 


801 ~~ 










End 


971 




none 










Score 


.7 


Exons 


801. .971 


■ : T - 












Cpn Mo 

UCU • Vi \J t 


23183 










Seq. ID 


OJ990825_04.9B01.C2 




48234 










Strand 




Cf arf 
ULQlL 


2713 










End 


3872 


Name 


0^799089^ 04 


9R01 


.C2 


.ol. 




Method 


TBLASTX: Cress 


O Lai L. 


2713 ~ 










End 


3872 




n on o 










Score 


282 


Exons 


2713. .2901, 


2717 


. .2905, 


2807. 


.2905, 3771. .3806, 3828.-3872 


• Liw • 


23183 










Seq. ID 


OJ990825__04.9B01.C2 


flip-no Mr) 


48234 










Strand 




O Lai L 


971 ^ 










End 


3872 


Name 


OJ990825 04 




.C2 


.ol. 


L.IIL 


Method 


TBLASTX: Maize 


Start 


2717 _ 










End 


2901 


(IT 


n on ^ 
nunc 










Score 


250 


Exons 


2717. .2899, 


2718 


. .2900, 


2719. 


.2901, 2719. .2895 


Seq. No. 


23183 










Seq. ID 


OJ990825_04.9B01.C2 


OC11C LNvJ • 


1 O j£. J *4 










Strand 




Start 


2713 










End 


3872 


Name 


OJ99089S 04 


QR01 


.C2 


ol. 


t <=! 


Method 


TBLASTX : Soybean 


Start 


2717 ~~ 










End 


2909 


GI 


none 










Score 


259 


Exons 


2717. .2899, 


2728 


. .2t 


595, 


2814. 


.2909 




O C ^ . LNU t 


23183 










Seq. ID 


OJ990825_04.9B01.C2 




4ft 9^4 










Strand 




O Lai L 


971 7 










End 


3872 


Name 




.9B01 


.C2 


ol. 


tw 


Method 


TBLASTX: Wheat 


O Ldl L 












End 


2925 


GI 


none 










Score 


197 


Exons 


2720. .2899, 


2770 


. .2i 


J95, 


2782. 


.2925 




Seq. No. 


23184 










Seq. ID 


OJ990825_04.9B01.C3 


Gene No. 


48235 ' 










Strand 


+ 


Start 


7487 












o a 1 n 


Name 


OJ990825 04 


.9B01 


.C3. 


o2. 


gs 


Method 


GENSCAN 


Start 


7487 










End 


8417 



23413 



GI none 

Exons 7487.. 7630, 8337.. 8417 

Seq. No. 23184 

Gene No. 48236 

Start 12190 

Name OJ990825_04 . 9B01 . C3 . o4 . gs 

Start 12190 

GI none 

Exons 12190. .12392, 12971 13228, 
14081. .14201 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,58 



OJ990825_04, 
+ 

14201 
GENSCAN 
14201 
.58 



9B01.C3 



1-3474. .13552, 13658 13719, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990825_04.9B01.C3 
+ 

18117 
GENSCAN 
16318 
.62 



23184 Seq. ID 

48237 Strand 

15422 End 

OJ990825_04 . 9B01 . C3 . o5 . gs Method 

15422 End 

none Score 
15422. .15535, 16178.. 16318 

23184^ Seq. ID 

48237 Strand 

15422 End 

OJ990825_04 . 9B01 . C3 . o4 . np Method 

15511 ' End 

4678269 Score 
15511. .15539, 17982.. 18117 

(AL04 9660) putative protein [Arabidopsis thaliana] 



OJ990825_04 .9B01.C3 
+ 

18117 
AAT/NAP 
18117 
57 



23184 
48238 
776 

OJ990825_04.9B01.C3.ol.gp 

342 

19933JL.R1084 

342. .661, 761. .1355, 1431 

3871. .3915 

'2129740/pirl IS71367 l.Oe- 
-Arabidopsis thaliana >gi_2 
protein - Arabidopsis thai 
nuclear ribonucleoprotein 

(U52909) Ul snRNP 70K prot 

23184 
48238 
776 

OJ990825_04 . 9B01 . C3 . ol . gs 

776 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_04.9B01.C3 

7111 
AAT/GAP 
3915 
2367 



1496, 1885.. 2047, 2151.. 2242, 

28 small nuclear ribonucleoprotein 

129756_pir S71411 Ul snRNP 70K 

iana >gi_1255711 (M93439) small 
[Arabidopsis thaliana] >gi_13544 69 
ein [Arabidopsis thaliana]' 1 

Seq. ID OJ990825_04.9B01.C3 
Strand 

End . 7111 

Method GENSCAN 
End 7111 
Score .88 



776. .1355, 1431. .1496, 1885. .2047, 2151. .2232, 3861. .3923, 
4023. .4087, 4169. .4244, 4958. .5037, 5198. .5312, 5413. .5619, 
6013.. 6171, 6269.. 6326, 7104.. 7111 



Seq. No. 
Gene No. 
Start 
Name 



23184 
48238 
776 

OJ990825 



04.9B01.C3.ol.np 



Seq. ID 

Strand 

End 

Method 



OJ990825_04 .9B01.C3 

7111 
AAT/NAP 



23414 



• 



Start ... 833 End 5514 

GI 2129740 Score 876 

Exons 833. .1355, 1884. .2047, 2151. .2232, 3861. .3923, 4023. .4087, 

4169. .4244, 4958. .5037, 5198. .5312, 5413. .5514 

GI Descrip. small nuclear ribonucleoprotein - Arabidopsis thaliana 

gi|2129756|pir| IS71411 Ul snRNP 70K protein - Arabidopsis 
thaliana gi 1 1255711 (M93439) small nuclear ribonucleoprotein 
[Arabidopsis thaliana] gi 11354469 (U52909) Ul snRNP 70K protein 
[Arabidopsis thaliana] gi | 6561970 | emb | CAB62436 . 1 | (AL132979) Ul 
snRNP 70K protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23184 Seq. ID 

48238 ■ Strand 
776 End 

OJ990825_04 . 9B01 . C3 . o2 . gp Method 
4184 End 
12799 1.R1084 Score 



OJ990825_04.9B01.C3 

7111 
AAT/GAP 
5624 
828 



4184. .4244, 4958. .5037, 5198. .5312, 5413. .5624 
•1354466 3.0e-34 (U52910) Ul snRNP 70K truncated protein 
[Arabidopsis thaliana] >gi_1354468 (U52909) Ul snRNP 70K 
truncated protein [Arabidopsis thaliana] 1 



Seq. No. 23184 Seq. ID OJ990825_04 . 9B01 . C3 

Gene No. 48239 Strand 

Start 9532 End 11433 

Name OJ990825_04 . 9B01 . C3 . o2 . np Method AAT/NAP 

Start 9478 End 11433 

GI 4249662 Score 170 

Exons 9478.. 9570, 9688^.9792, 9864.. 9974, 11402.. 11433 

GI Descrip. (AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi|6714354|gb|AAF26045.1|AC015986_8 (AC015986) ARG1 protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



Seq. No. 


23184 




Seq. ID 


OJ990825_04.9B01 


.C3 


Gene No. 


48239 




Strand 






Start 


9532 




End 


11433 




Name 


OJ990825 04 


. 9B01.C3.o3.gs 


Method 


GENSCAN 




Start 


9532 




End 


10483 




GI 


none 




Score' 


.77 




Exons 


9532. .9570, 


9688. .9792, 9864. 


.9954, 10101.. 10483 




Seq. No. 


23184 




Seq. ID 


OJ990825_04.9B01 


.C3 


Gene No. 


48240 




Strand 






Start 


14752 




End 


16338 




Name 


OJ990825 04 


. 9B01.C3.o3.np 


Method 


AAT/NAP 




Start 


14752 




End 


16338 




GI 


5922620 




Score 


183 




Exons 


14752. .14991, 15136 .. 15192, 15985 .. 16135, 16295. .16338 




GI Descrip. 


(AP000492) 


EST D15357 (C0514) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



23184 
48241 
17539 



Seq, ID 

Strand 

End 



OJ990825 04 . 9B01 . C3 



27550 



23415 



Name OJ990825_04 . 9B01 .C3 . ol . tm Method TBLASTX : Maize 

Start 793 End 5505 

GI none Score 78 

Exons 793. .885, 796. .885, 875. .922, 882. .917, 916. .951, 920. .949, 



965. .1009, 969. .1010, 1010. .1036, 1011. .1040, 1060. .1113, 





1061 1087 


1092 . 


. 1139, 


1108 . 


.1140, 1198. .1356, 


1276 1356 




1426 1497 


1427 . 


.1498, 


1872 . 


.2048, 1883. .2071, 


2148 2207 




2149. .2235, 


2153. 


.2233^ 


3855. 


.3923, 3858.. 3923, 


4023. .4097 




4023. .4085, 


4166. 


.4246, 


4170. 


.4250, 4958. .5038, 


4959. .5039 




5172 . . 5312, 


5175 . 


. 5312, 


5194 . 


.5313, 5422. .5454, 


5473. .5505 


Qprr No 


23184 








Seq. ID 


OJ990825 


04 9B01 C3 




48241 








Strand 






Start 


17539 








End 


27550 




Name 


OJ990825 04 


9B01 . 


C3 . ol . 


ts 


Method 


TBLASTX: 


hwJ V*/ V Gk 1 L 


Start 


1869 ~ 








End 


2239 




GI 


none 








Score 


128 




Exons 


1869. .2045, 


1884. 


.2045, 


1900. 


.2046, 1904.. 2050, 


1913. .2050 




2149. .2223, 


2149. 


.2238, 


2153. 


.2239, 2153.. 2239 




9 pry Nn 


23184 








Seq. ID 


OJ990825 


04 9B01 C3 




48?4 1 








Strand 






Tt 

O L,al L. 


17539 








End 


27550 




Name 


OJQ9089S 04 


9B01 . 


C3 . o2 . 


tc 


Method 


TBLASTX: 


ClTSS S 




1913 ~~ 








End 


5312 




GI 


none 








Score 


74 




Exons 


1913. .1996, 


1913. 


.2038, 


1914. 


.2042, 1956.. 2045, 


2149. .2235 




?1S3 2233 


2153 . 


. 2239, 


3855 . 


.3923, 3858.. 3923, 


4023 4085 




40?4 4086 


4 964 . 


. 5038, 


4974 . 


.5039, 5193.. 5312 




Qan Mo 

JCVji IN \J • 


23184 








Seq. ID 


OJ990825 


04 9B01 C3 


flpnp Mo 


48241 








Strand 






J Lai L 


17S39 








End 


27550 




Name 


OJ990825 04. 


9B01. 


C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9495 








End 


9936 




GI 


none 








Score 


126 






9495 9572 


9685 . 


. 9792, 


9686. 


.9796, 9862..9936, 


9864 9935 


Qpn Mo 


23184 








Seq. ID 


OJ990825 


04 9B01 C3 


(!lpT|£i Mo 


48241 








Strand 






o u a i. u 


17 S39 








End 


27550 




IN dmc 




9B01. 


C3.o3. 


tc 


Method 


TBLASTX: 


\_v _L COO 


Start 


9685 








End 


9962 




GI 


none 








Score 


134 






968S 9792 


9689. 


.9796, 


9862. 


.9936, 9864.. 9962 




Seq. No. 


23184 








Seq. ID 


OJ990825 


_04 . 9B01.C3 


Gene No. 


48241 








Strand 






Start 


17539 








End 


27550 




Name 


OJ990825 04. 


9B01. 


C3.o6. 


gs 


Method 


GEN SCAN 




Start 


17539 








End 


27354 




GI 


none 








Score 


.5 




Exons 


17539. .17742 


, 17781. .17915, 18697. .18758, 20018 


. .20123, 




26685. .26734 


, 27297.. 27354 








Seq. No. 


23184 








Seq. ID 


OJ990825 


_04 .9B0I.C3 


Gene No. 


48241 








Strand 







23416 



Start 
Name 
Start 
GI 

Exons 



17539 End 

OJ990825_04'; 9B01 . C3 . o5 . np Method 

21230 End 

4938486 Score 



27550 
AAT/NAP 
27550 
228 



21230. .21249, 24335 24533, 24609 24724 , 2564 1 2588 6, 
26126. .26309, 27530.. 27550 



GI Descrip. (AL078464) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23184 
48241 
17539 

OJ990825_04 . 9B01 . C3 . o3 . gp 
24311 

LIB3432-019-P1-K1-C10 



OJ990825 04.9B01.C3 



Seq. ID _ 
Strand 

End 27550 
Method AAT/GAP 
End 25671 
Score 784 
24311. .24533, 24 609 .. 24736, 25593. .25671 

1 4 938486/emb | CAB4 3845 . 1 1 1.0e-26 (AL078464.) putative protein 
[Arabidopsis thaliana] ? 



Seq. No. 23184 Seq. ID 

Gene No. 48241 Strand 

Start 17539. End 

Name OJ990825_04 . 9B01 . C3 . ol . tc Method 

Start 24318 End 

GI none Score 

Exons " 24318. .24347, 24339 .. 24536, 2437 6 24534 , 24606 

24616. .24720, 26667 .. 26750, 26692 26751 , 26695 

26753. .26794 



OJ990825 04.9B01.C3 



27550 

TBLASTX: Cress 
26794 
114 

24686, 
26751, 



Seq. No. 23184 

Gene No. 48241 

Start 17539 

Name OJ990825_04 . 9B01 . C3 . o3 . tm 

Start 24379 

GI none 

Exons . 24379. .24528, 24381.. 24527 

Seq. No. 23185 

Gene No. 48242 

Start 39 

Name OJ990825_04 .9B01.C4.ol. gs 

Start 39 

GI none 

Exons 39. . 1718 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_04.9B01.C3 
27550 

TBLASTX: Maize 

24528 

133 



OJ990825_04.9B01.C4 

1718 
GENSCAN 
1718 
.85 



Seq. No. 23185 Seq. ID 

Gene No. 48242 Strand 

Start 39 End 

Name OJ990825_04 . 9B01 . C4 . ol . ts Method 

Start 54 - End 

GI none Score 
Exons 



OJ990825_04.9B01.C4 
1718 

TBLASTX : Soybean 

1562 

54 



54. .242, 81. .755, 195. .665, 198. .905, 220. .480, 222. .905, 
513. .866, 526. .762, 580. .753, 621. .944, 634. .900, 666. .842, 
855. .1562, 1041. .1298, 1062. .1388 



Seq. No. 
Gene No. 
Start 



23185 
48242 
39 



Seq. ID OJ990925_04 . 9B01 .C4 
Strand 

End 1718 



23417 



Name 

Start 

GI 

Exons 



OJ990825_04 . 9B01 . C4 . ol . tc Method TBLASTX : Cress 

75 End 1694 

none Score 66 

75. .317, 78. .422, 399. .740, 432. .761, 522. .857, 636. .968, 
732. .905, 1048. .1200, 1050. .1265, 1062. .1379, 1164. .1367, 
1245. .1373, 1395. .1694 



Seq. No. 23185 

Gene No. 48242 

Start 39 

Name OJ990825_04 . 9B01 . C4 . ol . tm 

Start 78 

GI none 
Exons 



Seq. ID OJ990825_04.9B01.C4 
Strand 
End 

Method 
End 
Score 



1718' 

TBLASTX: Maize 

1685 

74 



78. .341, 87. .656, 118. .690, 189. .761, 231. .857, 333. .794, 
513. .944, 543. .917, 1023. .1286, 1065. .1367, 1071. .1394, 
1551. .1685 



Seq. No. 23186 Seq. ID 

Gene No. 48243 Strand 

Start 1079 End 

Name OJ990825_04 . 9B01 .C5.ol.gs Method 

Start 1079 End 

GI none Score 

Exons 1079.. 1164 



OJ990825_04.9B01.C5 
+ 

1164 
GENSCAN 
1164 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23186 
48244 
2078 

OJ990825JD4, 

1284 

none 

1284. .1577, 
1314. .1478, 
1417. .1647, 
1510. .1662, 
1544. .1663, 



1658. 
1695. 
1706. 
1850. 



.1777, 
.1787, 
.1828, 
.1966, 



9B01.C5.ol.tm 



1293. 
1328. 
1417. 
1513. 
1549. 
1672. 
1696. 
1710. 
1866. 



.1421, 
.1567, 
.1647, 
.1650, 
.1680, 
.1779, 
.1779, 
.1832, 
.1937 



1295. 
1346. 
1418. 
1534. 
1589. 
1679. 
1697. 
1818. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1432, 
.1438, 
.1648, 
.1662, 
.1627, 
.1810, 
.1825, 
.1889, 



D OJ990825 04.9B01.C5 



2205 

TBLASTX: 
1966 
149 
1308. .1472, 
1364. .1390, 
1507. .1662, 
1541. .1669, 
1621. .1782, 
1681. .1785, 
1703. .1816, 
1849. .1878, 



Maize 



1311. 
1416. 
1509. 
1541. 
1626. 
1688. 
1705. 
1850. 



.1466, 
.1631, 
.1655, 
.1663, 
,1805, 
,1810, 
,1794, 
,1909, 



Seq. No. 23186 

Gene No. 48244 

Start 2078 

Name OJ990825JD4 . 9B01 . C5 . o2 . gs 

Start 2078 

GI none 

Exons 2078.. 2205 



Seq. ID OJ990825_04.9B01.C5 
Strand 

End 2205 

Method GENSCAN 

End 2205 

Score .93 



Seq. No. 23187 Seq. ID 

Gene No. 48245 Strand 

Start 1 End 

Name OJ990825_04 . 9B01 . C6 . ol . gp Method 

Start 1 End 

GI ' 7406_1.R1 084 Score 

Exons 1..213, 248.. 322 

GI Descrip. 1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock^ protein 17.0 



OJ990825_04.9B01.C6 
+ 

322 

AAT/GAP 

322 

Ann 



23418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



[Pennisetum glaucum] 1 



OJ990825 04.9B01.C6 



23187 Seq. ID 

48246 Strand 
516 End 4941 

OJ990825_04 . 9B01 . C6 . o2 . gp Method AAT/GAP 

265 End 718 

-LIB3431-045-P1-N1-A10 Score 836 

265. .718 

'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



23187 
48246 
516 

OJ990825_04.9B01.C6.ol.gs 

516 

none 



Seq. ID OJ990825_04.9B01.C6 
Strand 

End 4 941 

Method GENSCAN 

End 4 941 

Score .65 

,'1303, 1550. .1647, 



516. .703, 854. .1056, 1061. .1108, 1172. 
1674. .1799, ' 1892. .2150, 2227. .2525, 2615. .3025, 3199. .3445, 
3551. .3701, 4086. .4381, 4583. .4941 



23187 
48246 
516 

OJ990825JD4. 9B01 . C6 . ol . np 
822 

5441880 

822.. 1056/ 1172.. 1303, 1550. 
3109.. 3445, 3551.. 3701, 4206 



Seq. ID OJ990825_04.9B01.C6 
Strand 

End 4 941 

Method AAT/NAP 

End 4834 

Score 3069 . . 
,1647, 1892. .2150, 2227.. 2525, 



4521, 4780. .4834 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990825 04.9B01.C6 



23187 
48246 
516 

OJ990825_04.9B01.C6.o3.gp 

1900 

LIB3475-007-P1-K1-G8 
1900.. 2150, 2227.. 2399 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367 ) ■ EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



4941 
AAT/GAP 
2399 
. 805 



23188 Seq. ID 

48247 Strand 

1785 End 

OJ990825_04. 9B01 . C7 . o2 . gp Method 

1785 End 

7406_1.R1084 Score 
1785. .1854 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



OJ990825_04.9B01.C7 
+ 

1854 
AAT/GAP 
1854 
88 



23188 
48248 



Seq. ID 
Strand 



OJ990825 04.9B01.C7 



23419 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990825_04 . 9B01 .C7 . ol . gp 
1 

5701669 
1. .290 

5441880/dbj IBAA82378.il 5, 



End 

Method 

End 

Score 



1347 
AAT/GAP 
290 
560 



0e-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825 04.9B01.C7 



.23188 
48248 
1 

OJ990825_04.9B01.C7.ol.np 
1 

5441880 
1..894 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



1347 
AAT/NAP 
894 
1582 



23188 Seq. ID 

48248 Strand 

1 End 

OJ990825_04 . 9B01 . C7 . ol . tm Method 

10 End 

none Score 

10. .171, 11. .154, 205. .333, 227. .325 

23188 Seq. ID 

48248 Strand 

1 End 

OJ990825_04 . 9B01 . C7 . ol . gs Method 

72 End 

none Score 
72. .1347 



OJ990825_04. 9B01.C7 
1347 

TBLASTX: Maize 

333 

92 



OJ990825_04.9B01.C7 

1347 
GENSCAN 
1347 
.96 



Seq. No. 


23189 


Seq. ID 


OJ990825_04.9B01.C8 


Gene No. 


48249 


Strand 




Start 


- 987 


End 


2816 


Name 


OJ990825 04 


. 9B01 . C8 . ol . gs Method 


GENSCAN 


Start 


987 


End 


2816 


GI 


none 


Score 


.45 


Exons 


987. .1141, 


1747. .1950, 2189. .2816 




Seq. No.' 


23190 


Seq. ID 


OJ990825_04 . 9B01.C9 


Gene No. 


48250 


Strand 


+ 


Start 


3200 


End 


9324 


Name 


OJ990825 04 


.9B01.C9.ol.np Method 


AAT/NAP 


Start 


3200 


End 


8800 


GI 


4512618 


Score 


1204 


Exons 


3200. .3295, 


4891. .4991, 6917. .8333, 8564. .8623, 8730. .8800 


GI Descrip. 


(AC004793) 


Strong similarity to gi 13600044 T12H20.12 protease 



homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 23190 ' Seq. ID OJ990825_04 . 9B01 . C9 

Gene No. 48250 . Strand + 



23420 



Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3200 

OJ990825_04 . 9B01 . C9 . o2 . np 
4697 
6850900 
4697. .4733, 
(AL137898) 



End ■ 
Method 
.End 
Score 



9324 
AAT/NAP 
9324 
945 



5636. .5731, 6926. .8065, 9051. .9324 
copia-type polyprotein [Arabidopsis thaliana] 



23190 Seq. ID 

48250 Strand 

3200 End 

OJ990825_04 . 9B01 . C9 . o2 . gs Method 

5339 End 

none Score 

5339. .6110, 6279. .8440, 9023. .9292 



OJ990825_04 . 9B01 . C9 
+ 

9324 
GEN SCAN 
9292 
.44 



Seq. No. 


23190 


Seq. ID 


OJ990825_04. 


9B01. 


C9 


Gene No . 


48251 


Strand 


_ 






Start 


544 


End 


5153 






Name 


OJ990825 04.9B01.C9.ol.gs 


Method 


GEN SCAN 






Start 


544 


End 


5153 






GI 


none 


Score 


.85 






Exons 


544. .674, 2143. .2483, 2488. 


.2745, 3724 


..3875, 3971. 


.4162 






4396. .4491,' 4518. .4874, 5049. .5153 ' 








Seq. No. 


23190 


Seq. ID 


OJ990825_04. 


9B01. 


C9 


Gene No . 


48251 


Strand 








Start 


544 


End 


5153 






Name 


OJ990825 04.9B01.C9.ol.gp 


Method 


AAT/GAP 






Start 


3527 


End 


4001 






GI 


3768584 


Score 


748 






Exons 


3527.. 3895, 3971.. 4001 










Seq. No. 


23190 


Seq. ID 


OJ990825_04. 


9B01. 


C9 


Gene No. 


48252 


Strand 








Start 


9833 


End 


15130 






Name 


OJ990825 04.9B01.C9.o3.gs 


Method 


GEN SCAN 






Start 


9833 


End 


15130 






GI 


none 


Score 


.58 






Exons 


9833.. 10306, 11279 .. 11296, 


13796. .13821, 14 592 14 689, 






14743. .14949, 15099.. 15130 










Seq. No. 


23190 


Seq. ID 


OJ990825_04. 


9B01. 


C9 


Gene No. 


48253 


Strand 








Start 


15890 


End 


19051 






Name 


OJ990825 04.9B01.C9.o3.np 


Method 


AAT/NAP 






Start 


15843 


End 


18124 






GI 


6587820 


Score 


504 






Exons- 


15843. .16932, 17843 .. 17 901, 


18031. .18124 







GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF | 00069 domain. 



Seq. No. 23190 Seq. ID OJ990825__04 . 9B01 . C9 

Gene No. 4 8253 " Strand 

Start • 15890. End 19051 

Name OJ990825_04 . 9B01 .C9 . o4 . np Method AAT/NAP 

Start 15886 End . 19045 



23421 




GI 4966347 Score 589 

Exons 15886. .16929, 17878 17965, 18070 18140, 18178 18634 , 

18708. .19045 

GI Descrip. (AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 



Seq. No. 23190 Seq. ID 

Gene No. 48253 Strand 

Start 15890 End 

Name- OJ990825_04 . 9B01 . C9 . o4 . gs Method 

Start 15890 End 

GI none Score 

Exons 15890. . 16819 



OJ990825_04. 9B01.C9 

19051 
GENSCAN 
16819 
.93 





23190 




Seq. ID 


OJ990825_04.9B01 


.C9 




48253 




Strand 








158 90 




End 


19051 




Name 




. o5 . gs 


Method 


GENSCAN 




Start 


17588 




End 


19051 




GI 


none 




Score 


.74 




p von 


17588 17604 17780 


..17965, 18070. .19051 




Q&rt Mn 


23190 




Seq. ID 


OJ990825_04.9B01 


. C9 


UC11C LNV^. 


48254 • 




Strand 






Start 


20536 




"End 


20845 








. 06 . tm 


Method 


TBLASTX: Maize 




Start 


211 




End 


13203 




GI 


none 




Score 


63 




Exons 


211. .315, 225. .362, 


237. .314, 


238. .315, 


336. .476, 366.. 


476, 




385. .492, 385. .528, 


385. .459, 


390. .470, 


472. .630, 475.. 


657, 




484. .645, 484. .624, 


491. . 625, 


495. .623, 


502.. 630, 503.. 


655, 




516. .668, 517. .669, 


517. .666, 


521. .667, 


604. .693, 604.. 


696, 




657. .749, 679. .750, 


685. .876, 


688. .831, 


700. .855, 703.. 


831, 




725. .838, 731. .910, 


733. .909, 


734. .910, 


12685. .12801, 






12707. .12781, 12709 


..12789, 12803. .12940, 12805 .. 12 960, 






12826. .12957, 12827 


..12958, 12833. .12946, 12834 .. 12947 , 






12840. .12965, 12924 


..13067, 12957. .13064, 12975 .. 1314 8 , 






12976. .13101, 12989 


..13069, 12994. .13080, 13105 .. 13203, 






13135. .13167, 13139 


..13171, 13140.. 13172 




Seq. No. 


23190 




Seq. ID 


OJ990825_04.9B01 


.C9 


Gene No. 


48254 




Strand 






Start 


20536 




End 


20845 




Name 


OJ990825 04.9B01.C9 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


2345 




End 


2721 




GI 


none 




Score 


103 




Exons 


2345.. 2476, 2350.. 2463, 2467. 


.2547, 2566.. 2721 





Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 



23190 
48254 
20536 

OJ990825_04 . 9B01 . C9 . o5 . tm 
2350 



none 



OA M 



OA £A 



2466.. 2537, 2470.. 2643 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_04. 9B01.C9 
20845 

TBLASTX: Maize 

2643 

139 



23422 



Seq. No. 23190 Seq. ID 

Gene No. 48254 Strand 

Start 20536 . End 

Name OJ990825_04 . 9B01 . C9 . o4 . tc Method 

Start 2354 End 

GI none Score 

Exons 2354.. 2482, 2548.. 2724, 2566.. 2724 



OJ990825_04.9B01.C9 
20845 

TBLASTX: Cress 

2724 

107 



Seq. No. 23190 Seq. ID 

Gene No. 48254 Strand 

Start 20536 End 

Name OJ990825JD4 . 9B01 . C9 . o7 . tm Method 

Start 6416 End 

GI none Score 

Exons 6416.. 6589, 6620.. 6913 



OJ990825_04. 9B01.C9 
20845 

TBLASTX: Maize 

6913 

76 



Seq. No. 23190 Seq. ID 

Gene No. 48254 Strand 

Start 20536 End 

Name OJ990825_04 . 9B01 . C9 . o2 . tc Method 

Start 6922 End 

GI none • Score 

Exons 6922.. 7146, 6923.. 7174 



OJ990825_04.9B01.C9 

20845 '* ■ 

TBLASTX: Cress 
7174 
251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



23190 
48254 
20536 

OJ990825JD4 . 9B01 . C9 . o3 . ts 

6923 

5509260 

6923. .7279 



23190 
48254 
20536 

OJ990825_04 . 9B01 . C9 . o2 . tw 

6955 

none 

6955.. 7068, 6956 .. 7300/ 7114 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_04. 9B01.C9 
20845 

TBLASTX: Soybean 
.7279 
287 



OJ990825_04.9B01.C9 
20845 

TBLASTX: Wheat 

7459 

254 



.7275, 7292. .7459 



Seq. No. 23190 

Gene No. 48254 

Start 20536 

Name OJ990825_04 . 9B01 . C9 . o2 . tm 

Start 7088 

GI none 

Exons 7088.. 7528, 7088.. 7345, 7111. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7527, 7409.. 7534 



OJ990825_04. 9B01.C9 
20845 

TBLASTX: Maize 
7534 
467 



Seq. No. 23190 

Gene No. 48254 

Start 20536 

Name OJ990825_04 . 9B01 . C9 . o5 . tc 

Start 7295 

GI none 

Exons 7295.. 7333, 7361.. 7630 



Seq. ID 

Strand 

End 

Method 
End 



OJ990825_04.9B01.C9 

20845 

TBLASTX: Cress 
7630 



23423 




Seq. No. 


23190 








Seq. ID 


OJ990825_04.9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7462 








End 


7885 


GI 


none 








Score 


151 . 


Exons 


7462. .7578, 


7463 


. .7639, 


7642. 


.7884, 7643. .7885 


Seq. No. 


23190 








Seq. ID 


OJ990825 04.9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


,C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7547 








End 


8993 


GI 


none 








Score 


43 


Exons 


7547. .7576, 


7586 


. .7969, 


7657. 


.7953, Bi 


383. .8993 


Seq. No. 


23190 








Seq. ID 


OJ990825_04.9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


7643 








End 


9294 


GI 


none 








Score 


98 


Exons ■ 


7643. .7828, 


7937 


. .8065, 


8072. 


.8287, 8092. .8259, 8883. .9005, 




9035. .9286, 


9061 


. .9294 








Seq. No. 


23190 








Seq. ID 


OJ990825J34 .9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


,C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7664 








End 


9238 


GI 


none 








Score 


345 


Exons 


7664. .8056, 


7669 


. .7782, 


7861. 


.8250, 8i 


D87..8332, 8886.-8993, 




9020. .9238, 


9106 


. .9237 








Seq. No. 


23190 








Seq. ID 


OJ990825_04 . 9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


.C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7970 V 








End 


9238 


GI 


none 


* 






Score 


303 


Exons 


7970. .8266, 


7975 


. .8055, 


7988. 


.8119, 8077. .8268, 8274. .8330, 




9026. .9238 












Seq. No. 


23190 








Seq. ID 


OJ990825_04.9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825 04 


.9B01 


.C9.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8122 








End 


9286 


GI 


none 








Score 


180 


Exons 


8122. .8301, 


8126 


. .8329, 


9110. 


.9286 




Seq. No. 


23190 








Seq. ID 


OJ990825_04 . 9B01.C9 


Gene No. 


48254 








Strand 




Start 


20536 








End 


20845 


Name 


OJ990825- 04 


.9B01 


.C9.o8 . 


tm 


Mpt hnH 


TBLASTX t Mai ze 


Start 


10364 








End 


10775 


GI 


none 








Score 


122 



23424 



Exons 


10364. 


.10558, 10608 


. .10775 








Seq. No. 


23190 






Seq. ID 


OJ990825 04.9B01 


.C9 


Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


15917 






End 


18949 




GI 


none 






Score 


119 




Exons 


15917. 


.16111, 16052 


. .16447, 


16128. .164^ 


45, 16452. .16709, 






16463. 


.16717, 16781 


. .16834, 


17808. .17 909, 18071. .18166, 






18299. 


.18370, 18410 


. .18463, 


18872. .18949 




Seq. No. 


23190 






Seq. ID 


OJ990825_04.9B01 


.C9 


Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15917 






End 


16717 




GI 


none 






Score 


136 




Exons 


15917. 


.16030, 16052 


. .16444, 


16131. .16445, 16451. .16717, 






16482. 


.16706 










Seq. No. 


23190 






Seq. ID 


OJ990825_04.9B01 


.C9 


Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


16097 






End 


16837 




GI 


none 






Score 


140 




Exons 


16097. 


.16453, 16137 


. .16451, 


16401. .16610, 16454. .16609, 






16632. 


.16706, 16637 


. .16717, 


16766. .16837, 16779. .16811 




Seq. No. 


23190 






Seq. ID 


OJ990825_04.9B01 


.C9 


Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16124 






End 


16432 




GI 


none 






Score 


79 




Exons 


16124. 


.16432, 16125 


. .16355 








Seq. No. 


23190 






Seq. ID 


OJ990825_04.9B01 


.C9 


Gene' No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16448 






End 


16708 




GI 


none 






■ Score 


69 




Exons 


16448. 


.16708, 16460 


. . 16681, 


16482. .16706 




Seq. No. 


23190 






Seq. ID 


OJ990825_04.9B01 


,C9 


Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 




Name 


OJ990825 04.9B01.C9 


.06. gs 


Method 


GENSCAN 




Start 


20536 






End 


20781 




GI 


none 






Score 


.54 




Exons 


20536. 


.20781 










Seq. No. 


23190 








n.TQQnp9^ n/i cmm 




Gene No. 


48254 






Strand 






Start 


20536 






End 


20845 





23425 



Name 


OJ990825 04 


.9B01.C9:o2. 


an 


Mpthod 


AAT/GAP 




Start 


20595 






End 


20845 




GI 


2280956 






Score 


478 




Rxon s 

L_J Awl 1 w 


20595. .20845 










Seq. No. 


23191 






Seq. ID 


OJ990825_ 


_04.9B01.C10 


Gene No. 


48255 






Strand 






Start 


3054 






End 


4746 




Name 


OJ990825 04 


.9B01.C10.o2 


. as 


Method 


GEN SCAN 




Start 


3054 






End 


4746 




GI 


none 






Score 


.78 




Exons 


3054. .3131, 


3602. .3665, 


4275 


..4466, 4571. .4746 




Seq. No. 


23192 






Seq. ID 


OJ990825_ 


_04.9B01.C11 


Gene No. 


48256 






Strand 


+ 




Start 


324 






End 


2916 




Name 


OJ990825 04 


.9B01.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


324 






End 


2916 




GI 


none 






Score 


.7 




Exons 

J-J A v_/ -L 1 t_? 


324.. 477, 1881.. 1977, 2335.. 


2480, 2900 


. .2916 




Sea No. 


23192 






Seq. ID 


OJ990825_ 


04 . 9B01 .Cll 


Gene No. 


48256 






Strand 


+ 




Start 


324 






End 


2916 




Nairie 


OJ990825 04 


. 9B01.C11. ol 


. np 


Method 


AAT/NAP 




Start 


334 






End 


1767 




GI 


6498436 






Score 


203 




Fyon <; 


334. .669, 1751. .1767 










\J -J- U ^ lJ V*- X. V<f • 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 




tJ C V-^ • INU • 


23192 






Seq. ID 


OJ990825_ 


04 9B01 Cll 




48257 






Strand 


+ 




Start 


5487 






End 


7300 




Name 


OJ990825 04 


. 9B01.C11. o2 


.np 


Method 


AAT/NAP 




Start 


5464 






End 


7300 




GI 


6624897 






Score 


689 




Exons 


5464..S666, 


5808. .5964, 


6237 


..6344, 6511.. 6638, 


6738 . . 6866, 




6953. .7020, 


7100. .7300 










GI DescriD . 


(AJ243527) 


acid phosphatase 


type 5 [Arabidopsis 


thaliana ] 


Sea No 


23192 






Seq. ID 


OJ990825_ 


04 . 9B01 .Cll 


Gene No. 


48257 






Strand 


+ 




Start 


5487 






End 


7300 




Name 


OJ990825 04 


.9B01.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


5487 






End 


7257 




GI 


none 






Score 


.89 




Exon ^ 

J-j ^ 1 1 o 


5487. .5666, 


5808. .5964, 


6237 


. . 6344, 6511. .6638, 


6738. .6866, 




6953. .7020, 


7100. .7257 










No 


23192 






Seq. ID 


OJ990825_ 


_04.9B01.C11 


Gene No . 


48257 






Strand 


+ 




Start 


5487 






End 


7300 




Name 


OJ990825 04 


. 9B01.C11. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5499 






End 


7259 




GI 










J. w» ~J 




Exons 


5499. .5600, 


5534. .5659, 


5535 


..5669, 5795.. 5962, 


5805. .5963, 




5808. .5963, 


6230. .6343, 


6235 


. . 6342, 6512. .6631, 


6513. . 6638, 



23426 





651 9 6638 


6737 


6862 


6738 


..6833, 6797. .6868, 6944. .7018, 




6950 7018 


6951 . 


.7037, 


6951 


..7025, 7097. .7237, 7097. .7258, 




7101 7259 

/ x u x . ■ 1 —/ y 












OC^< LN \J • 










Seq. ID 


OJ990825_04.9B01.C11 




48257 








Strand 


+ 


Start 


5487 








End 


7300 


Name 


OJ990825 04. 


9B01. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




5868 








End 


7259 




none 








Score 


68 




5868 5960. 


6230 . 


. 6343, 


6235 


..6339, 6515. .6634, 6516. .6638, 




6737 6865. 


6738 . 


6833, 
• \j \j *j +j f 


6907 


..7011, 6908. .7012, 7091. .7174, 




7096 7158 


7104 . 


.7187, 


7155 


..7259, 7175. .7258, 7179. .7241 


O C ^ • Vi \J • 


23192 








Seq. ID 


OJ990825_04.9B01.C11 


Cpnp No . 


48257 








Strand 


+ 


Start 


5487 








, End 


7300 


Name 


OJ990825 04. 


9B01. 


Cll.ol 


.gp 


Method 


AAT/GAP 


O 1— CI i- u 


6320 








End 


7242 


GI 


702307 








Score 


796 




6320. .6344, 


6511. 


.6638, 


6738 


..6866, 6953.. 7020, 7100.. 7242 


IJl L/C jLII^ t 


4522012/gb|AAD21785.1| 


3.0e- 


29 (AC007069) hypothetical protein 




r 7\ f?i v*v t /-j i 
LAraDiuopsis 


thaliana] 










z ji yz 








Seq. ID 


OJ990825_04.9B01.C11 


Gene No. 


4ozo / 








Strand 


+ 


Start 


04 0/ 








End 


7300 


Name 


n TQ Q n G O c: 

uj y yuozo U4 . 


9B01. 


Cll.ol. tc 


Method 


TBLASTX: Cress 


O Lai L 


677 7 
D / / / 








End 


7259 


ox 


none 








Score 


64 


DAUllO 


6777. .6830, 


6943. 


.7029, 


6944 


..7012, 7104. .7148, 7115. .7147, 




7167. .7259, 


7178. 


.7258 








Seq. No. 


23192 








Seq. ID 


OJ990825_04.9B01.C11 


Gene No. 


. 48257 








Strand 


+ 


Start 


5487 








End 


7300 


Name 


OJ990825 04. 


9B01. 


Cll.o2 


• gp. 


Method 


AAT/GAP 


OLoi. 1 


7114 








End 


7260 


OX 


5056126 








Score 


250 


Rvon Q 


7114. .7260 












O C ^ • 1NU . 


23193 








Seq. ID 


OJ990825_04.9B01.C12 


Gene .No. 


48258 








Strand 




Start 


48 








End 


6549 


Name 


OJ990825 04. 


9B01. 


C12.ol 


.gs 


Method 


GENSCAN 




48 








End 


6549 




none 








Score 


.59 


LiAUllo 


48.. 352, 432 


. .545 


, 615. 


.680, 


749. .1164, 


1216. .1564, 1580. .1877, 




1969. .2726, 


2825. 


.2941, 


5611 


..6014, 6432. .6549 


Sea No 


23193 








Seq. ID 


OJ990825_04.9B01.C12 


Gene No. 


48258 








Strand 




Start 


48 








End 


6549 


Name 


OJ990825 04. 


9B01. 


C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4641 








UilU 


c o o o 


GI 


none 








Score 


43 


Exons 


4641. .4835, 


4866. 


.5084, 


4879 


..4914, 4960.. 5052, 5116.. 5382 



23427 



Seq. No. 


23193 


Gene No. 


48258 


Start 


48 


Name 


Z) Zs \J KJ U1 • LJ \J -L 


Start 


5013 ~~ 


GI 


2462640 


Exons 


5013. .5418 


\J _L 1— ' O w -1- -1- k-' ■ 


(Y133701 reverse 


Seq. No. 


23193 


Cpnp No 


48258 




48 




OJ990825 04 9B01 


Start 


6172 ~~ 


GI 


none 


Li 


6172 6495 6173 


Cprr Mo 


9^1 Q4 
j i ,? i 


Gene No. 


48259 


Start 


12341 


Name 


OJ990915 09.9B02 


Start 


12341 


GI . 


none 


Exons 


12341. .12391, 12 




14521. .14694 



Seq. ID OJ990825_04.9B01.C12 
Strand 

End 6549 

.np Method AAT/NAP 

End 5418 

Score 494 



Seq. ID OJ990825_04.9B01.C12 
Strand 

End 6549 

Method TBLASTX : Wheat 

End 64 95 

Score 119 



,6484 



Seq. ID OJ990915_09.9B02.C1 

Strand + 

End 14694 

^3. gs Method GENSCAN 

End 14694 

Score .66 
,12629, 12780. . 13957, 14039 .. 14380/ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23194 
48260 
896 

OJ990915JD9 . 9B02 . CI . ol . np 
896 

3617770 

896.. 1132, 1211.. 1303, 1869. 
3451. .3545, 4950. .5034, 5138 



Seq. ID OJ990915_09.9B02.C1 
Strand 
End 

Method 
End 
Score 

1961, 2907.. 2993, 3318.. 3350, 



8564 
AAT/NAP 
8441 
1848 
,2993, 3318. 



5224, 5339.. 5435, 5529.. 5617, 
6117. .6206, 6289. .6417, 6743. .6817, 7028. .7117, 7209. .7268, 
7434. .7671, 8212. .8441 

(Y14329) threonyl-tRNA synthetase [Arabidopsis thaliana] 



23194 
48260 
896 

OJ990915JD9 . 9B02 . CI . ol . gs 

911 

none 



Seq. ID OJ990915_09.9B02.C1 
Strand 

End 8564 

Method GENSCAN 

End 8414 

Score .81 



911. .1132, 1211. .1303, 1869. .1961, 2907. .2993, 3318. .3350, 
3451. .3545, 4155. .4370, 4950. .5034, 5138. .5224, 6117. .6206, 
6289. .6417, 7028. .7117, 7434. .7671, 8212. .8414 



Seq. No. - 23194 

Gene No. 48260 

Start 896 

Name OJ990915_09 . 9B02 . CI . ol . gp 

Start 3451 

GI 17764 1.R1084 
Exons 



Seq. ID OJ990915_09. 9B02.C1 
Strand 

End 8564 

Method AAT/GAP 

End 6403 



3451. .3545, 4950. .5034, 5138. .5224, 5339. .5435, 5529. .5617, 
6117.. 6206, 6289.. 6403 



23428 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*3617770/emb|CAA74705,| 8.0e-87 (Y14329) threonyl-tRNA synthetase 
[Arabidopsis thaliana] 1 



Seq. ID OJ990915_09. 9B02.C1 
Strand 

End 8564 

Method AAT/GAP 

End 8564 

Score 951 



23194 
48260 
896 

OJ990915JD9. 9B02 . CI . o2 . gp 
7532 

uC-osflM202123c07bl 
7532. .7671, 8212. .8564 

, 3617770/emb|CAA74705| 2.0e-20 (Y14329) threonyl-tRNA synthetase 
[Arabidopsis thaliana] 1 



23194 
48261 
10047 

OJ990915_09.9B02.Cl.o2.gs 

10047 

none 



Seq. ID OJ990915_09.9B02.C1 
Strand 

End 12048 
Method GEN SCAN 
End ,^.12048 
Score " :3a " 85'"' 



10047. .10207, 10340. .10691, 11555 .. 11601, 11934. .12048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23194 
48262 
15450 

OJ990915_09.9B02.Cl.ol.tc 
900 



none 

900. . 

1209. 

3430. 

5138. 

6117. 

6731. 

7210. 

8211. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 09.9B02.C1 



1136, 905. .1 

.1298, 1873. 

.3546, 3431. 

.5227, 5336. 

.6206, 6133. 

.6820, 6744. 

.7266, 7425. 
.8330 



138, 

.1962 

.3547 

.5437 

.6207 

.6818 

.7661 



16577 

TBLASTX: Cress < 
8330 
118 

909. .1037, 941. .1138, 1208. .1303, 

, 1875. .1961, 2907.. 2996, 3315.. 3350, 



4951.. 5034, 4952. 

5337.. 5438, 5531, 

6289.. 6423, 6290. 

7004. .7120, 7035. 

7434. .7673, 7438. 



.5035, 5135. 

,5629, 5531. 

.6424, 6312. 

.7118, 7209. 

.7698, 7701. 



.5233, 
.5617, 
.6446, 
.7271, 
.7724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23194 
48262 
15450 

OJ990915_09.9B02.Cl.ol.ts 

900 

none 



Seq. ID OJ990915_09.9B02.C1 



Strand 
End . 
Method 
End 
Score 



16577 

TBLASTX : Soybean 

1322 

115 



900. .1097, 901. .1086, ^905. .1138, 909. .1136, 1176. .1307, 
1199. .1312, 1208. .1315, 1218. .1322 



23194 Seq. ID 

48262 Strand 

15450 End 

OJ990 915_0 9 . 9B02 . CI . ol . tm Method 

908 End 

none. Score 

908. .1138, 909. .1136, 911. .1138, 1208. 



1866. .1961, 1869. .1961, 1873. .1962, 1873. .1962, 2907 
2908. .2994, 2925. .2996, 3313. .3351, 3315. .3350, 3320 



OJ990915_09. 9B02.C1 
16577 

TBLASTX: Maize 

4992 

244 

.1306, 1209. .1304, 

2996, 
3358, 



Seq. No. 



23194 



Seq. ID OJ990915_09.9B02.C1 



23429 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



48262 
15450 

OJ990915_09, 

1866 

none 

1866. .1961, 
3315. .3350, 
4951. .5049, 
5336. .5437, 
6117. .6206, 
6744. .6824, 
7434. .7532 



9B02.Cl.o2.ts 



1870. .1962, 2907. 

3430. .3546, 3449. 

4952. .5041, 5115. 

5337. .5444, 5338. 

6289. .6423, 6293. 

7004. .7114, 7198. 



Strand 

End 16577 

Method TBLASTX. : Soybean 

End 7532 

Score 100 

.2996, 2908. .2994, 3314. .3352, 
.3547, 4939. .5037, 4949. .5041, 
.5216, 5135. .5233, 5144. .5233, 
.5481, 5534. .5617, 6112. .6210, 
.6418, 6307. .6423, 6731. .6823, 
.7269, 7204. .7269, 7209. .7271, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23194 
48262 
15450 

OJ990915_09, 

5157 

none 

5157. .5225, 
5336. .5437, 
6112. .6210, 
6731. .6823, 
7009. .7119, 
7434. .7673, 
8212. .8322 



9B02.Cl.o2.tm 



5157. .5225, 5158. 

5337..S444, 5530. 

6120.. 6206, 6289. 

6734. .6817, 6742. 

7208. .7264, 7209. 

7435. .7674, 7528. 



Seq. ID OJ990915_09.9B02.C1 
Strand 

End 16577 
Method TBLASTX: Maize 
End 8328 
Score 99 

.5226, 5159. .5239, 5159. .5233, 
.5625, 5534. .5617, 6111. .6194, 
.6312, 6301. .6423, 6314. .6418, 
.6819, 6744. .6824, 7004. .7120, 
.7271, 7210.. 7269, 7422.. 7670, 
.7674, 8211. .8318, 8212. .8328, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23194 
48262 
15450 

OJ990915_09.9B02.Cl.o3.ts 
7533 
none 

7533. .7673, 7534. .7674, 8211.;8318 



Seq. ID OJ990915_09.9B02.C1 
Strand 
End 

Method 
End 
Score 



16577 

TBLASTX: Soybean 

8318 

112 



23194 Seq. ID 

48262 ' Strand 

15450 End 

OJ990915_09 . 9B02 . CI . o4 . gs Method 

15450 End 

none Score 
15450. .16418 



OJ990915_09.9B02.C1 

16577 
GENS CAN 
16418 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



23194 
48262 
15450 

OJ990915_09 . 9B02 . CI . o3 . np 

15513 

157608 

15513. .15739, 15977 .. 16038 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_09.9B02.C1 

16577 
AAT/NAP 
16577 
80 



16399. . 16577 



(M69216) ORF1 [Drosophila melanogaster ] 



23195 Seq. ID 

48263 Strand 

1670 End 

OJ990915_09 . 9B02 . C3 . o2 . gs Method 

1670 End 



OJ990915 09.9B02.C3 



GENSCAN 
13360 



23430 




GI none Score .58 

Exons 1670. .1873, 1954. .2369, 2465. .2676, 3036. .3141, 3190. .3513, 

3599. .3849, 5435. .5520, 6406. .6568, 8308. .8423, 11665 .. 12033, 
13020.. 13360 



Qcn NO 


23195 




Seq. ID 


OJ990915 


09 9B02 


.C3 


(Zpnp No 


48263 




Strand 








Start 


1670 




End 


13365 






Name 


OJ990915 09.9B02.C3 


.ol.np 


Method 


AAT/NAP 






Start 


8781 ~~ 




End 


11740 






GI 


5042463 




Score 


172 






F.xon s 


8781 . .8807, 10317 . . 


10481, 11665.. 11740 








GI Descrip. 


(AC007789) unknown 


protein 


[Oryza sativa] 






Seq. No. 


23195 




Seq. ID 


OJ990915 


09. 9B02 


.C3 


Gene No . 


48263 




Strand 








Start 


1670 




End 


13365 






Name 


OJ990915 09. 9B02 .C3 


. ol . tm 


Method 


TBLASTX : i 


Mai ze 




Start 


12841 ~ 




End 


13365 






GI 


none 




Score 


73 






Exons 


12841. .12951, 12843 


. . 12950, 


12844. .12951, 13019 


. .13096, 






13019. .13180, 13021 


. .13191, 


13026. .13205, 13068 


. .13208, 






13192 13263, 13263 


. .13340, 


13263. .13361, 13264 


13362, 






13264 13365 












Sea No 


23196 




Seq. ID 


OJQQ0915 


09 . 9B02 


. C4 


flpnp No 


48264 




Strand 








Start 


24 




End 


1009 






Name 


OJ990915 09.9B02.C4 


.ol.gs 


Method 


GENS CAN 






Start 


24 




End 


1009 






GI 


none 




Score 


.83 






Exons 


24 190. 914 1009 












Sea No 


23197 




Seq. ID 


OJ990915 


09 9B02 


.C5 


Gene No 


48265 




Strand 








Start 


36 




End 


2122 






Name 


OJ990915 09.9B02.C5 


.ol.gs 


Method 


GEN SCAN 






Start 


36 




End 


2122 






GI 


none 




Score 


.41 






F.xon s 


36 107 917 1116 


,1382. .1955, 2009.. 


2122 






Sea No 


23198 




Seq. ID 


" OJ990915_ 


09 . 9B02 


.C6 




48266 




Strand 


+ 






Start 


340 




End 


4319 






Name 


OJ990915 09.9B02.C6 


. ol . gs 


Method 


GENS CAN 






Start 


340 




End 


4319 






GI 


none 




Score 


.78 






Exons 


340. .390, 679. .1122 


, 4161.. 


4319 








Seq. No. 


23198 




Seq. ID 


OJ990915_ 


_09. 9B02 


.C6 


Gene No. 


48267 




Strand 


+ 






Start 


16424 




End 


19289 






Name 


OJ990915 09.9B02.C6 


. ol . np 


Method 


AAT/NAP 






Start 


16424 ■ 




End 


19289 






GI 


4544372 






t n A o 

X \J ~2 £. 






Exons 


16424. .17448, 17509 


. .17903, 


18023. .192 


89 







GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 

23431 



thaliana] 



Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


o4 . ts 


Start 


16551 






GI 


none 






F.xons 


16551. 


.16730, 16552. 


.16758, 


Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


ol . tw 


Start 


16702 






GI 


none 






Exons 


16702. 


.16758, 16707. 


. 16748, 




16765. 


.17106 




Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


o2 . tm 


Start 


16756 






GI 


none 






F v nn "3 


16756. 


.16974, 16756. 


. 16956, 


Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


ol . tm 


Start 


16975 






GI 


none 






FiXons 

1_J \mT 1 1 *J 


16975. 


.17349, 16975. 


. 17256, 




17349. 


.17432 




Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


o2 . tw 


Start 


17107 






GI 


none 








17107. 


.17337, 17124. 


. 17318, 


Seq. No. 


23198 






Gene No . 


48267 






Start 


16424 






Name 


OJ990915 09.9B02.C6. 


o2 . ts 


OlQi I 


17122 






GI 


none 






Exons 


17122. 


.17346, 17158. 


.17256, 




17403. 


.17591, 17447. 


.17578 


Seq. No. 


23198 






Gene No. 


48267 






Start 


.16424 






Name 


OJ990915 09 r 9B02.C6. 


ol.ts 



Seq. ID OJ990915_09. 9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Soybean 

End 16905 

Score 120 
167 62. .16845, 16771. .16905 

Seq. ID OJ990915_09. 9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Wheat 

End . 17106 

Score 81 
16753. .17106, 16764. .17063, 



Seq. ID OJ990915_09.9B02.C6 

Strand + 

End 19289 

Method . TBLASTX : Mai ze 

End 16974 

Score 285 
16764. .16973 

Seq. ID OJ990915_09.9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Mai ze 

End 17432 

Score 441 
17124. .17318, 17348. .17431, 



Seq. ID OJ990915_09. 9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Wheat 

End 17504 

Score 153 
17403. .17504, 17432.. 17500 

Seq. ID OJ990915_09. 9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Soybean 

End 17591 

Score 176 
17160. .17297, 17349. .17402, 



Seq. ID OJ990915_09. 9B02.C6 

Strand + 

End 19289 

Method TBLASTX : Soybean 



23432 




Start 


17742 


End 


18116 


GI 


none 


Score 


163 


Exons 


17742. .17879, 1774 4 .. 17893, 


17900. .18067, 17 901. .18116 


Seq. No. 


23198 


Seq. ID 


OJ990915_09.9B02.C6 


Gene No. 


48267 


Strand 


+ 


Start 


16424 


End 


19289 


Name 


OJ990915 09.9B02.C6.o4.tw 


Method 


TBLASTX: Wheat 


Start 


17774 


End 


18056 


GI 


none 


Score 


97 


Exons 


17774. .17875, 17775 .. 17876, 


17 916. .18056, 17 918. .17 992 


Seq. No. 


23198 


Seq. ID 


OJ99091O 09.yBUZ.Co 


Gene No. 


48267 


Strand 


+ 


Start 


16424 


End 


19289 


Name 


OJ990915 09. 9B02.C6.o3.tw 


Method 


TBLASTX : Wheat 


Start 


18448 


End 


18837 


GI 


none 


Score 


163 - 


Exons 


18448. .18750, 18781. .18837 






Seq. No. 


23198 


Seq. ID 


OJ990915 09.9BUz.Cd 


Gene No. 


48267 


Strand 


+ 


Start 


16424 


End 


19289 


Name 


OJ990915 09. 9B02.C6.o3.ts 


Method 


TBLASTX : Soybean 


Start 


18604 


End 


19005 


GI 


none 


Score 


238 


Exons 


18604. .19005, 18711. .18920 






Seq. No. 


23198 


Seq. ID 


OJ990915 09.9B02.Cb 


Gene No. 


48267 


Strand 


+ 


Start 


16424 


End 


19289 


Name 


OJ990915 09.9B02.C6.o3.tm 


Method 


TBLASTX : Maize 


Start 


18619 


End 


18 984 


GI 


none 


Score 


83 


Exons 


18619. .18762, 18760. .18984 






Seq. No. 


23199 


Seq. ID 


OJ990915_09 . 9B02 .C7 


Gene No. 


48268 


Strand 


+ 


Start 


9558 


End 


13018 


Name 


OJ990915 09. 9B02.C7.o3.gs 


Method 


GENSCAN 


Start 


9558 


End 


12912 


GI 


none 


Score 


.65 


Exons 


9558. .9637, 9787. .9900, 10502 11197 , 


11594. .12200, 12366.. 12912 


Seq. No. 


23199 


Seq. ID 


OJ990915_09 . 9B02 .C7 


Gene No. 


48268 


Strand 


+ 


Start 


9558 


End 


13018 


Name 


OJ990915 09. 9B02.C7.ol.np 


Method 


AAT/NAP 


Start 


11805 


End 


13018 


GI 


6815062 


Score 


1111 


Exons 


11805. .13018 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


23199 


Seq. ID 


OJ990915_09.9B02.C7 


Gene No. 


48269 


Strand 





23433 



Start 
Name 
Start 
GI 

Exons 



558 End 

OJ990915_09 . 9B02 .C7 . ol . gs Method 

558 End 

none Score 



2017 
GENS CAN 
2017 
.97 



558. .906, 1017. .1066, 1203. .1262, 1337. .1639, 1681. .1758, 
1841. .2017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23199 
48270 
2300 

OJ990915_09 . 9B02 . C7 . o2 . gs 

2300 

none 



Seq. ID OJ990915_09.9B02.C7 
Strand 

End 7047 

Method GENSCAN 

End 7047 

Score .51 



2300. .3073, 3410. .3552, 5624. .5662, 6574. .6688, 7000. .7047 



23199 
48271 
11847 

OJ990915_09. 9B02 .C7 . ol . tm 

11847 

none 



Seq. ID OJ990915_09. 9B02.C7 
Strand 

End 12413 

Method TBLASTX : Mai ze 

End 12413 

Score 136 



11847. .11996, 12023. .12391, 12024. .12413 



23199 
48272 
12540 

OJ990915_09 . 9B02 . C7 . o2 . tm 

12540 

none 

12540. .12818, 12596. .12721 



Seq. ID OJ990915_09.9B02.C7 
Strand 

End 12818 

Method TBLASTX : Maize 

End 12818 

Score 188 



23200 
48273 
781 

OJ990915_09. 9B02.C8.ol.tm 

775 

none 



Seq. ID OJ990915_09.9B02.C8 

Strand + 

End 1110 

Method TBLASTX: Maize 

End 1110 

Score 185 

775. .945, 795. .938, 799. .939, 809. .967, 1036. .1107, 1037. .1108, 
1037. .1108, 1039. .1110 



Seq. No. 23200 

Gene No. 48273 

Start 781 

Name OJ990915_09 . 9B02 . C8 . ol . gs 

Start 781 

GI none 

Exons 781.. 945, 1037.. 1108 

Seq. No. 23200 

Gene No. 48273 

Start 781 

Name OJ990915_09. 9B02 .C8 .ol . ts 

Start 781 

GI none 

Exons 781. .933, 1036. .1107, 1037. .1108 



Seq. ID OJ990915JD9. 9B02.C8 

Strand + 

End 1110 

Method GENSCAN 

End 1108 

Score .48 



Seq. ID OJ990915_09. 9B02.C8 

Strand ■ + 

End 1110 

Method TBLASTX : Soybean 

End 1108 

Score 122 



Seqi No. 



23201 



Seq. ID OJ990915_09. 9B02.C9 



23434 




Gene No. 


48274 


Strand 


+ 


Start 


1 


End 


612 


Name 


OJ990915 09.9B02.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


576 


GI 


4680203 


Score 


520 


Exons 


1 . . 576 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


23201 


Seq. ID 


OJ990915_09. 9B02 .C9 


Gene No. 


48274 


Strand 


+ 


Start 


1 


End 


612 


Name 


OJ990915 09. 9B02 .C9.ol .gs 


Method 


GENSCAN 


Start 


97 ~ 


End 


612 


GI 


none 


Score 


. 95 


Exons 


97 . . 612 






Seq. No. 


23201 


Seq. ID 


OJ990915_09. 9B02.C9 


Gene No. 


48275 


Strand 


+ 


Start 


825 


End 


6828 


Name 


OJ990915 09. 9B02 .C9.ol.tw * 


Method 


TBLASTX: Wheat 


Start 


124 


End 


513 


GI 


none 


Score 


391 


Exons 


124. .513, 129. .281, 139. .513 






Seq. No. 


23201 


Seq. ID 


OJ990915_09. 9B02.C9 


Gene No.. 


48275 


Strand 


+ 


Start 


825 


End 


6828 


Name 


OJ990915 09. 9B02.C9.o2.gs 


Method 


GENSCAN 


Start 


825 ~~ 


End 


6828 


GI 


none 


Score 


.91 


Exons 


825. .976, 2964. .3282, 5190.. 


6195, 6329 


. .6828 


Seq. No. 


23201 


Seq. ID 


OJ990915_09.9B02.C9 


Gene No . 


48275 


Strand 


+ 


Start 


825 


End 


6828 


Name 


OJ990915 09.9B02.C9.o2-.np 


Method 


AAT/NAP 


Start 


4826 


End 


4932 


GI 


2811024 


Score 


51 


Exons 


4826. .4932 






GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 




gi 12145424 | emb I CAA72935 | (Y12258) ndhD 


[Hordeum vulgare] 


Seq. No. 


23201 


Seq. ID 


OJ990915_09.9B02.C9 


Gene No. 


48275 


Strand 


+ 


Start 


825 


End 


6828 


Name 


OJ990915 09. 9B02.C9.o3.np 


Method 


AAT/NAP 


Start 


5481 


End 


6666 


GI 


2792210 


Score 


709 


Exons 


5481. .6666 






GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


23201 


Seq. ID 


OJ990915_09. 9B02.C9 


Gene No . 


48275 


Strand 


+ 


Start 


825 


End 


6828 


Name 


OJ990915 09. 9B0?.C9-ol:tm 


MpfhnH 


TBLASTX : Maize 


Start 


5643 


End 


6002 


GI 


none 


Score 


111 



23435 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5643. .5816, 5654 .. 5800/ 5877 .. 6002 , 5895. .6002 



23201 
48275 
825 

OJ990915_09. 9B02.C9.ol.ts 

6190 

none 

6190.. 6648, 6235.. 6606 



Seq. ID OJ990915_09.9B02.C9 

Strand + 

End 6828 

Method TBLASTX : Soybean 

End 664 8 

Score 314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23202 Seq. ID 

48276 Strand 
1 End 
OJ990915_09 . 9B02 . C10 . ol . np Method 
1 End 
5902445 Score 
1. .969 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990915_09. 9B02.C10 
+ 

969 

AAT/NAP 
969 
445 



23202 Seq. ID 

48276 Strand 

1 End 
OJ990915_09. 9B02.C10.ol. tm Method 

3 ...... End 

none "* Score 

3. .416, 6. .263, 107. .415 



OJ990915_09. 9B02.C10 
+ 

969 

TBLASTX: Maize 

416 . 

454 



Seq. No. 23202 Seq. ID 

Gene No. 48276 Strand 

Start 1 End 

Name OJ990915_09 . 9B02 . CIO . ol . gs Method 

Start 18 - End 

GI none Score 

Exons 18.. 358, 671.. 890 



OJ990915_09. 9B02.C10 
+ 

969 

GENSCAN 

890 

.59 



Seq. No. 23202 Seq. ID 

Gene No. 48276 Strand 

Start 1 End 

Name OJ990915_09. 9B02 . C10 . ol . tw Method 

Start 63 . End 

GI none Score 

Exons 63. .410, 170. .370, 387. .488, 416. .484 



OJ990915_09. 9B02.C10 
+ 

969 

TBLASTX: Wheat 

488 

225 



Seq. No. 23202 Seq. ID 

Gene No. 48276 Strand 

Start 1 End 

Name OJ990915_09 . 9B02 . C10 . ol . ts Method 

Start 105 End 

GI none Score 

Exons 105. .383, 143. .211, 387. .545, 431. .562 



OJ990915_09. 9B02.C10 
+ 

969 

TBLASTX: Soybean 

562 

199 



Seq. No. 23203 Seq. ID 

Gene No. 48277 Strand 

Start 1 End 

Name OJ99091 5_09 = 9B02 Cll = ol . np Method 

Start' 1 End 

GI 4544372 Score 



OJ990915_09.9B02.C11 
+ 

1806 
AAT ^NAP 
1298 
578 



23436 




Exons 1..1298 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


23203 




Seq. ID 


OJ990915_09.9B02 


.Cll 


Gone No . 


48277 




Strand 


+ 




Start 


1 




End 


1806 




Name 


OJ990915 09.9B02.Cll.ol 


. gs 


Method 


GEN SCAN 




Start 


15 




End 


1181 




GI 


none 




Score 


.99 




Exons 


15. .1181 










Seq. No. 


23203 




Seq. ID 


OJ990915J39.9B02 


.Cll 


Cpnp No . 


48277 




Strand 


+ 




Start 


1 




End 


1806 




Name 


OJ990915 09.9B02.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


184 




End 


1806 




GI 


629693 




Score 


524 




Exons 


184. .1301, 1762. .1806 










GI Descrip. 


probable integrase - common 


tobacco { 


fragment) 






rri 1 S?n74? 1 pmh 1 PAAS6791 1 


(X80830) integrase [Nicotiana tabacum] 


Qnrr NO 


Z jZU J 




Seq. ID 


OJ990915JD9.9B02 


.Cll 


(^^tip No 


4007Q 




Strand 


~* ; 




Start 


luOZ 




End 


3133 




Name 




. ts 


Mpt h nH 


TBLASTX : Soybean 




Start 


234 




End 


515 




GI 


none 




Score 


222 




Exons 


Z J4 . .010 










Sea No 


0 -a 9 fl o 




Seq. ID 


OJ990915_09.9B02 


.Cll 




48278 




Strand 






Start 


1682 




End 


3133 




Name 


OJ990915 09.9B02.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


363 




End 


695 




GI 


none 




Score 


71 




Exons 


363.-473, 471. .695 










Qprr No 


23203 




Seq. ID 


OJ990915_09.9B02 


.Cll 


Hpno Mo 


48278 




Strand 






Start 


1682 




End 


3133 




Name 


OJ990915 09.9B02.Cll.o2 


.tw 


■Method 


TBLASTX: Wheat 




Start 


474 




End 


839 




GI 


none 




Score 


170 






474. .743, 798. .839 










Qprr Mo 

kJ VJ ■ LiL/ < 


23203 




Seq. ID 


OJ990915_09.9B02 


.Cll 


Gene No. 


48278 




Strand 






Start 


1682 




End 


-3133 




Name 


OJ990915 09.9B02.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


876 




End 


1283 




GI 


none 




Score 


211 




Exons 


876. .1283, 1106. .1249 










Seq; No ; 


2.3203 




qorr t n 


n.TQQflQI R HQ QP09 




Gene No . ■ 


48278 




Strand 






Start 


1682 




End 


3133 





23437 



Name 


OJ990915 09 9B02 Cll ol ts 


Me*1~ hod 






Start 


1059 ~~ 


End 


1309 




GI 


none 




?4 4 




Pvrjn q 


1059 1304. 1061 1231. 1268 


. 1309 






Seq. No. 


23203 


Seq. ID 


OJ990915_09.9B02 


.Cll 


Gene No. 


48278 


Strand 






Start 


1682 


End 


3133 




Name 


OJ990915 09 9B02 Cll o2 as 


Method 


GENSCAN 




Start 


1682 ~ 


End 


3133 




GI 


none 


Score 


.76 




Exons 


1682.. 2326, 2407.. 2490, 2636. 


.2783, 2806.. 3133 




Seq. No. 


23204 


Seq. ID 


OJ990915_09.9B02 


.C12 


Gene No. 


48279 


Strand 


+ 




Start 


264 


End 


1676 




Name 


OJ990915 09.9B02.C12.ol.gs 


Method 


GENSCAN 




Start 


264 


End 


1676 




GI 


none 


Score 


.71 




Rxons 

L-J *\ \*r 1 1 w 


264. .397, 704. .923, 1144. .1223, 1544.. 


1676 




Seq. No. 


23205 


Seq. ID 


OJ990915_09.9B02 


. C14 


Gene No. ' 


48280 


Strand 






Start. 


1 


End 


710 




Name 


OJ990915 09.9B02.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


710 




GI 


4680203 


Score 


869 




Exons 


1 . .710 








GI DescriD. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Sea No 


23205 


Seq. ID 


OJ990915_09.9B02 


ri 4 


Gene No. 


48280 


Strand 






Start 


1 


End 


710 




Name 


OJ990915 09.9B02.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


407 




GI 


none 


Score 


105 




Exon s 


1..138, 3. .161, 162. .254, 163 


..255, 164. .262, 168. .257, 






266. .370, 270. .371, 372. .407 








Seq. No. 


23205 


Seq. ID ' 


OJ990915JD9.9B02 


.C14 


Gene No. 


48280 


Strand 






Start 


1 


End 


710 




Name 


OJ990915 09.9B02.C14.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


621 




GI 


none 


Score 


. 93 




Exons 


16. .132, 533. .621 








Seq. No. 


23205 


Seq. ID 


OJ990915_09.9B02 


.C14 


Gene No. 


48280 


Strand 






Start 


1 


End 


710 




Name 


OJ990915 09.9B02.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


167 


End 


553 




GI 


none 


Score 


76 




Exons 


167. .397, 167. .424, 168. .407, 


464 . .553 






Seq. No. 


23205 


Seq. ID 


OJ990915_09.9B02 


.C14 


Gene No. 


48280 


Strand 







23438 




Start 


1 




End 


710 




Name 


OJ990915 09.9B02.C14.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


230 ~ 




End 


553 




GI 


none 




Score 


65 




Exons 


230. .553, 231. .329 










Seq. No. 


23205 




Seq. ID 


OJ990915_09.9B02 


.C14 


Gene No. 


48280 




Strand 






Start 


1 




End 


710 




Name ... 


OJ990915 09. 9B02.C1.4.ol 


.ts 


Method 


TBLASTX : Soybean - 




Start 


293 




End 


709 




GI 


none 




Score 


84 




Exons 


293.. 556, 306.. 539, 647 


. .709 








Seq. No. 


23206 




Seq. ID 


OJ990915_09. 9B02 


.C15 


Gene No. 


48281 




Strand 


+ 




Start 


1440 




End 


1710 




Name 


OJ990915 09. 9B02.C15.ol 


. gs 


Method 


GEN SCAN 




Start 


1440 ~~ 




End 


1710 




GI 


none 




Score 


. 66 




Exons 


1440. . 1710 










Seq. No. 


23206 




Seq. ID 


OJ990915_09.9B02 


.C15 


Gene No. 


48282 




Strand 


+ 




Start 


3485 




End 


7206 




Name 


OJ990915 09. 9B02.C15.o2 


. as 


Method 


GEN SCAN 




Start 


3485 ~ 




End 


7183 




GI 


none 




Score 


.41 




Exons 


3485. .3784, 5794. .6471, 


6502. 


.6833, 6875.. 7183 




Seq. No. 


23206 




Seq. ID 


OJ990915_09. 9B02 


-C15 


Gene No. 


48282 




Strand 


+ 




Start 


3485 




End 


7206 




Name 


OJ990915 09.9B02.C15.ol 


.np 


Method 


AAT/NAP 




Start 


6069 




End 


7206 




GI 


2943742 




Score 


587 




Exons 


6069. .7206 










GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


23206 




Seq. ID 


OJ990915_09.9B02 


.C15 


Gene No. 


48282 




Strand 


+ 




Start 


3485 




End 


7206 




Name 


OJ990915 09.9B02.C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6133 




End 


6483 




GI 


none 




Score 


127 




Exons 


6133.. 6303, 6135.. 6281, 


6358. 


.6483, 6359.-6397, 6453.. 6482 


Seq. No. 


23206 




Seq. ID 


OJ990915_09.9B02 


.C15 


Gene No. 


48282 




Strand 


+ 




Start 


3485 




End 


7206 




Name 


OJ990915 09.9B02.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6541 




End 


6912 




GI 


none 




Score 


211 




Exons 


6541. .6912, 6606. .6797, 


6652. 


.6873, 6833.. 6910 




Seq. No. 


23206 




Seq. ID 


OJ990915_09.9B02 


-C15 


Gene No. 


48282 




Strand 


+ 





23439 



Start 


3485 




End 


7206 




Nam© 


OJ990915 09 9B02 C15 ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


6634 ~ 




End 


7121 




GI 


none 




Score 


228 




Fvnn <= 


6634 6912. 6636 6935. 


6924 


..6989, 7008. .7121 




Seq. No. 


23207 




Seq. ID 


OJ990915_09. 9B02 


.C16 


Gene No. 


48283 




Strand 


+ 




Start 


149 




End 


626 




Name 


OJ990915 09.9B02 C16 ol 


• y a 


Method 


GENSCAN 




9tart 


149 ~~ 




End 


604 




GI 


none 




Score 


.9 




Fv on 


149 604 










Qpn Mo 

hul x-J * L 1 ! \t/ * 


23207 




Seq. ID 


OJ990915_09.9B02 


.C16 


Gene No. 


48283 




Strand 


+ 




Start 


149 




End 


626 




Name 


OJ990915 09.9B02.C16.ol 


.np 


Method 


AAT/NAP 




Start 


410 




End 


626 




GI 


2943742 




Score 


58 




Fx on 


410. .626 










ui UC DV^l J. ^ • 


(AB002266) XA1 [Oryza sativa 


] 








23208 




Seq. ID 


OJ990915_09.9B02 


-C17 


Gene No. 


48284 




Strand 






Start 


1 




End 


2212 




Name 


OJ990915 09.9B02.C17.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


2212 




GI 


4006833 




Score 


144 




F von ^ 
Hi au no 


1..465, 2179. .2212 










(*!! T npcpri n 

OJ. l>COV--J — r * 


(AC005970) putative non 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


23208 




Seq. ID 


OJ990915_09.9B02 


.C17 


Gene No. 


48284 




Strand 






Start 


1 




End 


2212 




Name 


OJ990915 09.9B02.C17.ol 


.tm 


. Method 


TBLASTX: Maize 




Start 


123 




End 


482 




GI 


none 




Score 


99 




F.xon 


123. .482, 313. .477 










Seq. No. 


23209 




Seq. ID 


OJ990915_09.9B02 


.C18 


Gene No. 


48285 




Strand 






Start 


467 




End 


1830 




Name 


OJ990915 09.9B02.C18.ol 


. gs 


Method 


GENSCAN 




Start 


467 




End 


1691 




GI 


none 




Score 


. 68 




LiAUlliJ 


467. .837, 1083. .1224, 1285.. 


1368, 1483 


. . 1691 




Seq. No. 


23209 




Seq. ID 


OJ990915JD9.9B02 


.C18 


Gene No. 


48285 




. Strand 






Start 


467 




End 


1830 




Name 


OJ990915 09.9B02.C18.ol 


.np 


Method 


AAT/NAP 




Start 


507 




End 


1830 




GI 


6815062 




Score 


473 




Exons 


507. .697, 782. .837, 908 


..1006, 1083. .1392, 1451. .1691, 





1777. .1830 



23440 




GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



JCVJ • LN W • 


23209 




Seq. ID 


OJ990915_09.9B02 


.C18 




48285 




Strand 






Start 


467 




End 


1830 




Name 


OJ990915 09. 9B02 .CI 8 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1083 




End 


1691 




GI 


none 




Score 


64 




Ex on s 


"1083. 1268, 1308.. 1394, 


1482 . 


.1598, 1482. .1691, 1489. .1641 


Sea No . 


23210 




Seq. ID 


OJ990915_09. 9B02 


.C19 




48286 




Strand 






Start 


160 




End 


723 




Name 


OJ990915 09 9B02 C19 ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


160 




End 


521 




GI 


none 




Score 


55 




F.xon 


160 315. 160 297 288 


. .521, 


295. .420 






^prr No 

ij C ^ ■ i-N W • 


23210 




Seq. ID 


OJ990915_09. 9B02 


.C19 




48286 




.Strand 






OL.dX.1_ 


160 




End 


723 




Mamp 


OJ99091S 09 9B02 P19 ol 


* (_J.IL 


Method 


TBLASTX : Maize " 




OLai. L 


L J J 




End ■ 


723 




GI 


none 




Score 


148 




Exons 


253.. 297, 258.. 341, 351 


. .722, 


361. .723 






O ^ vJ ■ HVJ i 


23211 




Seq. ID 


OJ990915_09.9B02 


.C20 




48287 




Strand 






Start 


1 




End 


897 




Name 




.np 


Method 


AAT/NAP 




Start 






End 


897 




GI 


384 SI 28 




Score 


92 




Exons 


1..178, 785. .897 










GI Descrip. 


(AE001381) hypothetical 


protein [Plasmodium falciparum] 






23212 




Seq. ID 


OJ990915_09.9B02 


.C21 


fipn^ No 


48288 




Strand 






Start 


650 




End 


2075 




Name 


OJ990915 09.9B02.C21.ol 


.np 


Method 


AAT/NAP 




Start 


650 




End 


2075 




GI 


5852084 




Score 


99 




Exons 


650. .764, 2036. .2075 










VJ X L/C O ^> J- -1- k/ ■ 


(AL117264) zwh0007.1 [Oryza sativa] 






Opn Hn 


23213 




Seq. ID 


OJ990915_09. 9B02 


.C22 


Gene No. 


48289 




Strand 


+ 




Start 


1268 




End 


1429 




Name 


OJ990915 09.9B02.C22.ol 


.gs 


Method 


GENSCAN 




Start 


1268 




End 


1429 




GI 


none 




Score 


.89 




Exons 


1268. .1429 










Seq. No. 


23213 




Seq= ID 


Q.J990915 09.9B02 


. C22 


Gene No. 


48290 




Strand 






Start 


3273 • 




End 


5162 





23441 



Name OJ990915_09 . 9B02 . C22 . o2 . gs Method GEN SCAN 

Start 3273 End 4 950 

GI none Score .71 

Exons 3273.. 3290, 3608.. 3739, 4798.. 4950 



Seq. No. 23213 Seq. ID 

Gene No. 48290 Strand 

Start 3273 End 

Name OJ990915_09 . 9B02 . C22 . o2 . tm Method 

Start 3624 End 

GI none Score 

Exons 3624. .3692, 3665. .3742, 3665. .3742, 4770. .4910, 4792. .4920, 
4798. .4920 



OJ990915_09.9B02.C22 
+ 

5162 

TBLASTX: Maize 
4920 
58 



Seq. No. 


23213 






Seq, ID 


OJ990915 


_09.9B02.C22 


Gene No. 


48290 






Strand 


+ 




Start 


3273 






End 


5162 




Name 


OJ990915 09 


.9B02 


.C22.ol.np. 


Method 


AAT/NAP 




Start 


3632 






End 


5162 




GI 


3941736 






Score 


58 




Exons 


3632. .3739, 


4798 


..4915, 5138.. 


5162 






GI Descrip. 


(AF109719) 


BAT 3 


[Mus musculus] 








Seq. No. 


23213 






Seq. ID 


OJ990915 


_09.9B02.C22 


Gene No. 


48290 






Strand 


+ 




Start 


3273 ■ 






End 


5162 




Name 


OJ990915 09 


.9B02 


.C22.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4328 






End 


4621 




GI 


none - 






Score 


159 




Exons 


4328. .4471, 


•4332 


..4595, 4339.. 


4473, 4466. .4564, 


4474 . .4611, 




4551. .4613, 


4577 


. .4621 









Seq. No. 


23214 


Seq. ID 


OJ990915_06. 9B15.C2 


Gene No. 


48291 


Strand 


+ 


Start 


412 


End 


4181 


Name 


OJ990915 06. 9B15.C2.ol.np 


Method 


AAT/NAP 


Start 


412 


End 


3197 


GI 


5541712 


Score 


1002 


Exons 


412. .801, 902. .1087, 1207.. 


1293, 1363. 


.1442, 1540. .1621, 




1815. .1835, 2225. .2270, 2386. .2504, 2706. .2823, 3022. .3197 


GI Descrip. 


(AL096860) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23214 


Seq. ID 


OJ990915_06.9B15.C2 


Gene No. 


48291 


Strand 


+ 


Start 


412 


End 


4181 


Name 


OJ990915 06.9B15.C2.ol.gs 


Method 


GEN SCAN 


Start 


427 


End 


4181 


GI 


none 


Score 


.53 


Exons 


427. .801, 902. .1087, 1207.. 


1293, 1363. 


.1442, 1540. .1621, 



1815. .1835, 2225. .2270, 2386. .2504, 2906. .2980, 3089. .3178, 
3625. .3734, 3923. .4181 



Seq. No. 23214 Seq. ID 

Gene No. 48292 Strand 

Start 4868 End 

Name OJ990915_06 . 9B15 . C2 . o2 . gs Method 

Start 4868 End 



OJ990915_06.9B15.C2 
+ 

7526 ' 

GENSCAN 

6262 



23442 




GI 


none 








Score 


.85 




Exons 


4868. .5158, 


5262 


. .5328, 


5495. 


.5587, 6162.. 6262 






23214 








Seq. ID 


OJ990915 


_06.9B15.C2 


Gene No. 


48292 








Strand 


+ 




Start 


4868 








End 


7526 




Name 


OJ990915 06 


. 9B15 


.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


5109 








End 


7526 




GI 


none 








Score 


860 




F.xon s 

J_J A V/ 1 1 ^ 


5109. .5158, 


5262 


. .5328, 


5510. 


.5587, 6162. . 6214," 


- 6600. .6683, 




6783. .6835, 


6923 


. .6987, 


7094. 


.7152, 746 


38. .7526 




Seq. No. 


23214 








Seq. ID 


OJ990915 


_06.9B15.C2 


Gene No. 


48293 








Strand 






Start 


7497 








End 


10654 




Name 


OJ990915 06 


. 9B15 


,C2.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


968 








End 


1305 




GI 


none 








Score 


187 




Exons 


968. .1093, 


968. . 


1093, 1143.. 1295, 1173, 


..1304, 1207.. 1305 


Sea No . 


23214 








Seq. ID 


OJ990915 


_06. 9B15.C2 


Gpnp No. 


48293 








Strand 






Start 


7497 








End 


10654 




Name 


OJ990915 06 


. 9B15 


.C2.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1377 ~~ 








End 


4178 




GI 


none 








Score 


71 




Exons 


1377. .1442, 


1380 


. .1439, 


1517. 


.1621, 1537.. 1623, 


1537 . . 1620, 




1539. .1622, 


1544 


. .1648, 


2211. 


.2273, 2221. .2271, 


2224 . . 2274, 




2387 . .2503, 


2388 


. .2504, 


2389. 


.2580, 2391.. 2507, 


2704 . .2817, 




2705. .2830, 


2706 


. .2822, 


2875. 


.2979, 2915.. 2980, 


2919. .2981, 




3084. .3179, 


3088 


. .3177, 


3089. 


.3187, 3089. .3178, 


3619 . . 3735, 




3622. .3735, 


3624 


. .3749, 


3919. 


.4032, 3921.. 3983, 


4017 . .4178, 




4038. .4178 














Sea No . 


23214 








Seq. ID 


OJ990915 


_06. 9B15.C2 


Gene No. 


48293 








Strand 






Start 


7497 








End 


10654 




Name 


OJ990915 06 


.9B15 


,C2.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1571 








End 


2828 




GI 


none 








Score 


71 




Exons 


1571. .1621, 


2221 


. .2271, 


2224. 


.2274, 2387. .2503, 


2388. .2504, 




2389. .2505, 


2391 


. .2507, 


2426. 


.2512, 2705. .2827, 


2706. .2828 


Seq. No. 


23214 








Seq. ID 


OJ990915 


_06. 9B15.C2 


Gene No . 


48293 








Strand 






Start 


7497 








End 


10654 




Name 


OJ990915 06 


. 9B15 


.C2.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3619 ~~ 








End 


4186 




GI 


none 








Score 


100 




Exons 


3619. .3735, 


3920 


. .3973, 


3921. 


.3977, 4038. .4181, 


4040. ". 4186 


Seq. No. 


23214 








Seq. ID 


OJ990915 


_06. 9B15.C2 


Gene No. 


48293 








Strand 






Start 


7497 








End 


10654 






O.J990915 06 


. 9B15 


,C2 . o4 . 


t w 


Method 


TBLASTX : 


Wheat 


Start 


4052 








End 


4186 




GI 


none 








Score 


182 





23443 



Exons 



4052. .4186, 4053. .4184, 4054. .4185 



Seq. No. 


23214 


Seq. ID 


OJ990915_06.9B15.C2 


Gene No. 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ990915 06.9B15.C2.o6.tm 


Method 


TBLASTX: Maize 


Start 


6624 


End 


7580 


GI 


none 


Score 


88 


Exons 


6624.. 6710, 6626.. 6712, 6627. 


.6683, 6629. .6685, 6752.. 6835, 




6783;;* 6839, 6784.. 6840, 6810. 


.6836, 6918. .6995, 6919.. 7005, 




6919. '.7005, 6921.. 7016, 7073. 


.7153, 7090. .7158, 7090.. 7143, 




7091. .7144, 7092. .7148, 7481. 


.7579, 7485. .7580, 7487. .7579 


Seq. No. 


23214 


Seq. ID 


OJ990915_06.9B15.C2 


Gene No. 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ99091-5 06.9B15.C2.o2.gp 


Method 


AAT/GAP 


Start 


7413 


End 


7861 


GI 


uC-osrocyp030c07bl 


Score 


603 


Exons 


7413. .7437, 7480. .7861 






GI Descrip. 


M680178/gb|AF111709.1 IAF111709 5.0e- 


81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; 


and unknown genes ' 


Seq. No. 


23214 


Seq. ID 


OJ990915 06. 9B15.C2 


Gene No . 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ990915 06.9B15.C2.o3.gs 


Method 


GENSCAN 

\J J—J LH khj wiiLi 


Start 


7497 


End 


10372 


GI 


none 


Score 


.82 


Exons 


7497.. 7626, 8263.-8477, 8528. 


.8716, 8 


729.-8836, 9170.. 10372 


Seq. No. 


23214 


Seq. ID 


OJ990915_06.9B15.C2 


Gene No. 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ990915 06.9B15.C2.o2.np 


Method 


AAT/NAP 


Start 


7995 


End 


10654 


GI 


6466937 


Score 


1643 


Exons 


7995. .8119, 8320. .10654 






GI Descrip. 


(AC011621) putative retroelement pol 


polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


23214 


Seq. ID 


OJ990915_06-9B15.C2 


Gene No . 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ990915 06.9B15.C2.o8.tm 


Method 


TBLASTX: Maize 


Start 


8295 


End 


8896 


GI 


none 


Score 


34 


Exons 


8295..8429, 8507. .8806, 8849. 


.8896 




Seq. No. 


23214 


Seq. ID 


OJ990915_06.9B15.C2 


Gene No. 


48293 


Strand 




Start 


7497 


End 


10654 


Name 


OJ990915 06.9B15.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8702 


End 


9277 


GI 


none 


Score 


263 


Exons 


8702.. 8806, 8900. .9277 







23444 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. "No- 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23214 
48293 
7497 

OJ990915_06. 9B15.C2.ol.tm 

8903 

none 

8903. .9454, 8904. .9398 

23214 
48293 
7497 

OJ990915_06.9B15.C2.o2.ts 

9131 

none 

9131. .9454, 9132. .9437 

23214 
48293 
7497 

OJ990915_06.9B15.C2.o4.tm 

9455 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_06.9B15.C2 
10654 

TBLASTX: Maize 

9454 

204 



OJ990915_06.9B15.C2 
10654 

TBLASTX : Soybean 

9454 

171 



Seq. ID OJ990915_06. 9B15.C2 
Strand 
End 

Method 
End 
Score 



10654 

TBLASTX : Maize 

9841 

100 



9455.. 9496, 9497.. 9775, 9513.. .9656, 9761.. 9841 



23214 Seq. ID 

48293 Strand 

74 97 End 

OJ990915_06. 9B15.C2.o3. tw Method 

9770 End 

none Score 
9770. .10132 



OJ990915_06.9B15.C2 
10654 

TBLASTX: Wheat 

10132 

203 



Seq. No. 23214 

Gene No. 48293 

Start 7497 

Name OJ990915_06 . 9B15 . C2 . o7 . tm 

Start 9842 

GI none 

Exons 9842.. 10132, 9843.. 10184 

Seq. No. 23214 

Gene No. 48293 

Start 7497 

Name OJ990915_06 . 9B15 . C2 . o2 . tm 

Start 10190 

GI none 

Exons , 10190. .10474, 10256 .. 10408 , 

10478. .10654, 10479. .10652 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915JD6. 9B15.C2 
10654 

TBLASTX: Maize 

10184 

72 



OJ990915_06.9B15.C2 
10654 

TBLASTX: Maize 

10654 

70 



10320. .10448, 10452. .10652, 



23214 Seq. ID 

48293 Strand 

7 4 97 End 

OJ990915_06. 9B15.C2.ol.ts Method 
10217 . End 

none Score 
10217, 



OJ990915_06.9B15.C2 
10654 

TBLASTX: Soybean 

1 n c en • 
x v >j u / 

81 



,10567, 10347. .10496 



23445 



Seq. No. 


23214 








Seq. ID 


OJ990915 06.9Blo.Cz> 


Gene No. 


48293 








Strand 




Start 


7497 








End 


10654 


Name 


OJ990915 06. 


9B15. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


10322 








End 


10630 


GI 


none 








Score 


261 


F.xons 


10322 . . 10630 












Seq. No. 


23215 . 








Seq. ID 


OJ990915_06.9B15.C3 


Gene No. 


48294 








Strand 


+ 


Start 


3065 








End 


12785 


Name 


OJ990915 06. 


9B15 


C3.o2. 


gs 


Method 


GEN SCAN 


Start 


3065 








End 


12503 


GI 


none 








Score 


.43 


Exons 


3065. .3117, 


3189 


. .3272, 


3345. 


.3425, 4748. .4817, 5138. .5200, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Sen. No, 
Gene No. 
Start 



10881. .11003, 11123. .11278, 11579 .. 11704 , 11781 .. 11915, 
12170. .12297, 12392.. 12503 



OJ990915_06.9B15.C3 
+ 

12785 
AAT/NAP 
12785 
2331 



23215 Seq. ID 

48294 Strand 
3065 End 
OJ990915_06.9B15.C3.o3.np Method 
3352 End 
6907098 Score 
3352. .3411, 7758. .7911, 8096. .8846, 8892. .9162, 9205. .9312, 
9406.. 9977, 10079 .. 10402 , 10670 .. 107 98 , 11213 .. 112.68 , 
11554. .11704, 11781. .11915, 12170 .. 12297 , 12392 12503, 
12588. .12785 

(AP001129) EST AU031036 (E60617) corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] 

23215 Seq. ID OJ990915_06 . 9B15 . C3 

48295 Strand 

1 End 3860 

OJ990915_06. 9B15.C3.ol.np Method AAT/NAP 

1 End 3272 

6466937 Score 497 

1..1699, 3208.. 3272 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



23215 Seq. ID OJ990915_06 . 9B15 . C3 

48295 Strand 

1 End 3860 

OJ990915_06. 9B15.C3.o2.np Method AAT/NAP 

1 End 3389 

6466937 Score 493 

1..1658, 3271. .3389 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2321 5 
48295 
1 



Seq, TO 

Strand 

End 



Q(S.9R15-r,3 



3860 



23446 



Name 


OJ990915 06. 


.9B15. 


C3.ol .tw 


Method 


TBLASTX: Wheat 


Start 


2 






End 


343 


\J X 


none 






Score 


145 


Rxons 

1-J A \S 1 J. * 


2. .343, 6. .281 








Seq. No. 


23215 






Seq. ID 


OJ990915__06. 9B15.C3 


Gene No. 


48295 






Strand 




Start 


1 






End 


3860 


Name 


OJ990915 06, 


.9B15. 


C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


1440 


\3 X 


none 






Score 


120 


F.xons 


2. .436, 6. .299, 101. .436, 1318. .1440 




Seq. No. 


23215 






Seq. ID 


OJ990915_06. 9B15.C3 


Gene No. 


48295 






Strand 




Start 


1 






End 


3860 


Name 


OJ990915_06 


. 9B15. 


,C3.o3.ts 


Method 


TBLASTX: Soybean 


Start 


1 1 

X X 






End 


325 


GI 


'none 






Score 


205 


Exons 


11. .325 










Seq. No. 


23215 






Seq. ID 


OJ990915__06. 9B15.C3 


Gene No. 


48295 






Strand 




Start 


1 






End 


3860 


Name 


OJ990915 06 


.9B15. 


,C3.ol.gs 


Method 


GENSCAN • 


Start 


281 






End 


1858 


ox 


none 






Score 


.85 


F.x on 


^ O X • .XOJO 










Seq. No. 


23215 






Seq. ID 


OJ990915_06. 9B15.C3 


Gene No. 


48295 






Strand 




Start 


1 






End 


3860 


Name 


OJ990915 06 


.9B15, 


.C3.o6.tm 


Method 


TBLASTX: Maize 


Start 


_ 1475 






End 


1711 


VJX 


none 






Score 


71 


Exons 


1475. .1711, 


1476, 


. .1703 








23215 






Seq. ID 


OJ990915_06.9B15.C3 


(~2aT\ & Mo 


48295 






Strand 




Start 


1 






End 


3860 


Name 


OJ990915 06 


.9B15 


.<C3.o5.tm 


Method 


TBLASTX: Maize 


Start 


3073 






End 


3860' 


GI 


none 






Score 


72 


Exons 

1_J *\ V_/ 1 1 k_> 


3073. .3120, 


3074 


..3118, 3174. 


.3272, 3187.. 3273, 3344.. 3433, 




3345. .3461, 


3346 


..3426, 3683. 


.3760, 3709.. 3762, 3718.. 3768, 




3720. .3767, 


3752 


..3859, 3752. 


.3859, 3762.. 3860 


Con Mo 


23215 






Seq. ID 


OJ990915_06. 9B15.C3 




48296 






Strand 




Start 


9483 






End 


10360 


Name 


OJ990915 06 


. 9B15 


,C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


9483 






End 


10185 


GI 


none 






Score 


45 


Exons 


9483. .9527, 


9560 


..9616, 9599. 


.9652, 9600. .9650, 9639. .9977, 




9647 , 8 9976- 


9648 


.. , 9977 . 9649- 


5 99R4. 9650.. 9979. 10076.. 1018 




10076. .10183, 10093. .10185, 







23447 




Seq. No. 


23215 




Seq. ID 


OJ990915_06.9B15, 


.C3 


Gene No. 


48296 




Strand 






Start 


9483 




End 


10360 




Name 


OJ990915 06.9B15.C3. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


10046 




End 


10360 




GI 


none 




Score 


78 




Exons 


10046. .10168, 10172. 


.10360, 


10173. .10286, 10204. .10344 




Seq. No. 


23215 




Seq. ID 


OJ990915_06. 9B15. 


,C3 


Gene No. 


48297 ' ' 




Strand 






Start 


10880 




End 


11623 




Name 


OJ990915 06.9B15.C3. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10880 




End 


11623 




GI 


none 




Score 


171 




Exons 


10880. .10999, 10881. 


, .11003, 


10893. .11003, 11104 . .11220, 






11120. .11263, 11576. 


. .11623 








Seq. No. 


23215 




Seq. ID 


OJ990915JD6. 9B15 


.C3 


Gene No . 


48298 




Strand- 






Start 


11583 




End 


12263 




Name 


OJ990915 06.9B15.C3, 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


11583 




End 


12263 




GI 


none 




Score 


215 




Exons 


11583. .11702, 11584 . 


. .11703, 


11585. .11725, 11778. .11915, 






11778. .11915, 11839, 


. .11916, 


12167. .12262, 12167 12262 , 






12168. .12263 










Seq. No. 


23215 




Seq. ID 


OJ990915_06. 9B15 


.C3 


Gene No. 


48299 




Strand 






Start 


12266 




End 


12785 




Name 


OJ990915 06.9B15.C3. 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


12266 




End 


12785 




GI 


none 




Score 


36 




Exons 


12266. . 12301, 12390, 


. .12503, 


12392. .12502, 12393 .. 12503, 






12585. .12713, 12587, 


. .12715, 


12587. .12742, 12588 .. 12743, 






12750. .12785 










Seq. No. 


23216 




Seq. ID 


OJ990915_06. 9B15 


.C4 


Gene No . 


48300 




Strand 


+ 




Start 


1 




End 


4018 




Name 


OJ990915 06.9B15.C4, 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


4018 




GI 


1076802 




Score 


49 




Exons 


1..23, 585. .802, 2826. .3095, 


3991. .401! 


3 




GI Descrip. 


extensin-like protein - maize gi | 600111 


3|emb|CAA84230| (Z34 




extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 




extensin-like domain [Zea mays] 






Seq. No. 


23216 




Seq. ID 


OJ990915_06. 9B15 


.C4 


Gene No. 


48300 




Strand 


+ 




Start 


1 




End 


4018 




Name 


OJ990915 06.9B15.C4, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


9 




End 


298 




GI 


none 




Score 


64 




F.xon.s 


9. . 62. 1 6. . 66- 1 64 . 


,298,- 164 


s ,298 






Seq. No. 


23216 




Seq. ID 


OJ990915_06. 9B15 


.C4 



23448 



Gene No. 48300 Strand + 

Start 1 End 4018 

Name OJ990915_06 . 9B15 . C4 . ol . gs Method GEN SCAN 

Start 166 End 1090 

GI none Score .99 

Exons 166.. 461, 547.. 1090 



Seq. No. 


23216 


Seq. ID 


OJ990915_06.9B15.C4 


Gene No. 


48300 


Strand 


+ 


Start 


1 


End 


4018 


Name 


OJ990915 06.9B15.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


318 


End 


799 


GI 


none 


Score 


206 


Exons 


318. .464, 319. .462, 544.-678, 


545. .685, 


569. .742, 658. .735, 




736. .798, 737. .799 






Seq. No. 


23216 


Seq. ID 


OJ990915_06.9B15.C4 


Gene No. 


48300 


Strand 


+ 


Start 


1 


End 


4018 


Name 


OJ990915 06.9B15.C4.o2.tm 


Method 


TBLASTX : Maize 


Start 


819 


End 


1098 


GI 


none 


Score 


191 


Exons 


819. .1073, 831. .1091, 904. .1092, 904. .1098 


Seq. No. 


23216 


Seq. ID 


OJ990915_06.9B15.C4 


Gene No . 


48300 


Strand 


+ 


Start 


1 


End 


4018 


Name 


OJ990915 06.9B15.C4.o2.gs 


Method 


GENSCAN 


Start 


2800 


End 


3377 


GI 


none 


Score 


.59 


Exons 


2800. .3058, 3112. .3173, 3275. 


.3377 




Seq. No. 


23217 


Seq. ID 


OJ990915JD6. 9B15.C5 


Gene No. 


48301 


Strand 


+ 


Start 


1 


End 


1167 


Name . 


OJ990915 06.9B15.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1167 


GI 


5669871 


Score 


118 


Exons 


1. .126, • 404. .444, 1041. .1167 






GI Descrip. 


(AF135014) dihydrolipoamide S 


-acetyltransf erase [Zea mays] 


Seq. No. 


23217 


Seq. ID 


OJ990915_06.9B15.C5 


Gene No. . 


48302 


Strand 




Start 


1054 


End 


1100 


Name 


OJ990915 06. 9B15.C5.ol.gs 


Method 


GENSCAN 


Start 


1054 


End 


1100 


GI 


none 


Score 


.42 


Exons 


1054. .1100 






Seq. No. 


23218 


Seq. ID 


OJ990915_06. 9B15.C6 


Gene No. 


48303 


Strand 


+ 


Start 


151 


End 


555 


Name 


OJ990915 06. 9B15.C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


148 


End 


555 


GI 


none 


Snore 


70 


Exons ■ 


148. .204, 149. .193, 153. .401, 


179. .400, 


, 277. .402, 461. .550, 



476. .550, 478. .555, 484. .552 



23449 




Seq. No. 


23218 


Seq. ID 


OJ990915_06.9B15.C6 


Gene No. 


48303 


Strand 


+ 


Start 


151 


End 


555 


Name 


OJ990915 06. 9B15.C6.ol.np 


Method 


AAT/NAP 


Start 


151 


End 


551 


GI 


5669871 


Score 


380 


Exons 


151. .399, 479. .551 






GI Descrip. 


(AF135014) dihydrolipoamide S 


-acetyltransf erase [Zea mays] 


Seq. No. 


23218 


Seq. ID 


OJ990915_06.9B15.C6 


Gene No. 


48303 


Strand 


+ 


Start 


151 


End 


555 


Naine 


OJ990915 06. 9B15.C6.ol. ts 


Method 


TBLASTX : Soybean 


Start 


151 


End 


550 


GI 


none 


Score 


78 


Exons 


151. .204, 289. .402, 303. .410, 


472. .549, 


473. .550 


Seq. No. 


23219 


Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48304 


Strand 




Start 


1 


End 


1529 


Name 


OJ990915 06.9B15.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1291 


GI 


6907085 


Score 


335 


Exons 


1..412, 563. .1150, 1235. .1291 






GI Descrip. 


(AP001129) ESTs AU082316 (E3368 ) , D4 14 61 (S3973 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


23219 


Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48304 


Strand 




Start 


1 


End 


1529 


Name 


OJ990915 06.9B15.C7.ol.gs 


Method 


GENSCAN 


Start 


509 


End 


1529 


GI 


none 


Score 


.49 


Exons 


509. .1373, 1477. .1529 






Seq. No. 


23219 


Seq. ID 


OJ990915_06. 9B15.C7 


Gene No. 


48305 


Strand 




Start 


2491 


End 


5891. 


Name 


OJ990915 06.9B15.C7.ol.gp 


Method 


AAT/GAP 


Start 


2251 


End 


5891 


GI 


537 1.R1084 


Score 


2707 


Exons ■ 


2251. .2937, 5194. .5891 






GI Descrip. 


'433214/dbj |BAA02971| 0.0e+00 


(D13817) 


lactate dehydrogenas< 




[Oryza sativa] ' 






Seq. No. 


23219 


Seq. ID 


OJ990915_06. 9B15.C7 


Gene No . 


48305 


Strand 




Start 


2491 


End 


5891 


Name 


OJ990915 06.9B15.C7.o2.gs 


Method 


GENSCAN 


Start 


2491 


End 


5808 


GI 


none 


Score 


.56 


Exons 


2491. .2937, 5194. .5808 






Seq. No. 


23219 


Seq. ID 


OJ990915J36. 9B15.C7 


Gene No. 


48305 


Strand 





23450 




Start 


2491 




End 


CQQ1 


Name 


OJ990915 06.9B15 


.C7.o2.np 


Method 


AAT/NAP 


Start 


2494 




End 


5808 


GI 


987693 




Score 


1777 


Exons 


2494.. 2942, 5194 


. .5808 






GI Descrip. 


(D16685) lactate 


dehydrogenase [Oryza 


sativa] 


Seq. No. 


23219 




Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48306 




Strand 




Start 


7953 




End 


8030 


Name 


OJ990915 06.9B15 


.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


692 




End 


982 


GI 


none 




Score 


252 


Exons 


692.. 982, 702.. 950 






Seq. No. 


23219 




Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48306 




Strand 




Start 


7953 




End 


8030 


Name 


OJ990915 06.9B15 


.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


2515 " 




End 


5721 


GI 


none 




Score 


246 


Exons 


2515.. 2634, 2647 


..2940, 2651.. 


,2941, 5194.. 5721, 5198. .5698 


Seq. No. 


23219 




Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48306 




Strand 




Start 


7953 




End 


8030 


Name 


OJ990915 06.9B15 


.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2515 




End 


5721 


GI 


none 




Score 


108 


Exons 


2515.. 2640, 2647 


..2940, 2648., 


.2797, 2858. .2941, 5194. .5721, 



5198. .5350, 5399.-5698 



Seq. No. 


23219 




Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48306 




Strand 




Start 


7953 




End 


8030 


Name 


OJ990915 06 


.9B15.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


2620 




End 


2943 


GI 


none 




Score 


376 


Exons 


2620. .2940, 


2633.. 2941, 2761. 


.2943 




Seq. No. 


23219 




Seq. ID 


OJ990915__06.9B15.C7 


Gene No. 


48306 




Strand 




Start . 


7953 




End 


8030 


Name 


OJ990915 06 


.9B15.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


5191 




End 


5820 


GI 


none 




Score 


519 


Exons 


5191. .5718, 


5192. .5704, 5695. 


.5808, 5743.. 5820 


Seq. No. 


23219 




Seq. ID 


OJ990915_06.9B15.C7 


Gene No. 


48306 




Strand 




Start 


7953 




End 


8030 


Name 


OJ990915 06 


.9B15.C7.o3.np 


Method 


AAT/NAP 


Start 


7953 ..* • 




End 


8030 


GI 


5669871 




Score 


106 


Exons 


7953- .8030 








GI Descrip. 


(AF135014) 


dihydrolipoamide S 


-acetyltransferase [Zea mays] 



23451 




Seq. No. 


23220 


Seq. ID 


OJ990915 06.9B15.C8 


Gene No. 


48307 


Strand 




Start 


1 


End 


559 


Name 


OJ990915 06.9B15.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


559 


GI 


5669871 


Score 


245 


Exons 


1..143, 281. .356, 485. .559 






GI Descrip. 


(AF135014 ) dihydrolipoamide 


S-acetyltransferase [Zea mays] 


Seq. No. 


23220 


Seq. ID 


OJ990915_06.9B15.C8 


Gene No. 


48307 


Strand 




Start 


1 


End 


559 


Name 


OJ990915 06.9B15.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


60 


End 


559 


GI 


none 


Score 


100 


Exons 


60. .158, 75. .149, 83. .166, 


263. .358, 273. .356, 484. .558, 




484. .558, 494. .559 






Seq. No. 


23220 


Seq. ID 


OJ990915 06 . 9B15 .C8 


Gene No. 


48307 


Strand 




Start 


1 


End 


559 


Name 


. OJ990915 06.9B15.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


73 


End 


359 


GI 


none 


Score 


102 


Exons 


73. .144, 75. .149, 251. .355, 


263. . 358, 


271. .357, 273. . 359. 




279. .359 




Seq. No. 


23220 


Seq. ID 


OJ990915_0 6. 9B15.C8 


Gene No. 


48307 


Strand 




Start 


1 


End 


559 


Name 


OJ990915 06.9B15.C8.ol.gs 


Method 


GEN SCAN 


Start 


76 


End 


356 


GI 


none 


Score 


. 95 


Exons 


76. .143, 281. .356 






Seq. No. 


23221 


Seq. ID 


OJ990915_06. 9B15.C9 


Gene No. 


48308 


Strand 




Start 


37 


End 


355 


Name 


OJ990915 06.9B15.C9.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


355 


GI 


none 


Score 


-.54 


Exons 


37. .355 






Seq. No. . 


23222 


Seq. ID 


OJ990915JD6. 9B15.C10 


Gene No. 


48309 


Strand 


+ 


Start 


6083 


End 


6488 " 


Name 


OJ990915 06.9B15.C10.o3.gp 


Method 


AAT/GAP 


Start 


6083 


End 


6488 


GI 


3090591 


Score 


745 


Exons 


6083. . 6488 






Seq. No. 


23222 


Seq. ID 


OJ990915_06.9B15.C10 


Gene No. 


48310 


Strand 




Start 


3417 


End 


9224 


Name 


OJ990915 06.9B15.C10.ol.no 


Method 


AAT/NAP 


Start 


3384 


End 


9224 


GI 


2664198 


Score 


404 



23452 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3384. .3483, 3601. .4403, 4539. .4785, 9199. .9224 
(AJ003215) GTL1 [Arabidopsis thaliana] 



23222 
48310 
3417 

OJ990915_06.9B15.C10.ol.gs 

3417 

none 

3417. .4800,. 5431. .6182 



Seq. ID OJ990915_06.9B15.C10 
Strand 

End 9224 

Method GENSCAN 

End 6182 

Score . 9 



23222 
48310 
3417 

OJ990915_06. 9B15.C10.ol.gp 
3427 

uC-osflm202102e01bl 
3427. .3887 

1 2664198/emb|CAA05995| 6.0e-17 (AJ003215) GTL1 [Arabidopsis 
thaliana] ' 



Seq. ID OJ990915_06.9B15.C10 
Strand 

9224 
AAT/GAP 
3887 
862 



End 

Method 

End 

Score 



o fcr q ■ LN \J . 


O 








Seq.- ID 


OJ990915_ 




1 O O JL \J 








Strand 




O Lai t_ 


3417 








End 


9224 


Name 


OJ990915 06. 


9B15 


.ClO.ol 


.tc 


Method 


TBLASTX : < 


Start 


3714 








End 


4016 


PT 
OX 


none 








Score 


102 


Exons 






. . J O -L , 


3783 . 


.3983, 3883.. 3990 


Seq. No. 


23222 








Seq. ID 


OJ990915 


Gene No. 


48310 








Strand 




Start 


3417 








End 


9224 


Name 


OJ990915 06. 


9B15 


.ClO.ol 


. tm 


Method 


TBLASTX : ] 


Start 


3717 








End 


4029 


GI 


none 








Score 


95 


Exons 


3717. .4010, 


3742 


. .3831, 


3883. 


.4029 




Seq. No. 


. 23222 








Seq. ID 


OJ990915 


Gene No.^ 


48310 








Strand 




Start 


3417 








End 


. 9224 


Name 


OJ990915 06. 


9B15 


.ClO.ol 


.ts 


Method 


TBLASTX : 


Start 


3717 








End 


4007 


GI 


none 








Score 


100 


Exons 


3717. .4007, 


3739 


. .3834, 


3883. 


.3990 




Seq. No. 


23222 








Seq. ID 


OJ990915 


Gene No. 


48310 








Strand 




Start 


3417 








End 


9224 


Name 


OJ990915 06. 


9B15 


.C10.o2 


.gp 


Method 


AAT/GAP 


Start 


4529 








End 


4980 


GI 


none 








Score 


864 


Exons 


4529. .4980 












Seq. No. 


23223 








Seq. ID 


OJ990915 


Gene No. 


■ 4831 1 








Strand 




Start 


2167 








End 


3302 


Name 


OJ990915 06. 


9B15 


.Cll.ol 


.np 


Method 


AAT/NAP 



23453 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI . . v \ 
Exons 

GI Descrip. 



1029 End 2708 

6539588 Score 187 

1029.. 1076, 2399.. 2708 

(AP000837) hypothetical protein [Oryza sativa] 



23223 Seq. ID 

48311 Strand 

2167 End 
OJ990915_06. 9B15.Cll.ol.gs Method 

2167 End 

none Score 

2167.. 2281, 2407.. 2681, 3225.. 3302 



OJ990915_06.9B15.C11 

3302 
GENSCAN 
3302 
.46 



23224 
48312 
87 

OJ990915_06.9B15.C12.ol.gs 
87 

none 



Seq. ID OJ990915_06.9B15.C12 



Strand 
End 

Method 

End 

Score 



+ 

6523 
GENSCAN 
4501 
.41 - 



87. .293, 350. .2731, 2795. .3166, 3215. .4501 



23224 Seq. ID 

48312 Strand 

87 End 

OJ990915_06 . 9B15 . C12 . ol . np Method 

873 End 

6498441 Score 
873. .1937, 2268. .2731, 2795. .3166, 3350 
4196. .4576, 4748.. 6145, 6239 
(AP000815) EST C7278 6 (E2258 ) 



OJ990915_06.9B15.C12 
+ 

6523 
AAT/NAP 
6520 
6854 

3486, 3661.. 4003, 



.6520 

corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


23224 


Seq. ID 


OJ990915_06.9B15.C12 


Gene No. 


48312 


Strand 


+ 


Start 


87 


End 


6523 


Name 


OJ990915 06.9B15.C12.o2.gs 


Method 


GENSCAN 


Start 


4751 


End 


6523 


GI 


none 


Score 


1 


Exons 


4751.. 6523 






Seq. No. 


23224 


Seq. ID 


OJ990915_06.9B15.C12 


Gene No.. . 


.48313 


Strand 


+ 


Start 


6683 


End 


7144 


Name 


OJ990915 06.9B15.C12.ol.gp 


Method 


AAT/GAP 


Start 


6683 


End 


7144 


GI 


2428323 


Score 


854 


Exons 


6683. .7144 






GI Descrip. 


5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 


DNA, chromosome 6, clone : P0535G04 




Seq. No. 


23224 


Seq. ID 


OJ990915_06.9B15.C12 


Gene No. 


48314 


Strand 




Start 


7152 


End 


12047 




OJ990915 06, 9B15.C1 2 ,ofi- tw 


Method 


TBLASTX: Wheat 


Start 


1022 


End 


1414 


GI 


none 


Score 


58 



23454 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1022. .1069, 1076. .1174, 1081. .1173, 1141. .1380, 1157. .1414 



23224 
48314 
7152 

OJ990915_06. 

1027 

none 

1027. .1311, 

23224 
48314 
7152 

OJ990915_06. 

2152 

none 

2152. .2325, 

23224 
48314 
7152 

OJ990915_06. 

2802 

none 

2802. .3245, 

23224 
48314 
7152 

OJ990915_06. 

2843 

none 

2843. .3067, 

23224 
48314 
7152 

OJ990915_06. 

2933 

none 

2933. .3289, 

23224 
48314 
7152 

OJ990915_06. 

3316 

none.. 

3316." .3681, 

23224 
48314 
7152 

OJ990915_06. 

3373 

none 

3373. .3786, 



9B15.C12.o4.tm 



1064. .1312 



9B15.C12.o3.tw 



Seq. ID OJ990915_06.9B15.C12 
Strand 

End 12047 

Method TBLASTX: Maize 

End 1312 

Score 192 



Seq. ID OJ990915_06.9B15.C12 
Strand 

End 12047 

Method TBLASTX : Wheat 

End 2638 

Score 401 



2153. .2638, 2347. .2607, 2417. .2611 



9B15.C12.ol.tw 
2803.. 3258, 2804. 

9B15.C12.o3.ts 
3074. .3208 

9B15.C12.ol.tm 
2968.. 3279, 2984, 

9B15.C12.o3.tm 
3317. .3700 

9B15.C12.o2.tw 
3374. .3793, 7808, 



Seq. ID OJ990915_06.9B15.C12 
Strand 

End 12047 

Method TBLASTX : Wheat 

End 3265 

Score 206 
.3265, 2804. .3259 

Seq. ID OJ990915_06.9B15.C12 
Strand 

End 12047 

Method TBLASTX : Soybean 

End 3208 

Score 117 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3289 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
F.nH 
Score 
.7906 



OJ990915_06.9B15.C12 
12047 

TBLASTX: Maize 

3289 

381 



OJ990915_06.9B15.C12 
12047 

TBLASTX: Maize 

3700 

352 



OJ990915JD6. 9B15.C12 

12047 
. TBLASTX: Wheat 
7906 
481 



23455 




Seq. No. 


23224 








Seq. ID 


OJ990915_06. 9B15 . 


C12 


Gene No. 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.ol. 


, ts 


Method 


TBLASTX : Soybean 




Start 


3452 








End 


3823 




GI 


none 








Score 


274 




Exons 


3452. .3823, 


3469 


. .3612 










Seq. No. 


23224 








Seq. ID 


OJ990915_06.9B15. 


C12 


Gene No. 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.o5. 


.tw 


Method 


TBLASTX: Wheat 




Start 


4448 








End 


4882 




GI 


none 








Score 


232 




Exons 


4448. .4699, 


4448 


. .4645, 


4513. 


.4689, 4733. .4882, 4742. .4879, 




4744. .4881 














Seq. No. 


23224 








Seq. ID 


OJ990915_06.9B15. 


C12 


Gene No. 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.o2. 


.ts 


Method 


TBLASTX : Soybean 




Start 


4571 








End 


5137 




GI 


5666795 








Score 


68 




Exons 


4571. .4669, 


4745 


. . 4882, 


4937. 


.5137 






GI Descrip. 


4206306 2.0e 


i-lO 


(AF049110) prpol [Zea mays] 




Seq. No. 


23224 








Seq. ID 


OJ990915_06.9B15. 


C12 


Gene No . 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.o8, 


.tw 


Method 


TBLASTX: Wheat 




Start 


4885 








End 


5197 




GI 


none 








Score 


189 




Exons 


4885. .5061, 


4937 


. .5197 










Seq. No. 


23224 








Seq. ID 


OJ990915_06.9B15. 


,C12 


Gene No. 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


5390 








End 


5713 




GI 


none 








Score 


364 




Exons 


5390. .5713, 


5419 


. .5700 










Seq. No. 


23224 








Seq. ID 


OJ990915J36.9B15. 


,C12 


Gene No . 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


OJ990915 06. 


9B15 


.C12.o4, 


.tw 


Method 


TBLASTX: Wheat 




Start 


5527 








End 


5908 




GI 


none 








Score 


373 




Exons 


5527. :5583, 


5528 


. .5908, 


5624. 


.5869, 5629.-5877 




Seq. No. 


23224 








Seq. ID 


OJ990915_06.9B15. 


,C12 


Gene No. 


48314 








Strand 






Start 


7152 








End 


12047 




Name 


O.J990915 06, 


9B15 


,012-07 


= tw 




TRT,ASTX:Whpa1- 




Start 


5909 








End 


6511 




GI 


none 








Score 


267 





23456 




Exons 


5909. .6205, 5913. .5984, 5914. 


.6012, 60- 


49. .6192, 


6385. .6507, 




6386. .6511 












Seq. No. 


23224 


Seq. ID 


OJ990915_ 


_06. 


9B15. 


C12 


Gene No. 


48314 


Strand 










Start 


7152 


End 


12047 








Name 


OJ990915 06. 9B15.C12.o5.tm 


Method 


TBLASTX: Maize 




Start 


6380 


End 


6523 








GI 


none 


Score 


184 








Exons 


6380.. 6523, 6385.. 6519 












Seq. No. 


23224 


Seq. ID 


OJ990915_ 


_06. 


9B15. 


, C12 


Gene No. 


48314 


Strand 


- 








Start 


7152 


End 


12047 








Name 


OJ990915 06.9B15.C12.o3.gs 


Method 


GEN SCAN 








Start 


7152 


End 


10369 








GI 


none 


Score 


.77 








Exons 


7152.. 9012, 9108.. 9836, 9906. 


.10369 










Seq. No. 


23224 


Seq. ID 


OJ990915_ 


_06. 


9B15, 


.C12 


Gene No. 


48314 


Strand 


— 








Start 


7152 


End. - 


12047 








Name 


OJ990915 06.9B15.C12.o2.np 


Method 


AAT/NAP 








Start 


7155 


End 


10369 








GI 


5803259 


Score 


5111 








Exons 


7155.. 9012, 9108.. 10369 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23224 


Seq. ID 


OJ990915 


_06. 


9B15 


.C12 


Gene No. 


48314 


Strand 










Start 


7152 


End 


12047 








Name 


OJ990915 06.9B15.C12.o3.np 


Method 


AAT/NAP 








Start 


9562 


End 


12047 








GI 


5922623 


Score 


207 








Exons 


9562.. 9599, 11185 .. 11260, 11428 .. 11580 , 11963.. 


12047 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi| 6016856 | db j | BAA85199.il (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


23224 


Seq. ID 


OJ990915 


_06. 


9B15 


.C12 


Gene No. 


48314 


Strand 










Start 


7152 


End 


12047 








Name 


OJ990915 06.9B15.C12.o4.gs 


Method 


GENSCAN 








Start 


10750 


End 


11333 








GI 


none 


Score 


.6 








Exons 


10750. .10865, 11279.. 11333 












Seq. No. 


23225 


Seq. ID 


OJ990915 


_06. 


9B15 


.C13 


Gene No. 


48315' 


Strand 


+ 








Start 


1821 


End 


3281 








Name 


OJ990915 06. 9B15.C13.ol.gs 


Method 


GENSCAN 








Start 


1821 


End 


3281 








GI 


none 


Score 


.41 








Exons 


1821.. 1885, 3125.. 3281' 












Seq. No. 


23225 


Seq. ID 


OJ990915 


_06. 


, 9B15 


.C13 


Gene No. 


48316 


Strand 











23457 




Start 


4531 






End 


5219 




Name 


OJ990915 06 9B15 


C13 o2 


. qs 


Mpthod 


GEN SCAN 




j Lai u 


4531 ~~ 






End 


5219 




\3 X 


none 






Score 


. 93 




Fvons 

■U *\ V-/ 1 1 o 


4531 . .4537, 5068 


. . 5219 










Seq. No. 


23226 






Seq. ID 


OJ990915_06. 


9B15.C14 


Gene No. 


48317 






Strand 


+ 




Start 


25 






End 


668 




Name 


OJ990915 06 9B15 


. C14 . ol 


. qs 


Method 


GENSCAN 




Start 


25 ~~ 






End 


668 




\J X 


none 






Score 


. 7 






25 84. 627 668 












Seq. No. 


23226 






Seq. ID 


OJ990915 06 


9B15 -C14 


Gene No . 


48318 






Strand 


+ _ 




Start 


1163 






End 


1306 




Name 


OJ990915 06.9B15 


.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


1163 






End 


1306 




GI 


21474 1 R1084 






Score 


242 






1163 _ 1306 

X X U -J . • X J V u 












OX UCO X f-J . 


f 3894159 2 0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




. LI Id X X CI i I CI J 












9prr Nn 


23226 






Seq. ID 


OJ990915_06. 


9B15.C14 


Gene No. 


48319 






Strand 






Start 


443 






End ■ 


4028 




Name 


OJ990915 06.9B15 


.C14 .o2 


. np 


Method 


AAT/NAP 




Start 


443 






End 


4028 




GI 


4680204 






Score 


444 




ill s\. w 1 1 O 


443. .480, 3271.. 


4028 










OX UCOLJ — L • 


(AF114171) hypothetical protein [Sorghum bicolor] 






23226 






Seq. ID 


OJ990915_06. 


9B15.C14 


Gene No. 


48319 






Strand 






Start 


443 






End 


4028 




Name 


OJ990915 06.9B15 


.C14 .ol 


. np 


Method 


AAT/NAP 




Start 


1151 






End 


4028 




GI 


4680204 






Score 


450 




Pvnn c; 


1151.. 1258, 3278 


. .4028 










CIT Dp srrin 

W -L. J—/ \3 O _1_ _J_ • 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






23226 






Seq. ID 


OJ990915J)6. 


9B15.C14 


Gene No. 


48319 






Strand 






Start 


443 






End 


4028 




Name 


OJ990915 06.9B15 


.C14.o2 


.gs 


Method 


GENSCAN 




Start 


1581 






End 


3949 




GI 


none 






Score 


.81 






1581.. 1766, 1846 


. .1944, 


2039 


..2111, 2196. .2341, 2403. .2576, 




2712.. 3209, 3284 


. .3949 










Seq. No. 


23226 






Seq. ID 


OJ990915_06. 


9B1S.C14 


Gene . No . 


48319 






Strand 






Start ; 


443 






End 


4028 




Name 


OJ990915 06.9R15 


,C14 :Ol 


, tw 


Method 


TRT.Zi CITY - Ta7Ho=>+- 


Start 


3632 






End 


3971 




GI 


none 






Score 


56 





23458 



Exons 


3632.. 3664, 


Seq. No. 


23227 


Gene No. 


48320 


Start 


1375 


Name 


OJ990915 06. 


Start 


1375 ~~ 


GI 


none 


F von c; 


1375 1538 


Seq. No. 


23227 


Gene No. 


48321 


Start 


1866 


Name 


OJ990915 06. 


Start 


1866 


GI 


LIB3474-009-: 


Exons 


1866. .1998 


GI Descrip. 


1 4455244/emb 



3632. .3664, 3668. .3802, 3701. .3745, 3809. .3970, 3822. .3971 

Seq. ID OJ990915_06.9B15.C18 

Strand + 

End 1538 

5.C18.ol.gs Method GENSCAN 

End 1538 

Score .71 



Seq. ID OJ990915_06.9B15.C18 

Strand + 

End 1998 

Method AAT/GAP 

End 1998 

Score 227 



i-11 (AL035523) MtN3-like protein 



[Arabidopsis thaliana] ' 



O \Z \^ . LxU • 


23227 








Seq. ID 


OJ990915_ 


06. 


9B15 


.C18 


flnnp Mo 


48322 








Strand 










Start 


2292 








End 


4310 








Name 


OJ990915 06 


9B15 . 


C18 . o2 . 


as 


Method 


GENSCAN 








Start 


2292 








End 


4310 








GI 


none 








Score 


.63 








Pvnn q 


2292 2505 


4135 . 


.4310 














O C ^ . LN \J ■ 


23227 








Seq. ID 


OJ990915_ 


06 . 


9B15 


.C18 


(^piTn MO 


48323 








Strand 










Of- o v~f- 


/ \J ZJ J 








End 


8680 








Name 


OJ990915 06. 


9B15. 


C18 .o3. 


gs 


Method 


GENSCAN 








Start 


7093 








End 


8680 








GI 


none 








Score 


.81 








Exons 


- 7093.. 7192, 


7925. 


.8021, 


8393. 


.8423, 8636.. 8680 








Seq. No. 


23227 








Seq. ID 


OJ990915_ 


_06. 


9B15 


.C18 


Gene No. 


48324 








Strand 










Start 


8923 








End 


10300 








Name 


OJ990915 06. 


9B15. 


C18.o2. 


gp 


Method 


AAT/GAP 








Start 


8923 








End 


9686 








GI 


none 








Score 


1412 








Exons 


8923. .9686 


















Seq. No. 


23227 








Seq. ID 


OJ990915_ 


_06. 


9B15 


.C18 


Gene No. 


48324 








Strand 










Start 


8923 








End - 


10300 








Name 


OJ990915 06. 


9B15. 


C18.o4. 


gs 


Method 


GENSCAN 








Start 


9209 








End 


9880 








GI 


none 








Score 


1 








Exons 


9209. .9880 


















Seq.. No. 


23227 








Seq. ID 


OJ990915_ 


_06. 


9B15 


.C18 


Gene No. 


48324 








Strand 










Start 


8923 








End 


10300 








Name 


OJ990915 06. 


9B15. 


C18.ol. 


np 


Method 


AAT/NAP 








Start 


9221 








End 


9880 









23459 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907108 Score 554 

9221.. 9880 

(AP001129) EST D23066 (C2127) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



23227 
48324 
8923 

OJ990915_06.9B15.C18.ol.tm 

9311 

none 



Seq. ID OJ990915_06.9B15.C18 
Strand 

End 10300 

Method TBLASTX : Maize 

End 9854 

Score 78 



9311. .9400, 9312. .9392, 9394. .9471, 9401. .9487, 9401. .9475, 
9466. .9579, 9467. .9589, 9470. .9580, 9580. .9624, 9587. .9673, 
9588. .9854, 9731. .9814 



Seq. No. 


23227 








Seq. ID 


OJ990915_06.9B15, 


,C18 


Gene No. 


48324 








Strand 






Start 


8923 








End 


10300 




Name 


OJ990915 06 


.9B15 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


9505 








End 


9814 




GI 


none 








Score 


111 




Exons 


9505. .9588, 


•9593 


. .9673, 


9731. , 


.9814 






Seq. No. 


23227 








Seq. ID 


OJ990915_06.9B15. 


.C18 


Gene No. 


48324 








Strand 






Start 


8923 








End 


10300 




Name 


OJ990915 06 


.9B15 


.C18.o3 


,gp 


Method 


AAT/GAP 




Start 


9694 








End 


10300 




GI 


none 








Score 


1098 




Exons 


9694 . .10300 














Seq. No. 


23227 








Seq. ID 


OJ990915_06.9B15, 


.C18 


Gene No. 


48324 








Strand 






Start 


8923 








End 


10300 




Name 


OJ990915 06 


.9B15 


.C18 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


9870 








End 


10261 




GI 


none 








Score 


140 




Exons 


9870. .9890, 


9939 


. .9968, 


10027 


. .10140, 


10029. .10142, 





10030. .10146, 10032. .10142, 10157 .. 10255 , 10158 .. 10256, 
10163. .10261 



Seq. No. 23228 Seq. ID 

Gene No.. 48325 Strand 

Start 235 End 

Name OJ990915_06 . 9B15 . C19 . ol . gs Method 

Start 235 End 

GI none Score 

Exons 235.. 244, 720.. 868 

Seq. No. 23228 Seq. ID 

Gene No. 48326 Strand 

Start 286 End 

Name OJ990915_0 6 . 9B15 . CI 9 . ol . gp Method 

Start 286 End 

GI none Score 

Exons 286.. 466 



OJ990915_06.9B15.C19 
+ 

868 

GENS CAN 

868 

.71 



OJ990915_06.9B15.C19 
466 

AAT/GAP 

466 

344 



23460 




Seq. No. 


23228 








Seq. ID 


OJ990915_06. 9B15 


.C19 


Gene No. 


48327 








Strand 






Start 


1291 








End 


1470 




Name 


OJ990915 06 


. 9B15 


,C19.o2. 


as 


Method 


GEN SCAN 




Start 


1291 ~~ 








End 


1470 




GI 


none 








Score 


.78 




Exons 


1291. . 1470 














Seq. No. 


23229 








Seq. ID 


OJ990915_06. 9B15 


.C20 


Gene No. 


48328 . 








Strand 






Start 


1 








End - 


727 




Name 


OJ990915 06 


.9B15 


.C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


727 




GI 


3493647 








Score 


79 




Exons 


1..184, 581 


. .727 












GI Descrip. 


(AF082531) • 


transcription 


l activator [Pimpinella brachycarpa] 


Seq. No. 


23229 








Seq. ID 


OJ990915 06.9B15 


.C20 


Gene No. 


48328 








Strand 






Start 


1 








End 


727 




Name 


OJ990915 06 


.9B15 


.C20.ol. 


gs 


Method 


GENSCAN 




Start 


288 








End 


353 




GI 


none 








Score 


.52 




Exons 


288. .353 














Seq. No. 


23230 








Sea ID 


OJ990915 06.9B15 


.C22 


Gene No. 


48329 








Strand 






Start 


1755 








End 


1956 




Name 


OJ990915 06 


.9B15 


.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1746 








End 


1904 




GI 


none 








Score 


161 




Exons 


1746. . 1904, 


1762 


. .1896, 


1764 


. .1901 






Seq. No. 


23230 








Seq. ID 


OJ990915JD6.9B15 


.C22 


Gene No. 


48329 








Strand 






Start 


1755 








End 


1956 




Name 


OJ990915 06 


. 9B15 


.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1749 ~ 








End 


1904 




GI 


none 








Score 


155 




Exons 


1749. .1904, 


1756 


. .1896, 


1764 


. .1901 






Seq. No. 


23230 








Seq. ID 


OJ990915_06.9B15 


.C22 


Gene No. 


48329 








Strand 






Start 


1755 








End 


1956 




Name 


OJ990915 06 


. 9B15 


.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1749 ~~ 








End 


1956 




GI 


none 








Score 


121 




Exons 


1749. . 1904, 


1761 


. .1904, 


1765 


. .1956 






Seq. No. 


23230 








Seq. ID 


OJ990915_06.9B15 


.C22 


Gene No. 


48329 








Strand 






Start 


1755 








End 


1956 




Name 


OJ990915 06 


. 9B15 


.C22.ol. 


np 


Method 


AAT/NAP 




Start 


1755 








End 


1934 




GI 


5051933 








Score 


216 




Exons 


1755. .1934 














GI Descrip. 


(AF141965) MADS-1 


box protein 


FDRMADS8 


[Oryza sativa] 





23461 




Seq. No. 


23230 




Seq. ID 


OJ990915_06. 9B15 .C22 


Gene No. 


48329 




Strand 




Start 


1755 




End 


1956 


Name 


OJ990915 06. 9B15.C22.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1758 




End 


1904 


GI 


none 




Score 


125 


Exons 


1758. .1904, 1771. .1893 








Seq. No. 


23231 




Seq. ID 


OJ990915_06 . 9B15 . C23 


Gene No. 


48330 




Strand 


+ 


Start 


627 




End 


2757 


Name 


OJ990915 06.9B15.C23.ol 


. gs 


Method 


GEN SCAN 


Start 


627 




End 


2757 


GI 


none 




Score 


.87 


Exons 


627. .636, 2123. .2757 








Seq. No. 


23232 




Seq. ID 


OJ990915_06.9B15.C24 


Gene No. 


48331 




Strand 


+ 


Start 


553 




End 


2563 


Name 


OJ990915 06.9B15.C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


520 




End 


1029 


GI 


none 




Score 


119 


Exons 


520.. 630, 694.. 735, 888 


. .959 


, 889. .1029 


Seq. No. 


23232 




Seq. ID 


OJ990915_06.9B15.C24 


Gene No . 


48331 




Strand 


+ 


Start 


553 




End 


2563 


Name 


OJ990915 06.9B15.C24.ol 


.gs 


Method 


GEN SCAN 


Start 


553 




End 


2465 


GI 


none 




Score 


.45 


Exons 


553. .950, 1604. .1669, 2381.. 


2465 




Seq. No. 


23232 




Seq. ID 


OJ990915_06.9B15.C24 


Gene No. 


48331 




Strand 


+ 


Start 


553 




End 


2563 


Name 


OJ990915 06.9B15.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


949 




End 


2563 


GI 


none 




Score 


137 


Exons 


949. .1023, 2379. .2465, ; 


2379. 


.2561, 2380. .2562, 2384. .2563, 




2404. .2562 








Seq. No. 


23233 




Seq. ID 


OJ990915_06.9B15.C25 


Gene No . 


48332 




Strand 




Start 


29 




End 


415 


Name 


OJ990915 06.9B15.C25.ol 


.gs 


Method 


GENSCAN 


Start 


29 




End 


415 


GI 


none 




Score 


.97 


Exons 


29. .415 








Seq. No. 


23234 




Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 




Strand 




Start 


10 




End 


3696 


Name 


OJ990915 06.9B15.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


10 




End 


3696 


GI 


342 1.R1084 




Score 


6101 


Exons 


10. .516, 626. .730, 849. 


.3696 







23462 



GI Descrip. ' 4574406/gb | AAD24042 . 1 | 
sativa] 1 

Seq. No. 23234 

Gene No. 48333 

Start 10 

Name OJ990915_06.9B15.C26.o5, 

Start 172 

GI 342_1.R1084 

Exons 172.. 516, 626.. 730, 849. 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 
sativa] 1 

Seq. No. 23234 

Gene No. 48333 

Start 10 

Name OJ990915_06. 9B15 .C26.o4 , 

Start 173 

GI 342_1.R1084 

Exons 173.. 516, 626.. 730, 849. 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 
sativa] 1 

Seq. No. 23234 

Gene No. 48333 

Start 10 

Name OJ990915_06 . 9B15 . C26 . o3 . 

Start 179 

GI 342_1.R1084 

Exons 179.. 516, 626.. 730, 849. 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 
sativa] 1 



0.0e+00 (AF121139) RIM2 protein [Oryza 

Seq. ID OJ990915_06.9B15.C26 
Strand 

End 3696 

gp Method AAT/GAP 

End 3696 

Score 5835 

.3696 

0.0e+00 (AF121139) RIM2 



Seq. ID OJ990915_ 
Strand 

End 3696 

gp Method AAT/GAP 

End 3696 

Score 5833 

.3696 

0.0e+00 (AF121139) RIM2 



Seq. ID OJ990915_ 

Strand -' 

End 3696 

gp Method AAT/GAP 

End 3696 

Score 5821 

.3696 

0.0e+00 (AF121139) RIM2 



protein [Oryza 
06.9B15.C26 



protein [Oryza 



06.9B15.C26 



protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. 

Qonc 

Start 
Name 



No. 



23234 
48333 
10 

OJ990915_06.9B15.C26.o7, 
182 

34 2_1.R1084 - 
182.. 516, 626.. 730, 849. 
1 4574406/gb | AAD24042.1 1 
sativa] f 

23234 
48333 
10 

OJ990915_06.9B15.C26.o8, 
186 

342_1.R1084 

186. .516, 626. .730, 849. 
1 4 57 4406/gb | AAD24 042 . 1 | 
sativa] ' 

23234 
43333 

10 

OJ990915 06.9B15.C26.ol. 



Seq. ID OJ990915_ 
Strand 

End 3696 

gp Method AAT/GAP 

End . 3696 

Score 5815 

.3696 

0.0e+00 (AF121139) RIM2 



06.9B15.C26 



protein [Oryza 



06.9B15.C26 



Seq. ID OJ990915_ 
Strand 

End 3696 

gp Method AAT/GAP 

End 3696 

Score 5807 

.3696 

0.0e+00 (AF121139) RIM2 protein [Oryza 

Seq. ID OJ990915_06.9B15.C26 



gs 



End 

Method 



3696 
GENSCAN 



23463 




OLalt 










CjIIU. 


JDJ/ 


PT 


none 








Score 


1; 9 
. oz 


Exons 




1 QO R 

1 y u 0 . 


7 £77 








oeq. LNO. 


Z JZ J4 








Seq. ID 


OJ990915_06.9B15.C26 


bene lno . 


T O J J J 








Strand 






x u 








End 


3696 


Name 


n TQ QD Q1 R fi 6 


QR1 ^ 


• P9 £ ol 
. L/Z D . OX 


• LW 


Method 


TBLASTX: Wheat 


Start 


1008 








End 


2337 


GI " 


none 








Score 


52 


Exons 




1 nnQ 

X U U -7 


1 074 

■ . X U / 4 , 


1 OR Q 

X U O -7 • 


.1169, 1117. .1170, 1182. .1322, 




1 1 Q"3 1 79 ^ 


1 970 
X Z / U 


1 7£^ 


1 709 
X JUZ . 


.1361, 1368. .1412, 1373. .1408, 




1/107 1^71 


14 9 9 
X 4 Z Z 


• . X D DO / 


14 9 7 
X 4 Z J . 


.1566, 1564. .1608, 1595. .1789, 




1607 1741 


1 £96 

X DZ D 


1 ft9Q 
. . x 0 z y , 


1 £4 R 

X D 4 O . 


.1830, 1869. .2126, 1870. .2337, 




10QO 9011 


1 Q1 1 

x y x x 


9 7 7£ 








oeq. in o . 


9 79 74 

Z J Z J 4 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 




Start 


10 








End 


3696 


Name 


UUy?U 5J. J UD 


QR1 ^ 
. yox 0 


P9 £ ol 
. V^Z D . OX 


. np 


Method 


AAT/NAP 


C 4- -j v- f- 

o tar c 


1 4 Q9 

x 4 y z 








-End 


3464 


pt 


£7 4 97 9 Q 

d / ftz / z y 








Score 


3080 


Exons 


1 4 Q9 7 A £4. 












bi uescrip . 


/API 91 1 O Q \ 


D TM9 


pro tein 


[Oryza sativa] 




o€CJ . NO . 


Z JZ J 4 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 




Start 










End 


3696 


Name 


O TQQ0Q1 ^' f) 


QR1 R 
• y £5 X O 


P9 £ n9 
. bZ D . UZ 


.tc 


Method 


TBLASTX: Cress 


OLalL 


1 CQC 

X D J O 








End 


2049 


pt 


none 








Score 


77 


HjXons 


1 CQC 1 TOO 
lj . 1 1 / 


1 £07 
X DU / 


17/11 
. . X / 4 X , 


1626. 


.1829, 1633. .1830, 1869. .2039, 




1 ft 7P) 904 Q 

XO / U . . Z U 4 , 


1 ft Q9 
x 0 y z 


907ft 
• • Z U JO , 


1911. 


.2045 




Seq. No. 


23234 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 




O Lai L 


1 n 

x u 








End 


3696 


Name 




QR1 R 
. yoxo 


P9 £ n9 
. L»Z D . OZ 


. tm 


Method 


TBLASTX: Maize 












End 


2294 


oX 


none 








Score 


71 


Exons 


1 Qft n 9910 

-L.70U. .ZZXU, 


1 QftO 

X -70 U 


99 Q4 
• • z z y 4 / 


2008. 


.2283 




beq. wo. 


Z JZ J 4 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 




Start 


10 








End 


3696 


Name 


n tqqoqi ^ 06 


QR1 R 


pot ^7 

. k^Z D . O J 


.tw 


Method 


TBLASTX: Wheat 


o tar t 


9 7 7ft 
Z J JO 








End 


2748 


P T 


none 








Score 


81 


Exons 


O^TQ 9 AO A 
Z jjO . . Z 4 Z 4 , 


9 74 0 
Z J 4 U 


9 4 9 Q 
. . Z 4 z y / 


2340. 


.2423, 2457. .2675, 2497. .2679, 




9£OC 01 A 1 
Z DO O . . Z / 4 / , 


9 £ QR 

z d y 0 


9 7 4 ft 
. . Z / 4 0 








Seq. No. 


23234 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 




Start 


10 








End 


3696 


Name " 


O.TQQO Q1 R 0£ 


QR1 c; 


p9 a r>0 






rPDT 7\ OTiV .O 1 


Start 


2781 








End 


3023 


GI 


none 








Score 


210 



23464 




Exons 2781.. 3023 



Seq. No. 


23234 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No. 


48333 








Strand 


_ 


Start 


10 








End 


3696 


Name 


OJ990915 06. 


9B15 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2853 








End 


3311 


GI 


none 








Score 


103 


Exons 


2853. .3047, 


3057 


. .3311, 


3057. 


.3299 




Seq. No. 


23234 








Seq. ID 


OJ990915_06. 9B15.C2 6 


Gene No. 


48333 








Strand 




Start 


10 








End 


3696 


Name 


OJ990915 06. 


9B15 


.C26.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2887 








End 


3356 


GI 


none 








Score 


172 


Exons 


2887. .3093, 


2887 


. .3096, 


2892. 


.3116, 3096. .3194, 3097. .3189, 




3198. .3302, 


3202 


. .3291, 


3303. 


.3356, 3304.. 3348 


Seq. No. 


23234 








Seq. ID 


OJ990915_06.9B15.C26 


Gene No . 


48333 








Strand 




Start 


10 








End 


3696 


Name 


OJ990915 06. 


9B15 


.C26.ol 


. tc 


Method 


TBLASTX : Cress 


: :f Start 


3144 








End 


3492 


:3 GI 


none 








Score 


85 


Jl Exons 

: : : 


3144. .3485, 


3163 


. .3300, 


3340. 


.3492 




Li: 

:; = Seq. No. 


23234 








Seq. ID 


OJ990915_06.9B15.C26 


"i Gene No . 


48333 








Strand 




Start 


10 








End 


3696 


Name 


OJ990915 06. 


9B15 


.C26.ol 


. ts 


Method 


TBLASTX: Soybean 


LI Start 


3225 








End 


3654 


GI 


none 








Score 


121 


- : ~ Exons 


3225. .3521, 


3243 


. .3467, 


3516. 


.3578, 3571. .3654, 3579. .3653 


J 

Seq. No. 


23234 








Seq. ID • 


OJ990915_06.9B15.C26 


Gene No . 


48333 








Strand 




3 Start 


10 








End 


3696 


i Name 


OJ990915 06. 


9B15 


.C26.o4 


.tw 


Method 


TBLASTX: Wheat 


=[ ' Start 


3366 








End 


3693 


::? GI 


none 








Score 


45 


Exons 


3366. .3485, 


3427 


. .3489, 


3510. 


.3581, 3511. .3558, 3567. .3692, 




3571. .3693 












Seq. No. 


23235 








Seq. ID 


OJ990915_06.9B15.C27 




48334 








Strand 


+ 


Start 


447 








End 


825 


Name 


OJ990915 06. 


9B15 


.C27 .ol 


. qs 


Method 


GENS CAN 


Start 


447 ~ 








End 


825 


GI 


none 








Score 


.52 


Exons 


447. .825 












Seq. No. 


23236 








Seq. ID 


OJ990825_07. 9B16.C3 


Gene No. 


48335 








Strand 


+ 


Start 


1068 








End 


7163 


Name 


OJ990825 07. 


9B16 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


1068 








End 


7163 



234 65 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1068.. 3866, 4002.. 7163 



Score 



.59 



OJ990825_07.9B16.C3 
+ 



23236 Seq. ID 

48335 Strand 
1068 End 7163 

OJ990825_07 . 9B16 . C3 . ol . np Method AAT/NAP 

1068 End 7127 

5922631 Score 6687 

1068. .1192, 1451. .1698, 1933. .2135, 2181. .2752, 
3070.. 3993, 4600.. 7127 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 



2795. .2943, 
correspond to a 





Cinful-1 (AF049110) 


[Oryza 


sativ 








O " M * l'v • 


23236 




Seq. ID 


OJ990825_ 


07 . 9B16. 


C3 




48336 




Strand 


+ 






Start 


19070 




End 


22014 






Name 


OJ990825 07.9B16.C3. 


o4 .gs 


Method 


GENSCAN 






Start 


19070 




End 


22014 






O J. 


none 




Score 


.8 








19070. .19954, 20041. 


.20788, 


20864. .21064, 21197 


. .21316, 






21389. .21493, 21566. 


.22014 










Can Mn 


23236 




Seq. ID 


OJ990825_ 


07 . 9B16. 


C3 




48337 




Strand 


+ 






O Lai u 


28784 




End 


32265 






Name 


OJ990825 07.9B16.C3. 


06 . gs 


Method 


GENSCAN 






Start 


28784 




End 


32265 






GI 


none 




Score 


.9 






Exons 


28784. .28786, 29269. 


.29437, 


29588. .29692, 29858 


. .30192, 






30411. .30579, 30613. 


.31041, 


31116. .31303, 31379 


. .31568, 






31640. .31744, 31817. 


.32265 










Seq. No. 


23236 




Seq. ID 


OJ990825 


_07 .9B16. 


C3 


Gene No. 


48337 




Strand 


+ 






Start 


28784 




End 


32265 






Name 


OJ990825 07.9B16.C3. 


o5 . np 


Method 


AAT/NAP 






Start 


29308 




End 


30201 






GI 


5902448 




Score 


1603 






Exons 


29308. .30201 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


23236 




Seq. ID 


OJ990825 


_07.9B16. 


,C3 


Gene No. 


48337 




Strand 


+ 






Start 


28784 




* End 


32265 






Name 


OJ990825 07.9B16.C3. 


06 .np 


Method 


AAT/NAP 






Start 


30291 




End 


31070 






GI 


5902447 




Score 


1102 






Exons 


30291. .30743, 30780. 


.31070 










GI Descrip. 


(AB030283) orf4 [Oryza sativa] 








Seq. No. 


23236 




Seq. ID 


OJ990825 


_07. 9B16. 


,C3 



23466 



Gene No. 


48337 


Strand 


+ 






Start 


28784 


End 


32265 






Name 


OJ990825 07.9B16.C3.o7.np 


Method 


AAT/NAP 






Start 


31804 


End 


32262 






GI 


5902446 


Score 


746 








31804. .32262 










GI Descrit) . 


(AB030283) orf5 [Oryza sativa] 








Seq. No. 


23236 


Seq. ID 


OJ990825_ 


07 


.9B16.C3 


Gene No. . 


48338 


Strand 








Start 


7481 


End 


10422 






Name 


OJ99082-5 07.9B16.C3.o2.gs 


Method 


GENSCAN 






Start 


7481 


End 


10422 






GI 


none 


Score 


.9 








7481. .7929, 8002. .8106, 8179 


. .8368, 8444. .8631, 


8751. .9082, 




9165.. 9340, 9538.. 10422 










Sea No . 


23236 


Seq. ID 


OJ990825_ 


07 


.9B16.C3 


fiphe No . 


48338 


Strand 








Start 


7481 


End 


10422 






Name 


OJ990825 07.9B16.C3.o2.np 


Method 


AAT/NAP 






Start 


7484 


End 


10422 






GI 


6691716 


Score 


2307 






F.xons 


7484. .7929, 8002. .8114, 8265 


..8368, 8444. .8638, 


8815. . 9082, 




9165.. 9340, 9538.. 10422 










\j x k-> ^ J- Jr 


(AP000492) hypothetical protein [Oryza 


. sativa] 








gi | 6691717 |dbj | BAA89397 . 1 | (AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Spa No 


23236 


Seq. ID 


OJ990825_ 


_07 


.9B16.C3 


Gene No. 


48339 


Strand 








Start 


12931 


End 


13184 






Name 


OJ990825 07.9B16.C3.ol.gp 


Method 


AAT/GAP 






Start 


12931 


End 


13184 






GI 


LIB3477-003-P1-K1-E9 


Score 


88 






Exons 


12931. .12982, 13132. .13184 










GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


23236 


Seq. ID 


OJ990825_ 


07 


.9B16.C3 


Gene No. 


48340 


Strand 








Start 


14366 


End 


15327 






Name 


OJ990825 07.9B16.C3.o3.gs 


Method 


GENSCAN 






Start 


14366 


End 


15327 






GI 


none 


Score 


.68 






Exons 


14366. .14586, 14702 .. 14755, 


15267. .15327 






Seq. No. 


23236 


Seq. ID 


OJ990825_ 


_07 


. 9B16.C3 


Gene No. 


48341 


Strand 








Start 


22331 


End 


27176 






Name 


OJ990825 07.9B16.C3.o5.gs 


Method 


GENSCAN 






Start 


22331 


End 


27176 






GI 


none 


Score 


.46 






Exons 


22331. - .23680. 23780. .2541 2. 


25509, =26100. 26108 


t . 27176 


Seq. No. 


23236 


Seq. ID 


OJ990825_ 


_07 


. 9B16.C3 



23467 



Gene No.' 48341 Strand 

Start 22331 End 

Name OJ990825_07 . 9B1 6 . C3 . o3 . np Method 

Start 22334 End 

GI 5902445 Score 

Exons 22334 . .25429 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



27176 
AAT/NAP 
25429 
5341 



Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16 


.C3 


Gene No. 


48341 




Strand 






Start 


22331 




End 


27176 




Name 


OJ990825 07. 


9B16.C3.o4 .np 


Method 


AAT/NAP 




Start 


25446 




End 


27176 




GI 


5902444 




Score 


1627 




Exons 


25446. .25487 


, 25696. .25894, 


26132. .27176 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07. 


9B16.C3.o7.tw 


Method 


TBLASTX: Wheat 




Start 


2357 




End 


2759 




GI 


none 


2358.-2759 


Score 


294 




Exons 


2357. .2626, 








Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJQQ0825 07 


9B16.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


, 3333 




End 


26122 




GI 


none 




Score 


149 




Exons 


3333. .3509, 


3396.. 3509, 3554 


..3790, 3558. .3788, 3837. .4 


130, 




3902. .4126, 


25364. .25600, 25368.. 25568 


, 25704. .25940, 






25706. .25936 


i, 25985.. 26122 








Seq. No. 


23236 




Seq. ID 


OJ990825J37.9B16 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07. 


9B16.C3.o3. ts 


Method 


TBLASTX: Soybean 




Start 


4050 




End 


25444 




GI 


none 




Score 


138 




Exons 


4050. .4274, 


4281. .4415, 25079. .25213, 


25220. .25444 




Seq. No. 


23236 




Seq. ID 


,OJ990825_07.9B16 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07. 


9B16.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start . 


4131 




End 


25363 




GI 


none 




Score 


282 




Exons 


4131. .4364, 


4151.. 4363, 4152 


..4364, 4201.. 4365, 25129.. 


25293, 




25130. .25342 


:, 25130. .25363, 


25131. .25343 




Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07. 


9B16.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


4140 




End 


25354 . 





23468 




GI 


none 








Score 


375 




LiAUliiJ 


4140. .4496, 


4181. 


, .4486, 


4203. , 


.4496, 24998. .25291, 24998. 


.2535- 




25008. .25313 












Seq. No. 


23236 








Seq. ID 


OJ990825_07.9B16. 


C3 


Gene No. 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


,C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4365 








End 


25129 




GI 


none 








Score 


470 




Exons 


4365. .4784, 


4367, 


, .4783, 


24710. 


. .25129, 


24711. .25127 




Seq. No. 


23236 








Seq. ID 


OJ990825_07.9B16. 


C3 


Gene No. 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4659 








End 


24835 




GI 


none 








Score 


317 




F. von s 


4659. .5060, 


4676, 


. .4819, 


4856. , 


.5026, 24434. .24835, 24468. 


..'2463: 




24675. .24818 














Seq . No . 


23236 








Seq. ID 


OJ990825JD7.9B16. 


C3 


Qpnp No . 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


,C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4727 








End 


24767 




GI 


none 








Score 


272 




R von 


4727. .4981, 


4728, 


. .4982, 


5003. , 


.5134, 5004. .5147, 5145. .5171, 




24323. .24349, 24347 .. 24490, 24360 .. 24491, 24512 24766, 






24513. .24767 












Seq. No. 


23236 








Seq. ID 


OJ990825_07.9B16. 


C3 


Gene No. 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


,C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


4829 








End 


24665 




GI 


none 








Score 


415 




Exons 


4829. .5257, 


4830. 


. .5258, 


24236 


. .24664, 


24237. .24665 




Seq. No. 


23236 








Seq. ID 


OJ990825_07. 9B16. 


C3 


Gene No. 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5286 








End 


24208 




GI 


none 








Score 


88 




Exons 


5286. .5390, 


5294. 


. .5674, 


5430. , 


.5672, 23820. .24200, 23822. 


.2420 


Seq. No. 


23236 








Seq. ID 


OJ990825_07. 9B16. 


C3 


Gene No. • 


48342 








Strand 






Start 


32582 








End 


33335 




Name 


OJ990825 07. 


9B16. 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5295 








End 


24199 




GI 


none 








Score 


416 




Exons 


5295. .5717, 


5303. 


. .5707, 


23777, 


. .24199, 


23787. .24191 




Seq. No. 


23236 








Seq. ID 


OJ990825_07.9B16. 


,C3 


Gene No. 


48342 








Strand 







23469 



Start 
Name 
Start 
GI 

Exons 



32582 End 

OJ990825_07 . 9B16 . C3 . o5 . tm Method 

5348 End 

none Score 



33335 

TBLASTX: Maize 

24146 

126 



5348. .5518, 5349. .5519, 5523. .5621, 5555. .5620, 23873 2397 1 , 
23874. .23939, 23975 .. 24136, 23976. .24146 



Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16.C3 


Gene No. 


48342 




Strand 




Start 


32582 




End 


33335 


Name 


OJ990825 07.9B16. 


C3.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


5733 




End 


23761 


GI 


none 




Score 


135 


Exons 


5733.. 5867, 5892. 


.6032, 23462 


. .23602, 


23627. .23761 


Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16.C3 


Gene No. 


48342 




Strand 




Start 


32582 




End 


33335 


Name 


OJ990825 07.9B16. 


C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


6029 




End 


23465 


GI 


none 




Score 


450 


Exons 


6029.. 6340, 6030. 


.6353, 6038. 


.6364, 6344.. 6391, 6345. ,6392, 




23102. .23149, 23103 .. 23150, 23121 .. 23456, 23141 .. 234 64 , 




23154 . .23465 








Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16.C3 


Gene No. 


48342 




Strand 




Start 


32582 




End 


33335 


Name 


OJ99.Q825 07.9B16. 


C3.o4 .tw 


Method 


TBLASTX: Wheat 


Start 


6035' 




End 


23459 


GI 


none 




Score 


417 


Exons 


6035.. 6346, 6036. 


.6422, 6237., 


.6422, 23072. .23263, 23072.. 23 



23148. .23459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



23236 
48342 
32582 

OJ990825 07.9B16.C3.o6.tm 



Seq. ID 
Strand 
End 

Method 

64 94 End 
none Score 
6494. .6592, 6495. .6593, 6584. .6658, 6588. 
22727. .22813, 22823 22906, 22836 .. 22910, 
22901. .22999, 32 978 33064 , 33074 33157 , 
33144. .33242, 33152. .33241 



OJ990825 07.9B16.C3 



33335 

TBLASTX: Maize 
33242 
95 

6671, 6681. .6767, 
22893. .23000, 
33087. .33161, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23236 
48342 
32582 

OJ990825 07.9B16.C3.o3.tw 



OJ990825 07.9B16.C3 



6537 
none 
6537. . 
7025. . 
22848. 
32946. .33047, 33099. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6557.. 6646, 6698. .6799, 

22343. .22480, 224 66 .. 22957 , 22695 .. 22796, 



6815, 
7147, 
.22937, 32594. 



33335 

TBLASTX: Wheat 
33208 
273 

6870. .7028, 7014. 



.7151, 



.32731, 32717, 
,33188 



,32875, 32930. .33208, 



Seq. No. 



23236 



Seq. ID OJ990825_07.9B16.C3 



23470 





48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07.9B16.C3, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


6879 




End 


32866 






none 




Score 


152 






6879.. 7031, 6980.. 7030, 7010 


..7111, 7011. .7112, 22382. .224E 




22383. .22484, 22463 


. .22615, 


22464. .22523, 32 633 32734 , 






32634. .32735, 32714 


. .32866, 


32715. .32789 




Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16. 


C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07.9B16.C3 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10012 




End 


29718 




rir 
ox 


none 




Score 


220 




Exons 


10012. .10302, 19190 


. .19480, 


19330. .19443, 29428. .29718 




Seq. No. 


23236 




Seq. ID 


OJ990825_07.9B16, 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07.9B16.C3 


. o7 . gs 


Method 


GEN SCAN 




Start 


32582 




End 


33151 




rir 


none 




Score 


. 95 




R von 


32582. .33151 










Seq. No . * 


23236 




' Seq. ID 


OJ990825_07.9B16, 


.C3 


Gene No. 


48342 




Strand 






Start 


32582 




End 


33335 




Name 


OJ990825 07.9B16.C3 


.08. np 


Method 


AAT/NAP 




Start 


32585 




End 


33335 




GI 


5902445 




Score 


1201 






32585. .33335 










GI Descrip. 


(AB030283) GAG-POL 


precursor [Oryza sativa] 




Seq. No. 


23237 




Seq. ID 


OJ990825__07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




Name 


OJ990825 07.9B16.C4 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


2648 




GI 


5902445 




Score 


3584 




R von q 


1. .47, 529. .2648 










GI Descrip. 


(AB030283) GAG-POL 


precursor [Oryza sativa] 




Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




Name 


OJ990825 07.9B16.C4 


.ol.gs 


Method 


GENSCAN 




Start 


12 




End 


2615 




(IT 


none 




Score 


.49 




Exons 


12.. 801, 972. .2615 










Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 ■ 




End 


2648 




Name 


OJ990825 07.9B16.C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


34 




End 


436 




GI 


none 




Score 


114 





23471 






34 435, 167 .. 436 










Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




in ciiuc 


OJ990825 07. 9B16.C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


602 ~~ 




End 


973 






none 




Score 


234 




Rynn q 


602. . 973, 604 . . 972 










Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




LNdlUC 


OJ990825 07 . 9B16.C4 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


760 ~ 




End 


1122 




V3-L 


none 




Score 


67 




Exons 


760.. 807, 761.. 808, 7'99 


. .972, 


812. .982, 


966. .1121, 967. 


.1122 


Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




Name 


OJ990825 07 . 9B16.C4 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


1077 ~~ 




End 


1418 






none 




Score 


134 




Exons 


1077. .1259, 1284. .1418 










Seq. No. 


23237 




Seq. ID 


OJ990825_07.9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




Name 


OJ990825 07. 9B16.C4 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1350 " 




End 


1604 






none 




Score 


57 




Exons 


1350. .1604, 1489. . 1596 










Seq. No. 


23237 




Seq. ID 


OJ990825J37. 9B16 


.C4 


Gene No. 


48343 




Strand 






Start 


1 




End 


2648 




Name 


OJ990825 07.9B16.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1434 




End 


1856 




GI 


none 




Score 


279 




Exons 


1434. .1856, 1444. .1851, 


1698. 


.1853 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23237 
48343 
1 

OJ990825JD7. 

1477 

none 

1477. .1857, 



9B16.C4 .o2.ts 



1479. .1721, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1761. .1865 



OJ990825_07.9B16.C4 
2648 

TBLASTX: Soybean 

1865 

176 



Seq. No. 23237 

Gene No. 48343 

Start 1 

Name OJ990825_07 . 9B16 . C4 . o5 . tw 

Start 1856 

GI none 
Exons 



Seq. ID OJ990825_07.9B16.C4 



Strand 
End 

Method 

End 

Score 



2648 

TBLASTX: Wheat 

2142 

86 



1856. .1954, 1857. .2132, 1858. .2142, 1860. .2141 



23472 



Seq. No. 


23237 






Seq. ID 


OJ990825_07. -9B16. 


C4 


Gene No. 


48343 






Strand 






Start 


1 






End 


2648 




Name 


OJ990825 07. 


9B16.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1980 






End 


2424 




GI 


none 






Score 


87 




Exons 


1980. .2006, 


2004. .2147, 


2017. 


.2148, 2169. .2399, 2169. .2423, 




2170. .2424 












Seq. No. 


23237 






Seq. ID 


OJ990825_07.9B16. 


C4 


Gene No. 


48343 






Strand 






Start 


1 






End 


2648 




Name 


OJ990825 07. 


9B16.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2091 






End 


2492 




GI 


none 






Score 


58 




Exons 


2091. .2492, 


2125. .2295, 


2331. 


.2459, 2332. .2475 




Seq. No. 


23237 






Seq. ID 


OJ990825_07.9B16. 


C4 


Gene No. 


48343 






Strand 






Start 


1 






End 


2648 




Name 


OJ990825 07. 


9B16.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2146 






End 


2570 




GI 


none 






Score 


300 




Exons 


2146. .2526, 


2146. .2451, 


2151. 


.2570 






Seq. No. 


23238 






Seq. ID 


OJ990825_07.9B16. 


C5 


Gene No. 


48344 






Strand 


+ 




Start 


5809 






End 


10160 




Name 


OJ990825 07. 


9B16.C5.o2. 


gs 


Method 


GENSCAN 




Start 


5809 






End 


10160 




GI 


none 






Score 


.76 




Exons 


5809. .8870, 


9598. .9690, 


10064 


. .10160 






Seq. No. 


23238 






Seq. ID 


OJ990825_07.9B16. 


C5 


Gene No. 


48345 






Strand 


+ 




Start 


17943 






End 


19711 




Name 


OJ990825 07. 


9B16.C5.o5. 


gs 


Method 


GENSCAN 




Start 


17943 






End 


19711 




GI 


none 






Score 


.9 




Exons 


17943. .18024 


, 18827. .18977, 19591. .19711 




Seq. No. . 


23238 






Seq. ID 


OJ990825_07.9B16. 


C5 


Gene No. 


48346 






Strand 


+ 




Start 


24656 






End 


24828 




Name 


OJ990825 07. 


9B16.C5.o4. 


gp 


Method 


AAT/GAP 




Start 


24656 






End 


24828 




GI 


LIB3433-026- 


■P1-K1-C1 




Score 


242 




Exons 


24656. .24828 










GI Descrip. 


'5852170/emb|AL117265.1 


.IOST17804 l.Oe- 


44 Oryza sativa 




indica (GLA4) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


23238 






Seq. ID 


OJ990825_07.9B16. 


C5 


Gene No. 


48347 






Strand 


+ 




Start 


25448 






End 


2 6244 




Name 


OJ990825 07. 


9B16.C5.o3. 


np 


Method 


AAT/NAP 




Start 


25448 






End 


26244 





23473 



GI 


4512231 


Score 


1280 


Rvnn s 


25448. .26244 






GI DpscriD. 


(AB014741) ORFO protein [Oryza sativa] 




Seq. No. 


23238 


Seq. ID 


OJ990825_07.9B16.C5 


Gene No. 


48347 


Strand 


+ 


Start 


25448 


End 


26244 


Name 


OJ990825 07.9B16.C5.o7.gs 


Method 


GEN SCAN 


Start 


25448 


End 


26242 


GI 


none 


Score 


. 42 


Exons 


25448. .25594, 25769.. 26242 






Seq. No. 


23238 


Seq. ID 


OJ990825 07.9B16.C5 


Gene No. 


48348 


Strand 


+ 


Start 


26514 


End 


30208 


Name 


OJ990825 07.9B16.C5.o4.np 


Method 


AAT/NAP 


Start 


26470 


End 


30208 


GI 


4680179 


Score 


4556 


Exons 


26470. .27539, 27567.. 30208 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


23238 


Seq. ID 


OJ990825_07. 9B16.C5 


Gene No. 


48348 


Strand 


+ 


Start 


26514 


End 


30208 


Name 


OJ990825 07.9B16.C5.o8.gs 


Method 


GENSCAN 


Start 


.26514 


End 


29873 


GI 


none 


Score - 


.5 


Exons 


26514. .27624, 27811 .. 28077 , 


28125. .29873 


Sea No. 


23238 


Seq. ID 


OJ990825_07.9B16.C5 


Gene No . 


48349 


Strand 




Start 


1 


End 


4993 


Name 


OJ990825 07.9B16.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4993 


GI 


5922631 


Score 


4969 


Exons 


1..1446, 2053. .2976, 3103.. 


3254, 3297. 


.3861, 3907. .4116, 




4366. .4610, 4869. .4993 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 




region of the predicted gene.; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




gil 60168 64 | db j I BAA85207.il 


(AP000570) 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of' the 




predicted gene.; Similar to prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


23238 


Seq. ID 


OJ990825_07. 9B16.C5 


Gene No. 


48349 


Strand 




Start 


1 


End 


4993 


Name 


OJ990825 07.9B16.C5.ol.gs . 


Method 


GENSCAN 


Start 


140 


End 


4993 


GI 


none 


Score 


.52 


Exons 


140. .1964, 2061. .3861, 3894 


..4023, 4031. .4993 


Seq. No. 


23238 


Seq. ID 


OJ990825_07.9B16.C5 


Gene No. 


48350 


Strand 




Start 


12364 


End- 


16900 


Name 


OJ990825 07.9B16.C5.o3.gs 


Method 


GENSCAN 



23474 



Start 


12364 




End 


12704 




GI 


none 




Score 


.78 




Exons 


12364 . . 12477, 12600 


. .12704 








Seq. No. 


23238 




Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48350 




Strand 






Start 


12364 




End 


16900 




Name 


OJ990825 07.9B16.C5 


. o3 . gp 


Method 


AAT/GAP 




Start 


12600 




End 


16900 




GI 


702991 




Score 


772 




Exons 


12600. .12823, 16690 


. .16900 








Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


313 




GI 


none 




Score 


130 




Exons 


2. .154, 179. .313 










Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


245 




End 


499 




GI 


none 




Score 


193 




Exons 


245. .499 










Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


329 




End 


751 




GI 


none 




Score 


272 




Exons 


329. .751, 339. .746, 


398. .748 








Seq. No. 


23238 




Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


. o3 . t s 


Method 


TBLASTX: Soybean 




Start 


372 ~ 




End 


760 




GI 


none 




Score 


166 




Exons 


372. .752, 374. .616, 


656. .760 








Seq. No. 


23238 




Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


752 ~ 




End 


971 




GI 


none 




Score 


98 




Exons 


752 . . 946, 756. . 971 










Seq. No. 


23238 




Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48351 




Strand 






Start 


21111 




End 


28978 




Name 


OJ990825 07.9B16.C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


1041 




End 


28942 





23475 




GI 


none 








Score 


299 






1041 1421 


1046 . 


.1420, 28697 


.. 28942 






Seq. No. 


23238 








Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07 


. 9B16. 


C5.o4.tm 




Method 


TBLASTX: Maize 




Start 


1073 ~~ 








End 


28978 




GI 


none 








Score 


110 




Exons 


1073 . . 1420, 


1469. 


.1546, 28487 


..28615, 28676. .28978, 28729. 


Sea No 


23238 








Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.ol.ts 




Method 


TBLASTX: Soybean 




Start 


1124 








End 


28927 




GI 


none 








Score 


57 




Exons 


1124. .1408, 


28532 


!. .28564, 


28534. .28563, 


28568. .28621, 






28570. .28611, 28676.. 28927 


, 28684. .28917 




Seq. No. 


23238 








Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 








Strand 


- 




Start 


21111' 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.o3. tw 




Method 


TBLASTX: Wheat 




Start 


1460 








End 


28591 




GI 


none 








Score 


531 




Exons 


1460. . 1810, 


28108 


. .28548, 


28109. .28591 






Seq. No. 


23238 








Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.o3.tm 




Method 


TBLASTX: Maize 




Start 


1550 








End 


28486 




GI 


none 








Score 


214 ' 




Exons 


1550. . 1906, 


1560. 


.1865, 28 


241 


. .28486 






Seq. No. 


23238 








Seq. ID 


OJ990825_07. 9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.o5. ts 




Method 


TBLASTX: Soybean 




Start 


1631 ^ 








End 


28420 




GI 


none 








Score 


109 




Exons 


1631. .1765, 


1772. 


.1996, 28286 


. .28420 






Seq. No. 


23238 








Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.o6. tw 




Method 


TBLASTX: Wheat 




Start 


1916 








End 


2713 




GI 


none 








Score 


116 






1916. .2080, 


1920. 


.2144, 2256., 


.2492, 225 


.8 . - 2488, 2537. .2713 


Seq. No. 


23238 








Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48351 








Strand 






Start 


21111 








End 


28978 




Name 


OJ990825 07. 


9B16. 


C5.o9. tw 




Method 


TBLASTX: Wheat 




Start 


3290 








End 


3692 





23476 



GI none 

Exons 3290.. 3691, 3423.. 3692 

Seq. No. 23238 

Gene No. 48351 

Start 21111 

Name OJ990825_07 . 9B16 . C5 . o5 . tm 

Start 8485 

GI none 
Exons 



Score 114 



Seq. ID OJ990825_07.9B16.C5 
Strand 

End 28978 

Method TBLASTX : Mai ze 

End 8873 

Score 67 



8485. .8556, 8527. .8637, 8632. .8739, 8641. .8715, 8712. .8873, 
8725. .8871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23238 Seq. ID 

48351 Strand 

21111 End 

OJ990825_07 . 9B16 . C5 . 06 . gs Method 

21111 End 

none Score 



OJ990825_07.9B16.C5 

28978 
GENSCAN 
24016 
.76 



21111. .21244, 22341. .22488, 22712 .. 22921 , 22971 23223, 
24003. .24016 



Seq. No. 23238 Seq. ID 

Gene No. 48351 Strand 

Start 21111 End 
Name , OJ990825_07 . 9B16 ,C5 . ol2 . tw Method 

Start 26690 End 

GI none 4 Score 

Exons 26690. .26887, 26706.. 26888 



OJ990825_07. 9B16.C5 
28978 

TBLASTX: Wheat 

26888 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23238 Seq. ID 

48351 Strand 

21111 End 

OJ990825_07 . 9B16 . C5 . o7 . tm Method 

26940 End 

none Score 



OJ990825_07.9B16.C5 
28978 

TBLASTX: Maize 

27278 

246 



26940. .27278, 26984 .. 2704 6, 27019. .27141 



23238 Seq. ID 

48351 Strand 

21111 End 

OJ990825_07 ; 9B16 . C5 . 08 . tw Method 

26940 End 

none Score 
26940. .27290 



OJ990825_07.9B16.C5 
28978 

TBLASTX: Wheat 

27290 

306 



Seq. No. 23238 Seq. ID 

Gene No. 48351 Strand 

Start 21111 End 

Name OJ990825 J)7 . 9B16 . C5 . olO . tw Method 

Start 27624 End 

GI none Score 

Exons 27624. .27977 



OJ990825_07.9B16.C5 
28978 

TBLASTX: Wheat 

27977 

247 



Seq. No. 23238 Seq. ID 

Gene No, 48352 Strand 

Start 28943 End 

Name OJ990825 07 . 9B16 . C5 . o2 . tw Method 



OJ990825_07. 9B16.C5 
29368 

TBLASTX: Wheat 



23477 



Start 


28943 




End 


29368 




GI 


none 




Score 


595 




Exon s 


28943. .29368, 28945. 


. 29004, 


29020. .29361 




Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48352 




Strand 






Start 


28943 




End 


29368 




Name 


OJ990825 07.9B16.C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


28949 ~ 




End 


29197 




GI 


' none 




Score 


212 




Exons 


28949. .29197, 28975. 


.29079, 


29134. .29178 




Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48352 




Strand 






Start 


28943 




End 


29368 




Name 


OJ990825 07.9B16.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


29015 




End 


29368 




GI 


none 




Score 


465 




Exons 


29015. .29368, 29020. 


. 29361 








Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48353 




Strand 






Start 


29396 




End 


29983 




Name 


OJ990825 07 9B16 C5 


o 1 . tw 


Method 


TBLASTX: Wheat 




Start 


29396 ~ 




End 


29936 




GI 


none 




Score 


628 




Exons 


29396.-29935, 29578. 


.29931, 


29682. .29936 




Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48353 




Strand 






Start 


29396 




End 


29983 




Name 


OJ990825 07 . 9B16 . C5 . 


06 . tm 


Method 


TBLASTX: Maize 




Start 


29552 ~ 




End 


29899 




GI 


none 




Score 


275 




Exons 


29552 . . 29884, 29578 . 


.29898, 


29579. .29899 




Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48353 




Strand 






Start 


29396 




End 


29983 




Name 


OJ990825 07.9B16.C5. 


ol . t c 


Method 


TBLASTX: Cress 




Start 


29633 ~~ 




End 


29959 




GI 


none 




Score 


92 




Exons 


29633. .29815, 29816. 


.29959, 


29818. .29958 




Seq. No. 


23238 




Seq. ID 


OJ990825_07.9B16 


.C5 


Gene No. 


48353 




Strand 






Start 


29396 




End 


. 29983 




Name 


OJ990825 07 9B16 C5 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


29723 ~~ 




End 


29983 




GI 


none 




Score 


301 




E von 


29723 29983 29734 


.29982 








Seq. No. 


23238 




Seq. ID 


OJ990825JD7.9B16 


.C5 


Gene No. 


48354 




Strand 








29900 




End 


30208 




Name 


OJ990825 07.9B16.C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


29900 




End 


30208 





23478 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 436 

29900. .30208, 29911. .30207 

23238 
48354 
29900 

OJ990825_07.9B16.C5.o7.tw 
29942 
none 

29942. .30208, 29942 .. 3004 6, 29947. .30207 



Seq. ID OJ990825_07.9B16.C5 
Strand 

30208 

TBLASTX: Wheat 
30208 
351 



End 

Method 

End 

Score 



23239 
48355 
1 

OJ990825_07. 9B16 . C6 . ol . np 
1 

4680179 
1. .700 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990825_07.9B16.C6 

Strand + 

End 11574 

Method AAT/NAP 

End 700 

Score 1015 



23239 
48355 
1 

OJ990825_07 . 9B16 . C6 . o3 . np 
1 

5852175 



Seq. ID OJ990825_07.9B16.C6 

Strand + 

End 11574 

Method AAT/NAP 

End 11574 

Score 4 4 



1..41, 3220. .3272, 3875. .3989, 11542. .11574 
(AL117265) zhb0005.1 [Oryza sativa] 



23239 
48355 
1 

OJ990825_07.9B16.C6.ol.gs 
50 

none 



Seq. ID OJ990825_07.9B16.C6 

Strand + 

End 11574 

Method GENSCAN 

End 1789 

Score .7 



50. .642, 1093. .1201, 1397. .1789 



23239 
48355 
1 

OJ990825_07. 9B16 . C6 . o2 . gs 

2388 

none 



Seq. ID OJ990825_07.9B16.C6 

Strand + 

End 11574 

Method GENSCAN 

End 10947 

Score .57 



2388. .2745, 2751. .2897, 3262. .3331, 4783. .4865, 5228. .5300, 
6263. .6284, 7735. .8343, 8380. .10745, 10944. .10947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



23239 
48355 
1 

OJ990825_07. 9B16 . C6 . o4 . np 

6978 

6635380 



Seq. ID OJ990825_07. 9B16.C6 

Strand + 

End 11574 

Method AAT/NAP 

End 10762 

Score 82 



6978.. 7018, 10343. .10658, 10720.. 10762 
(AF180355) RPS2 protein [Brassica oleracea] 



23239 
48356 



Seq. ID OJ990825_07. 9B16. C6 
Strand 



23479 






1030 




End 


3009 




Name 


OJ990825 07.9B16.C6 


. ol. tm 


Method 


TBLASTX: Maize 




otaiL 


1 




End 


460 






none 




Score 


60 




Exons 


1..30, 2. .37, 34. .195, 35.. 


460, 197.. 439 




Seq. No. 


23239 




Seq. ID 


OJ990825_07.9B16 


.C6 


Gene No. 


48356 




Strand 


— 




O Lai L 


1030 




End ' 


3009 




Name 


OJ990825 07. 9B16.C6 


.o2.tw. 


Method 


TBLASTX: Wheat 




O Lai L 


1 




End 


229 






none 




Score 


263 






1..225, 2. .229 










Seq. No. 


23239 




Seq. ID 


OJ990825_07. 9B16 


.C6 


Gene No. 


48356 




Strand 


- 




O i_ ci J- u 


1030 




End 


3009 




Name 


OJ990825 07.9B16.C6 


.pi . tw 


Method 


TBLASTX: Wheat 




O Lai L 


233 




End 


655 




rij 


none 




Score 


403 






233.-655, 268.-342, 


382. .654 






c o rr ]s]r^ 
O fc! • IN (J . 


23239 




Seq. ID 


OJ990825_07.9B16 


. C6 


Gene No. 


48356 




Strand 






Start 


1030 




End 


3009 




LNcullt; 


OJ990825 07.9B16.C6 


. o2 .np 


Method 


AAT/NAP 




Of ar-f 
oLdi L 


1030 




End 


3009 






5852179 




Score 


255 




Exons 


1030. .1094, 1446. .1638, 2521. .2719, 2777. .3009 




OX L/C O ^..L X£J • 


(AL117265) zhb0009.: 


1 [Oryza 


sativa] 






JCVj* iM O • 


23239 




Seq. ID 


OJ990825_07.9B16 


. C6 


Gene No. 


48357 




Strand 






Start 


10360 




End 


10748 






OJ990825 07.9B16.C6 


.o2.tm 


Method 


TBLASTX: Maize 




C+- art 


10360 




End 


10748 




ui 


none 




Score 


66 






10360. .10428, 10444 


. .10512, 


'10516. .10590, 10600. .10746, 






10600. .10683, 10619 


. .10729, 


10674. .10748 




Seq. No. 


23240 




Seq. ID 


OJ990825_07.9B16 


.C7 


Gene No. 


48358 




Strand 






Start 


272 




End 


676 




Name 


OJ990825 07.9B16.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Of art 


269 




End 


657 




(IT 


none 




Score 


102 






269. .430, 271. .417, 


403. .510, 427. .501, 


505.. 615, 586.. 


657 


Seq. No. 


23240 




Seq. ID 


OJ990825_07.9B1'6 


.C7 


Gene No. 


48358 




Strand 






Start 


272 




End 


676 




Name 


OJ990825 07.9B16.C7 


.ol.gs 


Method 


GENSCAN 




Start 


272 




End 


676 




GI 


none 




Score 


.59 




F.xons 


272 : , 676 










Seq. No. 


23241 




Seq. ID 


OJ990825_07.9B16 


.C8 



23480 




Gene No. 


48359 




Strand 


+ 




Start 


242 




End 


10790 






OJ990825 07 9B16 C8 


.ol.gs 


Method 


GENSCAN 




O L. a. J. C 


242 ~~ 




End 


10790 




ox 


none 




Score 


. 94 




Fynn ^ 

l_j V^/ X 1 w 


242 . . 427, 509. . 652, 


3206. .6258, 6997.. 


,7187, 10660.. 10790 


Spct No 


23241 




Seq. ID 


OJ990825_07.9B16. 


C8 


Gene No. 


48360 




Strand 






Start 


12219 




End 


15393 




Naiue 


OJ990825 07.9B16.C8, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


5873 




End 


6261 




GI 


none 




Score 


52 






5873. .5917, 5927. .6025, 6029 


..6103, 6037. .6126, 6100. .6261 




6113. .6259 










Seq. No. 


23241 




Seq. ID 


OJ990825_07.9B16. 


C8 


Gene No. 


48360 




Strand 






Start 


12219 




End 


15393 




Naiue 


OJ990825 07.9B16.C8. 


. o2.gs 


Method 


GENSCAN 




J LCll L 


12219 




End 


15271 




GI 


none 




Score 


.87 




F von 


12219. .12865, 14840, 


. .14940, ' 


15020. .15271 






23241 




Seq. ID 


OJ990825_07.9B16. 


C8 


Gene No. 


48360 




Strand 






Start' 


12219 




End 


15393 




Name 


OJ990825 07.9B16.C8, 


. o2 .np 


Method 


AAT/NAP 




Start 


12222 




End 


15393 




GI 


6634721 




Score 


665 




P von c; 


12222. .12865, 14840, 


. .14940, 


15026. .15259, 15290.. 15393 




\J ± ^/ O V— f J_ _L k-/ * 


(AC012463) T2E6.4 [Arabidops 


is thaliana] 






23241 




Seq. ID 


OJ990825_07. 9B16. 


C8 


Gene No. 


48360 




Strand 






Start 


12219 




End 


15393 




Naitie 


OJ990825 07.9B16.C8, 


■ol.tc 


Method 


TBLASTX: Cress 




Start 


12228 




End 


12845 




GI 


none 




Score 


35 




Evons 


12228. .12314, 12384, 


. .12422, 


12486. .12509, 12522 .. 12 659, 






12720. .12821, 12825, 


. .12845 








Seq. No. 


23241 




Seq. ID 


OJ990825_07.9B16. 


C8 


Gene No. 


48360 ■ 




Strand 






Start 


12219 




End 


15393 




Name 


OJ990825 07.9B16.C8, 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12522 




End 


12858 




GI 


none 




Score 


92 




Exons 


12522. .12659, 12714, 


. .12857, 


12736. .12E 


158 




Seq. No. 


23242 




Seq. ID 


OJ990825_07.9B16. 


C9 


Gene No. 


48361 




Strand 


+ 




Start 


48 




End 


613 




Name 


OJ990825 07.9B16.C9. 


, ol . gs 


Method 


GENSCAN 




Start' 


48 






613 




GI 


none 




Score 


.9 




Exons 


48. .268, 595. .613 











23481 



Seq. No. 


23243 




48362 


Of- a r -|- 
o Lax L. 


860 


N3.n1© 


OJ990825 07 


0 Lai u 


860 ~ 


GI 


none 


IT von Q 


860 941 1 

\J \J \J • t ~S ^ -I- f -L. 1 


Seq. No. 


23243 


Gene No . 


48363 


Start 


1584 


Name 


OJ990825 07 


O UCt-L L- 


1584 ~ 


GI 


none 


P von q 


1584 2145. 


Seq. No. 


23243 


fijpnp No 


48363 


O I— d -L l. 


1584 


LNdlUC 


OJ990825 07 


OLal L 


2059 ~ 


VJ-L 


none 


VAT1 Q 




Qrurr NO 


23243 


Cone No 


48363 


Start 


1584 


Name 


OJ990825 07 


Start 


2065 


(IT 


"3047080 


t7 von Q 


2065 2125 




(AF058914} < 




DNA — damage - 




f^W* P42698 ) 

. L ^ t> U J' U / 


Seq. No. 


23244 


npnp No 


48364 


Qf arr 


90 


Mamp 
LNCULLC 


OJ990825 01 


O L.CIX. L. 


90 ~~ 




none 


IT von q 


90 . .171 


Seq. No. 


23244 


Gene No. 


48365 


Start 


1 


Name 


OJ990825 01 


Of arj" 


1 _ 

X 


tj-L 


OUDjjj / 


Exons 


1. .191 


GI Descrip. 


(AP000615) 


Seq. No; 


23244 


Gene No. 


48366 


Start 


461 


Name 


OJ990825 01 



.2738 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1493 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825__07.9B16.C10 
+ 

1493 
GENSCAN 
1493 
.6 



OJ990825 07.9B16.C10 



3209 
AAT/GAP 
2738 
1357 



OJ990825_07.9B16.C10 

3209 
GENSCAN 
3005 
.47 



OJ990825_07 . 9B16.C10 

3209 
AAT/NAP 
3209 
247 



2576.-2729, 2840.. 2968, 3116.. 3209 



[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_01.9B16.C1 
+ 

171 

GENSCAN 

171 

.75 



OJ990825 01.9B16.C1 



191 

AAT/NAP 

191 

117 



Seq. ID OJ990825_01.9B16.C1 
Strand 

End 67 6 

Method GENSCAN 



23482 



Start 461 End 676 

GI none Score . 97 

Exons 461.. 526, 600.. 676 





23245 






Seq. ID 


OJ990825 01 9B16 




48367 






Qf rand 




Start 


213 






End 


1463 


Mama 


OJ990825 


01 9B16 C2 


o 1 . gs 


M^r h dd 


GEN SCAN 

\J J— t Ll villi 


Start 


213 






End 


1463 


GI . 


none 






Score 


.54 


Rynn c 

J-J x\ \_/ 1 1 O 


213 . . 389, 


945. . 1004, 


1208 


. .1463 




Seq . No . 


23245 






Seq. ID 


OJ990825 01 9B16 




48367 






Qt- rand 




Start 


213 






End 


1463 


Name 


OJ990825 


01 9B16 C2 


ol . tw 


Mpr hod 


TBLASTX • Wheat 


Start 


440 






End 


799 


GI 


none 






Score 


56 


Exons 


440. .526, 


445. . 669, 


578. . 


625, 668.. 799, 


670. .795 


Seq. No. 


23246 






Seq. ID 


OJ990825_01.9B16 


Gene No. 


48368 






Strand 




Start 


64 






End 


1272 


Name 


OJ990825 


01.9B16.C3. 


ol.gs 


Method 


GEN SCAN 


Start 


64 






End 


1272 


GI 


none 






Score 


.5 


Exons 


64. .205, 


1223. .1272 









Seq. No. 23247 

Gene No. 48369 

Start 207 

Name OJ990825_01 . 9B16 . C4 . ol . tm 

Start 162 

GI none 

Exons 162.. 410, 168.. 284, 170.. 391 

Seq. No. 23247 

Gene No. 48369 

Start 207 

Name OJ990825_01 . 9B16. C4 . ol . gs 

Start 207 

GI none 

Exons 207.. 408 



Seq. ID OJ990825_01. 9B16.C4 
Strand 
End 

Method 
End 
Score 



+ 

410 

TBLASTX: Maize 

410 

213 



Seq. ID OJ990825_01.9B16.C4 

Strand + 

End 410 

Method GENS CAN 

End 4 08 

Score .71 



Seq. No. 23248 Seq. ID 

Gene No. 48370 Strand 

Start . 1 End 

Name OJ990825_01 . 9B16 . C5 . ol .np Method 

Start -1 End 

GI "3738337 Score 
Exons 1..7 98 

GI Descrip. (AC005170) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990825_01.9B16.C5 
+ 

798 

AAT/NAP 

798 

330 



Seq. No. 
Gene No. 
Start 



23248 
48370 
1 



Seq. ID 

Strand 

End 



OJ990825 01 
+ _ 
798 



23483 




Name 


r),TQQ082 c i 01 QR1 6 PS ol *t" m 




TRT.ASTX • Ma i 7P 

X O J-ixikJ X /\ • L I CI X Z. C 




O Lai L. 


7 ~ 


FnH 


730 




\J JL 


none 




34 8 




IT von q 


7 408 123 380 368 730 








Seq. No. 


23248 


Seq. ID 


OJ990825_01.9B16. 


C5 


Gene No. 


48370 


Strand 


+ 




Start 


1 


End 


798 




Name 


OJ990825 01 9B16 C5 ol tw 




TBLASTX * Whpat 

X i-f Lin vJ X x \ ■ Fill *3 d >— • 




Start 


58 ~ 


End 


396 




GI 


none 


Score 


130 




F. vnn *^ 


58 234 123 203 244 396 








Seq. No. 


23248 


Seq. ID 


OJ990825_01.9B16. 


C5 


Gene No. 


48370 


Strand 


+ 




Start 


1 


End 


798 




Name 


O.T99082S 01 9R1 6 PS nl 




x o Lino -L a . ouyucciu 




Start 


325 ~ 


End 


790 




GI 


none 


Ov-U J- C 


57 




J^J _cV \S 1 1 O 


325 381, 442 483 452 679 


562 651 


, 746. . 790 




Seq. No. 


23248 


Seq. ID 


OJ990825_01. 9B16. 


C5 


Gene No. 


48370 


Strand 


+ 




Start 


1 


End 


798 




Name 


fhTQQOft?^ 01 9R1 6 o? tw 




X O -I_l.fi. O X /\ « VV 1 1 C CL L. 




Start 


476 ~~ 


FnH 

Ul i^wl 


7 Q6 




GI 


none 




1 68 

J- \J o 




F! von q 


476 721 716 796 








Seq. No. 


23249 


Seq. ID 


OJ990825_01.9B16. 


C6 


Gene No. 


48371 


Strand 


+ 




Start 


614 


End 


4 633 




Name 


OJ990825 01.9B16.C6.ol.gs 


Method 


\_J Hi IN O ^rti 1 * 




o i_ a. x. i_ 


614 


End 


4 633 

1 O J J 




GI 


none 


Score 


82 




TT von q 


614. .747, 3349. .3448, 4435. .4633 






Sea No 


23249 


Seq. ID ■ 


O.TQQ0R2S 01 9R1 6 


T6 


Gene No. 


48372 


Strand 


+ _ 




Start 


5006 


End 


6961 




Name 


OJ990825 01.9B16.C6.ol.np 


Method 


AAT /NAP 




Start 


'5006 


End 






(IT 


4680186 


Score ' 


208 
vj o 




F! von q 


5006.. 5032, 6756.. 6961 








(TIT Df^qOTIO 


(AF111709) unknown [Oryza sativa subsp 


i nHi pa 1 

. XiJUlL-d. J 




Sea No 


23249 


Seq. ID 


O.TQQ082S 01 9R1 6 


T6 


Gene No. 


48373 


Strand 


+ ~ 




Start 


7972 


End 


9374 




Name 


OJ990825 01.9B16.C6.o2.np 


Method 


AAT /NAP 




Sfa rt- 


7972 


End 


9374 




GI 


5802907 


Score 


87 




Exons 


7972. .8240, 9211. .9374 








GI Descrip. 


(AF174394) apoptotic-related 


protein PCAR [Homo sapiens] 




Seq. No. 


23249 


Seq. ID 


OJ990825_01. 9B16. 


C6 


Gene No. 


48374 


Strand 







23484 




Start 


3907 


End 


4300 


Name 


OJ990825 01.9B16.C6.ol.gp 


Method 


AAT/GAP 


Start 


3907 


End 


4300 


GI 


none 


Score 


167 


Exons 


3907. .3943, 4199. .4300 






Seq. No. 


23249 


Seq. ID 


OJ990825_01.9B16.C6 


Gene No. 


48375 


Strand 


- 


Start 


7324 


End 


10022 


Name 


OJ990825 01.9B16.C6.o2.gp 


Method 


AAT / GAP 


Start 


6505 


End 


6889 


GI 


uC-osflcyp033a04bl 


Score 


620 


Exons 


6505. .6889 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


23249 


Seq. ID 


OJ990825_01.9B16.C6 


Gene No. 


48375 


Strand 




Start 


7324 


End 


10022 


Name 


OJ990825 01.9B16.C6.o2.gs 


Method 


GENSCAN . 


Start 


7324 


End 


10022 


GI 


none 


Score 


.61 


Exons 


7324. .7409, 7667. .8260, 9797. .10022 




Seq. No. 


23249 


Seq. ID 


OJ990825_01. 9B16.C6 


Gene No. 


48376 


Strand 




Start 


10988 


End 


13814 


Name 


OJ990825 01.9B16.C6.o3.gs 


Method 


GENSCAN 


Start 


10988 


End 


13512 


GI 


none 


Score 


.8 


Exons 


10988. .11143, 11252. .12625, 


13501. .13512 


Seq. No. 


23249 


Seq. ID 


OJ990825_01.9B16.C6 


Gene No. 


48376 


Strand 




Start 


10988 


End 


13814 


Name 


OJ990825 01.9B16.C6.o3.np 


Method 


AAT /NAP 


O-t- -3 v+- 

otart 


11305 


End 


13814 


GI 


161752 


Score 


102 


Exons 


11305. . 11407, 11675. .11753, 


11899. .11974, 12008. .12141, 




12259. .12363, 13793. .13814 






GI Descrip. 


(L03710) cnjB [Tetrahymena 


thermophila] gi | 7374 94 | prf | I1922371A 




cnjB gene [Tetrahymena thermophila] 




Seq. No. 


23250 


Seq. ID 


OJ990825JD1. 9B16.C8 


Gene No . 


48377 


Strand 


+ 


Start 


249 


End 


381 


Name 


OJ990825 01.9B16.C8.ol.gs 


Method 


GENSCAN 


Start 


249 


End 


381 


GI 


none 


Score 


.89 


Exons 


249. .381 






Seq. No. 


23251 


Seq. ID 


OJ990825_01. 9B16.C9 


Gene No. 


48378 


Strand 


+ 


Start 


2534 


End 


7021 


Name 


OJ990825 01.9B16.C9.o4.np 


Method 


AAT /NAP 


Start 


2534 


End 


7021 


GI 


6815109 


Score 


372 



23485 



Exons 


2534.. 2796, 4688.. 4761, 5601 


..5705, 5773.-6725, 6760.. 7021 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23251 


Seq. ID 


OJ990825_01. 


9B16.C9 


Gene No. 


48378 


Strand 


+ 




Start 


2534 


End 


7021 




Name 


OJ990825 01. 9B16.C9.o3.np 


Method 


AAT/NAP 




Start 


4818 


End 


4907 




GI 


4680183 


Score 


130 




Exons 


4818. .4907 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


23251 


Seq. ID 


OJ990825_01. 


9B16 . C9 


Gene No . 


48379 


Strand 






Start 


269 


End 


11391 




Name 


OJ990825 01.9B16.C9.ol.gs 


Method 


GENSCAN 




Start 


269 


End 


11391 




GI 


none 


Score 


.41 




Exons 


269. .309, 2050. .2146, .2429. . 


2473, 2593 


..2645, 2916 


.2940, 




3728.. 3885, 5321.. 5406, 5662 


..5868, 6063.. 6192, 62E 


J6. .6365, 




6863..6977, 7737. .7825, 10438 .. 10747, 


10764. .11391 




Seq. No. 


23251 


• Seq. ID 


OJ990825_01 


9B16.C9 


Gene No. 


48379 


Strand 






Start 


269 


End 


11391 




Name 


OJ990825 01.9B16.C9.ol.np 


Method 


AAT/NAP 




Start 


841 


End- 


4055 




GI 


2583127 


Score 


304 




Exons 


841. .890, 1537. .1627, 2050.'. 


2146, 2228 


..2298, 2549 


. .2645, 




3806. .4055 








GI Descrip. 


(AC002387) putative O-sialoglycoprotein endopeptidase 




[Arabidopsis thaliana] 








Seq. No. 


23251 


Seq. ID 


OJ990825_01 


.9B16.C9 


Gene No. 


48379 


Strand 






Start 


269 


End 


11391 




Name 


OJ990825 01.9B16.C9.o2.np 


Method 


AAT/NAP 




Start 


2724 


End 


4785 




GI 


6721561 


Score 


138 





Exons 

GI Descrip. 



2724. .2926, 4681. .4785 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825 01.9B16.C9 



23251 
48379 
269 

OJ990825_01. 9B16.C9.o2.gp 
4099 

uC-osflcyp088bl2bl 
4099. .4188 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 

HNfc . rhrnmnsnmp fi. r-1 nriP r PQ026F07 1 



11391 

AAT/GAP 

4188 

125 



Seq. No. 



23252 



Seq. ID OJ990825_01.9B16.C10 



23486 



Gene No. 


48380 






Strand 


+ 


Cf art 

O U CI X U 


Q 

J 






End 


527 


IN din c 


\J^J Zf J\J \J £. -J W X . 


9ri no o1 


gs 


Mot H oH 


ftFM^TAN 


o tall 


.7 






FnH 


c 07 


Oi 


n on 
i 1 w 1 J. c 








. 68 




Q 117 ^22 


S27 








Seq. No. 


23252 






Seq. ID 


OJ990825_01.9B16.C10 


Gene No. 


48381 






Strand 


+ 


Start 


490 






End 


771 


Name 


OJ990825 01 


9B16 C10 ol 


CIV) 


Mot hoH 

1 iC L, i ivU 


AAT /GAP 


9t Art 

w Lai U 


4 90 ~~ 








111 




37S9154 








467 




490 771 










Seq. No. 


23252 






Seq. ID 


OJ990825_01.9B16.C10 


Gene No. 


48382 






Strand 




Start 


1375 






End 


4546 


Name 


O.TQQ0R9S 01 


QR1 CIO o2 


gs 


Method 


GEN SCAN 


Start 


1375 ~~ 






End 


4546 


GI 


none 






Score 


.65 




1^7^ 1 S01 

X J / J . • X J U X , 


1 RR ? 2000 


^9^7 


.3472, 3942.-4256, 4536. .4546 




~J £. 






Seq. ID 


OJ990825_01.9B16.C10 




48382 






Strand 




Start 


1375 






End ■ 


4546 


Name 


OJ990825 01. 


9B16.C10.o2. 


gp 


Method 


AAT /GAP 


Start 


1 4 SO 

X *a -J \J 






End 


3376 


\J X 


IIRfi 1 R1 Oft 4 

li JD X . I\X VJ O *i 






Score 


1185 


LAUllO 


'14^ 0~ 1 ft 1 0 


1 R ft ? 9000 


^9^7 


.3376 




O X UCDI L _L yJ • 


' 4 Sft2 4ftft /pmh 


i 1 TAR4 0^77 1 1 




-28 (AL021768) putative protei] 




|_ ni clikj x uup ol j 


th^l 1 anal » 

Uiictx x cm a. j 








Mo 


232S2 
^ »j o t. 






Seq. ID 


OJ990825_01. 9B16.C10 


Gene No. 


48382 






Strand 




Start 


1375 






End 


4546 


Name 


OJ990825 01. 


9B16.C10.ol. 


nn 


Method 


AAT /NAP 


ij Lai. L 


1711 






End 


3429 


\J X 


4581114 






Score 


448 


F" von q 


1711. . 1810, 


1883. .2000, 


3237. 


.'3429 




CZ T Hpcpri n 


(AC005825) putative HesE 


I - li ke 


protein 


[Arabidopsis thaliana^ 


Seq. No. 


23252 






Seq. ID 


OJ990825_01.9B16.C10 


Gene No. 


48383 






Strand 




Start 


5413 






End 


5765 


Name 


OJ990825 01. 


9B16.C10.o3. 


gs 


Method 


GENSCAN 




5413 




End 


5765 


\JX 


none 






Score 


.69 


F von 


5413. .5553, 


5595. .5765 








Seq. No. 


23252 






Seq. ID 


OJ990825_01.9B16.C10 


Gene No. 


48384 






Strand 




Start 


6644 






End 


11305 


Name 


OJ990825 01. 


9B16.C10.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1738 






End 


34 35 


GI 


none 






Score 


101 


Exons 


1738. .1812, 


1745. . 1813, 


1882. 


.2019, 1883.. 1942, 1885.. 2049, 



23487 





3234. .3302, 


3238 


. .3435, 


3332. 


.3424 






Seq. No. 


23252 








Seq. ID 


OJ990825_01.9B16. 


C10 


Gene No. 


48384 








Strand 






Start 


6644 








End 


11305 




Name 


OJ990825 01 


.9B16 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1741 








End 


3429 




GI 


none 








Score 


78 




Exons 


1741. . 1812, 


1745 


. .1813, 


1882. 


.2019, 1883. .1942, 1888. .2001, 




3238. .3429 














Seq. No. 


23252 








Seq. ID 


OJ990825_01.9B16. 


C10 


Gene No. 


48384 








Strand 






Start 


6644 








End 


11305 




Name 


OJ990825 01 


.9B16 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1891 








End 


3390 




GI 


none 








Score 


83 




Exons 


1891. .2001, 


1891 


. .2019, 


3238. 


.3390 






Seq. No. 


23252 








Seq. ID 


OJ990825_01. 9B16. 


C10 


Gene No. 


48384 








Strand 






Start 


6644 








End 


11305 




Name 


OJ990825 01 


. 9B16 


C10.O4 


. gs 


Method 


GENSCAN 




Start 


6644 








End 


10460 




GI 


none 








Score 


.72 




Exons 


6644. .6816, 


7025 


.7146, 


7247. 


.7369, 7675. .7791, 8907. .8990, 




9242. . 9386, 


9448 


.9622, 


10026 


. .10147, 


10451. .10460 




Seq. No. 


23252 








Seq. ID 


OJ990825_01.9B16. 


C10 


Gene No. 


48384 








Strand 






Start 


6644 








End 


11305 




Name 


OJ990825 01 


.9B16 


C10.o2 


.np 


Method 


AAT/NAP 




Start 


7983 








End 


11305 




GI 


6721512 








Score 


97 




Exons 


7983. .8022, 


8505 


.8589, 


9282. 


.9401, 11280. .11305 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


23253 








Seq. ID 


OJ990825_01.9B16. 


Cll 


Gene No. 


48385 








Strand 


+ 




Start 


1609 








End 


2989 




Name 


OJ990825 01 


. 9B16 


Cll.ol 


gs 


Method 


GENSCAN 




Start 


1609 








End 


2989 




GI 


none 








Score 


.5 




Exons' 


1609. .1703, 


1837 


.1928, 


2973. 


.2989 






Seq. No. 


23253 








Seq. ID 


OJ990825_01. 9B16. 


Cll 


Gene No. 


48386 








Strand 


+ 




Start 


11020 








End 


13493 




Name 


OJ990825 01 


.9B16 


Cll.o3 


gs 


Method 


GENSCAN - 




Start 


11020 








End 


13493 




GI 


none 








Score 


.74 




Exons 


11020. .11103, 11177. .11277, 12500 .. 12589, 13379. .13493 




Seq. No. 


23253 








Seq. ID 


OJ990825_01.9B16. 


Cll 


Gene No. 


48387 








Strand 






Start 


2496 








End 


2760 




Name 


OJ990825 01 


.9B16. 


Cll.ol 


np 


Method 


AAT/NAP 





23488 




Start 


2496 






End 


2760 


GI 


5262156 






Score 


155 


Exon<3 


2496. .2760 










GI Descrip. 


(AL080237) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23253 






Seq. ID 


OJ990825_01.9B16.C11 


Gene No. 


48388 






Strand 




Start 


3831 






End 


9560 


Name 


OJ990825 01 


. 9B16. 


Cll .o2 .gs 


Method 


GENSCAN 


Start 


3831 






End 


95.60 


GI 


none 






Score 


.52 


Exons 


3831. .4319, 


4657 . 


.5030, 5641 


..5704, 7126. .7624, 8207. .8494, 




8676. . 9036, 


9545. 


.9560 






Seq. No. 


23253 






Seq. ID 


OJ990825_01.9B16.C11 


Gene No. 


48388 






Strand 




Start 


3831 






End 


9560 


Name 


OJ990825 01 


-9B16. 


Cll.o2.np 


Method 


AAT/NAP 


Start 


3834 






End 


7841 


GI 


5668793 






Score 


1890 


Exons 


3834. .4319, 


4423, 


,.4554, 4657 


..5084, 5641. .5774, 7126. .7338, 




7580. .7643, 


7742. 


, .7841 






GI Descrip. 


(AC007519) ; 


Similar to gb|U39782 lysine 


and histidine specif: 


transporter 


from Arabidopsis 


thaliana . 


EST gb| Z17527 comes 




this gene. 










Seq. No. 


23253 






Seq. ID 


OJ990825_01.9B16.C11 


Gene No. 


48389 






Strand 




Start 


15653 






End 


15783 


Name 


OJ990825 01 


.9B16. 


,Cll.o4.tm 


Method 


TBLASTX: Maize 


Start 


2549 






End 


2763 


GI 


none 






Score 


170 


Exons 


2549. .2761, 


2581. 


..2763, 2587 


. .2763 




Seq. No. 


23253 






Seq. ID 


OJ990825_01.9B16.C11 


Gene No. 


48389 






Strand 




Start 


15653 






End 


15783 


Name 


OJ990825 01 


-9B16. 


.Cll.o3.ts 


Method 


TBLASTX : Soybean 


Start 


2558 






End 


2763 


GI 


none 






Score 


174 


Exons 


2558. .2761, 


2577, 


..2693, 2578 


. .2763 




Seq. No. 


23253 






Seq. ID 


OJ990825_01. 9B16.C11 


Gene No. 


48389 






Strand 




Start 


15653 






End . 


15783 


Name 


OJ990825 01 


.9B16. 


.Cll.o2. tm 


Method 


TBLASTX: Maize 


Start 


3840 






End 


8455 


GI 


none 






Score 


380 


j-j \y x i _> 


3840. .4010, 


3841, 


..4122, 3841 


..4122, 3963. .4127, 4074. .4127, 




8420. .8455 










Seq. No. 


23253 






Seq. ID 


OJ990825_01. 9B16.C11 


Gene No. 


48389 






Strand 




Start 


15653 






End 


15783 


Name 


OJ990825 01 


.9B16 


.Cll.ol.ts 


Method 


TBLASTX: Sovbean 


Start 


3978 






End . 


5061 


GI 


none 






Score 


148 



23489 



Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
3 Start 
2 Name 
« Start 

gi 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



J 



3978. .4010, 3991. .4311, 4074. .4310, 4423. .4557, 4427. .4552, 
4657. .5061, 4661. .5053 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 15783 

Method TBLASTX : Maize 

End 4250 

Score 137 



23253 
48389 
15653 

OJ990825_01.9B16.Cll.o6.tm 
4128 
none 

4128. .4250, 4135. .4245 

23253 
48389 
15653 

OJ990825_01.9B16.Cll.ol.tc 
4143 
none 

4143. .4208, 4147. .4191, 4182. .4286, 4183. .4287, 4191. .4307, 
4290. .4319, 4423. .4557, 4427. .4552, 4657. .4977, 4661. .4975, 
4789.-4977 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 15783 

Method TBLASTX: Cress 

End 4 977 

Score 39 



23253 
48389 
15653 

OJ990825_01.9B16.Cll.ol.tm 

4423 

none 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 15783 

Method TBLASTX : Mai ze 

End 4789 

Score 215 



4423.-4557, 4424.-4555, 4425.-4559, 4639.-4788, 4656-. 4787, 
4658. .4789 



23253 
48389 
15653 

OJ990825_01.9B16.Cll.o2.ts 

5631 

none 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 15783 

Method TBLASTX : Soybean 

End 7313 

Score 158 



5631. .5774, 5636.-5773, 5642.-5776, 7194. .7313, 7198. .7257, 
7233. .7295 



23253 
48389 
15653 

OJ990825_01.9B16.Cll.o4.gs 

15653 
none 

15653. .15783 

23253 
48390 
16430 

OJ990825_01.9B16.Cll.o3.tm 
16430 
none 

16430. .16612, 16431. .16796, 16857. .16895 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 15783 

Method GENS CAN 

End 15783 

Score .54 



Seq. ID OJ990825_01.9B16.C11 
Strand 

End 16990 

Method TBLASTX : Mai ze 

End 16895 

Score 320 



23253 
48390 



Seq. ID OJ990825_01.9B16.C11 
Strand 



23490 



i 




Start 


16430 




End 


16990 




Name 


OJ990825 01.9B16.C11. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16620 ~~ 




End 


16990 




(IT 


none 




Score 


287 




Exons 


16620. .16988, 16623. . 


16988, 


16886. . 16990 




Seq. No. 


23253 




Seq. ID 


OJ990825JU.9B16. 


Cll 


Gene No. 


48391 




Strand 






Start 


17081 




End 


17356 




Name 


OJ990825 01.9B16.C11. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17081 ~ 




End 


17356 




GI 


none 




Score 


164 




Rxons 


17081. .17260, 17098. . 


17175, 


17255. .17356, 17273.. 17353 




Seq. No. 


23254 




Seq. ID 


OJ990825_01. 9B16. 


C12 


Gene No. 


48392 




Strand 


+ 




Start 


483 




End 


11838 




Name 


OJ990825 01.9B16.C12. 


ol .gs 


Method 


GENS CAN 




Start 


483 




End 


11838 




GI 


none 




Score 


.48 




Exons 


483.-559, 630. .1000, 


1259. . 


1464, 1597. 


.2249, 2403.. 3949, 





4366.-4482, 4595. .4684, 4773. .4942, 5047. .5460, 5541. .5839, 

5944. .6205, 6298. .6598, 6669. .6691, 6822. .7131, 7513. .7757, 

7837. .8157, 8243. .8344, 9033.. 9226, 9250. .9398, 9563.-9663, 
11380. .11838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990825_01.9B16.C12 
Strand + 
End 11838 
Method AAT/NAP 
End 7145 
Score 2741 
.3801, 4380. .4519, 4628. .4961, 
5541.. 5839^ 5944. .6205, 6278. .6522, 6936. .7145 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



23254 
48392 
483 

OJ990825_01 . 9B16 . C12 . ol . np 

1729 

5441880 

1729. .2740, 3185. .3216, 3475. 



Seq. No. 


23254 


Seq. ID 


OJ990825_ 


01. 


.9B16 


.C12 


Gene No. 


48392 


Strand 


+ 








Start 


483 


End 


11838 








Name 


OJ990825 01.9B16.C12.o2.np 


Method 


AAT/NAP 








Start . . 


11373 


End 


11820 








GI 


6563248 


Score 


280 








Exons 


11373. .11820 












GI Descrip. 


(AF117237) prefoldin subunit 


2 [Homo sapiens] 








Seq. No. 


23254 


Seq. ID 


OJ990825_ 


01. 


.9B16 


.C12 


Gene No. 


48393 


Strand 


+ 








Start 


27276 


End 


28108 








Name 


OJ990825 01.9B16.C12.o4.np 


Method 


AAT/NAP 








Start 


27239 


End 


27556 








GI 


6539588 


Score 


100 








Exons 


27239. .27556 












GI Dp. scrip. 


{AP00nR37) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


23254 


Seq. ID 


OJ990825_ 


_01. 


. 9B16 


.C12 



23491 



A 



Gene No. 


48393 




Strand 


+ 


O Lai L 


97 97 6 




End 


28108 


Name 




O A /TC 


Mot* h or? 




Otdll 


97 97 "~ 




End 


28108 


\J J. 


n on 0 
1 1 w 1 1 c. 




Score 


. 78 


XT' v /~\ n o 


97976 97S00 979PH 


. 28108 






Seq. No. 


23254 




Seq. ID 


OJ990825_01.9B16.C12 


Gene No. 


48394 




Strand 




Of- o r f 


9084 




End 


9234 


LN ClILlt; 




. ol . gp 


Mpf hi od 


AAT/GAP 


Of- a *-+- 






End 


9234 


ox 


none 




Score 


229 




Q0R4 9234 














Seq.- ID 


OJ990825 01 9B16 C12 




48395 




Strand 




Start 


11501 




End 


28550 


Name 


OJ990825 01.9B16.C12 


. o2 . gp 


. Method 


AAT/GAP 


JUOl L 


11501 




End 


11974 


o± 


4332 1.R1084 




Score 


855 


U 1 von c 


11501. .11974 










'5690431/gb|AAD47084 


.1IAF165883 1 9.0e 


-20 (AF165883) orefoldin 




,subunit 2 [Homo sapiens] 1 






OC^. IN U . 


23254 




Seq. ID 


OJ990825_01.9B16.C12 


otrlltr 1NU . - 


48395 




Strand 






11501 




End 


28550 


Name 


OJ990825 01.9B16.C12 


. o3.np 


Method 


AAT/NAP 


Start 


11511 




End 


28550 




4680207 




Score 


1178 


Exons 


11511. .11579, 15289. 


.15437, 


15486. .17263, 218 99 .. 22697 , 




28475. .28550 










(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 










23254 




Seq. ID 


OJ990825_01.9B16.C12 


Gene No. 


48395 




Strand 




Start 


11501 




End 


28550 


Name 


OJ990825 01.9B16.C12 


,o2.gs 


Method 


GENS CAN 


O Lai L 


13837 




End 


22704 


ox 


none 




Score 


.43 




13837. . 13858, 14608. 


.15155, 


15343. .17207, 19694 .. 197 93, 




20118. .20673, 21899. 


.22704 






Seq. No. 


23254 




Seq. ID 


OJ990825_01.9B16.C12 


Gene No. 


48395 




Strand 




Start 


11501 




End 


28550 


Name 


OJ990825 01.9B16.C12 


. o3.gs 


Method 


GENSCAN 


Start 


23277 




End 


23732 


GI 


none 




Score 


.55 


Exons 


23277. .23366, 23616. 


.23732 







Seq. No. 23254 Seq. ID OJ990825_01.9B16.C12 

Gene No : 48396 Strand 

Start 28950 End 29203 

Name OJ990825 01 . 9B16 . C12 . o2 . tm Method TBLASTX : Maize 



23492 



Of a r f 
O L a. X u 


2296 




FnrJ 


2892 






none 






372 






2296.. 2763, 2301.. 2774, 2821 


2892 








23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. ol . tw 


Method 


TBLASTX: Wheat 






2590 




End 


2967 






none 




Score 


191 




F von <=; 


2590. .2739, 2592.-2744, 2593 


. .2769, '2793. .2861, 2794. .2967, 




2816. .2956 










Seq. No. 


23254 




Seq. ID 


OJ990825JD1.9B16 


.C12 


Gene No. 


48396 




Strand 






o u ax l. 


28950 




End 


29203 




M "3 TYl 

LNdlLlC 


OJ990825 01.9B16.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




O-f- a r f 
O UO.X L. 


4686 




End 


4868 




O X 


none 




Score 


89 




F vr»n *3 

l_j w i 1 O 


4686.-4739, 4688. .4750, 4748 


. .4867, 4749. .4868 




Seq. No.- 


23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


2.9203 




Name 


OJ990825 01.9B16.C12 


.' o 1 . tm 


Method 


TBLASTX: Maize 






11378 




End 


11827 




O X 


none 




Score 


247 






11378. .11695, 11383. 


.11826, 


11387. .HE 


J27 






23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11409 




End 


11751 




(IT 

\J X 


none 




Score 


256 




UAU1 1 O 


11409. .11462, 11410. 


. 11637, 


11529. . 11633, 11620. .11751, 






11622. .11657 










\Z * L > \J . 


23254 




Seq. ID 


OJ990825_01.9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




O lai l— 


11421 




End 


11832 




(IT 
wX 


none 




Score 


146 




111 A Ul 1 0 


11421. .11753, 11421. 


. 11462, 


11422. .11832, 11434. .11685, 






11529. .11831 










Q parr Mn 

O C ■ LN vj . 


23254 




Seq. ID 


OJ990825JD1.9B16 


.C12 




48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


16222 




End 


20633 




GI 


none 




Score 


74 




Exons 


16222. .16347, 16234. 


.16392, 


16489. . 16545, 16627 .. 16710, 






1 6799. . 1 fiftO^ 1 . 


. 1 701 0. 


16P1Q 1£Q17 17H9Q 17119 





17030. .17089, 17138. .17266, 17218 .. 17307 , 20103 .. 20381 , 
20358. .20432, 20544.. 20633 

23493 




Spa No 


23254 




Seq. ID 


OJ990825JU.9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. o2. tc 


Method 


TBLASTX: Cress 




Start 


16279 




End 


22137 




GI 


none 




Score 


52 




Exons 


16279. .16419, 16633. 


.16707, 


16813. .16986, 168 14 .. 16939, 






16981. .17109, 16982. 


.17089, 


17293. .17349, 20139 .. 20312 , 






20140. .20265, 20307. 


.20399, 


20308. .20400, 22075.. 22137 




Seq. No. 


23254 




Seq. ID 


OJ990825_01.9B16 


.C12 


Gene No . 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


16294 ~ 




End 


16719 




GI 


none 




Score 


175 




Exons 


16294 . .16407, 16459. 


. 16719 








Seq. No. 


23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


• 16438 ~ 




End 


16842 




GI 


none 




Score 


65 




Exoris 


16438. .16485, 16498. 


. 16602, 


16601. .16711, 16609. .16713, 






16717 . . 16842, 16721 . 


. 16831 








Seq. No. 


23254 




Seq. ID 


OJ990825_01.9B16 


.C12 


Gene No . 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16771 ~~ 




End 


20342 




GI 


none 




Score 


133 




Exons 


16771. . 17016, 16772. 


. 17008, 


20133. .20342, 20137.. 20334 




Seq. No. 


23254 




Seq. ID 


OJ990825_01.9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01.9B16.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16843 ~~ 




End 


20426 




GI 


none 




Score 


94 




Exons 


16843. .17013, 16862. 


. 17014, 


17032. .17103, 17033. .17107, 






20140 . . 20418, 20142 . 


.20360, 


20355. .20426 




Seq. No. 


23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 






Start 


28950 




End 


29203 




Name 


OJ990825 01 . 9B16.C12 


. o4 . tm 


Method 


TBLASTX :Maize 




Start 


17021 _ 




End 


20676 




GI 


none 




Score 


68 




Exons 


17021. .17104, 17032. 


.17103, 


17127. .17204, 17128. .17205, 






17227. .17349, 17228. 


.17350, 


20347. .20418, 20355 .. 20426, 






20453. .20533, 20553. 


.20675, 


20593. .20676 




Seq. No. 


23254 




Seq. ID 


OJ990825_01. 9B16 


.C12 


Gene No. 


48396 




Strand 







23494 



Start 
Name 
Start 
GI 

Exons 



# 



28950 End 

OJ990825_01 . 9B16 . C12 . o5 . gs Method 

28950 End 

none Score 
28950. .29203 



29203 
GEN SCAN 
'29203 
.47 



Seq. No. 23255 

Gene No. 48397 

Start 54 

Name OJ990825_01 . 9B16 . C13 . ol . gs 

Start 54 

GI none 

Exons 54.. 125 



Seq. ID OJ990825_01.9B16.C13 

Strand ' + 

End 125 

Method GEN SCAN 

End 125 

Score .57 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23256 
48398 
1304 

OJ990825_01.9B16.C14 .ol.np 
1304 
3445201 

1304. .1345, 3314. .3472,' 4116. .4318, 7471. .7530 
(AC004786) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990825_01.9B16.C14 

Strand + 

End 7530 

Method AAT/NAP 

End 7530 

Score 351 



23256 
48398 
1304 

OJ990825_01.9B16.C14 .ol.gs 

2371 

none 



Seq. ID OJ990825_01.9B16.C14 

Strand + 

End 7530 

Method GENSCAN 

End 5839 

Score .8 



2371. .2456, 2491. .2597, 2937. .3029, 3266. .3496, 4116. .4419, 
5188. .5839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



23256 
48399 
7453 

OJ990825_01.9B16.C14 .o3.tm 

1043 

none 



Seq. ID OJ990825_01.9B16.C14 
Str§nd 

End 12768 

Method TBLASTX : Mai ze 

End 1401 

Score 60 



1043. .1141, 1141. .1287, 1282. .1323, 1287. .1400, 1345. .1401 



23256 
48399 
7453 

OJ990825_01.9B16.C14 .ol.tw 

1141 

none 

1141. .1506, 1348. .1506 

23256 
48399 
7453 

OJ990825_01. 9B16.C14 .ol.tm 

3306 

none 

330fi--344Q. 3313= ,3459, 4073, 
23256 



Seq. ID OJ990825_01.9B16.C14 
Strand 

End 12768 

Method TBLASTX : Wheat 

End 1506 . 

Score 307 



Seq. ID OJ990825_01.9B16.C14 
Strand 

End 12768 

Method TBLASTX : Maize 

End 4282 

Score 183 
,4282,- 4111.. 4281 

Seq. ID OJ990825 01.9B16.C14 



23495 



• 



Gene No. 


48399 


Strand 




Start 


7453 


End 


12768 


Name 


OJ990825 01 9B16 C14 ol ts 


Method 


TBLASTX: Soybean 


Start 


3315 ~~ 


End 


4288 


GI 


none 


Score 


129 


Pvon s 


3315.. 3437, 3316.. 3438, 4117 


..4287, 4118. .4288, 4118..- 


Seq. No. 


23256 


Seq. ID 


OJ990825_01. 9B1' 


Gene No. 


48399 


Strand 




Start ■'■ 


7453 


End ■ 


12768 


Name 


OJ990825 01.9B16.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


4147 ~ 


End 


4315 


GI 


none 


Score 


204 


Exons 


4147.. 4287, 4148.. 4288, 4157 


. .4315 




Sea. No. 


23256 


Seq. ID 


OJ990825_01. 9B1' 


Gene No. 


48399 


Strand 


** 


Start 


7453 


End 


12768 


Name 


OJ990825 01.9B16.C14.o2.gs 


Method 


GENSCAN 


Start 


7453 t- 


End 


12637 


GI 


none 


Score 


. 58 


Exons 


7453.. 7544, 10557 .. 10753, 12034 .. 12059, 


12270. .12386, 




12549. .12637 






Seq. No. 


23256 


Seq. ID 


OJ990825_01. 9B1- 


Gene No. 


48399 


Strand 




Start" 


7453 


End 


12768 


Name 


OJ990825 01.9B16.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


11397 


End 


11552 


GI 


none 


Score 


212 


Exons 


11397. .11552, 11414. .11551 






Sea . No . 


23256 


Seq. ID 


OJ990825_01. 9B1- 


Gene No. 


48399 


•Strand 




Start 


7453 


End 


12768 


Name 


OJ990825 01.9B16.C14.o2.np 


Method 


AAT/NAP 


Start 


11407 


End 


12768 


GI 


2583127 


Score 


195 


Exons 


11407. .11548, 12549. .12640, 


12733. .12768 


GI Descrip. 


(AC002387) putative O-sialoglycoprotein endopeptidase 




[Arabidopsis thaliana] 






Seq. No. 


23257 


Seq. ID 


OJ990825_01.9B1' 


Gene No. 


48400 


Strand 




Start 


1 


End 


1048 


Name 


OJ990825 01.9B16.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1048 


GI 


4582488 


Score 


144 


Exons 


1..61, 524. .670, 1020. .1048 






GI Descrip. 


(AL021768) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23257 


Seq. ID 


OJ990825_01. 9B1< 


Gene No. 


48400 


Strand 




Start 


1 


End 


1048 


Name 


OJ99f)8?5 01 , 9B16 e C16 = ol e tm 


Method 


TBLASTX -Maize 


Start 


522 


End 


664 


GI 


none 


Score 


114 



4288 



23496 



Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



522. .659, 523. .660, 525. .662, 536. .664 



23257 
48400 
1 

OJ990825_01.9B16.C16.ol.gs 

525 

none 

52S..659 



Seq. ID OJ990825_01.9B16.C16 
Strand 

End 1048 

Method GENSCAN 

End 659 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No s 
Gene No. 
Start 



23258 
48401 
1 

OJ990825_01.9B16.C17.ol.np 
1 

5668773 



Seq. ID OJ990825_01.9B16.C17 
Strand 

5787 
AAT/NAP 
2889 
225 



End 

Method 
End 
Score 

1..29, 930. .1015, 1547. .1681, 2798. .2889 

(AC005916) Contains similarity to gb|AF113001 silencing mediator 
of retinoic acid and thyroid hormone receptor alpha and 
gb|AF109179 cyclin Tl from Mus musculus. ESTs gb|N95317, 
gb|Z29139 and gb|Z30853 come from th... 



23258 
48401 
1 

OJ990825_01.9B16.C17.ol.tm 

911 

none 



Seq. ID OJ990825_01.9B16.C17 
Strand 

End 5787 

Method TBLASTX: Maize 

End 1776 

Score 90 



911. .1015, 934. .1014, 1538. .1765, 1546. .1776, 1547. .1768 



End 

Method 
End 
Score 



23258 
48401 
1 

OJ990825_01.9B16.C17.ol.tc 
1516 
none 

1516. .1683, 1538. .1678 

23258 
48401 
1 

OJ990825_01.9B16.C17.ol.ts 
1555 
none 

1555. .1677, 1556. .1693, 1696. .1776 



Seq. ID OJ990825_01.9B16.C17 
Strand 

5787 

TBLASTX: Cress 
1683 
148 



Seq. ID OJ990825_01.9B16.C17 
Strand 

5787 

TBLASTX : Soybean 
1776 
144 



End 

Method 
End 
Score 



23258 
48401 
1 

OJ990825_01. 9B16.C17.ol.gs 

2096 

none 



Seq. ID OJ990825_01.9B16.C17 
Strand 

End . 5787 

Method GENSCAN 

End 5787 

Score .69 



2096. .2116, 2745. .2840, 3082. .3161, 3530. .3673, 5682. .5787 



23259 
48402 
285 



Se^. ID OJ99Q825 01.9B16.C18 
Strand - ~~ 
End 1454 



23497 



Name 


OJ990825 01 


.9B16 


.C18. ol.gs 


Method 


GENS CAN 




Start 


285 






End 


1454 




GI 


none 






Score 


.79 




Exons 


, 285.. 503, 1192.. 


1276, 1339.. 


1454 






Seq. No. 


23259 






Seq. ID 


OJ990825 


_01.9B16.C18 


Gene No. 


48403 






Strand 






Start 


2093 






End 


5505 




Name 


OJ990825 01 


. 9B16 


.C18.ol.gp 


Method 


AAT/GAP 




Start 


202.6 ' 






End 


2449 




GI 


2311833 






Score 


793 




Exons 


2026 . .2449 












Seq. No. 


23259 






Seq. ID 


OJ990825_ 


_01.9B16.C18 


Gene No. 


48403 






Strand 






Start 


2093 






End 


5505 




Name 


OJ990825 01 


. 9B16 


.C18.o2.gs 


Method 


GEN SCAN 




Start 


2093 






End 


5505 




GI 


none 






Score 


.41 ■ 




Exons 


2093 . . 2282, 


2857 


..3223, 3463 


..3603, 5474. .5505 




Seq. * No. 


23260 






Seq. ID 


OJ990825_ 


_01.9B16.C20 


Gene No. 


48404 






Strand 


+ 




Start 


521 






End 


682 




Name 


OJ990825 01 


. 9B16 


.C20. ol.gs 


Method 


GEN SCAN 




Start 


521 






End 


682 




GI 


none 






Score 


.54 




Exons 


521. . 682 












Seq. No. 


23261 






Seq. ID 


OJ990915_ 


_08.9B17.C1 


Gene No. 


48405 






Strand 


+ 




Start 


487 






End 


2201 




Name 


OJ990915 08 


. 9B17 


.CI. ol.gs 


Method 


GEN SCAN 




Start 


487 






End 


1994 




GI 


none 






Score 


.9 




Exons 


487. .618, 732. .881, 1028. .1714, 1821.. 


1994 




Seq. No. 


23261 






Seq. ID 


OJ990915_ 


_08.9B17.C1 


Gene No. 


48405 






Strand 


+ 




Start 


487 






End 


2201 




Name ■ 


OJ990915 08 


. 9B17, 


. Cl.ol.gp 


Method 


AAT/GAP 




Start 


1429 






End 


2201 




GI 


none 






Score 


1030 




Exoris 


1429. .1714, 


1821. 


..1990, 2090 


. .2201 






Seq. No. 


23261 






Seq. ID 


OJ990915_ 


_08.9B17.C1 


Gene No. 


48406 






Strand 






Start 


2772 






End 


2956 




Name 


OJ990915 08, 


.9B17, 


.Cl.ol. tm 


Method 


TBLASTX : Maize 


Start 


1086 






End 


1436 




GI 


none 






Score 


35 




Exons 


1086. .1139, 


1100. 


,.1165, 1100 


..1153, 1107. .1133, 


1107. .1133, 




1142. .1330, 


1148, 


,.1333, 1150, 


..1248, 1157. .1333, 


1169. .1315, 




1169. .1330, 


1170. 


,.1376, 1225, 


..1320, 1315. .1404, 


1319. . 1432, 




1321. .1401, 


1323". 


.1436, 1331 


. .1432 






Seq. No. 


23261 






Seq. ID 


OJ990915_ 


_08.9B17.C1 



23498 



Gene No. 


48406 








Strand 






Start 


2772 








End 


2956 




Name 


OJ990915 08 


. 9B17. 


Cl.o2. 


QS 


Method 


GEN SCAN 




Start 


2772 ~~ 








End 


2956 




GI 


none 








Score 


.93 




RvnnS 
j_i \j no 


2772. .2796, 


2904 . 


.2956 










Seq. No. 


23262 








Seq. ID 


OJ990915 


_08.9B17.C2 


fi^np No 


48407 








Strand 


+ 




Start 


227 








End 


10248 . 




Name 


OJ990915 08 


. 9B17. 


C2.ol. 


QS 


Method 


GENS CAN 




Start * 


227 








End 


10209 




GI 


none 








Score 


.68 




Exons 


227.. 287, 369.. 469, 552 


. .621, 


1649. .17( 


31, 2194. 


.2265, 




2494. .2637, 


. 3022. 


.3092, 


3201. 


.3341, 3840. .4181, 


4391. .4836, 




5130. .5317, 


5415. 


.5502, 


5778. 


.6130, 6342. .6444, 


6581. .6620, 




6826. .6884, 


7642. 


.7753, 


7844 . 


.7915, 8001. .8088, 


8511. .8754, 




9788. .9903, 


9993. 


.10209 










Seq. No. 


23262 








Seq. ID 


OJ990915 


_08.9B17.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17. 


C2.o4. 


tm 


Method 


TBLASTX:: 


Maize 


Start 


1417- 








End 


1786 




GI .* :v • 


none 








Score 


62 




Rxons 

J_J *\ 1 A C 


1417. .1536, 


1423. 


.1536, 


1427 . 


.1537, 1646. .1786, 


1648. .1755 


L? C . IN . 


23262 








Seq. ID 


OJ990915 


_08.9B17.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


.9B17. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


1507 








End 


5441 




GI 


5091623 








Score 


1276 




Exons • 


1507. .1600, 


1646. 


.1781, 


2194. 


;2265, 2494.. 2637, 


2871. .3128, 




3201. .3341, 


3840. 


.4181, 


4442. 


.4836, 5130. .5441 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



receptor-like kinase from Daucus carota, contains 4 PF 100560 
Leucine Rich Repeat domains and a PF| 00069 Eukaryotic protein 
kinase domain. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 



23262 
48407 
227 

OJ990915_08 . 9B17 . C2 . ol . tm 

2492 

none 

2492. .2626, 2704. .2787, 2708. 

2872. .2937, 2874. .2960, 3013, 

3024.. 3095, 3175.. 3342, 3200. 

3839. .4180, 3842. .4180, 4423. 

4589. .4837, 4621. .4794, 4623, 

5226. .5294, 5381. .5452 

23262 
48407 
227 

OJ990915 08.9B17.C2.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2791, 2840 
.3093, 3017 
.3343, 3201 
.4617, 4440 
.4847, 5129 



OJ990915_08.9B17.C2 
+ 

10248 

TBLASTX: Maize 
5453 
81 

2932, 2872. .2961, 
3094, 3017. .3094, 
3344, 3838. .4179, 
4556, 4441. .4629, 
5188, 5130. .5453, 



Seq. ID OJ990915_08.9B17.C2 

Strand + 

End 10248 

Method TBLASTX : Cress 



23499 



OLai L 


O O X w 








End 


4186 




\J X 


none 








Score 


101 






3816 4091. 


3838 


4110, 


3839. 


.4108, 4148. .4186 




Seq. No. 


23262 








Seq. ID 


.OJ990915_08.9B17 


:C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17 


.C2 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3835 ~~ 








End 


4799 




GI 


none 








Score 


392 




J— » *V V-/ 1 1 o 


3835 4179, 


3836 


. .4180, 


3842. 


.4180, 4440. .4799, 4441. .4791 


Seq. No. 


23262 








Seq. ID 


OJ990915_08.9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17 


. C2 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


4411 ~~ 








End 


4764 




GI 


none 








Score 


398 




Fynn ^ 


4411 4764. 


4456 


. .4764 










Seq. No. 


23262 








Seq. ID 


OJ990915_08.9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17 


. C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


44 62 ~ 








End 


4788 




GI 


none 








Score 


306 






4462 4788 


4465 


. .4776 










Seq. No. 


23262 








Seq. ID 


OJ990915_08. 9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17 


. C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5130 ~~ 








End 


5444 




GI 


none 








Score 


304 




Exons 


5130 . .5444 














Seq. No. 


23262 








Seq. ID 


OJ990915__08.9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


. 9B17 


. C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5130 _ 








End 


5449 




GI 


none 








Score 


206 




Exons 


5130 . . 5342. 


5229 


. . 5297, 


5381. 


.5449 






Seq. No. 


23262 








Seq. ID 


OJ990915JD8.9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 

\J\J ZJ Z> \J Zt ±. *J \J u 


. 9B17 


. C2 . o3 . 


ts 


Method 


TBLASTX : Soybean 




O Lai L. 


5130 _ 








End 


5459 






none 








Score 


281 




P von c 


ST 30 54 59 














Seq. No. 


23262 








Seq. ID 


OJ990915_08.9B17 


.C2 


Gene No. 


48407 








Strand 


+ 




Start 


227 








End 


10248 




Name 


OJ990915 08 


.9B17 


f C2.o2. 


np 


Method 


AAT/NAP 




Start 


6213 








End ■ 


10248 





23500 




GI 1362162 ' - Score 1047 

Exons 6213. .6444, 6826. .6884, 7678. .7753, 7844. .7915, 8001. .8088, 

8511. .8754, 9788. .9903, 9993. .10248 
GI Descrip. beta-glucosidase BGQ60 precursor - barley gi 1804656 (L41869) 

beta-glucosidase [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23262 
48407 
227 

OJ990915_08 . 9B17 .C2 . o2 .ts 

6309 

none 



Seq. ID OJ990915_08. 9B17.C2 

Strand + 

End 10248 

Method TBLASTX : Soybean 

End 10143 

Score 189 



6309. .6446, 6320. .6445, 7675.-7752, 7677. .7751, 7843. .7923, 

7845. .7922, 7993. .8094, 8000. . 8089, ' 8518 .. 8652, 8523. .8645, 

8664. .8753, 8664. .8756, 8665.-8754, 9794. .9913, 9796. .9900, 
9994. .10143, 10002. .10142 



23262 
48407 
227 

OJ990915_08, 
6309 
none 
6309. 
7842. 
8522. 



,6476, 
,7922, 
,8665, 



9B17.C2.o4 .tc 



6320. 
7843. 
8523. 



,6445, 6522. 
,7923, 7999. 
,8645, 8664. 



Seq. ID OJ990915_08.9B17.C2 

Strand + 

End 10248 

Method TBLASTX : Cress 

End 8694 

Score „ 18 9 

.6569, 7675. .7752, 7677. .7751, 
.8073, 8000. .8089, 8518. .8652, 
.8693, 8665. .8694 



Seq. No. 23262 
Gene No. 48407 
Start 227 

Name OJ990915_08 . 9B17 . C2 . o3 . tm 

Start 6408 
GI none 

Exons 6408.. 6446, 6410.. 6475, 6824. 

7675. .7752, 7675. .7749, 7676. 
7842. 
8000. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 



Seq. ID OJ990915_08.9B17.C2 

Strand + 

End 10248 

Method TBLASTX : Mai ze 

End 8661 

Score 67 

.6886, 6828.. 6890, 6852 
.7750, 7677. .7751, 7842 



.7922, 7843.-7923, 7998. .8087, 7999. .8088, 7999. 
.8089, 8003. .8092, 8515. .8661, 8515. .8658, 8517. 



6884, 
7916, 
8088, 
8660 



23262 
48407 
227 

OJ990915_08 . 9B17 . C2 . o2 . tw 
7701 
none 

7701.. 7751, 7701 
7843. .7923, 7999. .8091, 8000. .8086, 
8515. .8649, 8517. .8657 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7751, 7702.. 7752, 



OJ990915_08.9B17.C2 
+ 

10248 

TBLASTX: Wheat 
8657 
52 

7842. .7916, 7842. .7922, 
8000.. 8092, 8509.. 8655, 



Seq. ID OJ990915_08.9B17.C2 



23262 
48407 
227 

OJ990915_08 . 9B17 . C2 . o2 . tm 
8661 . 
none 

8661,', 8753, 8662.. 8754, 8663.. 8761, 9785.. 9841, 9787.. 9-903, 
9788. . 9904^ 9991. .10047, 9992. .10141, 9992. .10141, 9993. .10142, 
9994. .10155, 10002. .10145, 10105 .. 10167 , 10146. .10205 



Strand 
End 

Method 

End 

Score 



+ 

10248 

TBLASTX: Maize 

10205 

14*2 



23501 




Seq. No. 23262 

Gene No. 48407 

Start 227 

Name OJ990915_08 . 9B17 . C2 . o5 . 

Start 9784 

GI none 

Exons 9784.. 9900, 9785.. 9913, 

Seq. No. 23263 

Gene No. 48408 

Start 1 

Name OJ990915_08 . 9B17 . C3 . ol . 

Start 1 

GI 1143864 

Exons 1..239, 335.-366, 475.. 
GI Descrip. (U28047) beta glucosida 

Seq. No. 23263 

Gene No. 48408 

Start 1 

Name OJ990915_08 . 9B17 . C3 . ol . 

Start 22 

GI none 

Exons _ 22.. 228, 23.. 238, 339.. 

655.. 915, 656.. 919 

Seq. No. 23263 
Gene No. ' . 48408 

Start 1 

Name OJ990915JD8 . 9B17 . C3 . ol . 

Start 22 

GI none 

Exons 22.. 177, 23.. 235, 328.. 

478. .582, 655. .906, 656 

Seq. No. 23263 

Gene No. 48408 

Start 1 

Name OJ990915_08 . 9B17 . C3 . ol . 

Start 23 

GI none 

Exons 23.. 178, 472.. 579, 480. 

Seq. No. 23263 

Gene No. 48408 

Start 1 

Name OJ990915_08 . 9B17 . C3 . ol . 

Start 510 

GI none 

Exons 510.. 575, 510.. 581, 51 

Seq. No. 23263 

Gene No. 48408 

Start 1 

Name OJ990915_08 . 9B17 . C3 . ol 

Start 647 




Seq. ID OJ990915_08.9B17.C2 

Strand + 

End 10248 

tc Method TBLASTX: Cress 

End 10143 

Score 117 
9991. .10047, 9994. .10143 

Seq. ID OJ990915_08.9B17.C3 

Strand +• 

End 1109 

np Method AAT/NAP 

End 922 

Score 725 
577, 657.. 922 
se [Oryza sativa] 

Seq. ID OJ990915_08.9B17.C3 

Strand + 

End -1109 

tm Method TBLASTX: Maize 

End 919 

Score 2 65 

368, 471. .581, 472. .579, 472. .582, 



Seq. ID OJ990915_08. 9B17.C3 

Strand + 

End 1109 

ts Method TBLASTX: Soybean 

End 916 

Score 190 
360, 342. .359, 472. .579, 474. .581, 
..916, 681. .908 





Seq. ID 


OJ990915_08. 9B17.C3 




Strand 


+ 




End 


1109 


tc 


Method 


TBLASTX: Cress 




End 


919 




Score 


164 


.581, 


644. .859, 


655. . 906, 656. . 919 




Seq. ID 


OJ990915JD8.9B17.C3 




Strand 


+ 




End 


1109 


tw 


Method 


TBLASTX: Wheat 




End 


936 




Score 


68 


. .579, 


655. .936, 


656. .922 




Seq. ID 


OJ990915_08.9B17.C3 




Strand 


+ 




End 


1109 




Method 


GENSCAN 




End 


1109 



23502 





none 








Score 


. 41 


Exons 


Ul / • aJ.VJ.LU/ 


1096. . 


1109 








Seq. No. 


23264 








Seq. ID 


OJ990915 


Gene No. 


48409 








Strand 


+ 


Start 


1106 








End 


1209 




OJ990915 08 


. 9B17 . 


C4 . ol . 


as 


Method 


GEN SCAN 


91- art 


1106 ~~ 








End 


1209 


(IT 


none 








Score 


.49 


Hi AU1 1 0 


1106 1209 












Con Mn 


23264 








Seq. ID 


OJ990915 


Gene No . 


48410 








Strand 


+ 


Start 


3354 








End 


8130 


Name 


OJ990915 08 


.9B17. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


3213 








End 


8130 


GI 


346 1.R1084 








Score 


3653 


Exons 


3213. .3591, 


4478. 


.4536, 


5295. 


.5370, 5476.-5547, 




6126. .6369, 


6623. 


.6738, 


6878. 


.7095, 7188. .7219, 



08.9B17.C4 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5667. .5754, 
7353. .7455, 
7568. .8130 

'1143864 0.0e+00 (U28047) beta glucosidase [Oryza sativa] 1 



23264 
48410 
3354 

OJ990915JD8 . 9B17 ,C4 .o2 . gs 

3354 

none 

3354. .3591, 
6126. .6369, 
7568. .7836 



4478.-4536, 4719. 
6623.. 6738, 6878. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4818, 5476 
.7095, 7188 



OJ990915_08.9B17.C4 
+ 



8130 
GEN SCAN 
7836 
.82 

5547, 
7219, 



5667. 
7353. 



,5754, 
,7455, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



23264 Seq. ID 

48410 Strand 

3354 End 

OJ990915_08 . 9B17 . C4 . ol . np Method 

6121 End 

1143864 Score 
6121. .6369, 6623. .6738, 6878. .7095, 7188 
7568. .7833 

(U28047) beta glucosidase [Oryza sativa] 



OJ990915_08.9B17.C4 
+ 

8130 
AAT/NAP 
7833 
1618 

7219, 7353.. 7455, 



23264 Seq. ID 

48411 Strand 
8436 End 
OJ990915_08 . 9B17 . C4 . o3 . gs Method 
8436 End 
none Score 
8436. .9089 

23264 Seq. ID 

48412 Strand 
12119 End 
OJ990915_08 . 9B17 . C4 . o3 . np Method 
11983 End 
6063539 Score 
11983. .12144, 12181. .12295 



OJ990915_08.9B17.C4 
+ 

9089 
GENSCAN 
9089 
.99 



OJ990915_08.9B17.C4 
+ 

14775 
AAT/NAP 
12295 
139 



23503 



GI Descrip. 


(AP000615) hypothetical prot 


ein [Oryza 


sativa] 






Seq. No. 


23264 


Seq. ID 


OJ990915_ 


_08.9B17 


.C4 


Gene No. 


48412 


Strand 


+ 






Start 


12119 


End 


14775 






Name 


OJ990915 08.9B17.C4.o5.gs 


Method 


GEN SCAN 






Start 


12119 


End 


14775 






GI 


none 


Score 


.55 






Exons 


12119. .12306, 13042. .13181, 


14343. .14449, 14743 


. .14775 




Seq. No. 


23264 


Seq. ID 


OJ990915_ 


_08. 9B17 


.C4 


Gene No. 


48413 


Strand 


+ 






Start 


22033 


End 


29000 






Name 


OJ990915 08.9B17.C4.o7.gs 


Method 


GENSCAN 






Start 


22033 


End 


26297 






GI 


none 


Score 


.82 






Pyrin <? 


22033. .22103, 22867. .22971, 


23224. .23434, 23585 


. .23784, 






23807. .23834, 25868 .. 25942, 


26229. .26297 






Seq. No. 


23264 


Seq. ID 


OJ990915_ 


_08. 9B17 


.C4 


Gene No. 


48413 


Strand 


+ 






Start 


22033 


End 


29000 






Name 


OJ990915 08.9B17.C4.o5.np 


Method 


AAT/NAP 






Start 


24172 


End 


29000 






GI 


2950395 


Score 


144 






Exons 


24172. .24195, 25645.-25773, 


25868. .25942, 28953 


. .29000 




GI Descrip. 


(AJ224847) oxidoreductase [Zea mays] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23264 Seq. ID 

48414 Strand 
30242 End 
OJ990915JD8 . 9B17 . C4 . o7 . np Method 
30242 End 
6721543 Score 

30242. .30372, 31023 .. 31076, 31467.. 31487 
(AP001073) hypothetical protein [Oryza sativa] 



OJ990915_08.9B17.C4 
+ ■ 
31487 
AAT/NAP 
31487 
74 



23264 
48415 
32685 

OJ990915_08. 9B17.C4 .o9.np 
32685 
5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32685. .33696, 34145 .. 34176, 34435 .. 34803, 36387. .36593 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ990915_08.9B17.C4 
+ 

36593 
AAT/NAP 
36593 
1606 



23264 Seq. ID 

48416 Strand 

9391 End 

OJ990915_08 . 9B17 . C4 . o4 . gs Method 

9391 End 

none Score 
9391 . . 1 07Q4 



OJ990915_08.9B17.C4 

10704 
GENSCAN 
10704 
. 94 



Seq. No. 



23264 



Seq. ID OJ990915__08.9B17.C4 



23504 



Gene No. 
Start 
Name 
Start 

Gi 

Exons 

GI Descrip. 



,48416 Strand - 

9391 End 10704 

OJ990915_08.9B17.C4-o2.np Method AAT/NAP 

9394 End 10701 

549010 Score 2035 

9394. .10701 

EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1 (ERF1) 

(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUP1 HOMOLOG) 

gi I 322554 Ipir | | S31328 omnipotent suppressor protein SUP1 homolog 

(clone G18) - Arabidopsis thaliana gi | 16514 | emb | CAA4 9172 | 

(X69375) similar to yeast omnipotent suppressor protein SUP1 

(SUP45) [Arabidopsis thaliana] gi 1 1402882 | emb | CAA66813 | (X98130) 

euka 



Seq. No. 23264 Seq. ID OJ990915_08 . 9B17 . C4 

Gene No. 48416 Strand 

Start 9391 End 10704 

Name OJ990915_08 . 9B17 . C4 . o2 . gp Method AAT/GAP 

Start 9499 End 9742 

GI 2797442 Score 459 

Exons 9499.. 9742 

GI Descrip. 322525/pir | | S31445 9.0e-31 omnipotent suppressor protein SUP1 
homolog. (clone A18) - Arabidopsis thaliana (fragment) 
>gi_16512_emb_CAA4 9171_ (X69374) similar to yeast omnipotent 
suppressor protein SUP1 (SUP45) ; ORF [Arabidopsis thaliana] 



Seq. No. 


23264 


Seq. ID 


OJ990915_ 


08.9B17 


.C4 


Gene No. 


48417 


Strand 








Start 


14540 


End 


14978 






Name 


OJ990915 08.9B17.C4.o3.gp 


Method 


AAT/GAP 






Start 


14540 


End 


14978 






GI 


5002818 


Score 


850 






Exons 


14540. .14978 










Seq. No. 


23264 


Seq. ID 


OJ990915_ 


08.9B17 


.C4 


Gene No. 


48418 


Strand 








Start 


14935 


End 


19197 






Name 


OJ990915 08.9B17.C4.o6.gs 


Method 


GENSCAN 






Start 


14935 


End 


19123 






GI 


none 


Score 


.78 






Exons 


14935. .15111, 15651. .15745, 


15984. .16115, 17294. 


.17355, 






18010. .18060, 18131. .18162, 


18410. .18 


517, 19037. 


.19123 




Seq. No. 


23264 


Seq. ID 


OJ990915_ 


08. 9B17 


.C4 


Gene No. 


48418 


Strand 








Start 


14935 


End 


19197 






Name 


OJ990915 08.9B17.C4.o4.np 


Method 


AAT/NAP 






Start 


14938 


End 


19129 






GI 


5733885 


Score 


1144 






Exons 


14938. .15069, 15651 .. 15745, 


15984. .16249, 16959. 


.17220, 






17294. .17355, 18010 .. 1814 9, 


18407. .18 


517, 19037. 


.19129 




GI Descrip. 


(AC007932) ESTs gb|H37217 and gb|T22141 come from this 


gene 




[Arabidopsis thaliana] 










Seq : No, 


23264 


Qon T H 
— - -i • • 


OJ990915 


08 . 9E17 


. C4 


Gene No. 


48418 


Strand 








Start 


14935 


End 


19197 







23505 



Name OJ990915JD8 . 9B17 . C4 . o4 . gp Method AAT/GAP . 

Start 15668 End 19197 

GI 97396_1..R1084 Score 1802 

Exons 15668. .15745, 15984 . . 1624 9, 16959 17220, 17294 17355, 

18010. .18060, 18131. .18162, 18410 .. 18517, 19037. .19197 
GI Descrip. ' 5733885/gb | AAD49773 . 1 1 AC007932_21 1.0e-101 (AC007932) ESTs 

gb_H37217 and gb_T22141 come from this gene. [Arabidopsis 

thaliana] 1 



Seq. No. 23264 Seq. ID 

Gene No. 48419 Strand 

Start 27308 End 

Name OJ990915_08 . 9B17 . C4 . 08 . gs Method 

Start 27308 End 

GI none Score 

Exons 27308. .28726 



OJ990915_08.9B17.C4 

28735 
GEN SCAN 
28726 
1 . 



OJ990915 08.9B17.C4 



Seq. No. 23264 Seq. ID _ 

Gene No. 48419 Strand 

Start 27308 > End 28735 

Name OJ990915_08 . 9B17 .C4 .06. np Method AAT/NAP 

Starr 27344 End 28735 

GI 4314356 Score 702 

Exons 27344.. 28735 

GI Descrip. (AC006340) putative anthocyanidin-3-glucoside 
rhamnosyltransferase [Arabidopsis thaliana] 

Seq. No. 23264 Seq. ID OJ990915_08 . 9B17 . C4 

Gene No. 48420 Strand 

Start 30604 End 31057 

Name OJ990915_08 . 9B17 . C4 . o5 . gp Method AAT/GAP 

Start 30604 End 31057 

GI LIB3431-045-P1-N1-A10 Score 852 

Exons 30604.. 31057 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23264 
48421 
31161 

OJ990915_08. 

3447 

none 

3447. .3584, 
5292. .5369, 
5474. .5551, 
6127. .6369, 
6879. .7094, 
7349. .7459, 



9B17.C4.o2.tm 



3449.. 3601, 3450. 

5292.. 5366, 5293. 

5475.. 5555, 5660. 

6566.. 6739, 6613. 

6884. .7084, 7189. 

7350.. 7466, 7546. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 08.9B17.C4 



31332 

TBLASTX: Maize 
7833 
227 

3602, 4476.-4544, 4477. 
5373, 5294.. 5368, 5466. 



.5755, 5665. 

.6738, 6614. 

.7218, 7190. 

.7824, 7566. 



.4536, 
.5549, 
.6368, 



.5754, 6126. 

.6739, 6621. .6749, 

.7249, 7348. .7455, 

.7826, 7567. .7833 



Seq. No. 23264 

Gene No. 48421 

Start 31161 

Name OJ990915J38 . 9B17 . C4 . o5 . tc 

Start 3458 

GI none 

Exons 3458.. 3604, 3459.. 3602, 4477. 



OJ990915_08.9B17.C4 
31332 

TBLASTX : Gress 

6309 

185 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4536, 5292.. 5369, 5292.. 5366, 



23506 






5294 . .5368, 


5466. 


.5549, 


5474. 


.5551, 5660.. 5752, 5665.. 5739 




6133. . 6267, 


6144. 


.6266, 


6279. 


.6308, 6280.. 6309 


Seq. No. 


23264 








Seq. ID 


OJ990915_08.9B17.C4 


Gene No. 


48421 








Strand 




Start 


31161 








End 


31332 


Name 


OJ990915 08 


. 9B17. 


C4 .o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


3458 








End 


7249 


GI 


none 








Score 


179 


Exons 


3458. .3607, 


3459. 


.3602, 


4477. 


.4536, 5292.. 5369, 5294.. 5368 




5295. .5369, 


5296. 


.5373, 


5306. 


.5374, 5466. .5549, 5474. .5578 




5477. .5551, 


5499. 


.5555, 


5660. 


.5752, 5664.. 5726, 5665.. 5760 




6133. .6267, 


6144. 


.6266, 


6279. 


.6356, 6279.-6365, 6280.. 6369 




6629. .6748, 


6879. 


.7091, 


6887. 


.7030, 6899. .7096, 7184. .7249 


Seq. No. 


23264 








Seq. ID 


OJ990915J38. 9B17.C4 


Gene No . 


48421 








Strand 




Start 


31161 








End 


31332 


Name 


OJ990915 08 


.9B17. 


C4.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


5318 








End 


6272 


GI 


none 








Score 


78 


Exons 


5318 . .5368, 


5319. 


.5369, 


5319. 


.5369, 5320. .5373, 5466. .5549 




5470. .5532, 


5474. 


.5548, 


5475. 


.5555, 5660. .5734, 5662. .5751 




5665. .5757, 


5666. 


.5755, 


5670. 


.5756, 6127.. 6270, 6132.. 6272 




6132. . 6272 












Seq. No. 


23264 








Seq. ID 


OJ990915_08.9B17.C4 


Gene No. 


48421 








Strand 




Start 


31161 








End 


31332 


Name 


■ OJ990915 08 


. 9B17. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6620 








End 


7829 


GI 


none 








Score 


100 


Exons 


6620. . 6748, 


6834. 


.7028, 


6879. 


.7028, 6887. .7045, 7350. .7466 




7356. .7457, 


7546. 


.7824, 


7566. 


.7829 




Seq. No. 


23264 








Seq. ID 


OJ990915_08.9B17.C4 


Gene No. 


48421 








Strand 




Start 


31161 








End 


31332 


Name 


OJ990915 08 


. 9B17. 


C4 ,o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7367 








End 


7824 


GI 


none 








■ Score 


113 


Exons 


7367 . .7459, 


7368. 


.7460, 


7566. 


.7817, 7567..7824 


Seq. No. 


23264 








Seq. ID 


OJ990915_08.9B17.C4 


Gene No. 


48421 








Strand 




Start 


31161 








End 


31332 


Name 


OJ990915 08 


. 9B17. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7388 








End 


7826 


GI 


none 








Score 


111 


Exons 


7388 . .7459, 


7389. 


.7466, 


7527. 


.7826, 7528. ,7824, 7554. .7826 


Seq. No. 


23264 








Seq. ID 


OJ990915_08.9B17.C4 


Gene No. 


48421 








Strand 




Start 


31161 








End 


31332 


Name . 


OJ990915 08 


. 9B17. 


C4 .ol. 


ts 


Method 


TRLASTX = Scybean 


Start 


9369 








End 


10708 


GI 


none 








Score 


195 



23507 




Exons 


9369. . 10043, 


9391. .10704, 9393.-9674, 


9397.. 10704, 9491 


. .10708 


Seq. No. 


23264 




Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


9385 ~~ 




End 


10734 




GI 


none 




Score 


409 




Exons 


9385. .10734, 


9387. .9818, 9491. .10726 






Seq. No. 


23264. 




Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


9415 




End 


10692 




GI 


none 




Score 


117 




Exons 


9415. .10692, 


9417. .9638, 9491. .10690 






Seq. No. 


23264 




Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9418 ~~ 




End 


9621 




GI 


none 




Score 


98 




Exons 


9418 . . 9621, 


9423.-9599, 9494 


. .9610 






Seq. No. 


23264 




Seq. ID 


OJ990915JD8.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9779 ~~ 




End 


10231 




GI 


none 




Score 


637 




Exons 


9779. .10222, 


9780.. 10220, 9781.. 10230, 


9992. .10231 




Seq. No. 


23264 




Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.o4.tc 


Method 


TBLASTX: Cress 




Start 


15649 ~ 




End 


16198 




GI 


none 




Score 


73 




Exons 


15649. . 15747 


, 15651. .15728, 


15985. .16197, 15989. .16198 




Sea No 


23264 




Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No . 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9B17.C4.o4.ts 


Method 


TBLASTX: Soybean 




Start 


15649 




End 


17176 




GI 


none 




Score 


78 




F, von <=; 


15649. . 15747 


, 15651. .15728, 


15998. .16255, 16000 .. 16233, 






16103. .16261 


, 16955. .17176, 


16959. .17171, 16960. .17175 




Seq. No. 


23264 




Seq. ID 


OJ9'90915J)8.9B17 


.C4 


Gene No. 


48421 




Strand 






Start 


31161 




End 


31332 




Name 


OJ990915 08. 


9R17 t CA : n6 = tm 


Method 


TBLASTX : Maize 




Start 


16018 




End 


18547 




GI 


none 




Score 


80 





23508 




Exons 


16018. 


.16197, 16043. 


. 16147, 


16952. .17221, 17295 .. 1734 8 , 






18407. 


.18547 










Seq. No. 


23264 






Seq. ID 


OJ990915_08.9B17 


-C4 


Gene No. 


48421 






Strand 






Start 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


27410 






End 


28369 




GI 


none 






Score 


90 




Exons 


27410. 


.27760, 27503. 


.27763, 


27507. .27779, 27794 .. 27937, 






27986. 


.28087, 28295. 


.28369 








Seq. No. 


23264 






Seq. ID 


OJ990915JD8. 9B17 


.C4 


Gene No. 


48421 






Strand 






Start 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


27445 






End 


27940 




GI 


none 






Score 


102 




Exons 


27445. 


.27468, 27557. 


.27778, 


27561. .27779, 27785 27 940, 






27788. 


.27931 










Seq. No. 


23264 






Seq. ID 


OJ990915JD8.9B17 


.C4 


Gene No. 


48421 






Strand 






Start- 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


27509 






End 


27961 




GI 


none 






Score 


104 




Exons 


27509. 


.27778, 27594. 


.27779, 


27779. .27961 




Seq. No. 


23264 






Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 






Strand 






Start 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


27695 






End 


27937 




GI 


none 






Score 


61 




Exons . 


27695. 


.27763, 27702. 


.27761, 


27753. .27932, 27776.-27937, 






27782. 


.27937 










Seq. No. 


23264 






■ Seq. ID 


OJ990915_08.9B17 


.C4 


Gene No. 


48421 






Strand 






Start 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


28388 






End 


28711 




GI 


none 






Score 


251 




Exons 


28388. 


.28711 










Seq. No. 


23264 






Seq. ID 


OJ990915_08. 9B17 


.C4 


Gene No. 


48421 






Strand 






Start 


31161 






End 


31332 




Name 


OJ990915 08.9B17.C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


28400 






End 


28708 




GI 


none 






Score 


61 




Exons 


28400. 


.28537, 28445. 


.28534, 


28547. .28708, 28556 .. 28702, 






28581. 


.28703 










Seq. No. 


23264 






Seq. ID 


OJ990915_08.9B17 


,C4 


Gene No. 


48421 






Strand 







23509 



Start 31161 End 31332 

Name OJ990915_08 . 9B17 . C4 . 08 .np Method AAT/NAP 

Start 31161 End 31332 

GI 5441880 Score 246 

Exons 31161.. 31332 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 23264. Seq. ID 

Gene No. 48422 Strand 

Start 33252 End 

Name OJ990915_08 . 9B17 . C4 . o3 . tm Method 

Start 33252 End 

GI none Score 

Exons 33252. .33719, 33257.. 33730 



OJ990915_08. 9B17.C4 
33927 

TBLASTX: Maize 

33730 

362 



Seq. No. 23264 

Gene No. 48422 

Start 33252 

Name OJ990915_08 . 9B17 . C4 . o3 . tw 

Start 33546 

GI none 

Exons 33546. .33695, 
33750. .33818, 



33548. .33700, 
33808. .33927 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_08.9B17.C4 
33927 

TBLASTX: Wheat 

33927 

194 



33549. .33725, 3374 9 33811, 



Seq. No. 23265 Seq. ID OJ990915JD8 . 9B17 . C6 

Gene No. 48423 Strand + 

Start 1 End 8989 

Name OJ990915_08 . 9B17 . C6 . ol . np Method AAT/NAP 

Start 1 End 554 

GI 5441880 Score 376 

Exons 1..188, 293.. 554 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 23265 Seq. ID 

Gene No. 48423 ' Strand 

Start 1 End 

Name OJ990915_08 . 9B17 . C6 . ol . gs Method 

Start 73 ' End 

GI none Score 
Exons 



OJ990915_08.9B17.C6 
+ 

8989 
GENSCAN 
8989 
.71 



73. .188, 293. .554, 1903. .1929, 2455. .2491, 2604. .2645, 
2669. .2857, 2944. .3102, 3244. .3353, 3434.,. 3732, 3837. .4098, 
4191. .4385, 4408. .4446, 4562. .4584, 4641. .4924, 4988. .5205, 
5630. .5806, 5873. .5950, 6589. .6726, 8081. .8146, 8258. .8444, 
8976.. 8989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



23265 
48423 
1 

OJ990915__08 . 9B17 .C6.o2 .np 

2389 

5441880 



Seq. ID OJ990915_08. 9B17.C6 
Strand 
End 

Method 
End 



+ 

8989 
AAT/NAP 
5874 

POP 



2389. .2857, 3434. .3732, 3837. .4098, 5852.. 5874 

(AP000367) EST C28952 (C62945) corresponds to a region of the 



23510 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08. 9B17.C6 


Gene No. 


48423 


Strand 


+ 




Start 


1 


End 


8989 




Name 


OJ990915 08.9B17.C6.ol.gp 


Method 


AAT/GAP 




Start 


4346 


End 


4776 




GI 


LIB3433-020-P1-K1-A6 


Score 


698 




Exons 


4346.-4776 








GI Descrip. 


, 5670155/gb|AF161269. 1IAF161269 2.0e- 


35 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08 . 9B17 .C6 


Gene No . 


48424 


Strand 


+ 




Start 


10066 


End 


12540 




Name 


OJ990915 08.9B17.C6.o2.gs 


Method 


GENSCAN 




Start 


10066 


End 


12540 




GI 


none 


Score 


.74 




Exons 


10066. .10443, 10595. .11491, 


11578.. 12540 




Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08 . 9B17 .C6 


Gene No . 


48424 


Strand 


+ 




Start 


10066 


End 


12540 




Name 


OJ990915 08.9B17.C6.o3.np 


Method 


AAT/NAP 




Start 


11069 


End 


12534 




GI 


4314356 


Score 


619 




Exons 


11069. .11510, 11578.. 12534 








GI Descrip. 


(AC006340) putative anthocyanidin-3-glucoside 






rhamnosyltransf erase [Arabidopsis thaliana] 




Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08. 9B17.C6 


Gene No. 


48425 


Strand 


+ 




Start 


13254 • 


End 


19720 




Name 


OJ9$0915 08.9B17.C6.o3.gs 


Method 


GENSCAN 




Start 


13254 


End 


19699 




GI 


none 


Score 


.73 




Exons 


13254. .13301, 14499. .14784, 


14877. .15304, 15661. 


.15770, 




15972. .16143, 16219 .. 16317 , 


16775. . 16891, 17155. 


.17226, 




17867. .17950, 18058 .. 18098 , 


18469. .18 


553, 19325. 


.19699 


Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08.9B17.C6- 


Gene No. 


48425 


Strand 


+ 




Start 


13254 


End 


19720 




Name 


OJ990915 08.9B17.C6.o2.gp 


Method 


AAT/GAP 




Start 


16004 


End 


16788 




GI 


25520 1.R1084 


Score 


952 




Exons 


16004. .16143, 16219. .16317, 


16405. .16464, 16568. 


.16788 


GI Descrip. 


'3540199 6.0e-30 (AC004260) 


Putative 


monosaccharide transport 




protein [Arabidopsis thaliana] 1 






Seq. No. 


23265 


Seq. ID 


OJ990915_ 


08.9B17.C6 


Gene No. 


48425 


Strand 


+ 




Start ■ 


13254 


-End 


19720 




Name 


OJ990915 OR . QR1 7 . C.6 . nA Vin 


Method 


AAT/NAP 




Start 


16066 


End 


19720 




GI 


5103819 


Score 


541 





23511 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16066. .16143, 16219. .16335, 164 17 .. 164 82 , 16568 16708, 
16772. .16891, 17155 .. 17226, 17867 .. 17 963, 184 65 18553, 
19325.. 19720 

(AC007591) EST gb|H77143 comes from this gene. [Arabidopsis 
thaliana] 



23265 
48425 
13254 

OJ990915_08 . 9B17 . C6 . o3 . gp 

17152 

3762337 



Seq. ID OJ990915_08.9B17.C6 



Strand 
End 

Method 

End 

Score 



19720 
AAT/GAP" 
18595 
512 



17152. .17226, 17867 .. 17950, 18058 .. 18158 , 18469.. 18595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23265 Seq. ID OJ990915_08 . 9B17 . C6 

48426 Strand + 

21293 End 21410 

0 J990915_08 . 9B17 . C6 . o5 . gp Method AAT/GAP 

21293 End 21410 

LIB3433-040-P1-K1-F7 Score 204 

21293.. 21410 

'5777366/emb|CAB53377.ir 5.0e-37 (AJ009782) 
phosphatidylinositol J 4-phosphate 5-kinase- [Arabidopsis 
thaliana] * 



23265 Seq. ID 

48427 Strand 

20014 End 

OJ990915_08 . 9B17 . C6 . o4 . tm Method 

3125 End 

none Score 



OJ990915_08.9B17.C6 
21552 

TBLASTX: Maize 

11413 

106 



3125. .3187, 3250. .3312, 10066 .. 10140 , 10074 .. 10139-, 
10119. .10262, 10144. .10203, 10200 .. 10283, 10222 .. 10314 , 



10306. .10368, 11108. .11230, 11116, 
11300. .11359, 11351.. 11413 



11220, 11126. .11224, 



OJ990915 08.9B17.C6 



Seq. No. 23265 Seq. ID 

Gene No. 48427 Strand 

Start 20014 End 

Name OJ990915_08 . 9B17 . C6 . ol . tw Method 

Start 11800 End 

GI none Score 

Exons 11800. .11901, 1194 1 .. 12093, 11944 .. 12072, 12099 .. 12173, 
12112.. 12180 



21552 

TBLASTX: Wheat 

12180 

59 



Seq. No. 


23265 




Seq. ID 


OJ990915_08.9B17 


.C6 


Gene No. 


48427 




Strand 






Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


11917 




End 


12318 




GI 


none 




Score 


142 




Exons 


11917. .12105, 12111. 


.12281, 


12112. .12318 




Seq. No. 


23265 




Seq. ID 


OJ990915_08.9B17 


.C6 


Gene No. 


4R427 




Strand 






Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


ol . ts 


Method 


TBLASTX : Soybean 





23512 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11923 
none 



End 
Score 



12318 
163 



11923. .12132, 12111. .12308, 12112.. 12318 



23265 
48427 
20014 

OJ990915_08 . 9B17 . C6 . o3 . tm 

11935 

none 

11935. .12090, 11941. .12090, 
12373. .12465, 14892 .. 14 966, 

23265 
48427 
20014 

OJ990915_08.9B17.C6.o3.ts 

16781 

none 

16781. .16876, 1714 9 17211, 
18112. .18162, 18476. .18559, 
19457. .19552 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12111 

14979 



OJ990915 08.9B17.C6 



21552 

TBLASTX: Maize 
15109 
161 

12281, 12112. .12318, 
15026, 15026.. 15109 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 08.9B17.C6 



21552 

TBLASTX : Soybean 
19552 
98 

18061. . 18159, 18077. .18160, 
19282. .19458, 19322 .. 194 80, 



Seq. No. 23265 

Gene No. 48427 

Start 20014 

Name . OJ990915JD8 . 9B17 . C6 , 

Start 16782 

GI none 

Exons 16782. .16892, 16782. 

17149. .17226, 17152. 
18022. .18159, 18056. 
18467. .18559, 18468, 
19322. .19549, 19322, 
19593. .19661, 19595. 



o2 . tm 



.16904, 
.17226, 
.18160, 
.18560, 
.19549, 
.19666 



Seq. ID 
Strand 
End - 
Method 
End 

Score ■ 
16787 
17154 
18068 
18476 



OJ990915 08. 9B17. C6 



21552 

TBLASTX: Maize 
19670 
112 

16924, 16790. .16915, 
17228, 17154. .17243, 
18163, 18466. .18558, 
18559, 19315. .19530, 



19404. .19559, 19542 .. 19670, 



Seq. No. 23265 

Gene No. 48427 

Start 20014 

Name OJ990915_08 . 9B17 . C6 . o3 . tc 

Start 18112 

GI none' 

Exons 18112. .18168, 18476 .. 18559, 
19460. .19549, 19481.. 19531 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_08.9B17.C6 
21552 

TBLASTX: Cress 

19549 

73 



19322. .19459, 19327 .. 194 4 6, 



Seq. No. 23265 Seq. ID OJ990915_08 . 9B17 . C6 

Gene No. 48427 Strand 

Start 20014 End 21552 

Name OJ990915_08 . 9B17 . C6 . o4 . gp Method AAT/GAP 

Start 20014 End 21287 

GI 66875_1.R1084 Score 999' 

Exons 20014. .20488, 21233.. 21287 

GI Descrip. f 5777366/emb | CAB53377 . 1 | 8.0e-30 (AJ009782) 

phosphatidylinositol-4-phosphate 5-kinase [Arabidopsis • 

- fha 1 n on 1 ' 



Seq. No. 



23265 



Seq. ID OJ990915_08.9B17.C6 



23513 




Gene No. 


48427 




Strand 






Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20190 




End 


21400 




GI 


none 




Score 


219 




F.3C on 

i*J /\ 1 1 W 


20190. .20489, 20209. 


.20490, 


20209. .20490, 21232 .. 21345, 






21232. .21378, 21344 . 


.21400 








Seq. No. 


23265 




Seq. ID 


OJ990915 08.9B17 


.C6 


Gene No. 


48427 




Strand 


_ 




Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


o4 . gs 


Method 


GENSCAN 




Start 


20209 




End 


21294 




GI 


none 




Score 


.98 




Exons 


20209. .20488, 21233. 


.21294 








Seq. No. 


23265 




Seq. ID 


OJ990915_08.9B17 


.G6 


Gene No. 


48427 




Strand 






Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


20212 




End 


21321 




GI 


none 




Score 


124 




Exons 


20212. .20397, 20213. 


.20374, 


20416. .20490, 21232.. 21321 




Spa No 


23265 




Seq. ID 


OJ990915_08.9B17 


.C6 


Gene No . 


48427 




Strand 






Start 


20014 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


o5 . np 


Method 


AAT/NAP 




Start 


20212 




End 


21552 




GI 


6751681 




Score 


313 




p, von s 

U Awl * O 


20212. .20488, 21233. 


.21397, 


21516. .21552 




DpscriD. 


(AC018 908) putative 


phosphatidylinositol-4 -phosphate 5- 


kinase 




[Arabidopsis thaliana] 








Seq. No. 


23265 




Seq. ID 


OJ990915_08.9B17 


.C6 


Gene No . 


48427 




Strand 






Start 


20014 - 




End 


21552 




Name 


OJ990915 08.9B17.C6. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


20215 




End 


20469 




GI 


none 




Score 


124 




Exons 


20215. .20469, 20219. 


.20377, 


20224 . .20469 




Seq . No . 


23266 




Seq. ID 


OJ990915J38.9B17 


.C7 


Gene No . 


48428 




Strand 


+ 




Start 


1 




End 


268 




Name 


OJ990915 08.9B17.C7. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


268 




GI 


LIB3433-040-P1-K1-F7 


Score 


295 




p von 


1..40, 88. .268 










(ZT Dpc;rriD 

\J ^ LJ O ' -1* JL k*/ • 


, 5777366/emb|CAB53377.1| 5. 


Oe-37 (AJ009782) 






phosphatidylinositol 


-4-phosphate 5-kinase [Arabidopsis 






thaliana] ' 










Seq. No. 


23266 




Seq. ID 


OJ990915_08. 9B17 


.C7 


Gene No. 


48429 




Strand 






Start 


1 




End 


4071 




Name 


OJ990915 08.9B17.C7. 


ol.np 


Method 


AAT/NAP 





23514 



Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1 End 2973 '' 

5777366 Score 1451 

1..294, 382. .492, 669. ,834, 1169. .1336, 1907. .2221, 2252. 

(AJ009782) phosphatidylinositol-4 -phosphate 5-kinase 

[Arabidopsis thaliana] 



,2973 



23266 
48429 
1 

OJ990915_08 . 9B17 . C7 . o2 . ts 
80 

none 



Seq. ID OJ990915_08.9B17.C7 



Strand 
End 

Method 

End 

Score 



4071 

TBLASTX: Soybean 

498 

116 



80. .301, 100. .291, 265. .303, 373. .498, 384. .479, 401. .481 



23266 
48429 
1 

OJ990915_08.9B17.C7.ol.tc 

100 - 

none 

100. .189, 142. .291, 373. .498, 



Seq. ID OJ990915_08.9B17.C7 
Strand 
End 

Method 
End 
Score 

666. .836, 667. .786, 1168. .1305, 



4071 

TBLASTX: Cress 
2946 
104 ■ 
667. .786, 1168, 



1175. .1303, 1906. .1986, 2389. .2769, 2398. .2826, 2399. .2551, 

2402. .2650, 2405. .2734, 2405. .2635, 2428. .2895, 2438.-2749, 

2500. .2940, 2554. .2943, 2569.-2673, 2569. .2895, 2764. .2805, 

2782. .2883, 2867. .2941, 2896. .2946, 2900. .2944 



23266 
48429 
1 

OJ990915_08 . 9B17 . C7 . o2 . tm 
112 
none 



Seq. ID OJ990915_08.9B17.C7 
Strand 

End 4 071 

Method TBLASTX : Mai ze 

End 1939 

Score 250 



112. .294, 114. .296, 114. .296, 232. .309, 369. .476, 373. .498, 
380. .514, 665. .835, 665. .835, 666. .836, 666. .836, 670. .840, 
1166. .1339, 1167. .1292, 1168. .1338, 1169. .1354, 1904. .1939 



Seq. ID OJ990915_08.9B17.C7 
Strand 

End 4071 

Method GEN SCAN 

End 4071 

none Score . .75 

243. .294, 382. .492, 669. .834, 1169. .1336, 1907. .2956, 
3090. .3448, 3686. .3778, 3947... 4071 



23266 
48429 
1 

OJ990915_08.9B17.C7.ol.gs 
243 



23266 
48429 
1 

OJ990915_08 . 9B17 . C7 . o3 . ts 

666 . 

none 



Seq. ID OJ990915_08.9B17.C7 
Strand 

End 4071 

Method ' TBLASTX: Soybean 

End 1302 

Score 110 



666. .836, 667. .837, 1166 .. 1285, 1168 .. 1302 



23266 

48429 • 
1 

OJ990915 08.9B17.C7.o2.gp 



Seq. ID OJ990915_08.9B17.C7 

Strand - 

End 4071 

Method AAT/GAP 



23515 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2178 End 2649 

LIB3432-056-P1-K1-E4 Score 868 

2178. .2649. 

f 322525/pir | IS31445 9.0e-31 omnipotent suppressor protein SUP1 
homolog (clone A18) - Arabidopsis thaliana (fragment) 
>gi_16512_emb_CAA49171_ (X69374) similar to yeast omnipotent 
suppressor protein SUP1 (SUP45) ; ORF [Arabidopsis thaliana] 1 



23266 
48429 
1 

OJ990915_08 . 9B17.C7.ol . tm 

2238 
none 



Seq. ID OJ990915_08. 9B17.C7 
Strand 

End 4071 

Method TBLASTX : Maize 

End 2949 

Score 610 



2238. .2846, 2254. .2847, 2261. .2749, 2359.-2847, 2473. .2895, 
2539. .2943, 2605. .2940, 2672. .2848, 2743. .2949, 2803. .2940, 
2826.-2882, 2867. .2935 



23266 
48429 
1 

OJ990915_08 . 9B17 .C7 . ol . ts 

2377 

none 

2377.. 2544, 2398. .2613, 2398. 
2404. .2685, 2473. .2889, 2474. 
2543. .2689, 2554. .2808, 2677. 

23266 
48429 
1 

OJ990915_08.9B17.C7.ol.tw 

2398 

none 

2398.. 2760, 2399.-2734, 2405. 
2480. .2749, 2482 .. 2883, ' 2548 . 

23267 
48430 
2840 - 

OJ990915_08 . 9B17 . C8 . ol . gs 

2840 

none 

2840. .3220 

23268 
48431 
401 

OJ990915_08.9B17.C9.ol.gs 

401 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 08.9B17.C7 



4071 

TBLASTX : Soybean 
2943 
75 

.2502, 2401. .2802, 2402. .2650, 
.2614, 2542. .2940, 2543. .2719, 
.2943 

Seq. ID OJ990915_08. 9B1-7.C7 
Strand 

End 4071 
Method TBLASTX : Wheat 
End 2949 
Score 128 

.2623, 2407. .2826, 2479.-2895, 
.2949, 2748.-2885 

Seq. ID OJ990915_08.9B17.C8 

Strand + 

End 3220 

Method GENSCAN 

End 3220 

Score .91 



Seq. ID OJ990915_08. 9B17.C9 



Strand 
End 

Method 

End 

Score 



+ 

2803 
GENSCAN 
1799 
.63 



401. .554, 938. .1001, 1429. .1465, 1553. .1799 



-23268 
4R431 
401 

OJ990915 08.9B17.C9.ol.gp 



Seq. ID OJ990915_08.9B17.C9 



Strand 
End 

Method 



2803 
AAT/GAP 



23516 



Start 


1386 






End 


2803 


GI 


767 1.R1084 






Score 


1984 


Exons 


1386. .2373, 


2745 


.2803 *" 






GT DescriD. 


'2281705 0. 


0e+00 


(AF013979) ethylene responsive factor [Ory 




sativa] 1 










Seq. No. 


23268 






Seq. ID 


OJ990915J38 . 9B17 . C9 


Gene No. 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


.9B17 


C9. o2. tm 


Method 


TBLASTX: Maize 


Start 


1450 






End 


1752 


GI 


none 






Score 


503 


Exons 


1450. .1752, 


1450 


.1743, 1467. 


.1751 




Seq. No. 


23268 






Seq. ID 


OJ990915_08 . 9B17 . C9 


Gene No. 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


.9B17 


C9.ol.np 


Method 


AAT/NAP 


Start 


1468 






End 


2803 


GI 


' 2281705 






Score 


1543 


Exons 


1468. .2373, 


2745 


.2803 






GI Descrip. 


(AF013979) 


ethylene responsive factor 


[Oryza sativa] 


Seq. No. 


23268 






Seq. ID 


OJ990915_08.9B17.C9 


Gene No. 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


.9B17 


C9.ol.ts 


Method 


TBLASTX :. Soybean 


Start 


1468 






End 


2801 


GI 


none 






Score 


886 


Exons 


1468. .2097, 


1507 


.2079, 1515. 


.2087, 2075.. 2251, 2102.. 2233, 




2233. .2373, 


2241 


.2330, 2242. 


.2379, 2738.. 2800, 2742.. 2801 


Seq. No. 


23268 






Seq. ID 


OJ990915_08.9B17.C9 


Gene No. 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


.9B17 


C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1468 






End 


2140 


GI 


none 






Score 


799 


Exons 


1468. .2079, 


1507 


.2058, 1524. 


.2078, 15 


8 V 9..2140 


Seq. No. 


23268 






Seq. ID 


OJ990915_08.9B17.C9 


QeiiQ No . 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


.9B17 


C9.ol. tm 


Method 


TBLASTX: Maize 


Start 


1752 






End 


2803 


GI 


none 






Score 


497 


Exons 


1752. .2099, 


1753 


.2100, 1753. 


.2100, 1754. .2101, 1919. .2104, 




2066. .2251, 


2099 


.2230, 2100. 


.2231, 2233.-2373, 2237.. 2344, 




2242. .2379, 


2738 


.2803, 2742. 


.2801 




Seq. No. 


23268 






Seq. ID 


OJ990915_08.9B17.C9 


Gene No. 


48431 






Strand 


+ 


Start 


401 






End 


2803 


Name 


OJ990915 08 


. 9B17 


C9.ol. tw 


Method 


TBLASTX: Wheat 


Start 


1858 






End 


224 8 


GI 


none 






Score 


314 


Exons 


1858. .2100, 


1858 


.2016, 1860. 


.2099, 2078. .2248, 2099. .2224 



23517 



Seq. No. 


23268 








C2. Ann Mo 


4 ft 4 








Of ar f 


4 01 

*i VJ _L 








Name 


O.TQQOQI S flft 


QR1 7 

_7 D X / 


P9 o2 




c f 0 -rf- 


914^ ~~ 








K3 X 


none 








T* 1 von Q 


214^ 219^ 


2144 


2251 


2235 


Seq. No. 


23269 








fjpnp No 


48432 








O Lai L. 


j 








IN CL1UG 


O.TQQflQI S Oft 


9R1 7 

_7 JD X / 


. C10 . ol 














GI 


none 








Hi 


J • • £. .7 U 








Seq. No. 


23270 










4 84^ 

*4 O *3 J J 








O L O.X L. 


1 4 n q 

X *± \J J 








LNCtlltC 


O.TQQOQl ^ Oft 


_7 O X / 


■ x • l* x 


. gp 


Of art - 
O Lai L 


1 4 OQ ~~ 

X H \J _/ 








OX 


ti on 0 








IT von c 


1 4 D Q 1 ft Q7 








Seq. No. 


23270 








C^QriQ No 


4ft 4 ^4 








Of a r f 


1 64 R 








Name 


O.TQQOQI'S Dft 


QR1 7 


n 9 ol 


.gs 


Of a r f 


164^ ~ 

X O 4 w> 










none 








Exons 


1645. .2484 








Seq. No. 


23270 








Gene No. 


48434 








Start 


1645 








Name 


OJ990915 08. 


9B17 


.C12.ol 


.np 


Start 


1658 









Seq. ID OJ990915_08.9B17.C9 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



+ 

2803 

TBLASTX: Cress 

2364 

114 



OJ990915_08.9B17.C10 
296 

GEN SCAN 

296 

.64 



OJ990915_08.9B17.C12 
+ 

1897 
AAT/GAP 
1897 
954 



OJ990915_08.9B17.C12 

2484 
GENSCAN 
2484 
1 



OJ990915_08.9B17.C12 

2484 
AAT/NAP 
2478 
62 9 



6437542 
1658. .2478 

(AC011623) unknown protein [Arabidopsis thaliana] 



23270 Seq. ID 

48434 . Strand 

1645 End 

OJ990915_08. 9B17.C12.ol.tc Method 

1708 End 

none Score 



OJ990915_08.9B17.C12 
2484 . 

TBLASTX: Cress 

2442 

45 



1708. .1884, 1736.. 1876, 1891. .2037, 1925. .2038, 2080. .2142, 
2102. .2140, 2210. .2437, 2290. .2442 



Seq. No. 23270 Seq. ID 

Gene No. 48434 Strand 

Start 1645 End 

Name OJ990915 08 . 9B17 . C12 . cl . tm Method 

Start 1708 ~~ End 

GI none Score 



OJ990915 08.9B17.C12 



2484 



2143 
143 



23518 



Exons 



1708. .2142, 1736. .1876, 1925. .2143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23270 Seq. ID 

48435 Strand 

6241 End 

OJ990915_08 . 9B17 . C12 . o2 . tm Method 

6241 End 

none Score 



OJ990915_08.9B17.C12 
7525 

TBLASTX: Maize 

7525 

106 



6241.. 6321, 6248.-6322, 6602.. 6727, 6603.. 6725, 6611.. 6730, 
7296.. 7367, 7307. .7345, 7317. .7523, 74 18 . . 7525 ,' 74 1 9 ... 7514 , 
7427. .7525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23270 Seq. ID 

48436 Strand 

8207 End 
OJ990915_08 . 9B17 . C12 . o3 . tm Method 

8207 End 

none Score 

8207.. 8302, 8328.. 8459, 8330.. 8461 



OJ990915_08 . 9B17 . C12 
8461 

TBLASTX: Maize 

8461 

114. 



Seq. No. 


23271 


Seq. ID 


OJ990915_08. 9B17 


.C13 


Gene _No. 


48437 . 


Strand 






Start 


1 


End 


628 




Name 


OJ990915 08.9B17.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 


' End 


531 




GI 


767 1.R1084 


Score 


721 




Exons 


1..258, 397. .531 








GI Descrip. 


'2281705 0.0e+00 (AF013979) 


ethylene responsive factor 


[Ory 




sativa] ' ; , 








Seq. No. 


23271 


Seq. ID 


OJ990915J38. 9B17 


.C13 


Gene No. 


48437 


Strand 






Start 


1 


End 


628 




Name 


OJ990915 08.9B17.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


15 


End 


527 




GI 


none 


Score 


39 




Exons 


15. .83, 18. .53, 81. .260, 82 


..261, 112. 


.267, 394. .519, 395.. 




396., 527 








Seq. No. 


23271 


Seq. ID 


OJ990915_08.9B17 


.C13 


Gene No. 


48437 


Strand 






Start 


1 


End 


628 




Name 


OJ990915 08.9B17.C13.ol.np 


Method 


AAT/NAP 




Start 


21 


End 


628 




GI 


2281705 


Score 


603 




Exons 


21. .258, 397.. 628 








GI Descrip. 


(AF013979) ethylene responsive factor 


[Oryza sativa] 




Seq. No. 


23271 


Seq. ID 


OJ990915_08. 9B17 


.C13 


Gene No. 


48437 


Strand 






Start 


1 


End 


628 




Name 


OJ990915 08. 9B17.C13.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


524 




GI 


none 


Score 


.92 




Exons 


59..258 f 397.. 524 








Seq. No. 


23272 


Seq. ID 


OJ990915_08. 9B17 


.C14 



23519 




Gene No. ' 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915 08.9B17.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


563 


GI 


346 1.R1084 


Score 


362 


Exons 


1..147, 518. .563 






GI Descrip. 


'1143864 0.0e+00 (U28047) beta glucosidase [Oryza sativa] ? 


Seq. No. 


23272 


Seq. ID 


OJ990915_08.9B17.C14 


Gene No. 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915_08 . 9B17.C14 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


562 


GI 


none 


Score 


153 


Exons 


1..141, 1..141, 3. .146, 515.. 


562 




Seq. No. 


23272 


Seq. ID 


OJ990915_08.9B17.C14 


Gene No. 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915 08.9B17.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


562 


GI 


none 


Score 


174 


Exons 


1..147, 3. .146, 517. .561, 518 


. .562 




Seq. No. 


23272 


Seq. "ID 


OJ990915_08 . 9B17 .C14 


Gene No. 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915 08.9B17.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


152 


GI 


1143864 


Score 


252 


Exons 


1..152 






GI Descrip. 


(U28047) beta glucosidase [Oryza sativa] 


Seq. No. 


23272 


Seq. ID 


OJ990915_08.9B17.C14 


Gene No. 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915 08.9B17.C14.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6 


End 


140 


GI 


none 


Score 


107 


Exons 


6. .140, 7. .129, 42. .134 






Seq. No. 


23272- 


Seq. ID 


OJ990915_08 . 9B17 .C14 


Gene No.. 


48438 


Strand 




Start 


1 


End 


563 


Name 


OJ990915 08.9B17.C14.ol.gs 


Method 


GENS CAN 


Start 


16 


End 


522 


GI 


none 


Score 


.9.7 


Exons 


16. .147, 518. .522 






Seq. No. 


23273 


Seq. ID 


OJ990915_08.9B17.C15 


Gene No. 


48439 


Strand 




Start 


166 


End 


177 


Name 


OJ990915 08. 9B17.C15.ol.gs 


Method 


GENS CAN 


Start 


166 


End 


177 


GI 


none 


Score 


.62 


Exons 


166. .177 







23520 



Seq. No. 23274 

Gene No. 48440 

Start 114 

Name OJ990805J)1 . 9B19 .C2 . ol . gs 

Start 114 

GI none 
Exons 



Seq. ID OJ990805_01.9B19.C2 
Strand 

4728 
GEN SCAN 
4716 
.5 



End 

Method 
End 
Score 

114. .300, 332. .401, 669. .899, 956. .1136, 3257. .3468, 3539. .3593, 
4165. .4315, 4581. .4716 



Seq. No. 


23274 






Seq. ID 


OJ9908O6 


_01.9B19.C2 


Gene No . 


48440 






Strand 






Start 


114 






End 


4728 




Name 


OJ990805 01 


.9B19.C2.ol. 


np 


Method 


AAT/NAP 




Start 


827 






End 


4728 




GI 


6063557 






Score 


331 




Exons 


827. .910, 4103. .4288, 4537. .4728 






GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 


Seq. No. 


23274 






Seq. ID 


OJ990805 


_01.9B19.C2 


Gene No. 


48441 






Strand 






Start 


6133 






End 


6630 




Name 


OJ990805 01 


.9B19.C2.ol. 


tm 


Method. 


TBLASTX: 


Maize 


Start 


1947 






End 


5013 




GI , 


none 






Score 


37 




Exons 


1947. .1979, 


2051. .2113, 


2073. 


.2114, 2192.. 2239, 


2193. .2240, 




2245. .2355, 


2268. .2375, 


2273. 


.2359, 3270. .3326, 


3275. .3319, 




3358. .3429, 


3359. .3430, 


3420. 


.3470, 3431.. 3469, 


3456. .3494, 




4728. .4751, 


4729.-4749, 


4774. 


.4806, 4774. .4803, 


4775. .4804, 




4806. .4829, 


4807. .4830, 


4922. 


.4984, 4922. .4984, 


4930. .4992, 




4939. .4986, 


4989. .5012, 


4990. 


.5013 







Seq. No. 


23274 . 


Seq. ID 


OJ990805 


Gene No. 


48441 


Strand 




Start 


6133 


End 


6630 


Name 


OJ990805 01.9B19.C2.o2.gs 


Method 


GEN SCAN 


Start 


6133 


End 


6630 


GI 


none 


Score 


.73 


Exons . 


6133. .6630 






Seq. No. 


23275 


Seq. ID 


OJ990805; 


Gene No. 


48442 


Strand 


+ 


Start 


1 


End 


1690 


Name 


OJ990805 01.9B19.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1690 


GI 


6006359 


Score 


93 


Exons 


1..88, 1636. .1690 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23275 


Seq. ID 


OJ990805 


Gene No. 


48443 


• Strand 


+ 


Start 


9312 


End 


11704 


Name 


OJ990805 01.9B19.C3.o2.np 


Method 


AAT/NAP 


Start 


9312 


End 


11704 


GI 


130582 


Score 


541 


Exons 


9312. ,1 0372,- 11686,-117 04 







01.9B19.C3 



GI Descrip. 



RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 



23521 




. gi 1 100342 Ipir M S04273 hypothetical protein - common tobacco 
gi|20045|emb'|CAA32025| (X13777) ORF [Nicotiana tabacum] 





23275 


Seq. ID 


OJ990805 


01. 9B19.C3 


(~l&r\ci Wo 


48444 


Strand- 






Of a r f 


7532 


End 


9057 




IN C3.1LIC' 


OJ990805 01.9B19.C3.o2.gs 


Method 


GENSCAN 




Cfarf 


7532 " 


End 


9057 




rir 


none 


Score 


.47 




Exons 


7532.. 7584, 7629- .-8164, 8182. 


.8358, 8699. .9057 




kJ C VJ • LiV-* 1 • 


23276 


Seq. ID- 


OJ990805 


01.9B19.C4 




48445 


Strand 






O L. ax u 


1 


End 


2309 




LNCtlUC- 


OJ990805 01.9B19.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2309 




rij 


6721547 


Score 


92 




Hi AUilO 


1..50, 2208. .2309 








GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib 


. (AB013448 


UCVj • L'U • 


23276 


Seq. ID 


OJ990805 


01 . 9B19.C4 




48446 


Strand 






Of art 


5408 


End 


8527 




1NCL1LIC 


OJ990805 01.9B19.C4.o2.gs 


Method 


GENSCAN 




Of art 


5408 


End 


8527 ' 






none 


Score 


.47 






5408. .5671, 6116. .6184, 6498. 


.6637, 7083. .7117, 


7583 . . 8002 




8031.. 8181, 8403.. 8527 








Seq. No. 


23277 


Seq. ID 


OJ990805 


_01.9B19.C5 


Canp Mo 


48447 


Strand 


+ 




Of- =17-+* 


6628 


End 


6712 




LN CLIMC 


OJ990805 01. 9B19.C5.ol.gp 


Method 


AAT/GAP 




Of- ar f 


6628 


End 


6712 




GI 


uC-osflM202097dl0bl 


Score 


95 




I* 1 von q 


6628.. 6712 








GI Descrip. 


'4 062935/dbj 1 AB0034 95 . 1 1 AB0034 95 3 . Oe- 


14 Oryza 


sativa DNA 




di hydro f lavonol 4 -reductase, 


complete 


cds * 




Qpn Mo 


23277 


Seq. ID 


OJ990805 


01 . 9B19 . C5 


(tpnp MO 


48448 


Strand 






O Lul L 


3812 


End 


10063 




IN alUC 


OJ990805 01.9B19.C5.o2.gs 


Method 


GENSCAN 




Of- ar f 


3812 


End 


10063 






none 


Score 


.78 




TP von d 


3812.. 3910, 5514.. 5536, 10051 


. .10063 






Seq. No. 


23278 


Seq. ID 


OJ990805 


_01.9B19.C6 


Gene No. 


48449 


Strand 


+ 




Start 


157 


End 


5068 




Name 


OJ990805 01.9B19.C6.ol.np 


Method 


AAT/NAP 




Start 


157 


End 


5068 




GI 


3228517 


Score 


927 




Exons 


157. .442, 541. .597, 700. .885, 


975. .1059, 1655.. 


1745, 1822. 




3010.. 3129, 3232,, 3304,- 3929. 


. 4088 , 41 


/ ^> • * -1 ~J -i- ( 


4424. .4477 




5008.. 5068* 








GI Descrip. 


(AF007788) ETTIN [Arabidopsis 


thaliana] 





23522 



.1: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990805_01.9B19.C6 
Strand + 
End 5068 
Method GEN SCAN 
End 5043 
none Score .77 

158. .442, 541. .597, 700. .885, 975. .1059, 1655. .1745, 1822. .1986, 
3010. .3178, 3929. .4088, 4175. .4264, 4808. .5043 



23278 
48449 
157 

OJ990805_01 . 9B19 . C6 . ol . gs 
158 



Seq. ID OJ990805_01.9B19.C6 
Strand + 
End 5068 
Method TBLASTX : Cress 
End 4477 
none Score 161 

250. .360, 251. .358, 407. .442, 535. .597, 766. .885, 783. .875, 
974. .1060, 975. .1061, 1645. .1746, 1653. .1745, 1808. .1987, 
2993. .3130, 3044. .3127, 3238.-3273, 3271. .3306, 3929. .4015, 
4168. .4242, 4173. .4238, 4421. .4477, 4426.-4476 



23278 
48449 
157 

OJ990805_01.9B19.C6.ol.tc 
250 



23278 
48449 

157 - 
OJ990805_01 . 9B19 . C6 . o2 . tm 
322 
none 



Seq. ID OJ990805_01.9B19.C6 

Strand + 

End 5068 

Method TBLASTX : Mai ze 

End 1064 

Score . 69 



322. .360, 323. .364, 406. .441, 407. .442, 535. .600, 540. .599, 
777.-875, 778.-885, 854. .886, 931. .1059, 974. .1060, 975. .1061, 
975. .1064, 976. .1062 



Seq. No. 


23278 




Seq. ID 


OJ990805_01.9B19.C6 


Gene No. 


48449 




Strand 


+ 


Start 


157 




End 


5068 


Name 


OJ990805 01.9B19 


.C6.ol.gp ■ 


Method 


AAT/GAP 


Start 


762 




End 


1888 


GI 


569467 




Score 


625 


Exons 


762. .885, 975.. 1059, 1655. 


.1744, 1820. 


.1888 


GI Descrip. 


3228517 1.0e-43 


(AF007788) 


ETTIN [Arabidopsis thaliana] 


Seq. No. 


23278 




' Seq. ID 


OJ990805_01.9B19.C6 


Gene No. 


48449 




Strand 


+ 


Start . 


157 




End 


5068 


Name 


OJ990805 01.9B19 


.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


796 




End 


1061 


GI 


4306688 




Score 


148 


Exons 


796.-885, 798. .81 


66, 975. .1061, 986.. 1060 


GI Descrip. 










Seq. No. 


23278 




Seq. ID 


OJ990805_01.9B19.C6 


Gene No. 


48449 




Strand 


+ 


Start 


157 




End . 


5068 


Name 


OJ990805 01.9B19 


,C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


1645 




End 


5055 


GI 


none 




Score 


114 


Exons 


1645.. 1746, 1653 


..1745, 1808. .1987, 1824. .1913, 1831. .1989, 




1871.. 1984, 1935 


..1991, 3007.. 3081, 3008.. 3130, 3011.. 3127, 



23523 



3012. .3128, 3229. .3306, 3230. .3307, 3929. .4090, 3933. .4100, 

3955. .4086, 4156. .4491, 4172. .4489, 4174. .4491, 4176. .4517, 

4310. .4492, 4492. .4581, 4632. .4730, 4640. .4726, 4817. .4966, 

4866. .4976, 4876. .4971, 4884. .4997, 4968. .5045, 4969. .5055, 
4973. .5050 



Seq. No. 23278 

Gene No. 48449 

Start 157 

Name OJ990805_01 . 9B19 . C6 . o2 . ts 

Start 1645 

GI none 

Exons 1645.. 1746, 1653.. 1745, 1820. 
3926. .3991 



Seq. ID OJ990805_01. 9B19.C6 

Strand + 

End 5068 

Method TBLASTX : Soybean 

End 3991 ^ 

Score 135 

.2029, 3008.. 3148, 3062.. 3148, 



...Seq. No. 23278 
'6ene No. 4 8449 

Start 157 

Name OJ990805_01 . 9B19 . C6 . ol . tw 

Start 3000 
GI none 

Exons 3000.. 3131, 3008:^3133, 3008. 

3249. .3308, 3913. .4071, 3915. 
4155. .4358, 4169. .4246, 4172. 
4341. .4400, 4345. .4401, 4400. 
4402. .4449 



Seq. ID OJ990805_01. 9B19.C6 

Strand + 

End 5068 

Method TBLASTX : Wheat 

End ' 4 4 4 9 

Score 192 

.3133, 3229.. 3306, 3230.. 3307, 
.4070, 3929.. 4087, 3955.. 4086, 
.4363,, 4177.. 4359, 4298.. 4363, 
.4447, 4401. .4448, 4401. .4448, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrio. 



23278 Seq. ID 

48449 Strand 

157 End 

OJ990805_01. 9B19.C6.o2.gp Method 

3938 End 

2428540 Score 
3938. .4088, 4175. .4486 

2245390 1.0e-09 (U89296) auxin response transcription factor 3; 
ARF3 [Arabidopsis thaliana] 



OJ990805_01. 9B19.C6 
+ 

5068 
AAT/GAP 
4486 
902 



23278 
48449 
157 

OJ990805_01 . 9B1 9 . C6 . o3 . gp 
4819 

59443_1.R1084 
4819. .5068 

! 2245390 1.0e-09 (U89296) 



Seq. ID OJ990805_01.9B19.C6 

Strand + 

End '^5068 

Method AAT/GAP 

End 5068 

Score 440 

auxin response transcription factor 3; 



ARF3 [Arabidopsis thaliana] 1 

23279 Seq. ID 

48450 Strand 

1 ' End 

OJ990805_01 . 9B19 . C7 . ol . gp Method 

1 End 

59443_1.R1084 Score 
1. .171 

'2245390 l.Oe-09. (U89296) auxin response transcription factor 3; 
ARF3 [Arabidopsis thaliana] 1 



OJ990805_01.9B19.C7 
+ 

171 

AAT/GAP 

171 

298 



23524 




Seq. No. 


23279 








Seq. ID 


OJ990805 


_01.9B19 


.C7 


Gene No. 


48451 








Strand 


+ 






Of arf 


432 








End 


1058 








OJQQ0805 01 


qriq c7 ol 


y° 




Mpfhod 


GEN SCAN 








432 ~~ 








End 


1058 






01 


none 








Score 


. 9 






LiAvJilO 


432 1058 
















Qpn No 


23279 








Seq. ID 


OJ990805 


01. 9B19 


.C7 


Gene No." 


48452 








Strand 


+ 






Start 


5261 








End 


7580 






Name 


OJ990805 01. 


9B19.C7.ol. 


nD 




Method 


AAT/NAP 






Start 


5246 








End 


7577 








479356 








Score 


1585 








5246. .7577 


















protein kinase PK1 (EC 


2.7 


. 1. 


-), receptor-like 


- maize 




Seq. No. 


23279 








Seq. ID 


OJ990805 


_01. 9B19 


.C7 


Gene No. 


48452 








Strand 


+ 








5261 








End 


7580 






Kfanip 

LN GILIC. 


OJ990805 01. 


9B19.C7.o3. 


as 




Method 


GENSCAN 






Of- a r -|- 
O Lai L 


5261 








End 


7580 








none 








Score 


.88 








5261, .6023, 


6034. .7580 
















23279 








Seq. ID 


OJ990805 


01. 9B19 


.C7 


fipnp No 


48453 








Strand 


+ 






Start 


9632 








End 


15526 






Name 


OJ990805 01. 


9B19.C7.o3. 


np 




Method 


AAT/NAP 






Start 


9632 








End 


15526 






(IT 


5734709 








Score 


102 








9632. .9901, 


10199. .10490, 


15461. .15526 










(AC008075) Contains PF 100069 


Eukaryotic protein 


kinase 


doma i n 




[Arabidopsis 


thaliana] 














Seq. No. 


23279- 








Seq. ID 


OJ990805 


_01.9B19 


.C7 


Gene No. 


48454 








Strand 








Start 


8239 








End 


15731 






Name 


OJ990805 01. 


9B19.C7.o3. 


tm 




Method 


TBLASTX: 


I^ai ze 




0 u a j_ l. 


1948 * 








End 


2098 






VJ J. 


none 








Score . 


117 






LAUlliJ 


1948. .2097-, 


1955. .2098 














Cqa Mo ' 


23279 








Seq. ID 


OJ990805 


01 . 9B19 


.C7 


Gene No. 


48454 








Strand 








Start 


8239 








End 


15731 






Name 


OJ990805 01. 


9B19.C7.o2. 


ts 




Method 


TBLASTX: 


Soybean 




0 Lai L 


5315 








End 


15710 






(IT 


none 








Score 


129 






LiAUllD 


5315. .5476, 


5323. .5472, 


5471. 


.5620, 54E 


J8. .5574, 


15375 . . 


15530, 

■J- \J f 




15525. .15710 
















Seq. No. 


23279 








Seq. ID 


OJ990805 


_01.9B19 


.C7 


Gene No. 


48454 








Strand 








Start 


8239 








End 


157.31 






Name 


OJ990805 01. 


9B19.C7.ol. 


tc 




Method 


TBLASTX : 


Cress 




Start 


5438 








End 


7562 







23525 



GI 

Exons 



none Score 43 .. 

5438.. 5548, 5537.. 5602, 5627.. 5767, 6810.. 6998, 6812.. 6928, 
7004. .7171, 7011. .7202, 7221. .7337, 7419. .7562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23279 
48454 
8239 

OJ990805JU . 9B19 . C7 . o2 . tm 

5615 

none 



Seq. ID OJ990805_01.9B19.C7 
Strand 

End 15731 

Method TBLASTX : Maize 

End 15731 

Score 79 



5615. .5680, 5632. .5679, 5659. .5775, 5668. .5823, 5678. .5914, 
5678.. 5914, 15663. .15731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23279 
48454 
8239 

OJ990805_01.9B19.C7.ol.tm 

6716 J 

none 



Seq. ID OJ990805_01.9B19.C7 
Strand 

End 15731 

Method TBLASTX : Maize 

End 7325 

Score 74 



6716.. 6844, 6753/. 6845, 6855.. 7004, 6855.. 6962, 7017.. 7325, 
7031.. 7282 



Seq. No. 23279 

Gene No. 48454 

Start 8239 

Name OJ990805_01 . 9B19 . C7 . ol . ts 

Start 6723 

GI none 
Exons 



Seq. ID OJ990805_01.9B19.C7 
Strand 

^End 15731 

Method TBLASTX : Soybean 

End 7169 

Score 296 



6723. .6989, 6731. .7000, 6740. .6937, 6961. .7167, 7017. .7169, 
7023. .7169 



Seq. No. 23279 

Gene No. 48454' 

Start 8239 

Name OJ990805_01. 9B19.C7 .ol.tw 

Start 6860 

GI none 
Exons 



Seq. ID OJ990805_01.9B19.C7 
Strand 

End 15731 

Method TBLASTX : Wheat 

End 7283 

Score 169 



6860. .6931, 6861. .6992, 6868. .6975, 6870. .6992, 6889. .6996, 
7010. .7282, 7014. .7283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 

GI Descrip. 



23279 
48454 
8239 

OJ990805_01.9B19.C7.o2.np 
8239 
2289002 
8239.-8256, 9560. .9697 

(AC002335) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990805_01.9B19.C7 
Strand 

End 15731 

Method AAT/NAP 

End 9697 

Score 117 



23279 
48454 
8239 

OJ990805_01.9B19.C7.o2.gp 
8848 

2312863 Score 573 

8848. 19148 

5091496/dbj | AB023482 . 2 | AB023482 1.0e-12 Oryza sativa genomic 



Seq. ID OJ990805_01.9B19.C7 
Strand 

End 15731 

Method AAT/GAP 

End 9148 



23526 



4 



DNA, chromosome 6, clone P0680A03, complete sequence 



Spct No . 


23279 




Seq. ID 


OJ990805 


01. 9B19 


.C7 


(Zpnp No . 


48454 




Strand 








Start 


8239 




End 


15731 






Name 


OJ990805 01. 


9B19.C7.o4.gs 


Method 


GENSCAN 






Start 


9071 ~ 




End 


10298 






GI 


none 




Score 


.75 






Exons 


9071. .9165, 


9340.. 9482, 9502 


..9627, 9742. .10298 






Seq. No. 


23280 




Seq. ID 


OJ990805 


_01. 9B19 


-C8 


Gene No . 


48455 




Strand 


+ 






Start 


119 




End 


217 






Name 


OJ990805 01. 


9B19.C8.ol.gs 


Method 


GENSCAN 






Start 


119 ~ 




End 


217 






GI 


none 




Score 


.47 






Exons 


119. .217 












Seq. No. 


23281 




Seq. ID 


OJ990805 


_01.9B19 


,C9 


Gene No . 


48456 




Strand 


— 






Start 


1770 




End 


2607 






Name 


OJ990805 01. 


9B19.C9.ol .gs 


Method 


GENSCAN 






Start 


1770 ~~ 




End 


2598 






GI 


none 




Score 


. 68 






Exons 


1770. .1786, 


1916.. 2434, 2553 


. .2598 








Sea No. 


23281 




Seq. ID 


OJ990805 


01. 9B19 


.C9 




48456 




Strand 


- 






Start 


1770 




End 


2607 






Name 


OJ990805 01. 


9B19.C9.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


2325 _ 




End 


2607 






GI 


none 




Score 


84 






Exons 


2325. .2438, 


2350.. 2439, 2554 


. .2607 








Seq. No. 


23282 




Seq. ID 


OJ990805 


01. 9B19 


.C10 


Gene No . 


48457 




Strand 








Start 


51 




End 


4662 






Name 


OJ990805 01, 


9B19.C10.ol.gs 


Method 


GENSCAN 






Start 


51 ~ 




End 


4662 






GI 


none 




Score 


.55 






Exons 


51. .323, 663 


..1076, 4409. .4616, 4660.. 


4662 






Seq. No. 


23283 




Seq. ID 


OJ990805 


_01. 9B19 


.Cll 


Gene No. 


48458 




Strand 


+ 






Start 


13448. 




End 


25797 






Name 


OJ990805 01. 


9B19.Cll.o3.gs 


Method 


GENSCAN 






Start 


13448 




End 


24725 






GI 


none 




Score 


.44 








13448. .13618 


, 13864. .13968, 


14519. .14675, 15988 


. . 16157, 






16252. .16457, 19295 .. 19389, 


19501. .20112, 21656 


. .21883, 






22256. .22422 


, 24279.. 24725 










Seq. No. 


23283 




Seq. ID 


OJ990805 


_01. 9B19 


.Cll 


Gene No. 


48458 




Strand' 


+ 






Start 


13448 




T7 — *-l 


o n at 






Name 


OJ990805 01. 


9B19.Cll.ol.gp 


Method 


AAT/GAP 






Start 


14786 




End 


15350 







23527 



GI ■ 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



72424_1.R1084 ' Score 75 

14786. .14810, 15294. .15350 

1 2842493/emb | CAA16890.il 8.0e-32 (AL021749) predicted protein 
[Arabidopsis thaliana] ' 



23283 
48458 
13448 

OJ990805_01.9B19.Cll.o2.gp 
15936 

45084 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
159367.16157, 16252 1644 6, 19495., 19566 

1 28424 93/emb | CAA16890 . 1 1 7.0e-18 (AL021749) predicted protein 
[Arabidopsis thaliana] ■ 



OJ990805_01.9B19.C11 
+ 

25797 
AAT/GAP 
19566 
877 



Seq. No. 


23283 


Seq. ID 


OJ990805_ 


_01.9B19.C11 


Gene No . 


48458 


Strand 


+ 




Start 


13448 


End 


25797 




Name 


OJ9*90805 01.9B19.Cll.o2.np 


Method 


AAT/NAP 




Start 


15990 


End 


20090 




GI 


2842493 


Score 


876 




Exons 


15990. .16157, 16261. .16453, 


19501. .20090 




GI Descrip. 


(AL02174 9) predicted protein 


[Arabidopsis thaliana] 


Seq. No. 


23283 


Seq. ID 


OJ990805_ 


_01.9B19.C11 


Gene No . 


48458 


Strand 


+ 




Start 


13448 


End 


25797 




Name 


OJ990805 01.9B19.Cll.o3.gp 


Method 


AAT/GAP 




Start 


23713 


End 


23904 




GI 


5667165 


Score 


356 




Exons 


23713. .23904 








GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa subsp. 


japonica BAC clone 34K24, complete sequence 




Seq. No. 


23283 


Seq. ID 


OJ990805_ 


_01.9B19.C11 


Gene No. 


48458 


Strand 


+ 




Start 


13448 


End 


25797 




Name 


OJ990805 01.9B19.Cll.o3.np 


Method 


AAT/NAP 




Start 


23986 


End 


25797 




GI 


6907086 


Score 


1312 




Exons 


23986. .24742, 24800 .. 25045, 


25272. .254! 


36, 25613 


.25797 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23283 


Seq. ID 


OJ990805_ 


_01.9B19.C11 


Gene No. 


48459 


Strand 






Start - 


1 


End 


1180 




Name 


OJ990805 01.9B19.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1180 




GI 


6721547 


Score 


99 




Exons 


1..27, 1079. .1180 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


23283 


Seq. ID 


OJ990805_ 


_01.9B19.C11 


Gene No. 


48460 


Strand 






Start 


10640 


End 


mn 
j — > j- j. 




Name 


OJ990805 01.9B19.Cll.o2.gs 


Method 


GEN SCAN 




Start 


10640 


End 


11311 





23528 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



none 

10640. .10714, 11213. .11311 

23283 
48461 
25080 

OJ990805_01. 9B19.Cll.ol.tc 

6606 

none 

6606. .6872, 6620.. 6874, 6627. 
6654.. 6875, 6690.. 6911, 6713. 
6825.. 7172, 6830.. 7027, 6888. 
7256. .7303 

23283 
48461 
25080 

OJ990805_01.9B19.Cll.o3.tm 

6624 

none 

6624.. 7085, 6626.. 7057, 6627. 
6687. .7175 

23283 
48461 
25080 

OJ990805_01.9B19.Cll.o3.ts 
6624 
none 

6624. .7040, 6626. .6886, 6627. 
6795.. 7148, 6809.. 6886, 6864. 

23283 
48461 
25080 

OJ990805_01 . 9B19 . Cll . o2 . tm 
15985 
none 

15985. .16020, 15986. . 16039, 
16106. .16159, 16115. .16162, 

23283 
48461 
25080 

OJ990805_01.9B19.Cll.o2. tc 
15990 
none 

15990. .16031, 16104. .16181, 
16264. .16392 

23283 
48461 
25080 

OJ990805_01.9B19.Cll.o2.ts 
15990 
none * 

15990. .16046, 16119 .. 16181 , 



Score 



.69 



Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 
Method TBLASTX : Cres s 
End 7303 
Score 188 

.6977, 6627. .6806, 6644. .6880, 
.6988, 6732. .7082, 6789.-6986, 
.7172, 6897. .7094, 6941. .6991, 



Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 

Method TBLASTX: Maize 

End 7175- - 

Score 228 

.7175, 6630. .7172, 6630. .6986, 



Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 
Method TBLASTX : Soybean 
End 7364 
Score 291 

.6833, 6654. .6761, 6768.-6872, 
.7172, 6942. .7172, 7194. .7364 

Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 - 

Method TBLASTX : Mai ze 
. End 16347 
Score 54 
15987. .16046, 16095 .. 16160, 
16245. .16307, 16249.. 16347 

Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 

Method TBLASTX: Cress 

End 16394 

Score 54 
16115. .16138, 16257. .16394, 



Seq. ID OJ990805_01.9B19.C11 
Strand 

End 25397 

Method TBLASTX : Soybean 

End 16485 

Score . 51 
16269. .16454, 16270. .16485 



23529 




Seq. No. 


23283 


Seq. ID 


OJ990805_01.9B19. 


Cll 


Gene No. 


48461 


Strand 






Start 


25080 


End 


25397 




Name 


OJ990805 01. 9B19.Cll.o3.tc 


Method 


TBLASTX: Cress 




Start 


19485 


End 


19814 




GI 


none 


Score 


130 




Exons 


19485. .19604, 194 99 .. 19603, 19572 .. 19637 , 19592 .. 19636, 






19716. . 19814, 19721. . 19813 








Seq. No. 


23283 


Seq. ID 


OJ990805_01. 9B19. 


Cll 


Gene No. 


48461 


Strand 






Start 


25080 


End 


25397 




Name 


OJ990805 01.9B19.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19520 ~ 


End 


19844 




GI 


none 


Score 


527 




Exons 


19520. .19834, 19521. .1984 4 








Seq. No. 


23283 


Seq. ID 


OJ990805_01. 9B19. 


Cll 


Gene No. 


48461 


Strand 






Start 


25080 


End 


25397 




Name 


OJ990805 01 . 9B19 . Cll .ol . tm 


Method 


TBLASTX: Maize 




Start 


19622 ~~ 


End 


19847 




GI 


none 


Score 


375 




Exons 


19622. .19846, 19638. .19847 








Seq. No. 


2^283 


Seq. ID 


OJ990805_01.9B19. 


Cll 


Gene No. 


48461 


Strand 






Start 


25080 


End 


25397 




Name 


OJ990805 01.9B19.Cll.o4.gs 


Method 


GENSCAN 




Start 


25080 


End 


25397 




GI 


none 


Score 


.96 




Exons 


25080. .25397 








Seq. No 


23284 


Seq. ID 


OJ990605_42.9C03. 


C2 


Gene No. 


48462 


Strand 


+ 




Start 


2577 


End 


10766 




Name 


OJ990605 42.9C03.C2.ol.gs 


Method 


GENSCAN 




Start 


2577 ' 


End 


10766 




GI 


none 


Score 


.78 




Exons 


2577. .2963/ 3760.. 3924, 4090. 


.4212, 4442. .4663, 5484. .5573, 




7650 7807. 7887 .7951. 8437. 


.8548, 9134. .9191, 9687. .9851, 




9934. .9998, 10410. .10766 








Seq. No. 


23284 


Seq. ID 


OJ990605_42.9C03. 


C2 


Gene No . 


48462 


Strand 


+ 




Start 


2577 


End 


10766 




Name 


OJ990605 42.9C03.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


2643 


End ' 


2882 




GI 


none 


Score 


43 




Exons 


2643.. 2675, 2742. .2882, 2744. 


.2839 






Seq. No. 


23284 


Seq. ID 


OJ990605_42.9C03 


C2 


Gene No. 


48462 


Strand 


+ 




Start 


2577 


End 


10766 




Name 


OJ990605 42.9C03.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


4084 


End 


4660 





23530 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

Seq. No. 
Gene No. 



none Score 153 

4084. .4215, 4156. .4215, 4433. .4660, 4433. .4618, 4438. .4659 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
4585.. 4701, 4586..4663, 5473.. 5625, 5479.. 56.19, 5481.. 5621, 
5696. .5800, 5707. .5802, 5707. .5802, 6836. .6898, 6840. .6923, 
6840. .6923 



23284 
48462 
2577 

OJ990605_42.9C03.C2.o3.tm 
4585 



OJ990605_42.9C03.C2 
+ 

10766 

TBLASTX: Maize 
6923 
110 



23284 
48462 
2577 

OJ990605_42.9C03.C2.ol.tw 

5737 

none 

5737. .5802, 5738. .5800, 6838. 
7070.. 7132, 7080.. 7130, 7081. 
7239.. 7319, 7239.-7346, 7240. 
7652.. 7738, 7727.. 7807, 7728. 
7873.-7932, 7884.-7934, 7887. 

23284 
48462 
2577 

OJ990605_42 . 9C03 . C2 . ol . ts 
6840 



none 

6840. 

7650. 



.6923, 7070.. 7132, 7081. 
.7808, 7651. .7818, 7652. 



Seq. ID OJ990605_42.9C03.C2 

Strand + 

End 10766 

Method TBLASTX : Wheat 

End 7934 

Score 8 6 

.6894, 6839. .6922, 6840. .6935, 
.7131, 7081. .7143, 7232. .7318, 
.7323, 7650.. 7739, 7650.. 7727, 
.7808, 7732.. 7818, 7732.. 7833, 
.7934 . . 

Seq. ID OJ990605_42.9C03.C2 

Strand + 

End 10766 

Method TBLASTX : Soybean 

End 8366 

Score 8 9 

.7131, 7232. .7321, 7239.-7322, 
.7807, 7873.-7953, 7884. .7952, 



8301. .8366 

23284 
48462 
2577 

OJ990605_42 . 9C03 . C2 . ol . tm 

7232 

none 

7232.. 7324, 7239.-7322, 7650. 
7884... 7940, 8301.. 8363, 8303. 
8451.. 8549, 8453.. 8551, 9132. 
9270.. 9311, 9271.. 9312, 9303. 
9372.. 9518, 9376.. 9513 

23284 
48462 
2577 

OJ990605_42.9C03.C2.o3.tc 

9424 

none 

9424.. 9603, 9462.. 9599 

23284 
48462 



-Seq. ID 
Strand 
End 

Method 
End 
Score 

.7808, 7655 
.8362, 8305 



OJ990605_42.9C03.C2 
+ 

10766 

TBLASTX: Maize 
9518 
101 

7807, 7873. .7953, 
8370, 8448. .8549, 



.9191, 9136.. 9192, 9136.. 9186, 
.9365, 9313.. 9366, 9359.. 9514, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990605_42. 9C03.C2 
+ 

10766 

TBLASTX: Cress 

9603 

187 



OJ990605_42.9C03.C2 
+ 



23531 



Start 


2577 






End 


10766 


Nam© 


OJ990605 42 


.9C03.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9562 ~~ 






End 


9827 




none 






Score 


74 


F.xons 


9562 . . 9603, 


9564 . . 9599, 


9672. 


.9827, 967 


8. .9827 


Seq. No. 


23285 






Seq. ID 


OJ990605__42. 9C03.C3 


Gene No . 


48463 






Strand 


+ 


Start 


. 1 






End 


4450 


Name 


OJ990605 42 


.9C03.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2816 


GI 


3236249- 






Score 


906 


Exons 


1..63, 290. 


.1232, 1334. 


.1491, 


1687, .1738, 1849. .1931, 




2037. .2130, 


2225. .2326, 


2374. 


.2816 




GI Descrip. 


(AC004 684) putative WD- 


40 repeat protein [Arabidopsis thai 


Seq. No. 


23285 






Seq. ID 


OJ990605_42 . 9C03.C3 


Gene No. 


48463 






Strand 


+ 


Start 


1 






End 


4450 


Name 


OJ990605 42 


.9C03.C3.ol. 


gs 


Method 


GEN SCAN 


Start 


72 






End 


4450 


GI 


none 






Score 


.55 


J_J «V Vw/ 1 L ±J 


72. .1232, 1334. .1491, 1687. .1738, 1849. 


.1931, 2037. .2130, 




999^ 2755 


4278 4450 








Seq. No. 


23285 






Seq. ID 


OJ990605_42 . 9C03.C3 


Gene No. 


484 63 






Strand 


+ 


Start 


1 






End 


4450 


Name 


OJ990605 42 


.9C03.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


415 






End 


657 


GI 


none 






Score 


462 


Exons 

J—J A Vll 


415. .657 










Seq. No. 


23285 






Seq. ID 


OJ990605_42. 9C03.C3 


Gene No. 


48463 






Strand 


+ 


Start 


1 






End 


4450 


Name 


OJ990605 42 


.9C03.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


2238 






End 


2605 


GI 


3762621 






Score 


621 


Exons 


2238. .2605 










Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03.C3 


Gene No. 


48463 






Strand 


+ 


Start 


1 






End 


4450 


Name 


OJ990605 42 


.9C03.C3.o3. 


gp 


Method 


AAT/GAP 


Start 


2697 






End 


3030 


GI 


3762622 






Score 


597 


Exons 


2697. .3030 










Sea No 


23285 






Seq. ID 


OJ990605_42.9C03.C3 


Gene No. 


48464 






Strand 


+ 


Start 


5532 






End ' 


7859 


Name 


OJ990605 42 


.9C03.C3.o3. 


np 


Method 


AAT/NAP 


Start 


5532 






End 


7859 


GI 


4680203 






Score 


136 


Exons 


5532. .5874, 


7822. .7859 








GI Descrip. 


(AF114171) 


TNP2-like. protein 


[Sorghum bicolor] 



23532 



Seq. No. 23285 
Gene No. 48465 
Start 22019 

Name OJ990605_42 . 9C03.C3.o5 .gs 

Start 22019 
GI none 
Exons 22019. 

23047. 

24930. 



.22108, 22210. 
.23134, 24157. 
.25034, 25223. 



.22341, 
.24224, 
.25294 



Seq. ID OJ990605_42.9C03.C3 

Strand + 

End 25313 

Method GEN SCAN 

End 25294 

Score .89 
22645. .22765, 22847 .. 22947, 
24599.-24673, 24753 24830, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



23285 
48465 
22019 

OJ990605_42. 9C03.C3.o4.gp 
24599 

84818_1.R1084 

24599..24673, 24753 24830, 



Seq. ID OJ990605_42.9C03.C3 

Strand + 

End 25313 

Method AAT/GAP 

End . 25313 

Score 761 



24930. .25034, 25128. .25313 
' 1419388/emb|CAA67425| 2.0e-33 (X98925) stromal ascorbate 
peroxidase [Arabidopsis thaliana] ' 



23285 
48466 
26236 

OJ990605_42.9C03.C3.ci5-.gp 
26125 

uC-osflcypl51d05bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26125. .26301, 26432 .. 26554 , 26901 .. 27021, 27094 ... 27167 

• 4996604'/dbj | BAA78553.il 1.0e-34 (AB022274) stromal ascorbate 

peroxidase [Nicotiana tabacum] 1 



OJ990605_42.9C03.C3 
+ 

29839 
AAT/GAP 
27167 
926 



23285 Seq. ID 

48466 Strand 

26236 End 

OJ990605_42 . 9C03 . C3 . 06 . np Method 

26171 End 

5731760 Score 



OJ990605_42.9C03.C3 
+ 

29839 
AAT/NAP 
29601 
957 



26171. .26554, 26901 .. 27021, 27094 27194 , 27297 .. 27384 , 
28414. .28481, 28563. . 28649, 29150 .. 29224 , 29311 .. 29388, 
29485.. 29601 

GI Descrip. (AL109819) stromal ascorbate peroxidase [Arabidopsis thaliana] 



Seq. No.. 23285 Seq. ID 

Gene No. 484 66 Strand 

Start 26236 End 29839 

Name OJ990605_42 . 9C03 . C3 . 06. gs Method GEN SCAN 

Start 26236 End 29839 

GI none Score .9 

Exons 26236. .26301, 26432 .. 26554 , 26901 .. 27021 , 27094 

27297. .27384, 28414 .. 28481, 2884 1 . . 28 915 , 29150 

29311. .29388, 29485.-29589, 29690. .29839 



OJ990605_42.9C03.C3 
+ 



.27194, 
.29224, 



Seq. No. 23285 Seq. ID 

Gene No. 484 67 Strand ' 

Start 38654 . End 

Name ■ OJ990605_42 . 9C03 . C3 . 08 .np Method 

Start 38654 End . 



OJ990605_42.9C03.C3 
+ 

n a b o o 

<J W *s 

AAT/NAP 
38839 



23533 



GI 5734709 ' Score 39" 

Exons 38654. .38839 

GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 


23285 


Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48468 


Strand 


+ 




Start 


47123 


End 


49592 




Name 


OJ990605_4 2 . 9C03 . C3 . olO . gs 


Method 


GENSCAN 




Start 


.47123 


End 


49592 




GI 


none 


Score- 


.85 




Exons 


47123. .47176, 47390 .. 47629, 


47748. .49592 




Seq. No. 


23285 


Seq. ID 


OJ990605_42 . 9C03 


.C3 


Gene No. 


48469 


Strand 


+ 




Start . 


57091 


End 


57706 




Name 


OJ990605_42.9C03.C3.ol2.gs 


Method 


GENSCAN 




Start 


57091 


End 


57706 




GI 


none 


Score 


.66 




Exons 


57091. .57257, 57490. .57706 








Seq. No. 


23285 


Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No . 


48470 


. Strand 


+ 




Start 


58740 


End 


59595 




Name 


OJ990605 42.9C03.C3.ol3.gs 


' Method 


GENSCAN 




Start 


58740 


End 


59595 . 




Gi 


none 


Score 


.47 




Exons 


58740. .58774, 59457.. 59595 








Seq. No. 


23285 


Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48471 


Strand 


+ 




Start 


68376 


End 


70146 




Name 


OJ990605 42.9C03.C3.ol3.np 


Method 


AAT/NAP 




Start 


68376 


End 


70146 




GI 


5922620 


Score 


135 




Exons 


68376. .68447, 70014 .-. 7014 6 








GI Descrip. 


(AP000492) EST D15357 (C0514 


) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


23285 


Seq. ID 


OJ990605_42.9C03 


-C3 


Gene No . , 


48472 


Strand 


+ 




Start 


83649 ' 


End 


84129 




Name 


OJ990605 42.9C03.C3.o9.gp 


Method 


AAT/GAP 




Start 


83649 


End 


84129 




GI 


38782 1.R1084 


Score 


776 




Exons 


83649. .84129 








GI Descrip. 


' 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. - 


23285 


Seq. ID 


OJ990605_42.9C03 


.C3 .. 


Gene No. 


48473 


Strand 


+ 




Start 


85688 


End 


90938 




Name 


OJ990605 42.9C03.C3.ol0.gp' 


Method 


AAT/GAP 




Start 


85288 


End 


85483 





23534 



GI 5667165 Score 352 

Exons 85288. .85483 

GI Descrip. 5670155/gb I AF161269 . 1 1 AF161269. 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Qpn No 


23285 


Seq. ID 


OJ990605 42 






48473 


Strand 


+ 




Start 


85688 


End 


90938 




Name 


OJ990605 42 9C03 C3 ol9 as 


Method 


GENSCAN 




Start 


85688 ~ ' 


End 


90909 




GI 


none 


Score 


. 62 




Exons 


85688. .85903, 86191 .. 90080, 


90129. .90909 




Spct Mo 


23285 


Seq. ID 


OJ990605_42 




f2pnci No 


48473 


Strand 


+ 




Start 


85688 


End 


90938 




Name 


OJ990605 42.9C03.C3.ol4.np 


Method 


AAT/NAP 




Start 


85754 


End 


90938 




GI 


4680179 


Score ' 


4596 




Exons 


85754. .85830, 86436 .. 87418, 


87521. . 90938 




VJ -1- W J- J- * 


(AF111709) polyprotein [Oryza sativa subsp. indica 


] 


Qprr Mo 


23285 


Seq. ID 


OJ9906'05_42 


.9C03.C3 


flp> n No 


48474 


Strand 






Start 


3694. 


End 


12753 




Name 


OJ990605 42.9C03.C3.o2.np 


Method 


AAT/NAP 




Start 


3694 


End 


8381 




GI 


6562259 


Score 


398 




Exons 


3694.. 3733, 4899.. 5093, 5508 


..5730, 5808. .5907, 8349. .8381 


GI Dpsrrin 


(AL132980) putative protein 


[Arabidopsis thaliana] 




Qprr No 


23285 


Seq. ID 


OJ990605_42 


. 9C03.C3 


npnp No 


48474 


Strand 






Start 


3694 


End 


12753 




Name 


OJ990605 42.9C03.C3.o2.gs 


Method 


GENSCAN 




Start 


4744 


End 


7479 




GI 


none 


Score 


.6 




Exons 


4744. .4798, 4899. .5093, 5508 


..5720, 5765. .5922,. 6568. .6729, 




6784.. 6820, 7029.. 7115, 7469 


. .7479 






Sf^ri No 


23285 


Seq. ID 


OJ990605_42 


. 9C03.C3 


Canp No 


48474 


Strand 








3694 


End 


12753 




Name 


OJ990605 42.9C03.C3.o3.gs 


Method 


GENSCAN 




OLdl L 


8039 


End 


12753 




GI 


none 


Score 


.81 




Exons 


8039. .8624, 8696.-8979, 9485 


. .9961, 10093. .10252, 10281. .10410, 




11451. .11560,' 12468. .12574, : 


12751.. 12753 




Seq. No. 


23285 


Seq. ID 


OJ990605_42. 


. 9C03 .C3 


Gene No. 


48474 


Strand 






Start 


3694 


End 


12753 




Name 


OJ990605 42.9C03.C3.o4.np 


Method 


AAT/NAP 




Start 


8054 


. End 


8718 




GI ■ 


431154 


o ^ ~ 


tz a r> 
u i 




Exons 


8054. .8718 









GI Descrip. (D21813) ORF [Lilium longiflorum] 



23535 




Seq. No. 


23285 


Seq. ID 


OJ990605_42.9C03 


.C3 




48475 


Strand 








14869 


End 


18532 




Name 


OJ990605 42 9C03 C3 o4 as 


Method 


GEN SCAN 




Start 


14869 ~ 


End 


18532 




GI 


none 


Score 


.99 




1_J V-/ 1 1 O 


14869 .15097- 15270 15464. 


15901. .16348, 16432.. 18532 




Sea ' No. 


23285 


Seq. ID 


OJ990605_42.9C03 


. C3 


Gene No. 


48475 


Strand 






Start 


14869 


End 


18532 




Name 


OJ990605 42.9C03.C3.o5.np 


Method 


AAT/NAP 




Start 


14872 


End 


18495 




GI 


3337361 


Score 


2101 




Exons 


14872. .15097, 15270 .. 154 64 , 


15901. .16348, 16432. .17164, 






17198. .17797, 18359. .18495 








GI Descrip. 


(AC004481) unknown protein 


[Arabidopsis 


i thaliana] 





Seq. No. 23285 Seq. ID OJ990605_42 . 9C03 . C3 ' 

Gene No. 48476 Strand 

Start 25044 End ■■ 60995 

Name OJ990605_42 . 9C03 . C3 . oil . np Method AAT/NAP 

Start 25044 End 60995 

GI 5734709 Score 655 

Exons ' 25044 . .25209, 42219 .. 43094 , 48438 .. 48 656, 4 8714 4 9066, 

53079. .53214, 60582.. 60995 
GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 

[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23285 Seq. ID OJ990605_42 . 9C03 . C3 

48476 Strand 
25044 End 60995 

OJ990605_42. 9C03 . C3 . o7 . np Method AAT/NAP 

30258 End 38817 

4973431 Score 765 

30258. .30506, 30970 .. 31119, 
31695. .31808, 32724 .. 32839, 
37646. .37714, 38606. .38817 

(AF148877) putative aldehyde dehydrogenase " OS-ALDH [Oryza sativa 
subsp. indica] 



31251. .31341, 31436. 
32955. .33161, 36159. 



31608, 
36255, 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons. 



23285 
48476 
25044 

OJ990605_42 . 9C03 . C3 . o7 . gs 

30264 

none 

30264. .30506, 30970 .. 31119, 
31695. .31799, 32724 .. 32839, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31251 

32955 



OJ990605 42.9C03.C3 



60995 
GENSCAN 
36240 
.97 

31341, 31436. 
33161, 36159. 



,31608, 
.36240 



Seq. No. 23285 

Gene No. 48476 

Start 25044 

Name OJ990605_42 e 9C03 , C3 . 08 . 

Start 38558 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605 42.9C03.C3 



60995 



38809 
.92 



23536 



Exons 


38558. .38809 






Seq. No. 


23285 


Seq. ID 


OJ990605_ 


Gene No. 


48476 


Strand 




Start 


25044 


End 


60995 


Name 


OJ990605 42. 9C03.C3.o9.gs 


Method 


GENSCAN 


Start 


40959 ~ 


End 


45257 


GI 


none 


Score 


.47 


Exons 


40959. .41013, 42225. .44529, 


45230. .45257 


Seq. No. 


23285 


Seq. ID 


OJ990605_ 


Gene No. 


48476 


Strand 




Start 


25044 


End 


60995 


Name 


OJ990605 42.9C03.C3.o9.np 


Method 


AAT/NAP 


Start 


42215 


End 


44602 


GI 


1346396 


Score 


1903 


Exons 


42215. .44602 






GI Descrip. 


PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 


PRECURSOR 



42.9C03.C3 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi 1 100913 | pir | IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA3 6611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

50921 

52836 



OJ990605 42.9C03.C3 



23285 
48476 
25044 

OJ990605_42. 9C03 .C3 . olO . np 
50553 
4490316 

50553. .50668, 50767 .. 50890, 
51762. .51995, 52091 .. 52326, 
53786. .53841 

(AL035678) nucellin-like protein [Arabidopsis thaliana] 



60995 
AAT/NAP 
53841 
827 

51109, 51190. .51328, 
52953, 53157. .53207, 



23285 
48476 
25044 

OJ990605_42. 9C03 .C3 . oil . gs 

50559 

none 

50559. .50668, 50767 50839, 
51762. .51995, 52091 52326, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 42.9C03.C3 



60995 
GENSCAN, 
53323 
.92 

51077. .51109, 51190. .51328, 
52836. .52953, 53157.. 53323 



Seq. No. 23285 

Gene No. 48476 

Start 25044 

Name OJ990605_4 2 . 9C03 . C3 . 06 . gp 

Start 51788 

GI 17014_1.R1084 

Exons 51788. .51995, 52091 .. 52326, 
GI Descrip. 



OJ990605 42.9C03.C3 



■ Seq. ID _ 
Strand 

End 60995 
Method AAT/GAP 
End 53373 
Score 1440 
52836. .52953, 53157.. 53373 
, 5231209/gb|AF159061.11AF159061 2.0e-68 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit ( PP2A) gene,- complete cds ? 



Seq. No. 



23285 



Seq. ID OJ990605_42.9C03.C3 



23537 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



48477 Strand 
64356 End 70095 

OJ990605_42 . 9C03 . C3 . 08 . gp Method AAT/GAP 

63206 End 63686 

LIB3432-059-P1-K1-D8 Score 764 

63206.. 63686 

'5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ990605_42.9C03.C3 

70095 
GEN SCAN 
70095 
.54 

65413. . 65667, 664 60. .66647, 
67619. .67730, 69697. .69785, 



23285 Seq. ID 

48477 Strand 

64356 End 

OJ990605_42 . 9C03 . C3 . ol5 . gs Method' 

64356 End 

none Score 
64356. .64408, 65119 .. 65296, 
66920. .67145, 67218 67405, 
69915.. 70095 

23285 ' Seq. ID 

48477 Strand 

64356 End 

OJ990605_42 . 9C03 . C3 . ol2 . np Method 

66379 End 

6967112 Score 

66379.-66838, 66920 .. 67145, 67218 .. 67324 , 68689. .68716 

(AL138652) putative protein [Arabidopsis thaliana] 



OJ990605_42.9C03.C3 

■70095 
AAT/NAP 
68716 
394 



23285 Seq. ID 

48478 Strand 
76309 End 
OJ990605_42 . 9C03 . C3 . ol7 . gs Method 
76309 End 
none .Score 
76309. .77025 

23285 Seq. ID 

48479 Strand 
79156 - End 
OJ99Q6.05_42 . 9C03 . C3 . ol8 . gs Method 
79156' End 
none Score 
79156. .79316, 82120. .82192 

23285 Seq. ID 

48480 Strand 
92007 - End 
OJ990605_42 . 9C03 . C3 . o9 . tm Method 
1016 End 
none Score 
1016.. 1231, 1033.. 1245, 1332. 
1845. .1937, 2076. .2132, 2078. 
2410.. 2466 

23285 Seq. ID 

48480 Strand 

92007 End 



OJ990605_42. 9C03.C3 

77025 
GENSCAN 
77025 
.97 



OJ990605_42.9C03.C3 

82192 
GENSCAN 
82192 
.56 



OJ990605_42. 9C03.C3 
92986 

TBLASTX: Maize 
2466 
212 

1490, 1333. .1509, 1684. .1737, 
2131, 2223.. 2312, 2224.. 2319, 



OJ9906D5 42,9C03,C3 



92986 



23538 



^ame. 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990605 42.9C03.C3.o5.ts 



Method TBLASTX : Soybean 



1033 End 2319 

none Score 234 

1033. .1245, 1034. .1231, 1332. .1382, 1333. .1383, 1375. .1509, 

1377. .1487, 1684. .1737, 1854. .1931, 2034. .2132, 2036. .2149, 

2223. .2309, 2224.. 2319 



23285 
48480 
92007 

OJ990605_42.9C03.C3.o6.tc 

1190 

none 



Seq. ID OJ990605_42.9C03.C3 



Strand 
End 

Method 

End 

Score 



92986 

TBLASTX: Cress 

1493 

53 



1190. .1231, 1332. .1487, 1333. .1491, 1335. .1493 



23285 Seq. ID 

48480 Strand 

92007 End 

OJ990605_42 . 9C03 . C3 . ol . tm Method 

4762 End 

none Score 



OJ990605_42.9C03.C3 
92986 

TBLASTX: Maize 

17344 

244 



4762. .4818, 4878. .5090, 4898. .5092, 5471. .5605, 5508. .5594, 
14878. .15120, 14894. .15121, 15269 154 63, 15270 .. 154 61, 
15882. .16346, 15901 .. 16350, 16433 .. 1734 4 , 16437 .. 164 93, 
16548. .17156, 16826 .. 17158, 17259 .. 17282* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605 42.9C03.C3 



23285 
48480 
92007 

OJ990605_42 . 9C03 . C3 . o4 . tc 
4896 
none 

4896. .5078, 4898. .5092, 4899. .5093, 5504. .5602, 5508. .5591, 
15269. .15463, 15270 .. 15464 , 15897 .. 16055 , 16050 .. 16262, 
16072.. 16182 



92986 

TBLASTX: Cress 

16262 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



23285 Seq. ID 

48480 Strand 
92007 End 

OJ990605_42.9C03.C3.ol.ts . Method 
48 98 End 
none Score 



OJ990605_42.9C03.C3 
92986 

TBLASTX : Soybean 

16672 

206 



4898. .50.92, 4899. .5093, 5489. .5605, 14 88 5 .. 15133, 14890. 
15269. .15463, 15270 15464 , 15882 .. 1634 6, 15901 162 63, 
16436. .16531, 16440 16493, 16523 .. 16672 , 16548.. 16652 



23285 Seq. ID 

48480 Strand 

92007 .End 

OJ990605_42 . 9C03 . C3 . ol5 . tw Method 

4899 End 

none Score 



23285 
48480 



Seq. ID 
Strand 



,15120, 



OJ990605_42.9C03.C3 
92986.* 

TBLASTX: Wheat 

86392 

87 



4899. .5012, 4913..5026> 5045. .5092, 15031 .. 15132, 15270. 
15284. .15397, 15413 .. 154 63, 15414 . .15461, 86303.. 86392 



15383, 



OJ990605 42.9C03.C3 



23539 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



92007 End 

OJ990605_42 . 9C03 . C3 . ol2 . tw Method 

5328 End 

none Score 



92986 

TBLASTX: Wheat 

67104 

63 



5328.. 5417, 66675 .. 66740, 66753 .. 66839, 66754.-66843, 
66951. .67079,' 66982.. 67104 



23285 
48480 
92007 

OJ990605_42 . 9C03 . C3 . o3 . tm 

8067 

none 



Seq. ID OJ990605_42.9C03.C3 
Strand 

End 92986 

Method TBLASTX : Mai ze 

End 8850 

Score 34 



8067. .8102, 8186. .8218, 8220. .8384, 8225. .8374, 8372.-8668, 
8373. .8645, 8668. .8850, 8669. .8842 



23285 
48480 
92007 

OJ990605_42.9C03.C3.o3.tc 

8177 

none 



Seq. ID OJ990605_42.9C03.C3 
Strand 

End 92986 

Method TBLASTX : Cress 

End 8839 

Score 82 



8177. .8257, 8261. .8371, 8262. .8381, 8372. .8665, 8373. .8666, 
8671. .8838, 8672. .8839 



Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


8393 






End 


8832 




GI 


none 






Score 


87 




Exons 


8393. . 


8668, 8535. .8 


669, 8663 


..8803, 8 


668. .8832, 8669. .8 


812 


Seq. No. 


. 23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3 


.08. tc 


Method 


TBLASTX: Cress 




Start 


14893 






End 


15121 




GI 


none 






Score 


141 




Exons 


• 14893. 


.15120, 14894 


. .15121 








Seq. No. 


23285 






Seq. ID 


OJ99'0605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16263 






End 


17159 




GI 


none 






Score 


62 




Exons 


16263. 


.16346, 16436 


. .16630, 


16446. .16493, 1654.8 16631 , 






16634. 


.17158,^16635 


. .17159 








Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42;9C03.C3 


.08-tw 


Method 


TBLASTX: Wheat 




Start 


1 fiSRfi 






End 


16913 




GI 


none 






Score 


90 




Exons 


16586. 


.16780, 16602 


. .16772, 


16797. .16913, 16805.. 16912 





23540 



Seq. No. 23285 Seq. ID 

Gene No. 48480 Strand 

Start 92007 End 

Name OJ990605_42 . 9C03 . C3 . o2 . ts Method 

Start 16673 End 

GI none Score 

Exons 16673. .17056, 16704.. 17057 



OJ990605_42t9C03.C3 
92986 

TBLASTX : Soybean 

17057 

380 



Seq. No. ' 


23285 








Seq. 


ID . OJ990605 


42. 9C03 


Gene No. 


48480 








Strand 






Start 


92007 








End 


92986 




Name 


OJ990605 42.9C03.C3. 


olO . tm 


Method TBLASTX: Maize 


Start 


22273 








End 


29394 




GI 


none 








Score 87 






Exons 


22273. 


.22344, 


22632. 


.22766, 


22633. 


.22767, 


22842. 


.22949, 




22843. 


.22947, 


23025. 


.23093, 


23026. 


.23133, 


24150. 


.24224, 




24151. 


.24231, 


24155. 


.24226, 


24299. 


.24394, 


24303. 


.24398, 




24599. 


.24673, 


24602. 


.24673, 


24604. 


.24675, 


24759. 


.24836, 




24771. 


.24818, 


24775. 


.24831, 


26513. 


.26557, 


26899. 


.27018, 




26900. 


.27022, 


26900. 


.27022, 


26901. 


.27038, 


27084. 


.27194, 




27092. 


.27196, 


27104. 


. 27196, 


27294. 


.27383, 


27296. 


.27382, 




28407. 


.28481, 


28412. 


28483. 


28415. 


.28489, 


28550. 


.28645, 




... 28562. 


.28639, 


28563. 


.28649, 


29150. 


.29224, 


29153. 


,29224, 




' ^ 29161.. 


.29226, 


29317. 


.29394 










la? ^ . J.1 V— ' . 


23285 








Seq. 


ID OJ990605 


42.9C03 


Cpnp Ma 


48480 








Strand 






Start 


92007 








End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol 6 . tw 


Method TBLASTX : Wheat 


Start 


22273 








End 


27044 




GI 


none 








Score 85 






F.von 

J_J *\ \J 1 1 o 


22273. 


.22344, 


22632. 


. 22766, 


22633. 


.22767, 


26489. 


.26554, 




26513. 


.26557, 


26900. 


. 27022, 


26901. 


.27044 






Seq. No. 


23285 








Seq. 


ID OJ990605 


42. 9C03 


Gene No. 


48480 








Strand 






Start 


92007 








End 


92986 




Name 


OJ990605 42.9C03.C3. 


o5 . tc 


Method TBLASTX r.Cress 


Start 


22276 








End 


29590 




GI 


none 








Score 74 






DAUll o 


22276. 


.22344, 


22632. 




22633. 


.22767, 


22842. 


.22949, 




22843. 


.22947, 


23025. 


.23090, 


23026. 


.23133, 


24150. 


.24224, 




24151. 


.24225, 


24155. 


.24226, 


24302. 


.24397, 


24303. 


.24398, 




24599. 


.24673, 


24604. 


.24675, 


24744. 


.24833, 


24752. 


.24832, 




24924. 


.25034, 


24930. 


.25034, 


26900. 


.27022, 


26901. 


.27044, 




27066. 


.27194, 


27092. 


.27196, 


27095. 


.27208, 


27294. 


.27383, 




27296. 


.27382, 


28407. 


.28481, 


28408. 


.28482, 


28412. 


.28483, 




28415. 


.28483, 


28553. 


.28648, 


28563. 


.28649, 


29150. 


.29224, 




29150. 


.29224, 


29283. 


.29399, 


29305. 


.29406, 


29479. 


.29589, 




29481. 


.29561, 


29482. 


.29589, 


29486. 


.29590 






Seq. No. 


23285 








Seq. 


ID OJ990605 


42.9C03 


Gene No. 


48480 








Strand 






Start 


92007 








End 


92986 




Name 


OJ990605 42.9C03.C3. 


o7.ts 


Method TBLASTX : Soybean 


Start 


22276 








End 


28585 





23541 



GI 


none 








Exons 


22276. 


.22344, 


22625. 


.22756, 




ZZ O ft Z . 


. Z Z jj / , 


99049 

ZZ 0 H Z ■ 


99 Q4 Q 
. z c. y 4 .7 , 




O O C\ A O 


. Z Jlo / , 


9 *5 A/1 t; 


OOI O A 
. ZJ lOfi , 




z byui . 


on HA A 


9 £ Q n 9 
z oy UZ . 


97fi 1 Q 
. Z / U 1 0 , 




27092. 


.27196, 


27294. 


97 00 0 




28412. 


.28483, 


28562. 


?8S79 


Seq. No. 


23285 








Gene No . 


48480 








Start 


92007 








Name 


OJ990605 42.9C03.C3. 


Ol 4 . cw 


Start 


22876 








GI 


none 








Exons 


22876. 


.22947, 


22878. 


.22949, 




23045. 


.23137, 


24150. 


.24224, 




24184. 


.24249, 


24299. 


. 24397, 




24310. 


.24399, 


27123. 


971 Q4 




-27290. 


.27343, 


27294. 


■ Z / JO J; 




28412. 


.28483, 


28415. 


9O/OO 

. Z O ft O J , 




28562. 


.28648, 


28563. 




Seq. No. 


23285 








Gene ]No. 


48480 








Start- 


92007 








Name 


OJ990605 42.9C03.C3. 


Oo . tS 


Start 


24336 








GI 


none 








Exons 


24336. 


.24398, 


24338. 


.24397, 




24744. 


.24833, 


24744. 


94 a 




24930. 


.25028, 


24934. 


o^r\A A 
. ZDUfi fl , 




28589. 


.28648, 


29150. 


9 Q9 9 /I 

. z yzz 4 , 




29305. 


.29406, 


29305. 


OQ3QQ 




29473. 


.29583, 


29489. 


OQCQQ 
• Z .7 D J .7 


Seq. No. 


23285 








Gene No. 


48480 








Of 3 y-f 


92007 








Name 


OJ990605 42.9C03.C3. 


Ol J 1 UW 


Start 


30267 








GI 


none 








Exons 


30267. 


.30458, 


30268. 


004 47 


Seq. No. 


23285 








Gene No. 


48480 








Start 


92007 








Name 


OJ990605 42.9C03.C3. 


0 / . tm 


Start 


30267 








GI 


none 








Exons 


30267. 


.30512, 


30268. 


"3.fi t; 1 Q 




30967. 


.31119, 


31248. 


.31340, 




31252. 


.31341, 


31429. 


.31578, 




31457. 


.31618, 


31692. 


.31808, 




32718. 


.32840, 


32942. 


.33160, 




36160. 


.36258, 


36161 s 


: 36256,- 




38606. 


.38782, 


38607. 


.38783' 



Score 



79 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23026 

24155 

24303 

27125 

27296 

28550 



OJ990605 42.9C03.C3 



92986 

TBLASTX: Wheat 
28652 
99 

23133, 23038. .23163, 
24226, 24158. .24226, 
24398, 24303. 
27196, 27128. 
27382, 28407. 



28648, 28554, 



,24401, 
.27196, 
.28481, 
.28652, 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
24599 
24752 
25007 
29150 
29307 



OJ990605 42.9C03.C3 



92986 

TBLASTX : Soybean 
29599 
114 

24673, 24604. .24675, 
24841, 24924. .25028, 
25054, 28587. .28649, 
29224, 29185. .29265, 
29399, 29458. .29583, 



Seq. ID OJ990605_42. 9C03.C3 
Strand 
End 

Method 
End 
Score 



92986 

TBLASTX: Wheat 

30458 

182 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 42.9C03.C3 



92986 

TBLASTX: Maize 
38783 
252 

30313. .30522, 30962 .. 31120, 
31249. .31341, 31250 .. 31315, 
31433. .31609, 314 35 .. 31 602 , 
31693. .31809, 32674 .. 3284 1, 
32953. .33162, 36160 .. 36207 , 
37643 37717, 37644 .. 37715, 



23542 



Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03, 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol2 . ts 


Method 


TBLASTX : Soybean 




Start 


30279 






End 


30513 




(IT 


none 






Score 


188 




Rxons 


30279. 


.30512, 30280. 


.30513 








Seq. No. 


23285 






Seq. ID 


OJ990605_42. 9C03, 


.C3 


Gene No. 


48480 






Strand ' 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


30282 






End 


30518 




GI 


none 






Score 


167 




X 1 <J 


30282. 


.30518, 30340. 


.30489 








Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


uCllC Liv ■ 


48480 






Strand 






JLuI L 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


31248 






End 


38773 




GI 


none 






Score 


90 






31248. 


.31340, 31249. 


. 31341, 


31252. .31338, 314 35 .. 31608 , 






31441. 


.31566, 31445. 


. 31609, 


31692. .31808, 31693 .. 31809, 






32692. 


.32841, 32718. 


. 32840, 


.32951. .33160, 32953 .. 33162 , 






36163. 


.36258, 36164. 


.36256, 


37643. .37717, 38606. .38773 




Sea No 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


oil. tw 


Method 


TBLASTX: Wheat 




Start 


31275 






End 


31733 




GI 


none 






Score 


48 






31275. 


.31340, 31279. 


.31341, 


31435. .31608, 31438 .. 3157 8 , 






31448. 


.31591, 31692. 


.31733 








Sea. No. 


23285 






Seq. ID 


OJ990605_42. 9C03 


.C3 


Gene No. 


48480 






Strand 






Start . 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


42221 






End 


43054 




GI 


none 






Score 


92 




on ^ 


42221. 


.42358, 42368. 


.42790, 


42477. .42770, 42806 .. 42958 , 






42807. 


.42959, 42971. 


.43054 








Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


,C3 


ucnc is vj . 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


42236 






End 


44416 




GI 


none 






Score 


53 




Exons 


42236. 


.42364, 42236. 


.42367, 


42470. .42595, 42477 .. 42587 , 






42611. 


.42802, 42624. 


.42770, 


42809. .42988, 4 2825. .42956, 






42966. 


.43085, 43004. 


,43093> 


4344 5. .4 3534, 4 364 6. .4384 6, 






4 4093. 


.44320. 44115. 


.44264> 


44309, s 44416 




Seq. No. 


23285 






Seq. ID. 


OJ990605_42 . 9C03 


.C3 



23543 




Gene No. 


48480 






Strand 








Start 


92007 






End 


92986 






Name 


OJ990605 42.9C03.C3. 


o5 * tw 


Method 


TBLASTX : 


Wheat 




Start 


42524 






End 


42935 






GI 


none 






Score 


60 






Exons 


42524. 


.42793, 42525. 


. 42596, 


42547. .42816, 42548 


42793, 






42621. 


.42815, 42788. 


. 42934, 


42798. .42935 






Seq. No. 


23285 






Seq. ID 


OJ990605 


_42.9C03. 


C3 


Gene No.. 


48480 






Strand 








Start 


92007 






End 


92986 






Name 


OJ990605 42.9C03.C3. 


06 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


42545 






End 


43096 






GI 


none 






Score 


88 






Exons 


42545. 


.42988, 43004. 


.43096 










Sea No 


23285 






Seq. ID 


OJ990605 


42 9C03 


C3 


f^pnp No 


48480 






Strand 








Start 


92007 






End 


9298*6 






Name 


OJ990605 42.9C03.C3. 


ol9.tm 


Method 


TBLASTX : 


Maize 




Start 


50217 






End 


50639 






GI 


none 






Score 


73 








50217. 


.50297, 50217. 


50297 


50380. . "50472, 50454 


S0S01 






50454. 


.50504, 50455. 


50505 
• ij \j *j \j *j , 


50578. .50634, 50582 


. . «J \J \J J o , 






50583. 


.50639 












Sea No 


23285 






Seq. ID 


OJ990605 


42 . 9C03 . 


C3 




48480 






Strand 








Start 


92007 






End 


92986 






Name 


OJ990605 42.9C03.C3. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


50640 






End 


51995 






GI 


none 






Score 


44 






Exons 


50640. 


.50681, 50641. 


50676 


50763. .50837, 50768 


50839, 






50768. , 


.50833, 50901. 


. 51107, 


50915. .51130, 50923 


51108 






51185. , 


.51328, 51187. 


51339 


51196. .51345, 51760 


51906 






51761. , 


.51994, 51762. 


.51995 










Seq. No. 


23285 






Seq. ID 


OJ990605 


_42.9C03. 


C3 


Gene No. 


48480 






Strand 








Start 


92007 






End 


92986 






Name 


OJ990605 42.9C03.C3. 


olO . tc 


Method 


TBLASTX: 


Cres s 




Start 


50765 






End 


51070 






GI 


none 






Score 


123 






Exons 


50765. . 


.50833, 50915. 


50959 


50966. .51070 






Sea No 


23285 






Seq. ID 


OJ990605 


42 9C03 




Gene No. 


48480 






Strand 








Start 


92007 






End 


92986 






Name 


OJ990605 42.9C03.C3. 


oil . ts 


Method 


TBLASTX: 


o \j y 0.1 i 




Start 


50885 






End 


52015 




GI 


none 






Score 


88 






Exons 


50885. . 


,51070, 50895. 


.51080, 


51184. .51324, 51764 


. .51901, 






51783. . 


.51950, 51980. 


.52015 










Seq. No. 


23285 






C^^r t n 

• -"-^ 


\S \J J \J \J \J _/ 






Gene No. 


48480 






Strand 








Start 


92007 






End 


92986 







23544 




Name 


OJ990605 42.9C03.C3. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


52090 ~ 




End 


53239 




GI 


none 




Scor.e 


174 




R x on 


52090. .52239, 52091. 


. 52240, 


52134. .52253, 52237 .. 52329, 






52238. .52330, 52747. 


.52953, 


52833.-52949, 53156.. 53239 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol7.tm 


Method 


TBLASTX: Maize 




Start 


65255 




End 


65715 ' 




GI 


none 




Score 


106 




Exons 


65255. .65296, 65413. 


.65595, 


65605. .65715 




Sea No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


66544 




End 


67057. 




GI 


none 




Score 


61 




Exons 


66544 . . 66630, 66675. 


. 66725, 


66676. .66723, 66750 .. 66854 , 






66751. .66843, 66918. 


.67052, 


66919. .67050, 66929.. 67057 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




- Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol3. ts 


Method 


TBLASTX : Soybean 




Start 


66690 ~ 




End 


67146 




GI 


none 




Score 


53 




Exons 


66690. . 66743, 66741 . 


. 66839, 


66763. .66840, 66939 67145, 






66940. . 67146 










Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


67065 




End 


67544 




GI 


none 




Score 


65 




Exons 


67065; . 67148, 67066. 


. 67146, 


67215. .67544, 672 16 .. 67323, 






67381.. 67530 










Seq. No. 


23285 




Seq. ID 


OJ990.605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


olO. tw 


'Method 


TBLASTX: Wheat 




Start 


86593 ~~ 




End 


86958 




GI 


none 




Score 


262 




Exons 


86593. .86958, ,86598. 


.86699 








Seq. No. 


23285 




Seq. ID 


OJ990605__42.9C03 


,C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol6. tm 


Method 


TBLASTX: Maize 




Start 


86839 




End 


87240 




GI 


nonfi 






O/ll 
-a j_ 




Exons 


86839. .87240 











23545 




Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03. 


C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


9298 6 




Name 


OJ990605 42.9C03.C3. 


ol8. tm 


Method 


TBLASTX: Maize 




Start 


87549 






End 


87873 




GI 


none 






Score 


206 




Exons 


87549. , 


.87662, 87550. 


.87873 








Seq. No. 


23285 






Seq. ID 


OJ990605_42. 9C03. 


C3 


Gene No.- 


48480 






. Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


87555 






End 


87954 




GI 


none 






Score 


166 




Exons 


87555. 


.87710, 87556. 


.87777, 


87786. .87905, 877 90. .87954 




Seq. No. 


23285 






Seq. ID 


OJ990605 4z.yCUJ, 


,C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name - 


OJ990605 42.9C03.C3. 


o20. tm 


Method 


TBLASTX : Mai ze 




Start 


87973 






End 


88170 




GI 


none 






Score 


200 




Exons 


87973. 


.88170, 88023. 


.88169 








Seq. No. 


23285 






Seq. ID 


OJ990605 42.9C03. 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


64 .tw 


Method 


TBLASTX: Wheat 




Start 


88101 






End 


88584 




GI 


none 






Score 


533 




Exons 


88101. 


.88556, 88102. 


.88584 








Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


88171 






End 


88638 . 




GI 


none 






Score 


385 




Exons 


88171. 


.88638, 88242. 


.88601 








Seq. No. 


23285 






Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 






. . Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


88525 






End 


88920 




GI 


none 






Score 


56 




Exons 


88525. 


.88557, 88542. 


;88919, 


88561. .88920 




Seq. No. 


23285 






Seq. ID 


OJ990605_42. 9C03 


.C3 


Gene No. 


48480 






Strand 






Start 


92007 






End 


92986 




Name 


OJ990605 42.9C03.C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


88633- 






End 


88929 




GI 


none 






Score 


367 




Exons 


88633. 


.88929. 88650, 


.8891 9 








Seq, No.' 


23285 






■ Seq. ID 


OJ990605_42.9C03 


.C3 



23546 




Gene No. 


48480' 




Strand 






JL.Q1 L 


92007 




End 


92986 




Name 


OJ990605 4 2 9C03 C3 


ol 4 . tin 


Method 


TBLASTX: Maize 




O Lai L 


RR6S4 ~ 
0 0 \j -j 1 




End 


89001 






none 




Score 


307 




LAUllO 


88654 89001. 88680. 


.89000 








Seq. No. 


23285 




Seq. ID 


OJ990605_42. 9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Mama 
IN dine 


OJ990605 42. 9C03.C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




qt-arl- 


88935 ~~ 




End 


89361 




O -L 


none 




Score 


606 




pyrin ^ 
Hi AW 1 lO 


88935. .89324, 88936. 


.89361, 


88993.-89346, 88997.. 89359 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






O Udl L 


92007 




End 


92986 






OJ990605 42 . 9C03.C3 


ol4 . ts 


Method 


TBLASTX : Soybean 




O Lai L 


88942 ~~ 




End 


89187 






none 




Score 


213 




Exons 


88942. .89187 










Seq. No. 


23285, 




Seq. ID 


OJ990605_42. 9C03 


.C3 


Gene No. 


48480 




Strand 






O Lai. L 


92007 




End 


92986 




Name 


OJ990605 42 9C03 C3 


o5 . tm 


Method 


TBLASTX: Maize 




O Lai L 


89008 ~~ 




. End 


89361 










Score 


474 






89008 89361, 89010 


.89309, 


89030. .89356 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


-C3 


Gene No. 


48480 




Strand 






O L a J- L 


92007 




End 


92986 




INaiLlC 


OJ990605 42 9C03 C3 


, o3 . tw 


Method 


TBLASTX: Wheat 




C4- o r +- 
O L a -L L 


89404 ~~ 




End 


89928 






none 




Score 


576 




F 1 von q 


89404 89928, 89556 


. .89924 








Seq. No. 


23285 




Seq. ID 


OJ990605_42.'9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 






OJ990605 42 . 9C03 .C3 


. o9 . tc 


Method 


TBLASTX: Cress 




O Lai L 


89635 ~ 




End 


89952 




r;T 

J. 


• none 




Score 


103 






89635 89808, 89656 


. .89754, 


.89809. .89952, 89811 .. 89936 . 




Seq. No. 


23285 




Seq. ID 


OJ990605_42. 9C03 


.C3 


■Gene No. 


48480 




Strand 






O Lai L 


92007 




End 


92986 




Name 


OJ990605 42 . 9C03 .C3 


. o9 . ts 


Method 


TBLASTX : Soybean 




Start 


89721 




End 


89976 




GI 


none 




Score 


294 




Exons 


89721. .89966, 89728 


. .89976, 


"89848. .89976 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 







23547 



Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


.89774 ~ 




End 


90066 




GI 


none 




Score 


80 




Exons 


89774 . .89908, 89776. 


. 90066, 


89787. .89966, 90018.. 90062 




Seq. No. 


23285 




Seq. ID 


OJ990605_42 . 9C03 


.C3 


Gene No. 


48480 




Strand 


— 




Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


89935 




End 


90561 




GI 


none 




Score 


667 




Exons 


89935. . 90561, 90030. 


.90437 








Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


90117 




End 


90711 




GI 


none 




Score 


79 




Exons 


90117 . . 90266, 90118 . 


.90276, 


90123. .90269, 90273 .. 904 55, 






90273. . 90416, 90274 . 


.90711, 


90492. .90701 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


90562 ~~ 




End 


90894 




GI 


none 




r Score 


379 




Exons 


90562. . 90894, 90601. 


.90873 ' 








Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 - 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


o21 . tm 


Method 


TBLASTX: Maize 




Start 


90721 




End 


90879 




GI 


none 




Score 


193 




Exons 


90721. . 90879 










Seq. No. 


23285 




Seq. ID 


OJ990605_42'.9C03 


.C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


ol5 . np 


Method 


AAT/NAP 




Start 


91101 




End 


92986 




GI 


6907086 . 




Score 


1340 




Exons 


91101. .91202, 91240. 


.91336, 


91431. .91593, 9164 4. .91707, 






91942. .92155, 92215. 


.92986 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23285 




Seq. ID 


OJ990605_42.9C03 


. C3 


Gene No. 


48480 




Strand 






Start 


92007 




End 


92986 




Name 


OJ990605 42.9C03.C3. 


o20.gs 


Method 


GENSCAN 




Start 


92007^ 




End " 


92857 




GI 


none 




Score 


. 47 




Exons 


92007. .92095, 92269. 


.92857 









23548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
•'Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



23286 
48481 
211 

OJ990605_42 . 9C03 . C4 . ol . gs 

211 

none 

211. .408 

23286 

48482 • 
1670 

OJ990605_4 2 . 9C03 . C4 . ol . gp 
1670 

47645_1.R1084 

1670. .1799, 2337. .2450, 3042. 
4346. .4420 

'1420932/gb|U61383|ORU61383 7 



Seq. ID OJ990605_42.9C03.C4 

Strand + 

End 408 

Method GENSCAN 

End 4 08 

Score .48 



Seq. ID OJ990605_42.9C03.C4 

Strand • + • 

End 5950 

Method AAT/GAP 

End 4420 

Score 1074 

.3103, 3550. .3662, 3885. .3987, 



Oe-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



23286 Seq. ID 

48482 Strand 

1670 End 

OJ990605_42.9C03.C4.o3.gs . Method 

2261 End 

none Score 



OJ990605_42. 9C03.C4 
+ 

5950 
GENSCAN 

5636 ■ ^ 

.79 



2261. .2495, 3042. .3103, 3550 .. 3662 / 3885 .. 3987 , 4346.-4573, 
4654. .4872, 4962. .5222, 5251. .5494, 5617. .5636 



23286 
48482 
1670 

OJ990605_42 
2342 
3142294 
2342. .2450, 
4654. .4872, 



OJ990605_42.9C03.C4 
+ 



9C03.C4.ol.np 



Seq. ID 
Strand 

End 5950 
Method AAT/NAP 
End 5598 
Score 1969 
3042. .3103, 3550.. 3662, 3885.-3987, 4346.-4573, 
4962.-5222, 5299.. 5598 
(AC002411) Strong similarity to initiation factor eIF-2, 
gb|U37354 from S. pombe. ESTs gb|T41979, gb|N37284 and 
gb|N37529 come from this gene. [Arabidopsis thaliana] _ 



23286 Seq. ID 

48482 Strand 
1670 End 
OJ990605_4 2 . 9C03 . C4 . o2 . gp Method 
4670 End 
504_1.R1084 Score 
4670.. 4872, 4962.-5264 

1 3142294 2.0e-70 (AC002411) Strong similarity to initiation 

factor eIF-2, gb_U37354 from S. pombe. ESTs gb_T41979, 

gb_N37284 and gb_N37529 come from this gene. [Arabidopsis 
thaliana] 1 



OJ990605_42. 9C03.C4 
+ 

5950 
AAT/GAP 
5264 
720 



23286 Seq. ID 

48482 Strand 

1670 End 

OJ990605_42 . 9C03 . C4 . o3 . gp Method 

5106 End 



OJ990605_42.9C03.C4 
+ 

5950 

AAT/GAP 

5950 



23549 



GI 77568_1.R1084 ~" Score 1456 

Exons 5106.. 5222, 5299.. 5950 

GI Descrip. '3142294 1.0e768 (AC002411) Strong similarity to initiation 
factor eIF-2, ' gb_U37354 from S. pombe. ESTs gb_T41979, 
gb_N37284 and gb_N37529 come from this gene. [Arabidopsis 
thaliana] ' 

Seq. No. 23286 Seq. ID OJ990605_42 . 9C03 . C4 

Gene No. 48483 Strand + 

Start 6250 End 6532 

Name OJ990605_42 . 9C03 . C4 . o4 . gp Method AAT/GAP 

Start 6250 End 6532 

GI uC-osflm202113cl2bl Score 530 

Exons 6250.. 6532 

GI Descrip. 1 2280517/dbj | AB005878 | AB005878 3.0e-24 Nicotiana tabacum mRNA 
for BYJ15, partial cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23286 
48484 . 
1487 

OJ990605_42 . 9C03 . C4 . o2 . gs 
1487 
none 

1487. .1561, 1648. .1983 

23286 
48485 
6408 

OJ990605_42 . 9C03 . C4 . ol . tm 
2317 
none 

2317. .2454, 2318. .2452, 2362. 
3041.. 3109, 3539.. 3661, 3549. 
3870. .3986, 3871. .3987, 3884. 
4344. .4574, 4345. .4584, 4346. 
•4663. .4902, 4944. .5225, 4961. 
5296. .5625, 5298. .5606 

Seq. No. 23286 
Gene No. 484 85 

Start 6408 . 

Name OJ990605_42 . 9C03 . C4 . ol . ts 

Start 2344 
GI none 

Exons 2344.-2454, 2345.-2452, 3031. 

3547. .3663, .3549. .3662, 3550. 
3871. .3987, 3871. .3987, 3884. 
4345.-4584, 4346.-4585, 4632. 
4899.. 5159, 4926. .5183, 4961. 
5296. .5328 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605_42.9C03.C4 

1983 
GENSCAN 
1983 
.93 



OJ990605 42.9C03.C4 



11929 

TBLASTX: Maize 
5625 
167 

2454, 3031.. 3102, 3037.. 3102, 

3662, 3549. .3662, 3550. .3663, 

3991, 4326. .4574, 4339.-4578, 

4585, 4648.-4872, 4653. .4871, 

5221, 5239.-5595, 5249.. 5614, 



Seq. ID OJ990605_42.9C03.C4 

Strand - ■ 

End 11929 

Method TBLASTX : Soybean 

End 5328 

Score 163 

.3099, 3041. .3109, 3546.-3662, 
.3663, 3870. .3977, 3870. .3986, 
.4000, 3887..3988, 4344. .4556, 
.4871, 4648. .4872, 4650. .4871, 
.5182, 5172. .5225, 5174. .5224, 



Seq. No. 23286 Seq. ID 

Gene No. 48485 Strand 

Start 6408 End 

Name OJ990605_42 . 9C03 . C4 . o4 . tc Method 

Start 2354 " End 

GI none Score 



OJ990605_42.9C03.C4 
11929 

TBLASTX : Cress 

3983 

139 



23550 




Exons 


2354 . .2452, 


2356. 


.2454, 3031. 


.3099, 3037. '.3096, 3041.. 3109, 




3536. .3661, 


3539. 


.3661, 3546. 


.3662, 3547.. 3663, 3550.. 3663, 




3564. .3689, 


3870. 


.3983, 3871. 


.3981 




Seq. No. 


23286 






Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 






Strand 




Start 


6408 






End 


11929 


Name 


OJ990605 42 


.9C03; 


C4 .o2. tw 


Method 


TBLASTX: Wheat 


Start 


3871 






End 


4526 


GI . 


none 






Score 


56 . 


Exons 


3871. .3915, 


3879: 


.3908, 3884. 


.3910, 3912.. 3977, 3918.. 3986, 




3919. .3987, 


4319. 


.4525, 4350. 


.4526, 4351.. 4524 


Seq. No. 


23286 






Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 






Strand 




Start 


6408 






End 


11929 


Name 


OJ990605 42 


.9C03. 


C4 .ol. tc 


Method 


TBLASTX: Cress 


Start 


4451 






End 


5054 


GI 


none. 






Score 


178 


Exons 


4451. .4585, 


4453. 


.4584, 4454. 


.4588, 4648.-4872, 4656. .4868, 




4961. .4981, 


4985. 


.5053, 4986. 


.5054 




Seq. No. 


23286 






Seq. ID 


OJ990605_42. 9C03.C4 


Gene No. 


48485 






Strand 




Start- 


6408 






End 


11929 * 


Name 


OJ990605 42 


. 9C03. 


C4 .ol. tw 


Method' 


TBLASTX: Wheat 


Start 


5072 






End 


5519 


GI 


none 






Score 


246 


Exons 


5072. .5221, 


5073. 


.522*, 5073. 


.5225, 5291.. 5503, 5296.. 5517, 




5298. .5519 










Seq. No. 


23286 






Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 






Strand 




Start 


6408 






End 


11929 


Name 


OJ990605 42 


.9C03. 


C4 .o2. tc 


Method 


TBLASTX: Cress 


Start 


5193 






End 


5609 


GI 


none 






Score 


50 


Exons 


5193. .5225, 


5296. 


.5601, 5301. 


,5609, 5304.. 5594 


Seq. No. 


23286 






Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 






Strand 




Start 


6408 






End 


11929 


Name . ... 


OJ990605 42 


.9C03. 


C4 .o2.ts 


Method 


TBLASTX: Soybean 


Start 


5328 






End 


5705 


GI 


none 






Score 


413 


Exons 


5328. .5594, 


5329. 


.5595, 5636. 


.5704, 5649.. 5705, 5649.. 5705 


Seq. No. 


23286 






Seq. ID 


OJ990605_42.9C.03.C4 




48485 






Strand 




Start 


6408 






End 


11929 


Name 


OJ990605 42 


.9C03. 


C4.o2.np 


Method 


AAT/NAP 


Start 


6324 






End 


11822 


GI 


5263321 






Score 


1231 


Exons 


6324. .6719, 


6814. 


.6989, 8139. 


.8285, 8521.. 8697, 9163.. 9236, 




9360 , , 9705,- 


10589 


..11147, 11252.. 11922 




GI Descrip. 


(AC007727) 


Contains similarity to gb|AF033823 moira protein 



Drosophila melanogaster and contains a PF | 00249 Myb-like 



23551 




DNA-binding domain. EST; gb | Z25609 comes from this gene.' 
[Arabidopsis thaliana] 



Seq. No. 


23286 




Seq. ID 


OJ990605_42.9C03.C4 


Gene No . 


48485 




Strand 




Start 


6408 




End 


11929 


Name 


OJ990605 42. 


9C03.C4 .o4 .gs 


Method 


GENSCAN 


Start 


6408 




End 


11929 


GI 


none 




Score 


.71 


Exons 


6408. .6989, 


8139.. 8316, 8609. 


.8742, 9163.. 9705, 10588.. 1114 




11252. . 11806 


, 11899.. 11929 






Seq. No. 


23286 




Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 




Strand 




Start 


6408 




End 


11929 


Name 


OJ990605 42. 


9C03.C4 .o3.tm 


Method 


TBLASTX: Maize 


Start 


8136 




End 


9234 


GI 


none 




Score 


142 


Exons 


8136. .8294, 


8139. .8294," 8373. 


.8429, 837 


4 . .8421, 9157. .9234 


Seq. No. 


23286 




Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 




Strand 




Start 


6408 




End 


11929 


Name 


OJ990605 42. 


9C03.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


8647' 




End 


10939 


GI 


none 




Score 


263 


Exons 


8647. .8697, 


9349.. 9711, 9349. 


.9711, 10564. .10662, 10574.. 10 




10675. .10938, 10676.. 10939 






Seq. No. 


23286 




Seq. ID 


OJ990605_42.9C03.C4 


Gene No. 


48485 




Strand 




Start 


6408 




End 


11929 


Name 


OJ990605 42. 


9C03.C4.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9389 




End 


9597 


GI 


none 




Score ' 


181 


Exons 


9389. .9562, 


9391. .9588, 9420. 


.9596, 9421.. 9597 


Seq. No. 


23286 




Seq. ID 


OJ990605_42. 9C03.C4 


Gene No . 


48485 




Strand 




Start 


6408 




End 


11929 


Name 


OJ990605 42. 


9C03.C4.o3.tc 


Method 


TBLASTX: Cress 


Start 


10969 




End 


11149 


GI 


- none 




Score 


159 


Exons 


10969. .11148 


, 10970.. 11149 






Seq. No. 


23287 




Seq. ID 


OJ990605_42.9C03.C5 


Gene No . 


48486 




Strand 


+ 


Start 


7575 




End 


10688 


Name 


OJ990605 42. 


9C03.C5.o2.gs 


Method 


GENSCAN 


Start 


7575 




End 


10688 


GI 


none 




Score 


.52 


Exons 


7575. .7715, 


8300.. 8378, 8480. 


.8562, 8686. .8761, 9189.. 9356, 




9883. .10367, 


10457. .10581, 10655.. 10688 


Seq. No. 


23287 




- ~ -~x - — — 


O-J990605 42.9C03.C5 


Gene No. 


48487 




Strand 




Start 


288 




End 


16047 



23552 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990605 42.9C03.C5.ol.np Method AAT/NAP 

288 ~ End 12184 ' 

5295971 Score 3605 

288.-3585, 3613. .4513, 5204. .5358, 11859. .12184 
(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X1377.7 ) [Oryza sativa] 

Seq. ID OJ990605_42.9C03.C5 

Strand . - 

End 16047 

Method TBLASTX : Soybean 

End 959 

Score 112 



Seq. ID OJ990605_42.9C03.C5 
Strand 

End 16047 

Method TBLASTX : Cress 

End 980 

Score 84 



Seq. ID OJ990605_42.9C03.C5 
Strand 

End 16047 

Method TBLASTX : Maize 

End 558 

Score 136 . 



Seq. ID OJ990605_42.9C03.C5 
Strand 

End 16047 

Method GENSCAN 

End 6808 

Score .4 



Seq. ID OJ990605_42.9C03.C5 
Strand 

End 16047 

Method TBLASTX : Wheat 

End 77 6' 

Score 51 



Seq. ID OJ990605_42. 9C03.C5 
Strand 

End 16047 

Method TBLASTX: Maize 

End' 1019 

Score 143 



Seq. No. 


23287 




Gene No . . 


48487 




Start 


288 




Name 


OJ990605 42.9C03.C5. 


o2.ts 




318 




GI 


none 




Exons 


318. .959, 373. .705 




Seq. No. 


23287 




Gene No. 


48487 




Start 


288 




Name 


OJ990605 42.9C03.C5. 


ol.tc 


O LQi L. 


321 






none 




Exons 


321. .539, 325.. 531, 


342. .536, 


Seq. " No. 


23287 




Gene No. 


48487 




Start 


288 




Name 


OJ990605 42.9C03.C5. 


.06. tm 




322 






none 




Exons 


322. .558, 324. .554 




Seq. No. 


23287 




Gene No. 


48487 




Start 


288 * 




Name 


OJ990605 42.9C03.C5 


. ol.gs 




326 




(IT 


none 




Rxons 

L*J \mf X 1 h*-? 


326.. 2201, 2223.-4682, 5351.. 


Seq. No. 


23287 




Gene No. 


48487 




Start 


288 




Name 


OJ990605 42.9C03.C5 


. o4 . tw 


Start 


351 




GI 


none 




Exons 


351. .530, 358. .531, 


567. .776, 


Seq. No. 


23287 




Gene No. 


48487 




Start 


288 




Name 


OJ990605 42.9C03.C5 


. ol.tm - 


Start 


570 




GI 


none 




Exons. 


570. .785. 571 . .726. 


590. .796- 


Seq. No. 


23287 





Seq. ID OJ990605_42.9C03.C5 



23553 



Gene No. 


48487 






■ 


Strand 






Start 


288 








End 


16047 




Name 


OJ990605 42. 


9C03. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


828 








End 


1109 




GI 


none 








Score 


62 




Exons 


828. .980, 1005. .1109 










Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03. 


C5 


Gene No. 


48487 








Strand 






Start - 


288 








'End 


16047 




Name 


OJ990605_42. 


9C03. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1023 








End 


1286 




GI 


none 








Score 


138 




Exons 


1023. . 1286, 


1024 . 


. 1203 










Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03. 


.C5 


Gene No. 


48487 








Strand 






Start 


288 








End 


16047 




Name 


OJ990605 42. 


9C03. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1119 








End 


1668 




GI 


none 








Score 


40 




Exons 


1119. .1337, 


1323. 


. 1667, 


1405. 


.1512, 1537. .1668 




Seq. No. 


23287 








Seq. ID 


OJ990605 42.9CUo. 


.C5 


Gene No-. 


48487 








Strand 






Start 


288 








End 


16047 




Name 


OJ990605 42. 


9C03. 


,C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1350 








End 


1874 




GI 


5509260 










171 

J. / X 




Exons 


1350. .1874, 


1366. 


, . 1755 










GI Descrip. 


— 














Seq. No. 


23287 








Seq. ID 


OJ990605_42. 9C03 


.C5 


Gene No. 


48487 








Strand 






Start 


288 








End 


16047 




Name 


OJ990605_42. 


9C03, 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1449 








End 


1710 




GI 


none 








Score 


103 




Exons 


1449. .1709, 


1483, 


. . 1710 










Seq. No. 


23287 








Seq. ID 


OJ990605_42. 9C03 


.C5 


Gene No. 


48487 








Strand 






Start 


288 








End 


16047 




Name 


OJ990605_42. 


9C03, 


.C5.o3. 


, tm 


Method 


TBLASTX: Maize 




Start 


1 A O O 

- 14 do 








End 


1808 




GI 


none 








Score 


251 




Exons 


1488. .1808, 


1489, 


. .1749 










Seq. No. 


23287 








Seq. ID 


O.J990605_42.9C03 


.C5 


Gene No. 


48487 








Strand 






Start 


288 








End 


16047 




Name 


OJ990605 42, 


. 9C03 


;C5.o3. 


,ts 


Method 


TBLASTX : Soybean 




Start 


2190 








End 


2669 




GI 


none 








Score 


48 




Exons 


21 90. .2378. 


9.223 


s ,2669; 


2374; 


= 2664 






Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03 


.C5 



23554 




Gene No. 


. 48487 








Strand 




O U Cl -L L. 


* 288 








End 


16047 




OJ990605 42 


. 9C03 . 


C5 ,o2 . 


tc 


Method 


TBLASTX: Cress 




2217 ~~ 








End 


2654 




none 








Score 


256 


Exons 


2217 . .2654 












Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


48487 








Strand 




Start 


288 








End 


16047 • 


Name 


OJ990605 42 


. 9C03. 


C5 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2271 ~~ 








End 


2700 


\J X 


none 








Score 


46 




2271 . .2342, 

to to i -L • • £x * to J 


2355. 


.2696, 


2365. 


.2433, 2412. .2681, 2476. .2700 


Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


48487 








Strand 




Start 


288 








End 


16047 


Name 


*""■-* OJ990605 42 


. 9C03. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2343 ~~ 








End 


2903 


\j ± 


none 








Score 


42 


Fvnn 


2343 . .2432, 


2359. 


.2433, 


2442. 


.2705, 2479..2688, 2763. .2903 


Seq. No. 


23287 






- 


Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


. 48487 








Strand 




Start 


288 








End 


16047 


LN dlllC 


OJ990605 42 


. 9C03. 


C5 ,o4 . 


ts 


Method 


TBLASTX : Soybean 




2763 _ 








End 


3038 


yj x 


none 








Score 


197 




2763 3038. 


2862 . 


.2942 








Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


48487 








Strand 




Start 


288 








End 


16047 


Name 


OJ990605 42 


. 9C03. 


C5.o2. 


tw 


Method 


TBLASTX -.Wheat 


Cfarf 


2988 ~ 








End 


3428 


GI 


none 








Score 


115 


on ^ 


2988 3062, 


3063. 


. 3428, 


3148 . 


.3414 




^prr Ma 


23287 






< 


Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


48487 








Strand 




Start 


288 








End 


16047 


Name 


OJ990605 42 


. 9C03. 


C5 ,o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3041 ~ 








End 


3512 


VJX 


none 








Score 


138 


LiAUl 1 0 


3041 3136, 


3042 . 


. 3440, 


3042. 


.3197, 3043. .3450, 3220. .3363, 




3231 3449. 


3426. 


. 3512 








Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03.C5 


Gene No. 


48487 








Strand 




Start 


288 








End 


16047 


Name 


OJ990605 42 


.9C03. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3942 








End 


4269 


GI 


none 








Score 


93 


Exons 


3942 s s 4268,- 


3943. 


.4269 








Seq. No. 


23287 








Seq. ID 


OJ990605_42.9C03.C5 



23555 



Gene No. 


48487 




Strand 




Start 


288 




End 


16047 


Name 


OJ990605 42.9C03.C5. 


o5.tw 


Method 


TBLASTX: Wheat 


Start 


3993 




End 


4343 




none 




Score 


201 




3993. .4343 








Sea No. 


23287 




Seq. ID 


OJ990605_42.9C03. 


Gene No. 


48487 




Strand 




Start 


288 




End 


16047 


Name 


OJ990605 42.9C03.C5. 


o3.gs 


Method 


GEN SCAN 


Start 


11207 




End 


16047 


GI 


none 




Score 


.71 


F.xons 


11207. .11373, 11499. 


.11691, 


11736. .11987, 12006. .12266, 




12799. .13059, 15409. 


.15434, 


15490. .16047 


Seq. No. 


23288 




oeq. iu 




Gene No. 


48488 




Strand 




Start 


1 




End 


110 


Name 


. OJ990605 42.9C03.C6. 


ol . gp 


• Method 


AAT/GAP 


Start 


1 




End 


110 


GI 


2310877 




Score 


182 


Exons 


1. . 110 








Seq.. No. . 


23288 




Seq. ID 


OJ990605_42.9C03 


Gene No. 


48489 




Strand 




Start 


12 




. End 


140 


Name 


OJ990605 42.9C03.C6. 


ol . gs 


Method 


GENSCAN 


Start 


12 




End 


140 


GI 


none ■ 




Score 


.45 


Exons 


12. .140 








Seq. No. 


23289 




Seq. ID 


OJ990605_42.9C.03 


Gene No. 


48490 




Strand 




Start 


1 




End 


323 


Name 


OJ990605 42.9C03.C7, 


,ol -np 


Method 


AAT/NAP 


Start 


1 




End 


323 


GI 


2498930 




Score 


184 



Exons 

GI Descrip. 



1..96, 264. .323 

DORSAL-VENTRAL PATTERNING. PROTEIN SOG (SHORT GASTRULATION . 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


23289 






Seq. ID 


OJ990605 


Gene No. 


48490 






Strand 




Start 


1 






End 


323 


Name 


OJ990605 42.9C03.C7. 


ol. 


,gs 


Method 


GENSCAN 


Start 


52 






End 


323 


GI 


none 






Score 


.93 


Exons 


52. .96, 264. .323 










Seq. No. 


23290 






Seq. ID 


OJ990815 


Gene No. 


48491 






Strand 


+ 


Start 


471 






End 


1108 


Name 


OJ990815 48.9C17.C1. 


ol, 


.np 


Method 


AAT/NAP 


Start 


471 s 






End 


1108 


GI 


2498930 






Score 


749 


Exons 


471. .534, 702. .1108 











23556 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 
•PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



23290 
48491 
471 

OJ990815_48. 9C17 . CI . ol . gs 

475 

none 

475. .534, 702. .1096 



Seq. ID OJ990815_48.9C17.C1 

Strand + 

End 1108 

Method GEN SCAN 

End 1096 

Score 1 



Seq. No. 


23291 


Seq. ID 


OJ990815_48 


9C17.C3 


Gene No. 


48492 


Strand 






Start 


1 


End 


3284 




Name 


OJ990815 48.9C17.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3284 




GI 


6665549 


Score 


68 




Exons 


1..41, 2571. .2688, 3233.-3284 








GI Descrip. 


(AC013289) putative cullin [Arabidopsis thaliana] 




Seq. No. 


23291 


Seq. ID 


OJ990815_48 


.9C17.C3 


Gene No . 


48492 


Strand 






Start 


1 


End 


3284 




Name 


OJ990815 48.9C17.C3.ol.gp 


Method • 


AAT/GAP 




Start 


32 


End 


2001 




GI 


2800878 


Score 


253 




Exons 


32. .91, 1385. .1425, 1910. .2001 






GI Descrip. 


2280517/dbj I AB005878 | AB005878 


3.0e-24 


Nicotiana tabacum iriRNA for 


BYJ15, partial cds 








Seq. No. 


23292 


Seq. ID 


OJ990815_48 


.9C17.C4 


Gene No. 


48493 


Strand 


+ 




Start 


304 


End 


3081 




Name 


OJ990815 48.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


304 


End 


3081 




GI 


none 


Score 


.43 




Exons 


304. .441, 458. .547, 573. .818, 


1165. .1520, 2316. .2494, 2633. .3081 


Seq. No. 


23292 


Seq. ID 


OJ99.0815_48 


.9C17.C4 


Gene No. 


48494 


Strand 


+ 




Start 


8331 


End 


9087 




Name 


OJ990815 48.9C17.C4.ol.gp 


Method 


AAT/GAP 




Start 


6305 


End 


6600 




GI 


61605 3.R1084 


Score 


455 




Exons 


6305. .6600 








GI Descrip. 


» 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase 


[Arabidopsis 




thaliana] ' 








Seq. No. 


. 23292 


Seq.. ID 


OJ990815_48 


. 9C17.C4 


Gene No. 


48494 


Strand 


+ 




Start 


8331 


End 


9087 




Name 


OJ990815 48 . 9C17 . C4 . o3 . gs 


Method 


GENSCAN 




Start 


8331 


End 


9087 




GI 


none 


Score 


.53 




Exons 


8331 = , 8551, m 8571 a , 9087 









Seq. No. 



23292 



Seq. ID OJ990815_48.9C17.C4 



23557 



Gene No. 484 95 Strand + 

Start 10064 End 10489 

Name OJ990815_48 . 9C17 .C4 . o2 . gp Method AAT/GAP 

Start 10035 End 10489 

GI 2428763 Score 852 

Exons 10035.. 10489 



Seq. No. 23292 

Gene No. 48495 

Start 10064 

Name OJ990815_48 . 9C17 . C4 . o4 . gs 

Start 10064 

GI none 

Exons 10064. .10453 



Seq. ID OJ990815_48.9C17.C4 

Strand + 

End 10489 

Method GENSCAN 

End 10453 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23292 
48496 
618 

OJ990815_48. 9C17 . C4 . ol . np 
618 

6523547 



Seq. ID OJ990815_48.9C17.C4 
Strand 

End ' 12354 
Method AAT/NAP 
End 12354 
Score 402 



618. .964, 1186. .1602, 8440. .8582, 8663. .8796, 12218. .12354 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f . hagariensis] 



Seq. No. 


23292 








Seq. ID 


OJ990815_48.9C17.C4 


Gene No. 


48496 








Strand 




Start 


618 








End 


12354 


Name 


OJ990815 48 


.9C17. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2577 








End 


2931 


GI 


none 








Score 


124 


Exons 


2577. .2699, 


2578. 


.2790, 


2797. 


.2931 




Seq. No. 


23292 








Seq. ID 


OJ990815_48.9C17.C4 


Gene No. 


48496 








Strand 




Start 


618 








End 


12354 


Name 


OJ990815 48 


.9C17. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2737 








End 


3085 


GI 


none 








Score 


68 


Exons 


2737. .2784, 


2779. 


.3078, 


2787. 


.3065, 2788.'. 3081, 2915.. 3085 


Seq. No. 


23292 








Seq. ID 


OJ990815_48..9C17.C4 


Gene No. 


48496 








Strand 




Start 


618 








End 


12354 


Name 


OJ990815 48 


.9C17. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2782 








End 


3047 


GI 


none 








Score 


348 


Exons 


2782. .3045, 


2787. 


.3047 








Seq. No. 


23292 








Seq. ID 


OJ990815_48.9C17.C4 


Gene No. 


48496 








Strand 




Start 


618 








End 


12354 


Name 


OJ990815 48 


.9C17. 


C4.o2. 


gs 


Method 


GENSCAN 


Start 


3334 








End 


5261 


GI 


none 










q'a 


Exons 


3334. .4194, 


4291. 


.4324, 


4718. 


.4846, 524 


8. .5261 



23558 



Seq. No.' 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23293 
48497 
1 

OJ990815_48. 9C17 .C5.ol.np 
1 

5042454 
1. .41, 267. .442, 677. .730 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ9908.15_48.9C17.C5 

Strand + 

End 1325 

Method AAT/NAP 

End 730 

Score 241 



23293 
48497 
1 

OJ990815_48. 9C17.C5.ol.gs 
386 
none 

386. .442, 598. .935, 1166. .1325 

23293 
48498 - 
6206 

OJ990815_48. 9C17 . C5 . o3 . gs 
6206 
none 



Seq. ID,<OJ990815_48. 9C17.C5' 



Strand 
End 

Method 
End 
Score 



+ 

1325 
GEN SCAN 
1325 
.43 



Seq. ID OJ990815_48.9C17.C5 



Strand 
End 

Method 
End 
Score 



+ 

10165 
GENSCAN 
10165 
.78 



6206. .6212, 6766. .6813, 8028. .8297, 8747.. 8805, 10001. .10165 



Seq. ID OJ990815_48.9C17.C5 

Strand + 

End 14 997 

Method AAT/GAP 

End 14997 

Score 726 



23293 
48499 
14596 

OJ9908 15_4 8 . 9C17 . C5 . o5 . gp 
14596 

LIB3432-059-P1-K1-D8 
14596. .14997 

•5734616/dbj I AP000391 . 1 1 AP000391 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



23293 
48500 
4038 

OJ990815_48.9C17.C5.o2.gp 

2961 

2310968 

2961. .3093 



Seq. ID OJ990815_48.9C17.C5 
Strand 

End 4274 

Method" AAT/GAP 

End . 3093 

Score 171 



Seq. No. 23293 

Gene No. 48500 

Start 4038 

Name OJ990815_4 8 . 9C17 . C5 . o2 . gs 

Start 4038 

GI none 
Exons ' 4038. .4274 



Seq. ID OJ990815_48.9C17.C5 
Strand 

End 4274 

Method GENSCAN 

End 4274 

Score .97 



Seq. No. 23293 

Gene No. 48501 

Start 6889 

Name OJ990815_48 , 9C17 . C5 . c2 . np 

Start 6889 

GI 4234848 



Seq. ID OJ990815_48.9C17.C5 
Strand 

End 7046 



End 
Score 



7046 
73 



23559 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6889.. 7046 

(AF082131) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990815_48.9C17.C5 
Strand 

End 10869 

Method AAT/GAP 

End 10869 

Score 713 



23293 
48502 
10357 

OJ9908 15_4 8 . 9C17 . C5 . o3 . gp 
10357 

LIB3432-059-P1-K1-D8 
10357. ..10378, 10458.. 10869 

1 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


23293 




Seq. ID 


OJ990815 


Gene No. 


48503 




Strand 




Start 


12387 




End 


14631 


Name 


OJ990815 48.9C17.C5, 


. o4 . gs 


Method 


GENSCAN 


Start 


12387 




End 


14631 


GI 


none 




Score 


.78 


Exons 


12387. .12532, 13735. 


. .14024, 


14288. .14631 


Seq. No. 


23294 




Seq. ID 


OJ990815 


Gene No. 


48504 




Strand 


+ 


Start V 


1243 




End 


1501 


Name ' 


OJ990815 48.9Ci7.C6, 


. ol . gs 


Method 


GENSCAN 


Start 


1243 




End 


1501 


GI 


none 




Score 


.6 


Exons 


1243. .1501 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



23295 
48505 
1 

OJ990815_4 8 . 9C17 . C7 . ol . np 
1 

2244898 



Seq. ID OJ990815_48.9C17.C7 

Strand + 

End 67 94 

Method AAT/NAP 

End 4 673 

Score 1681 



1.-73,- 1859.. 1948, 2006.. 3071, 4299.. 4673' 

(Z97338) phosphatase like protein [Arabidopsis thaliana] 



23295 
48505 
1 

OJ990815_48 . 9C17 . C7 . ol . gs 

1866 

none 



Seq. ID OJ990815_48.9C17.C7 

Strand • + 

End 6794 

Method GENSCAN 

End 6794 

Score .85 



1866.. 3071, 4299. .4605, 6682.. 6794 



23295 
48505 
1 

OJ990815_48 . 9C17 .C7 . ol . gp 
2424 

13604_1.R1084 
2424. .3053 

'2244898/emb|CAB10320.1| 1.0e-108 (Z97338) phosphatase like 
protein [Arabidopsis thaliana] * 



Seq. ID OJ990815_48.9C17.C7 

Strand + 

End 67 94 

Method AAT/GAP 

End 3053 

Score 1252 



23295 



Seq. ID OJ990815_48.9C17.C7 



23560 




Gene No. 


48506 




Strand 


+ 




Start 


11233 




End 


13648 




in dints 


O.TQQDRIS 48 9C1 7 C7 


. o2 . np 


Method 


AAT/NAP 




Of ar f 


1 riQ7 1 — 

J. U .7 / J. 




End 


13648 




PT 

ul 






Score 


1010 






I U 7 ( 1 • . x X U J v / -L -L " 


. .12677, 


12708. .13648 






fAC000348} T7N9 21 


[Arabidopsis thaliana] 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48506 




Strand 


+ 




Of a r +- 
O Lai L 


11233 




End 


13648 




Name 


OJ990815 48 9C17 C7 


. o3 . gs 


Method 


GENSCAN 




C f- a r-f- 


119^ _ 

llL J J 




End 


13633 




ul 


1 nji its 




Score 


.6 




IT vr^n c 


11 9^ 1 1 4? c > 1 ?07? 

lie J J • • 1 1 ^. J ^ J. e V ' 


. .12975, 


13048. .13163, 13203.. 13633 






23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


fiprip No 


48506 




Strand 


+ 




Start 


11233 




End 


13648 




Name 


OJ990815 48.9C17.C7 


. o4 .gp 


Method 


AAT/GAP 




JLQI L 


12814 




End 


13360 • 




bl 


LIB3475-003-P1-K2-H1 


Score 


1077 




Exons 


12814. .13360 












, 4521193/dbj | AB013450 . 1 1 AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


riD gene 








Seq. No. 






Seq. ID 


OJ990815_48.9C17 


P7 


Gene No. 


48507 




Strand 






Cf arf 
O L. CI J- L. 


21605 




End 


26241 




Name 


OJ990815 48.9C17.C7 


. 06 . gs 


Method 


GENSCAN 




OLaiL 


21605 




End 


24740 






none 




Score 


.64 




IjAUIIO 


21605. .21668, 23932 


. .24740 








Can Vlp. 


23295 




Seq. ID 


OJ990815_48. 9C17 


.CI 


Gene No. 


48507 




Strand 


+ 




Start 


21605 




End 


26241 




IN aULC 


OJ990815 48.9C17.C7 


. o3 . np 


Method 


AAT/NAP 




O Lai L. 


24072 




End 


26241 




CI 


6522936 




Score 


96 






24072. .24465, 26155 


. .26241 








O -L UCSLI ly^ 


(AL132978) putative 


protein 


[Arabidopsis thaliana] 






23295 




Seq. ID 


OJ990815_48.9C17 


.CI 


Gene No. 


48508 




Strand 


+ 




Start 


34695 




End 


38992 




IN dine 


OJ990815 48.9C17.C7 


.olO.gs 


Method 


GENSCAN 




Cf art 
O Lai L. 


34695 




End 


38180 




rij 


none 




Score 


.45 




CiAUIlo 


34695. .34813, 34916 


. .36288, 


36504. .36676, 36752 .. 36927 , 






37063. .38180 










Seq. No. 


23295 




Seq. ID 


OJ990815_48. 9C17 


.CI 


Gene No. 


48508 




Strand 


+ 




Start 


34695 




RnH 


38992 




Name 


OJ990815 '48.9C17.C7 


. o5.np 


Method 


AAT/NAP 




Start 


34704 




End 


38992 





23561 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6705984 Score 4511 

34704. .38378, 38892. .38992 

(AB033235) gag-pol polyprotein [Oryza sativa] 



23295 Seq. ID 

48509 Strand 

4727 End 

OJ990815_4 8 . 9C17 . C7 . o2 . gp Method 

4727 End 

none ■ Score . 
4727. .5195 



OJ990815_48.9C17.C7 

5195 
AAT/GAP 
5195 
925 



Sea No. 


23295 








Seq. ID 


OJ990815 48.9C17 


.C7 


fipnp No 


48510 








Strand 






Start 


7597 








End 


8308 




Name 


OJ990815 48.9C17 


.C7 


.o2. 


as 


Method 


GEN SCAN 




Start 


7597 








End 


8308 




GI 


none 








Score 


. 65 




Exons 


7597.. 7754, 8305 


. ? 8308 










Sea No 


23295 








Seq. ID 


OJ990815 48.9C17 


.C7 


Cpnp Tsln 


48510 








Strand 






Start 


7597 








End 


' 8308 




Name 


OJ990815 48.9C17 


.C7 


.o3. 


gp 


Method 


AAT/GAP 




Start 


7678 








End 


'7855 




GI 


2796573 








Score 


327 




F.xon s 


7678. .7855 














kw? v3 VJ ■ w • 


23295 








Seq. ID 


OJ990815 48.9C17 


. C7 




48511 








Strand 






Start 


16720 








End 


18085 




Name 


OJ990815 48.9C17 


.C7 


.o4. 


gs 


Method 


GEN SCAN 




Start 


16720 








End 


18085 




GI 


none 








Score 


.87 




Rvnn 


16720. .16837, 17721 


. .18085 










23295 








Seq. ID 


OJ990815_48.9C17 


.C7 




48512 








Strand 






Start 


30669 








End 


31773 




Name 


OJ990815 48.9C17 


.C7 


,o9. 


gs 


Method * 


GENSCAN 




Start 


30669 








End 


31773 




GI 


none 








Score 


. 91 




Exons 


30669. .30774, 31412 


. .31773 








Seq. No. 


23295 








^Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 








Strand 






Start 


38481 








End 


38992 




Name 


OJ9908I5 48.9C17 


.C7 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2044 








End 


2801 




GI 


none 








Score 


' 43 




Exons 


2044. .2085, 2114 


. .2551, 


2115. 


.2801, 2117. .2356, 2118. .2801 


Seq. No. 


23295 








Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 








Strand 






Start 


38481 








F.nH 


38992 




Name 


OJ990815 48.9C17 


.C7 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2085 








End 


4625 





23562 




GI 


n6ne" 








Score' 


1386 


Exons 


2085 . . 3074, 


2117 


. .2353, 


2317. 


.3072, 2447. .3073, 4287. .4571 




4292 . . 4465, 


4292 


. .4594, 


4296. 


.4625 




Seq. No. 


23295 








Seq. ID 


OJ990815_48. 9C17.C7 


Gene No. 


48513 








Strand 




Start 


38481 








End 


38992 


Name 


OJ990815 48 


. 9C17 


.C7 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2090 ~ 








End 


2564 


GI 


none 








Score 


229 - 


Exons 


2090. .2563, 


2091 


. .2564, 


2092. 


.2286, 2117. .2353, 2268. .2564 


Seq. No. 


23295 








Seq. ID 


OJ990815_48.9C17.C7 


Gene No. 


48513 








Strand 




Start 


38481 








End 


38992 


Name 


OJ990815 48 


. 9C17 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2111 








End 


4625 


GI 


none 








Score 


1342 


Exons 


2111 . ; 2356, 


2112 


. . 3074, 


2456. 


.2527, 2588. .3073, 4292. .4570 




4292 . . 4624, 


4296 


. . 4625 








Sea. No. 


•23295 " 








Seq. ID 


OJ990815_48.9C1-7.C7 


Gene No. 


48513 








Strand 




Start 


38481 . 








End 


38992 


Name 


OJ990815 48 


. 9C17 


. C7 . o2 . 


tw • 


Method - 


TBLASTX: Wheat 


Start 


2574 ~~ 








End 


3017 


GI 


none 








Score 


629 


Exons 


2574 . . 2942, 


2577 


. .2948, 


2591. 


.2947, 2945. .2968, 2960. .3016 




2961 . . 3017 












Seq. No. 


23295 








Seq. ID 


OJ990815_48.9C17.C7 


Gene No. 


48513 








Strand 




Start 


38481 








End 


38992 


Name 


OJ990815 48 


. 9C17 


. C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2802 ~ 








End 


4340 


GI 


none 








Score 


404 


Exons 


2802 . . 3074, 


2804 


. . 3073, 


4296. 


.4340 




Seq. No. 


23295 








Seq. ID 


OJ990815_48.9C17.C7 


Gene No. 


48513 








Strand 




Start 


38481 








End 


38992 


Name 


OJ990815 48 


. 9C17 


.C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


4301 ~ 








End 


4582 


GI 


none 








Score 


430 


Exons 


4301. . 4483, 


4302 


. . 4580, 


4302. 


.4574, 4303. .4581, 4544. .4582 


Seq. No. 


23295 








Seq. ID 


OJ990815_48. 9C17.C7 


Gene No. 


48513 








Strand 




Start 


.38481 








End 


.38992 


Name 


OJ990815 48 


. 9C17 


C7 .06. 


ts 


Method 


TBLASTX : Soybean 


Start 


4340 ~~ 








End . 


4614 


GI 


none 








Score 


296 


Exons 


4340. .4609, 


.4341 


.4610, 


4342. 


.4614 




Seq. No. • 


- 23295 








Qorr Tn 
~ w ~l • - 1 - — 


OJ990815 48.DC17.C7 


Gene No. 


48513 








Strand 




Start 


38481 








End 


38992 



23563 



Name 


OJ990815 48.9C17.C7 


. o5 . tm 


Method 


TBLASTX: Maize " 




Start 


12340 




End 


12591 




GI 


none 




Score 


51 




Exons 


12340. .12381, 12340 


. .12582, 


12341. .12583, 12437 .. 12583, 






12456. .12584, 12457 


. .12591 








Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9.C17.C7 


. ol. tm 


Method 


TBLASTX: Maize- 




Start 


12617 




End 


13851 




GI 


none 




Score 


218 




Exons 


12617. .12787, 12618 


. .12806, 


12619. .12786, 12806 .. 13120, 






12811. .13119, 13118 


. .13636, 


13126. .13635, 13242 .. 1367 6, 






13747. .13851 










Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No.- 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815. 48.9C17.C7 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12875 




End 


13413 




GI 


none 




Score 


321 




Exons 


12875. .13120, 12967 


. .13107, 


13102. .13263, .13106. .13264, 






13262. .13342, 13322 


. .13369, 


13375. .13413 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


-C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9C17.C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13139 




End 


13515 




GI 


none 




Score 


466 




Exons 


13139. .13513, 13165 


. .13515 








Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


,C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9C17.C7 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


17721 




End 


31716 




GI 


none 




Score 


67 




Exons, 


17721/. 17825, 17722 


. . 17775, 


1780l". .17E 


593, 17801. .17914, 






17802. .17906, 17899 


. . 17925, 


17978. .18025, 314 12 .. 314 95, 






31413. .31466, 31492 


. .31605, 


31493. .31597, 31669. .31716 




Seq. No. 


23295 




Seq. ID 


OJ990815_48. 9C17 


.C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9C17.C7 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


35133 




End 


35369 ' 




GI 


none 




Score 


267 




Exons 


35133. .35330, 35142 


. .35369, 


35144. .35368 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9C17.C7 


. o4 .tw 


Method 


tblastx? wheat 




Start 


35147 




End 


35707 




GI 


none 




Score 


201 





23564 




Exons 


"3^1 47 ^R'^ft "^RI/IP 
jOI^ / . . jDjjo, jj14C5 


. . jjjjD; 


35206. .35337, 35337 35699, 






^^^ao uim ^m^>i7 

OO 0*i Z . . jj / U / / jjj^ j 




35539. .35700 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17. 


,C7 


Gene No. 


48513 




Strand 






Of -a yf 


"3ft 4 ft 1 

00401 




End 


38992 




Name 


PiTQQflftlR 4ft QP1 7 P7 




Method 


TBLASTX: Soybean 






'SRI 77 ~~ 
jji / / 




End 


35573 




PT 


none 




Score 


131 






O O 1 / / . ..JjJil; JJl / O 




35352. .35573 




oeq. in u • 






Seq. ID 


OJ990815_48.9C17. 


P7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


PjTQQDftlR 4ft QP1 7 P7 

VJU.7.7U010 4 O • -?L^ 1 / . C> / 


• o5 . tw 


Method 


TBLASTX: Wheat 




c+- a -rf- 
OLdX L 


jDUj / 




End 


36538 






none 




Score 


330 




Exons 


^60^7 "ICTOn *36n77 


. . O OOU fi , 


36330. .36500, 36344 36538 , 








■ • O OJlii 








Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17. 


C7 


Gene No. 


48513 




Strand 








■3ft 4 ft 1 




End 


38992 




Name 


OTQQHfil ^ /1ft QP1 7 P7 


.06. tm 


Method 


TBLASTX: Maize 




Of ar f 






End 


36541 




ul 


none 




Score 


278 




Exons 


"3 £ ^ 9 9 ^ £ R fl 7 "3 £ "3 9 'S 


• .00041/ 


36338. .36532 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17. 


C7 


Gene No. 


48513 




Strand 






Of a r*+- 


"3ft 4 ft 1 




End 


38992 




Name 


PiTQQnQIE. A Q QP1 7 P7 


r\l f 0 

.0/ .ts 


Method 


TBLASTX : Soybean 




Cf o >-f- 

o Lai L 






End 


36538 




PT 
ul 


none 




Score 


269 




TP vyi-ri o 
HiXUIlo 


^£^99 "364Q9 "^^^9^ 


. . OOOOO / 


36338.. 36532 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17. 


C7 


Gene No. 


48513 




Strand 






Cf a r f 
O Lai L 


^ft 4 ft 1 




End 


38992 




Name 


PjTQQOftl^ 4ft QP1 7 P7 


• Oi7 • tW 


Method 


' TBLASTX: Wheat 




Cf 3 v-f 

o Lai l 






End 


36775 




ul 


none 




Score 


181 




Exons 


^£SQ9 ^6771 ^fi^Q^ 
JOjjZ. .00/ /l, jOjjj 


-3 C77 c: 
. .00/ / O 








Seq. No.. 


23295 




Seq. ID 


OJ990815_48.9C17. 


C7 


Gene No. 


48513 




Strand 






Cf n *~f 

o Lai L 


^ft 4ft1 




End 


38992 




Name 


PiTdGnCMR 4ft QP1 7 P7 


. oo . i,m 


Method 


TBLASTX: Maize 




Cf 3 ~f 

O Lai L 


O D 0 1 4 




End 


36865 




ul 


none 




Score 


67 




Exons 


jdoi4 . . Jo / u y / oo/zz 


. . 00000, 


36724. .36864 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17. 


C7 


Gene No. 


48513 




Strand 






Start 


■ 3ft 4ft 1 






J (J Zf zt t+ 




Name 


OJ990815 48.9C17.C7, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


36821 




End 


37303 





23565 






none 




Score 


OQC 

JO J 




Exons 


J DOZ 1 . . J / JUj , jbyio. 


07 OCQ 








Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 




, Strand 






C 4 n v- 4- 

O X.CLT U 


JO ft O 1 




End 


38992 




Name 


UJ 3 jUOI j ft O . yL, X / . / . 


o4 . tm 


Method 


TBLASTX: Maize 




otdiL 






End 


37357 






none 




Score 


394 




Exons 


^£ftQn ^T^^T "3£Q£R 


■ J / X 4 ft f 


37102. .37326 




Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.C7 


Gene No. 


48513 




Strand 


- 




0 4- a v-4- 
O Lai U 


"3 P. A 1 

JO T o 1 




End 


38992 




Name 


n TQQflPI c; AQ Qpi 7 P7 

uu y y uo x o 4 o . ?ui / . u / . 


OO . US 


Method 


TBLASTX : Soybean 




Of -5 -w-4- 


j / zou 




End 


37639 




PT 


none 




Score 


339 




Exons 


onoon ^t^oq Ti^QQ 
j / Z O U . . J / t> J i?/ j/jyy. 


• J / OZ D 








Seq. No. 


23295 




Seq. ID 


OJ990815_48'. 9C17 


.CI 


Gene No. 


48513 




Strand 


- 




otan 


JO ft 0 1 




End 


38992 




Name 


n TQQnQI ^ AQ QP1 7 r*7 

uuyyuoi j fto.yux/.u/. 


^ Q 4- T.T 

Oo . cw 


Method 


TBLASTX: Wheat ■ 




Of n v>4- 

b tart. 


j / jjZ 




End 


37753 




P 1 T 


none 




Score 


310 




Exons 


TTOCO *377^T. OTOQQ 


0771:9 
. j / / DZ 








Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


.CI 


Gene No. 


48513 




Strand 






btari. 


op 401 
jo 4 0 1 




End 


38992 




Name 


nTQQnQi c; aq on 7 n 


0 3 . tm 


Method 


TBLASTX: Maize 




CH i v-4- 

btar t 


J / 4 U U 




End 


37903 




bi 


none 




Score 


414 




Exons 


"37400 **7Qm "37441 

j/fiuu. . j / yujf j/fift±. 


. J / OZ1 








Seq. No. 


23295 




Seq. ID 


OJ990815_48. 9C17 


.CI 


Gene No. 


48513 




Strand 








"} Q A Q 1 
JO ft 0 1 




End 


38992 




Name 


ujyyuoij fto.yui/.u/. 


o4 . t S 


Method 


TBLASTX : Soybean 




b Lai L 


j / DDj 




End 


37 920 






none 




Score 


349 




Exons 


**n£di. oTQon 07CC/1 
j/Duj. . j / yZU/ j / 0 Oft . 


Q7Q1 Q 

.0 / y xo / 


37732.. 37920 




Seq. No. 


23295 




Seq. ID 


OJ990815_48. 9C17 


.CI 


Gene No. 


48513 




Strand 






Of 3 y~4- 

OLait 


*3 p. 4 p, 1 
j 0 ft 0 j. 




End 


38992 




Name 


riTQQnoi t; a q 0017 P7 

ujyyuoij 4 0 . y^x / . u / . 


01 . tw 


Method 


TBLASTX: Wheat 




C 4- -i v- 4- 

otart 


j / 0 4 U 




End 


38266 






none 




Score 


713 




Exons 


"370/10 OOOiTC "570/11 










Seq. No. 


23295 




Seq. ID 


OJ990815_48.9C17 


-C7 


Gene No. 


48513 




Strand 






Start 


38481 




End 


38992 




Name 


OJ990815 48.9C17.C7. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


37925 




End 


38124 




GI 


none 




Score 


161 





23566 



Exons 



37925. .38029, 37939. . 38037, 38033 .. 38119, 38035.. 38124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23295 Seq. ID 

48513 Strand 

38481 End 

OJ990815_48 . 9C17 . C7 . olO . tm Method 

38188 End 

none Score 



OJ990815_48.9C17.C7 
38992 

TBLASTX: Maize 

38341 

212 



38188. .38289, 38189. . 38341, 38196 .. 38339, "38 198 .. 3834 1 



Seq. No. 


23295 


Seq. ID 


OJ990815_ 


_48. 


.9C17 


.C7 


f^pnp Mo 


48513 


Strand 










Start 


38481 


End 


38992 








Name 


OJ990815 48.9C17.C7.o6.np 


Method 


AAT /NAP 








Start 


38481 


End 


38992 








ox 


5042454 


Score 


248 








tt von «; 


38481. .38534, 38823.. 38992 














(AC007789) putative polyprotein [Oryza 


sat iva ] 








Seq. No. 


23296 


Seq. ID 


OJ990815 


_48 , 


. 9C17 


.C8 




48514 


Strand 


+ 








Cf off 
o Lai u 


836 


End 


13054 








IN alLlt; 


OJ990815 48.9C17.C8.ol.gs 


Method 


GENS CAN 








O Lai U 


836 


End 


4127 










none 


Score 


.89 








pyrin cj 


836.. 965, 1032.. 2097, 2192. 


.3427, 3467 


. .4127 








Seq. No. 


23296 


Seq. ID 


OJ990815 


_48, 


. 9C17 


.C8 


Gene No. 


48514 


Strand 


+ 








Start 


836 


End 


13054 








Name 


OJ990815 48.9C17.C8.ol.np 


Method 


AAT /NAP 








o uax L- 


836 


End 


4124 








GI 


6907089 


Score 


5013 








Hi J\\J 1 I o 


836. .2097, 2192. .4124 














(AP001129) hypothetical protein [Oryza 


sat iva 1 








Seq. No. 


23296 


Seq. ID 


OJ990815^ 


_48, 


>9C17 


.C8 


Gene No. 


48514 


Strand 


+ 








Start 


836 


End 


13054 








Name 


OJ990815 48.9C17.C8.o4.np 


Method 


AAT /NAP 








Start 


3036 


End 


8799 








GI 


6705984 


Score 


1637 








Exons 


3036. .3071, 7768. .8799 












GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


23296 


Seq. ID 


OJ990815_ 


_48. 


. 9C17 


.C8 


Gene No. 


48514 


Strand 


+ 








Start 


836 


End 


13054 








Name 


OJ990815 48.9ei7.C8.o3.gs 


Method 


GENSCAN 








Start 


8281 " ' 


End 


13054 








GI 


none 


Score 


.52 








Exons 


8281. .8898, 8970. .9200, 12147 .. 12362 , 


13052. .13054 







Seq. No. 23296 ' Seq. ID OJ990815_48 . 9C17 . C8 

Gene No. 48515 ■ . Strand + 

Start 19220 End 21171 

Name OJ990815 48 . 9C17 . C8 . 06 . gs Method GENSCAN 



23567 





19220 


End 


21171 




Or X 


none 


Score 


.51 






19220. .19750, 20713 .. 20811, 20926.. 21171 




Seq. No. 


23296 


Seq. ID 


OJ990815_48. 


.9C17.C8 


Gene No. 


48516 


Strand 


+ 




Start 


26912 


End 


27264 




Name 


OJ990815 48.9C17.C8.o2.gp 


Method 


AAT / GAP 




Start 


26912 


End 


27264 




GI 


2309883- 


Score 


521 




F.vnn <? 

i*J 1 1 O 


26912. .27264 








GI Descrip. 


2149018/gb| U70541 IOSU705.41 5. 


Oe-25 Oryza sativa putative 


ADP— alucose DvroDhosDhorvlase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds 




Seq. No. 


23296 


Seq. ID 


OJ990815_48, 


. 9C17.C8 


Gene No. 


48517 


Strand 


+ 




Start 


42415 


End 


43767 




Name 


OJ990815 48.9C17.C8.ol0.gs 


Method 


GEN SCAN 




Start 


42415 


End 


43767 






none 


Score 


.99 




F* von s 


42415V. 42442, 42707.. 43767 










23296 


Seq. ID 


OJ990815_48 


.9C17.C8 


Gene No. 


48517 


Strand 


+ 




Start 


42415 


End 


43767 




Name 


OJ990815 48.9C17.C8.o7.np 


Method 


AAT /NAP 




Start 


42679. . 


End 


43764 




GI 


4581146 


Score 


1455 




R von Q 


42679. .43764 








f^T De^pr-i o 

wX L/COwll^/i 


(AC006919) putative fructose 


bisphosphate aldolase 


[Arabidopsis 


thaliana] 










23296 


Seq. ID 


OJ990815_48 


. 9C17.C8 


Gene No . 


48517 


Strand 


+ 




Start 


42415 


End 


43767 




Name 


OJ990815 48.9C17.C8.o3.gp 


Method 


AAT /GAP 




Start 


42707 


End 


42925 




GI 


LIB3477-004-P1-K1-E7 


Score 


406 




J_J 1 1 W 


42707.. 42925 








GT De^orin 


' 4521193/dbj IAB013450.1 IAB013450 3.0e- 


-40 Oryza sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


23296 


Seq. ID 


OJ990815_48 


. 9C17.C8 


Gene No. 


48518 


Strand 


+ 




Start 


45708 


End 


49521 




Name 


OJ990815 48.9C17.C8.o5.gp 


Method 


AAT / GAP 




Start 


45451 


End 


45972 




GI 


none 


Score 


781 




R von q 


45451. .45580, 45675.. 45972 








Seq. No. 


23296 


Seq. ID 


OJ990815_48 


. 9C17.C8 


Gene No. 


' 48518 


Strand 


+ 




Start 


45708 


End 


49521 




Name 


OJ990815 48.9C17.C8.oll.gs 


Method 


.GEN SCAN 




Start 


45708 


End 


49112 




GI 


none 


Score 


.69 





23568 



Exons' 



45708. .45972, 4 6649 46681, 47632.-47726, 47945. .49112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23296 
48518 
45708 

OJ990815_48 . 9C17 .C8 . 08 . np 
45723 
4678259 



Seq. ID OJ990815_48.9C17.C8 

Strand + 

End 49521 

Method AAT/NAP 

End 49521 

Score 1670 



45723. .45790, 45825 45972, 47632.. . 47726, 47945 .. 49521 y ; 
(AL049657) putative protein [Arabidopsis thaliana] r 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23296 
48518 
45708 

OJ990815_48.9C17.C8.o6.gp 
48763 

36220_1.R1084 
48763.-49248 

, 4678259/emb|CAB41120.1| 1.0e-65 (AL049657) putative protein 
[Arabidopsis thaliana] 1 



OJ990815 
+ 

49521 
AAT/GAP 
49248 
930 



48.9C17.C8 



Seq. ID OJ990815_48.9C17.C8 
Strand 

End 24274 
Method AAT/NAP 
End 6934 
Score 3008 
5131.. 6528, 6700.. 6934 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



23296 
48519 
4894 

OJ990815_4 8.9C17.C8.o2.np 
4757 
6498441 
4757. .5037, 



23296 Seq. ID 

48519 Strand 

4894 End 

OJ990815_48 . 9C17 . C8 . o2 . gs Method 

4894 End 

none Score 
4894. .6774, 7115. .7171 

23296 Seq. ID 

48519 Strand 

4894 End 

OJ990815_48 . 9C17 . C8 . o5 . np Method 

5063 End 

6522938 Score 
5063.. 5115, 16391. .16521, 22339.-22693 

(AL132978) putative protein [Arabidopsis thaliana] 

gi| 6523028 | emb | CAB62296.il (AL132976) putative protein 
[Arabidopsis thaliana] 



OJ990815_48.9C17.C8 

24274 
GENSCAN 
7171 
.44 



OJ990815_48.9C17.C8 

24274 
AAT/NAP 
22693 
84 



23296 Seq. ID 

48519 Strand 

4894 . - v ■ . End 

OJ990815^4-8 . -9C17.C8j-o3.np Method ' 

7061 ' " - " . End" - " 

5042454 • Score 



OJ990815_48.9C17.C8 

24274 . 
• AAT/NAP 
7319 ' 
176 



23569 




Exons 7061.. 7319 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17, 


.C8 


Gene No. 


48519 


Strand 






Start 


4894 


End 


24274 




Name 


OJ990815 48.9C17.C8.o4.gs 


Method 


GENSCAN 




Start 


14223 


End 


14558 




GI 


none 


Score 


.77 




Exons '• 


14223. . 14558 








Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17, 


.C8 


Gene No. 


48519 


Strand 






Start 


4894 


End 


24274 




Name 


OJ990815 48.9C17.C8.o5.gs 


Method 


GENSCAN 




Start 


15624 


End 


16994 




GI 


none 


Score 


.68 




Exons 


15624. .16055, 16120. .16596, 


16611. .1687 9, 16952. .16994 




Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48519 


Strand 






Start 


4894 


End , 


24274 




Name 


OJ990815 48.9C17.C8.o7.gs 


Method 


GENSCAN 




Start 


21487 


End 


22854 




GI 


- none 


Score 


1 




Exons 


21487. .22854 








Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No . 


48519 


Strand 






Start 


4894 


End 


24274 




Name 


OJ990815 48.9C17.C8.o6.np 


Method 


AAT/NAP 




Start 


22283 


End 


24274 




GI 


6721547 


Score 


97 




Exons 


22283.-22347, 24187. .24274 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


43992 .. 




Name 


OJ990815 48.9C17.C8.o8.tw 


Method 


TBLASTX: Wheat 




Start 


4766 


End 


5367 




GI 


none 


Score 


80 




Exons 


4766.. 4891, 4770.. 4892, 5029 


I..5367, 5077. .5367 




Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


43992 




Name 


OJ990815 48.9C17.C8.o8.tm 


Method 


TBLASTX: Maize 




Start 


5293 


End 


8373 




GI 


none 


Score 


213 




Exons 


5293.. 5463, 8080.. 8373 








"Seq. No. 


23296 


Seq. ID 


' OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start ; ' 


; '4.3266. ■ . ' • ■ 


- End 


• '4399,2 }^z: ' 




Name 


OJ990815 '48.9C17.C8.o4.tw 


Method 


TBLASTX : Wheat 




Start 


5368 


End 


5749 ' 





23570 



GI 

Exons 



none Score 168 

5368. .5748, 5399.-5647, 5407. .5745, 5693.-5749 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI >. ' 
Exons 

Seq. No. 
Gene No. 



23296 
48520 
43266 

OJ9908 15_4 8 . 9C17 . C8 . o4 . tm 

5563 

none 

5563.. 5886, 5576.-5857 



Seq. ID OJ990815_48.9C17.C8 
Strand 

End 43992 

Method TBLASTX : Mai ze 

End 5886 

Score 201 



Start 


43266 


Name 


UU .7 J\J O X «J *a (J • 


Of a rf 


fif)7Q ~~ 




none 


Exons 


6079. .6339, 


oscj . no • 


23296 




48520 


jlai L 


43266 


Name 


OJ990815 48. 




6139 ~~ 


GI 


5666795 


Exons 


6139. .6339, 




4206306 2.0e 


oeq . lno . 


? ^ 9 Q fi 




48520 




43266 


Name 


D.TQQ081 S 48 


Start 


6394 


GI 


none 


LAUllO 


6394 . . 6543, 




J U J J / ■ • .J \J VJ -J *J 




9??Qfi 


Gene No. 


48520 


Start 


43266 


Name 


OJ990815 48. 


Start 


7753 


GI 


none 


Exons 


7753. .8010, 


Seq. No. 


23296 


Gene No. 


48520 


Start 


43266 


Name 


OJ990815 48. 


Start 


7761 


GI 


none 


Exons 


7761. .8072, 


Seq. No. 


23296 


Gene'. No. 


-48520 


Start- 


'43266 


Name 


OJ990815 48. 



23296 
48520 

End 

7 ,C8 .oll.tw Method 
End 
Score 



Seq. ID OJ990815_48.9C17.C8 
Strand 

43992 

TBLASTX: Wheat 
39564 
67 



Seq. ID OJ990815_48.9C17.C8 
Strand 

End 43992 

Method TBLASTX : Soybean 

End 6705 

Score 68 



Seq. ID OJ990815_48.9C17.C8 
Strand 

End 43992 

Method TBLASTX : Wheat 

End 36658 

Score 88 



Seq. ID OJ990815_48.9C17.C8 
St r arid 

End 43992 

Method TBLASTX : Cress 

End 8010 

Score 315 



Seq. ID OJ990815_48.9C17.C8 
Strand 

End 43992 

Method TBLASTX : Mai ze 

End 8077 

Score 477 



Seq. ID -OJ990815_48.9C17.C8 

Strand . .=- / • 

End ' 43992 

Method TBLASTX: Wheat 



23571 




Start 


7822 


End 


8181 




GI 


none 


Score 


412 




Exons 


7822. .8181, 7822. .8139, 7827. .8171 






Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


43992 




Name 


OJ9908 15_4 8 . 9C17 . C8 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


.8212 


End 


8610 




GI 


none 


Score ■ 


562 




Exons 


8212. .8610, 8214. .8600 








Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


43992 




Name 


OJ990815_48 . 9C17 . C8 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


8377 


End 


8651 




GI 


none 


Score 


351 




Exons 


8377. .8649, 8379.. 8651 








Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand 






Start ■ 


43266 


End 


43992 




Name 


OJ990815 48.9C17.C8.o7.tm 


Method 


TBLASTX: Maize 




Start 


8653 


End 


8892 




GI 


none 


Score 


219 




Exons 


8653. .8841, 8655. .8771, 8657. .8815, 8689. .8829, 8854. .8 


892 


Seq. No. 


23296 


Seq. ID 


OJ990815_48. 9C17 


. C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


43992 




Name 


OJ990815 48.9C17.C8.o9.tm 


Method 


TBLASTX: Maize 




Start 


19012 


End 


32087 




GI 


none 


Score 


75 




Exons 


19012. .19158, 19159. .19272, 


19265. .19483, 31757 .. 31783, 






31842. .31913, 32016.. 32087 








Seq. No. 


23296 


Seq. ID 


OJ990815_48.9C17 


.C8 


Gene No. 


48520 


Strand- 






Start 


43266 


- End 


43992 




Name 


OJ990815 48. 9C17.C8.olO. tw 


Method 


TBLASTX: Wheat 




Start - 


19886 


End 


32949 




GI 


none 


Score 


90 




Exons 


19886. .19942, 20728 .. 20925, 


32584. .32697, 32683 3294 9, 






32795.-32929 








Seq. No. 


23296 


Seq. ID 


OJ990815_48. 9C17 


.C8 


Gene No. 


48520 


Strand 






Start 


43266 


End 


4.3992 




Name 


OJ990815 48.9C17.C8.o6.tm 


Method 


TBLASTX :Maize 




Start 


19966 


End 


33223 




GI 


none 


Score 


50 




Exons 


19966. .20157, 20749. . 21030, 


20955. .21020, 21030 .. 21206, 






21103. .21162, 32614. .32949, 


32954. .33091, . 3314 9 .. 33223 




Seq. No. • 


'232 96 


Seq." ID 


OJ990815_48.9C17 


.C8 


Gene No. . 


48520 


Strand 







23572 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



.43266 ". ■ End 

OJ990815_4 8 . 9C17 . C8 . o9 . tw Method 

22638 End 

none Score 



43992 

TBLASTX: Wheat 

43767 

57 



22638. .22685, 22793 .. 22876, 43393 .. 43533, 43449 43532, 
43497. .43541, 43.540 43680, 43551 4367 9, 43732.. 43767 



23296 Seq. ID 

48520 Strand 

43266 . En<k-.v,' 

OJ990815_48 . 9C17 .C8 . ol . tc Method 

42700 End 

none Score 



OJ990815_48.9C17.C8 

43992 i 
TBLASTX: Cress 
43803 
569 



42700. .43128, 42705 .. 42995, 42706 .. 4 302 9, 43068 .. 4 3127 , 
43138. .43545, 43143 .. 43544 , 43542 .. 4367 9, 43543.. 43803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. flo. 
Gene No. 



23296 Seq. ID 

48520 Strand 

43266 End 

OJ9908 1 5_4 8 . 9C17 . C8 . ol . tw Method 

42700 End 

none Score 



OJ990815_48. 9C17.C8 
43992 

TBLASTX: Wheat . 

43383 

553 : 



42700.. 43128, 42705.. 42995, 4270 6 .. 4 3029, 4 3065 4 3127 , 
43135. .43383, 43143.. 43382 



23296 
48520 
43266 - 

OJ990815_48 . 9C17 . C8 . o2 . tm 
42700 ' 



OJ990815 48.9C17.C8 



none 
42700. 
43138. 
43732. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.43128, 42705. .42995, 42706 .. 4 3029, 43065 4 3127 , 
.43572, 43143. .43583, 43542.-4 3679, 4354 9 .. 4 3683, 
.43767, 43734.. 43766 



43992 

TBLASTX: Maize 

43767 

568 



23296 Seq. ID 

48520 Strand 

43266 End 

OJ9908 15_4 8 . 9C17 . C8 . ol . ts Method 

42700 End 

none Score 



OJ990815_48.9C17.C8 
43992 

TBLASTX : Soybean 

43767 

530 



42700. .43128, 42705 .. 42995, 43074 .. 43127 , 4 3138 .. 4 3536, 
43143. .43529, 43551 .. 4367 9, 43552 .. 4 3680 , 43732. .43767 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990815 48.9C17-.C8 



23296 
48520 
43266 

OJ9908 15_48 . 9C17 . C8 . o4 . gp 
43266 

2528_1.R1084 
43266.. 43992 

'4581146/gb|AAD24630.1|AC006919_8 2.0e-61 (AC006919) putative 
f ructose-bisphosphate aldolase, cytoplasmic [Arabidopsis 
thaliana] 1 . 



43992 
AAT/GAP 
43992 
1399 



23296 
48521 



Seq. ID OJ990815_48.9C17.C8 
Strand 



23573 



Of a r-f- 
k)LdX U 


A 1 Q9 7 




. End 


49246 


N3IU6 


O.TQQHRI S 4fi Qf*1 7 Tft 


ol . tm 


Method 


TBLASTX: Maize 




47Q97 ~~ 




' End 


49246 


GI 


none 




Score 


246 


Exons 


47927. .48400, 47973. 


.48191, 


47 984. .48229, 47 984 .. 48 142 , 




47986. .48825, 48004. 


.48234, 


48013. .48399, 48293.-48829, 




48369. .48830, 48374. 


.48844, 


48404. .48685, 48415 .. 48624 , 




48446.. 48 62 5, 48473. 


.48832, 


48647. .48838, 48 654 . . 48848 , 




48851 49246. 48869. 


.49168, 


48878. .49234, 48893. .4 9231, 




48902. .49066, 48907. 


.49245, 


48994. .49224, 4 9112. .4 9225 


JC^i IX u • 


23296 




Seq. ID 


OJ990815_48.9C17.C8 




48521 




Strand 




Start 


47927 




End 


49246 


Name 


OJ990815 48.9C17.C8. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


47957 




End 


49225 


GI 


none 




Score 


316 




47957 48229 47959 


.48381, 


47984. .48169, 4 8021. .4824 8, 




48293 48379 48326 


.48667, 


48367. .48669, 48476 .. 48802 , . 




48872 49225. 48901. 


.49224 






Can Mo 






Seq. ID 


OJ990815_48.9C17.C8 


Gene No. 


48521 




Strand 




Start 


47927 




End 


49246 


Name 


OJ990815 4 8 9C17'~'~C8\ 


o2 . tc 


Method 


TBLASTX: Cress 


O Lai L 


47978 _ 




End 


49204 


vJ-L 


none 




Score 


125 




47978 48223 47984 


. 48229, 


47995. .48192, 4838 6. .4 9153, 




48386 48820 48394 


.48828, 


48869. .49204, 48901. .49122 


Seq. No. 


23296 




Seq. ID 


OJ990815_48. 9C17.C8 


Gene No. 


48521 




Strand 




Start 


47927 




End 


49246 


Name 


OJ990815 48 9C17 C8 . 


o7 . tw 


Method 


TBLASTX: Wheat 




47996 ~~ 




End 


49021 




none 




Score 


91 




47996 48127. 48788 


.49021, 


48797. .49018 


Seq. No. 


23296 




Seq. ID 


OJ990815_48.9C17.C8 


Gene No. 


48521 




Strand 




Start 


47927 




End 


49246 


Name 


OJ990815 48 9C17 C8 


06 . tw 


Method 


TBLASTX: Wheat 


Cf a rt 


48128 ~ 




End 


49243 


ox 


none 




Score 


140 




48128 48400 49022 


.49243, 


49022. .49234, 49023. .49241 


O C VJ . LN U • 


23297 




Seq. ID 


OJ990605_35.9C10.C1 


Gene No. 


48522 




Strand 


+ 


Start 


470 




. End 


555 


Name 


OJ990605 35.9C10.C1. 


ol .np 


Method 


AAT/NAP 


Start 


470 




End 


555 


GI 


2498930 




Score 


56 


Exons 


470. .555 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 


' PROTEIN) gi 112037 94 


[U18774 


) Son [Drosophila rtielanogaster ] 


Seq. No. 


23297 




Seq. ID 


OJ990605_35.9C10.C1 



23574 




Gene No-. 


48523 






Strand 


+ 






Start 


474 






End 


533 






Name 


OJ990605 35. 


9C10.Cl.ol. 


OS 


Method 


GENSCAN 






Start 


474 ~~ 






End 


533 






GI 


none 






Score 


. 9 






Exons 


474 . . 533 














Seq. No. 


23298 






Seq. ID 


OJ990605 35. 


9C10. 


C2 


Gene No. 


48524 






Strand 








Start' 


796 . 






End 


3593 






Name 


OJ990605 35. 


9C10.C2.ol. 


gs 


Method 


GENSCAN 






Start 


796 






End 


3593 






GI 


none 






Score 


. 87 






Exons 


796.-854, 937. .1153, 1600. .1677, 1769. 


. 2053, 2126. . 


2254, 






2331. .2696, 


2781. .3000, 


3265. 


.3593 








Seq. No., 


23298 






Seq. ID 


OJ990605_35. 


9C10. 


C2 


Gene No. 


48524 






Strand 








Start 


796 






End 


3593 






Name 


OJ990605 35. 


9ClO.C2.ol. 


gp 


Method 


AAT/GAP • 






Start 


1763 






End 


2270 






GI 


2310520 






Score 


692 






Exons 


1763. .2053, 


2126. .2270 












Seq. No. 


23298 






Seq. ID 


OJ990605_35. 


9C10. 


C2 


Gene No. 


48525 






Strand 








Start 


3853 






.End 


7565 






Name 


OJ990605 35. 


9C10.C2.o2. 


gs 


Method 


GENSCAN 






Start 


3853 






End 


7535 






GI 


none 






Score 


.73 






Exons 


3853. .4185, 


4276. .4595, 


5108. 


.5265, 5341.. 7535 






Seq. No. 


23298 






Seq. ID 


OJ990605_35. 


9C10. 


C2 


Gene No. 


48525 






Strand 








Start 


3853 






End 


7565 






Name 


OJ990605 35. 


9C10.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4264 






End 


5678 






GI 


none 






Score 


211 






Exons 


4264. .4428, 


4525. .4647, 


5172. 


.5267, 5340.. 5678. 






Seq. No. 


23298 






Seq. ID 


OJ990605_35. 


9C10. 


C2 


Gene No . 


48525 






Strand 








Start 


3853 






End 


7565 






Name 


OJ990605 35. 


9C10.C2.ol. 


np 


Method 


AAT/NAP 






Start 


4686 






End 


7565 






GI 


322871 






Score 


1759 






Exons 


4686. .4859, 


4935. .5265, 


5341. 


.7253, 7281.. 7565 






GI Descrip. 


hypothetical 


protein 1 


- maize transposon En-1 








gi|225005|prf | | 1206239A ORF 1 


[Zea mays] 






Seq. No. 


23298 






Seq. ID 


OJ990605_35. 


9C10. 


C2 


Gene No. 


48525 






Strand 








Start 


3853 






End 


7565 






Name 


OJ990605 35. 


9C10.C2.ol. 


tm ■ 


Method . 


TBLASTX: Maize 




Start- 


5323 ' - 






' End 


5783 






GI 


none 






Score 


100 






Exons 


5323. .5460, 


5340. .5783 













23575 



Seq. No. 23298 

Gene No. 48525 

Start 3853 

Name OJ990605_35 . 9C10 . C2 . ol . ts 

Start 5346 

GI none 

Exons 5346.. 5609, 5349.-5489, 5371. 



Seq. ID OJ990605_35. 9C10.C2 
Strand 

End 7565 

Method TBLASTX : Soybean 

End 5741 

Score 105 

.5607, 5577. .5732, 5580. .5741 



Seq. No. 23298 Seq. ID 

Gene No. 48525 Strand 

Start 3853 End 

Name OJ990 605_35 . 9C10 . C2 . o2 . tm Method 

Start 6201 End 

GI none Score 

Exons 6201.. 6611, 6244.. 6462 



OJ990605_35.9C10.C2 
7565 

TBLASTX: Maize 

6611 

129 



Seq. No. 


23298 


Seq. ID 


OJ990605_35.9C10.C2 


Gene No. 


48525 


Strand 




Start 


3853 


End 


7565 


Name 


OJ990605 35.9C10.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


6567 


End 


7076 


GI 


none 


Score 


148 


Exons 


6567.. 6677, 6702.. 6806, 6813. 


.7076 




Seq. No. 


23299 


Seq. ID 


OJ990605 35.9C10.C3 


Gene No. 


48526 


Strand 


+ 


Start 


4248 


End 


19036 


Name 


OJ990605 35.9C10.C3.ol.gp- 


Method 


AAT/GAP 


Start 


4248 


End 


19036 


GI 


LIB3477-003-P1-K1-E9 


Score 


115 


Exons 


4248..4276, 18960. .19036 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



23299 Seq. ID OJ990605_35 . 9C10 . C3 

48527 Strand + 

26100 End 26829 

OJ990605_35 . 9C10 . C3 . o2 . gp Method AAT/GAP 

26100 End 26829 

LIB3431-010-P1-K1-H2 Score 566 

26100. .26160, 26545.. 26829 

'5441872/dbj IAP000366.1 IAP000366 2.0e-15 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



23299 Seq. ID 

48528 Strand 

5334 End 

OJ990 605_35 . 9C10 . C3 . ol . np Method 

5334 End 

6907086 Score 



OJ990605_35. 9C10.C3 

6879 
AAT/NAP 
6879 
421 



5334..S836, 5909. .6014, 6069. .6879 

(AP001129) hypothetical protein [Oryza sativa] 



23299 
48529 



Seq. ID 
Strand 



OJ990605 35.9C10.C3 



23576 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

- Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



7227 End 

OJ990605_35 . 9C10 . C3 . o2 . np Method 

7227 End 

4680186 Score 



10171 
AAT/NAP 
10171 
167 



7227. .7268, 7886. .8017, 8625. .8799, 10141. .10171 
(AF111709) unknown [Oryza sativa subsp. indica] 



23300 Seq. ID 

48530 Strand 

24266 End 

OJ990605_35 . 9C10 . C4 . o5 . gs Method 

24266 End 

none Score 

24266. .24624, 25566.. 25965 



OJ990605_35.9C10.C4 
+ 

25965 
GEN SCAN 
25965 
.83 



23300 Seq. ID 

48531 Strand 
26117 End 
OJ990605_35 . 9C10 . C4 ; 63'. gp Method 
26117 * End 

426767 Score 
26117. .26440 

5441872/dbj | AP000366 . 1 | AP000366 2.0e-15 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



OJ990605_35.9C10.C4 
+ 

26440 
AAT/GAP 
26440 
625 



23300 Seq. ID 

48532 Strand 
1476 End 
OJ990605_35 . 9C10 . C4 . ol . gp Method 
1417 'End 
2311546 Score 
1417. .1613, 1712. .1984 

3850821/emb|CAA77135| 5.0e-18 (Y18350) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] 



OJ990605_35. 9C10.C4 

5915 
AAT/GAP 
1984 
831 



23300 . Seq. ID 

48532 Strand 
1476 End 
GJ990605_35.9C10.C4.ol.gs Method ■ 
1476 End 
none Score .88 

1476. .1613, 1712. .1779, 2103. .2244, 2337. .2957, 3049. .3129, 

3260. .3330, 4364. .4434, 5044. .5282, 5751. .5915 



OJ990605_35. 9C10.C4 

5915 

GENSCAN 

5915 



23300 
48532 
1476 

OJ990605_35.9C10.C4.ol.np 

1479 

6751682 

1479.. 1613, 1712.. 1779, 2103. 
3249.. 3330, 4364.. 4434, 4847. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_35. 9C10.C4 

5915 
AAT/NAP 
5897 
1508 



.2244, 2337. .2957, 3049. .3150, 
.4933, 5044. .5281, 5744. .5897 



(AC018908) putative U2 snRNP auxiliary factor [Arabidopsis 
thaliana] 



23300 
48533 



Seq. ID 
Strand 



OJ990605 35.9C10.C4 



23577 




Start 


6478 


End 


8005 


Matrix 


OJ990605 35 9C10 . C4 . o2 . as 


Method 


GENSCAN 




6478 _ 


End 


8005 




none 


Score 


1 


R VOTl c; 

DAUl I O 


6478. .7316, 7343. .7777, 7864 


. .8005 




Seq. No. 


23300 


Seq. ID 


OJ990605_35.9C10.C4 


Gene No. 


48534 


Strand 




Start 


12571 


End 


22359 


Name 


OJ990605 35.9C10.C4.o2.np 


Method 


AAT/NAP 


Start 


11816 


End 


20272 


GI 


1778095 


Score 


1122 


Exons 


11816. .11943, 12573. .13283, 


19342. .19621, 19696 .. 20042 , 



20116.. 20272 

GI Descrip. (U64903) putative sugar transporter; member of major 

facilitative superfamily; integral membrane protein [Beta 
vulgaris] 



Can Mn 


23300 




Seq. ID 


OJ990605 


35. 9C10.C4 




48534 




Strand 






Start 


12571 




End 


22359 




Name 


OJ990605 35. 


9C10.C4.o3.gs 


Method 


GENSCAN 




Start 


; ' ; 12571 




End 


14189 




(IT 


none 




Score 


. 95 




LiAUllO 


12571. .13521 


, 13633. .13979, 


14051.. 14189 ■ 




9prr No 


23300 




Seq. ID 


OJ990605 


35. 9C10.C4 


uCllC Vi\J ■ 


48534 




Strand 






Start 


12571 




End 


22359 




Name 


OJ990605 35. 


9C10.C4.o4.gs 


Method 


GENSCAN 




JLai L 


18671 




End 


22359 




(IT 


none 




Score 


.76 






18671. .19621, 19696. .20114, 


20116. .20298, 21295 


. .21478, 




21683. .21710, 21959. .22055, 


22290. .22359 




Seq. No. 


23300 




Seq. ID 


OJ990605 


_35.9C10.C4 


Gene No. 


48535 




Strand 






Start 


26875 




End 


28305 




Name- 


;OJ990605.35. 


.■9Cl-p.C4..ol.tm.-; 


Method - 


. TBLASTX : 


Maize 


Start ' ■ : - 


1470' •-■*■: • 




• End" 


^3300 




GI 


' none 




Score 


128 




Exons 


1470. .1616, 


1471. .1614, 1709 


. .1780, 1709. .1780, 


1710. .1781, 




2098. .2220, 


2100.. 2225, 2101 


..2220, 2329. .2454, 


2334 . .2960 




2336. .2947, 


2364. .2960, 2371 


..2961, 2494. .2961, 


3045. .3170, 




3049. .3171, 


3052.. 3153, 3274 


. .3300 






Seq. No. 


23300 




Seq. ID 


OJ990605 


_35.9C10.C4 


Gene No. 


48535 




Strand 






Start 


26875 




End 


28305 




Name 


OJ990605 35. 


9C10.C4.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


1485 




End 


2220 




GI 


none 




Score 


109 




Exons 


1485. .1616, 


1492.. 1614, 1709 


..1783, 1710. .1781, 


2104. .2220 


Seq. No/ 


■ 23300. 




1 ■ 


"OJ990605 


35 # 9C10'. C4 


Gene No. 


48535 




Strands- 






Start 


26875 




End 


'28305 





23578 



Name 

Start 

GI 

Exons 



OJ990605_35.9C10.-C4.ol.ts Method TBLASTX : Soybean 

1709 End 3145 

none Score 91 

1709. .1780, 1710. .1781, 2101. .2208, 2361.. 2396, 2371.. 2394, 
2376. .2960, 2401. .2961, 3050. .3127, 3052. .3138, 3077. .3145 



Seq. No. 23300 Seq. ID 

Gene No. 48535 Strand 

Start 26875 End 

Name ' OJ990605_35 . 9C10 .C4 . o2 . tc Method 

Start 2361 End 

GI none Score 

Exons 2361.. 2597, 2377.. 2595 



OJ990605_35.9C10.-C4 
28305 

TBLASTX: Cress 

2597 

270 



Seq. No. 23300 Seq. ID 

Gene No. 48535 Strand 

Start 26875 End 

Name OJ990605_35 . 9C10 .C4 . ol . tw Method 

Start - 2670 End 

GI none Score 

Exons 2670.. 2933, 2671.. 2943 



OJ990605_35. 9C10.C4 
28305 

TBLASTX : Wheat 

2943 

375 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



23300 
48535 
26875 

OJ990605_35 

6487 

none 

6487. .6747, 
7000. .7137, 
7865. .7948, 
12932. .13240 
13625. .13972 
18792. .18950 
19434. .19619 
20117. .20197 
28198. .28302 



9C10.C4.o2.ts 



6497.. 6532, 6599 
7156. .7359, 7241 
12580. .12840, 12 
13228. .13524, 
14052. .14141, 
19020. .19337, 
19693. .20073, 
27788. .28069, 



Seq. I 
Strand 
End 

Method 
End 
Score 
6748, 
. .7357, 
692. .128 
13250. .1 
18680. .1 
19055. .1 
19694. .2 
27799. .2 



D OJ990605_35.9C10.C4 

28305 - 

TBLASTX: Soybean 
28302 
41 

6826. .7152, 6836. .7135, 
7371. .7778, 7378.-7659, 
41, 12922. .13239, 
3558, 13612. .13980, 



8940, 18681. 
9360, 19346. 
0035, 20112, 



. 18725, 
.19624, 
.20174, 



8053, 28190. .28291, 



Seq. Nos 
Gerie No, 
Start ' 
Name 
Start 
GI 

Exons 



.233:00 ; ' Seq. ID. 

'48535 ■ " ■ \ . . Strand . 

26875 End 
OJ990605_35 . 9C10 . C4 . o3 . tc Method 
6487 End 
none Score 



'OJ990605_35.9C10.C4 
28305 

TBLASTX: Cress 

28017 

44 



6487. .6534, 6487. .6705, 6626. .6709, 12577 12798, 18|77 . . 188 98 , 
18680. .18727, 18833 .. 188 98 , 27784 .. 28017 , 27937. . 280^7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23300 
48535 
26875 

OJ990605_35 . 9C10 . C4 . o2 . tm 

6580 

none 



Seq. ID OJ990605_35. 9C10.C4 

Strand . - 

End 28305 

Method TBLASTX: Maize 

End 28305 

Score 128 



6580. .6747, 6599. .6916, 6838. .7098, 6854. .7114, 7174. .7365, 
7241., 7363- 7368= =7778,- 7369.-7773,- 7862.. 7939, 7966.. 8019, 
12673. .12786, 12673 .. 12840, 12692 .'. 1284 1 , 12934 .. 13194 , 
12950. .13195, 13234. .13536, 13253 .. 13522 , 13435 .. 13530, 



23579 



13603. .13980, 13613 .. 13975, 13885 1398 9, 1404 9 .. 14192, 

18773. .18940, 18788. .18916, 18792 18947, 19047 .. 19292, 

19055. .19291, 19358. .19624, 19434 19622, 19693 20073, 

19697. .20038, 19816 .. 20043, 20090 .. 20182, 20115 20234 , 

27892. .28056, 278 98 .. 28026, 27905 .. 28066, 28190 .. 28270, 
28198. .28305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23300 
48535 
26875 

CXJ990605_35 . 9C10 . C4 . ol . tc 

6991 

none 



OJ990605 35.9C10.C4 



Seq. ID 
Strand 
End 
' Method 
End 
Score 

6991. .7143, 6995. .7135, 7156. .7359, 7241. .7357, 13087 .. 132 60 , 
13091. .13240, 13243. .13485, 1324 4 .. 134 86, 19184 .. 19348 , 
19188. .19337, 19343 .. 19585, 19434. .19586 



28305 

TBLASTX: Cress 

19586 

74 



23300 
48535 , 
26875 

OJ990605_35 . 9C10 . C4 . o2 . tw 

7141 

none 



Seq. ID OJ990605_35.9C10.C4 



Strand 
End 

Method 
End ■ 
Score 



28305 

TBLASTX: Wheat 

19592 

128 



7141. .7365, 7228.-7362, 7368. .7403, 13228 134 91 , 13229 .. 134 92, 
13435. .13494, 19326 .. 19592, 19334.. 19591 



23300 
48535 
26875 

OJ990605_35 . 9C10 . C4 . o5 . tc 

7608 

none 



Seq. ID OJ990605_35.9C10.C4 



Strand 

End^ 

Method 

End 

Score 



28305 

TBLASTX: Cress 

20197 

65 



7608. .7778, 7865. .7930, 13810 .. 13980, 14 052 .. 14 117 , 
19.850. .19990, 19873 .. 20073, 20117.. 20197 



Seq. No. 23300 Seq. ID OJ990605_35 . 9C10 . C4 

Gene No. 48535 Strand 

Start 26875 End 28305 

Name . ■ OJ990605_35 . 9C10. C4 . o3 . np . Method -AAT/NAP 

Start ' 26875 * ' '■ End, 28305. 

GI 1778095 Score 353 

Exons 26875. .26987, 27777.. 28305 

GI Descrip. (U64903) putative sugar transporter; member of major 

facilitative superfamily; integral membrane protein [Beta 
vulgaris] 



Seq. No. 23300 Seq. ID 

Gene No. 48535 Strand 

Start 26875 End 

Name OJ990605_35 . 9C10 . C4 . 06 . gs Method 

Start 27790 End 

GI none Score 

Exons 27790. .28179 



OJ990605_35.9C10.C4 

28305 
GENSCAN 
28179 
. 98 



Seq. No. 
Gene No. 
Start 



23301 
48536 
1 



Seq. ID 

Strand 

End 



4217 



23580 



Name OJ990605_35 . 9C10 .C5 . ol . np Method AAT/NAP 

Start 1 End 542 

GI 1778095 ' Score 282 

Exons 1..297, 389.-542 

GI Descrip. (U64903) putative sugar transporter; member of major 

facilitative superfamily; integral membrane protein [Beta 
vulgaris] 



Seq. No. 23301 

Gene No. 48536 

Start 1 

Name OJ990605_35 . 9C10 . C5 . ol . gs 

Start 11 

GI none 
Exons 



Seq. ID OJ990605_35.9C10.C5 
Strand 
End 

Method 
End 
Score 



11. .387, 389. 
4107. .4217 



,575, 2385.. 2502, 3757, 



4217 
GENSCAN 
4217 
.47 

3858, 3933.. 3970, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23301 Seq. ID 

48536 * Strand 
1 End 
OJ990605_35 . 9C10 .C5.ol.gp Method 
1571 End 
14 968 2.R1084 Score 



OJ990605_35.9C10.C5 

4217 
AAT/GAP 
4049 
887 



1571.. 1810, 2372. .2528, 3933.. 4049 

, 3850821/emb|CAA77135| 5.0e-18 (Y18350) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbaginif olia] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23301 Seq. ID 

48536 Strand 

1 ' End 

OJ990605_35. 9C10.C5.o2.np Method 

17 67 End 

3935169 Score 
1767. .1810, 2372. .2531 

(AC004557) F17L21.12 [Arabidopsis thaliana] 



OJ990605_35.9C10.C5 

4217 
AAT/NAP 
2531 
258 



23301 Seq. ID 

48537 Strand 
5053 End 

OJ990605_35. 9C10.'C5 .62 . gs Method 
'5053 End 
none Score 

5053. .5609, 6124. .6961, 7078. .7230 



OJ990605_35.9C10.C5 

7230 
GENSCAN 
7230 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



23301 Seq. ID OJ990605_35 . 9C10 . C5 

48537 Strand 

5053 End 7230 

OJ990605_35. 9C10 . C5 . o3 . np Method AAT/NAP 

6120 ~ End 7214 

6466960 Score 720 

6120.. 7214 

(AC00917 6) unknown protein [Arabidopsis thaliana] 

gil 6648190|gb|AAF21188.1|AC013483_12 (AC013483) unknown protein 

[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



23301 
48538 



Seq. ID 
Strand 



OJ990605 35.9C10.C5 



23581 



9f Art 
ji.ai i 


7457 








End 


12203 


ln all it; 


OJ990605 35 


. 9C10 . 


C5 . o3 . 


tm 


Mpf hod 


TBLASTX * Mai ze 


Of a y*+- 


Q4 ~~ 








FnH 

EjI LKJi 


429 


OX 


none 








Score 


196 


LAUl lo 


94 135 98 


. .298, 


140. . 


286, 


223 291. 


379 . .429 


OC^i LNU • 


23301 








Seq. ID 


OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




Start 


7457 








End 


12203 


Name 


OJ990605 35 


. 9C10 . 


C5 .ol . 


tw 


Method 


TBLASTX: Wheat 


Qf art 
O U CI i- u 


1716 ~~ 








End 


2538 


ox 


none 








Score 


62 




1716 1814 

X < XU. • 1U 1" ^ 


1767 . 


. 1808, 


2364 


..2528, 2367. .2528, 2371. .2538, 




2374 2529 












Seq. No. 


23301 








Seq. ID 


OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




Start 


7457 








End 


12203 


Name 


OJ990605 35 


. 9C10 . 


C5 .o2 . 


tc 


Method 


TBLASTX : Cress 


Start 


1755 ~~ 








End' 


2529 


ox 


nnnp 
nunc 








Score 


158 




1755 1814 


'2367 . 


.2528, 


2371 


..2529, 2374. .2529 


Seq. No. 


23301 








Seq. ID 


■ OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




o u ax L. 


7457 








End 


12203 




OJ990605 35 


9C10 


C5 . o2 . 


tm 


Method 


TBLASTX: Maize 


Cf arf 
O Lai L 


1 761 ~~ 

X / \J X 








End 


2534 


ox 


none 


'- 






Score 


254 


p.vnn c; 


1761 1814 


2367 . 


. 2534, 


2374 


. .2529 




Seq. No. 


23301 








Seq. ID 


OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




Start 


7457 








End 


12203 


Name 


OJ990605 35 


. 9C10 . 


C5 o2 


ts 


Method 


TBLASTX : Soybean 


o l. ax u 


2368 ~~ 








End 


2535 


GI 


none 








Score 


205 




2368 2535. 


2370 . 


. 2534 








Cprr Hrv 
O C ^ • LN \J . 


23301 








Seq. ID 


OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




Start 


7457 








End 


12203 


Name 


OJ990605 35 


. 9C10 . 


C5 . ol . 


tm 


Method 


TBLASTX: Maize 


91- art 


612S ~~ 








End 


6611 


CJ 
ox 


none 








Score 


157 




612S 6508 


6126 


638 3' 


617 9 


..6508, 6507.. 6560, 6509.. 6553, 




6582 6611 


6S91 


661 1 

. U \J X X 










23301 








Seq. ID 


OJ990605_35.9C10.C5 


Gene No. 


48538 








Strand 




Start 


7457 








End 


12203 


Name 


OJ990605 35 


-9C10. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6156 








End 


6814 


GI 


none 








Score 


34. 


Exons a 


6156,. 6218,- 


"'620.9. 


.'6376, 


6291 


..6390, 6292. ..6363, 6294.. 6383, 




6398. .6535) 


64 16. 


.6814' 


6417 


. .6791, 6605. .6811 



23582 




Seq. No. 


23301 






Seq. ID 


OJ990605_35.9C10 


.C5 


Gerie No. 


48538 






Strand 






Start 


7457 






End 


12203 




Nam© 


OJ990605 35. 


9C10 


.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6156 ~ 






End 


6701 




GI 


none 






Score 


50 




F.xons 

l_j \*/ i 1 *Ls 


6156. . 6224, 


6158 


..6535, 6158. 


.6700, 6303.. 6701 




Seq. No. 


23301 






Seq. ID 


OJ990605_35.9C10 


.C5 


Gene No. 


48538 






Strand 






Start 


7457 






End 


12203 




Name 


OJ990605 35. 


9C10 


. C5 . o3 . gs 


Method 


GENSCAN 




Start 


7457 ~~ 






End 


12203 




GI 


none 






Score 


.48 




F. von s 


7457 . . 7571, 


8491 


..8679, 8718. 


.8878, 12141. .12203 




Seq. No. 


23302 






Seq. ID 


OJ990605_35.9C10 


.C6 


Gene No. 


48539 






Strand 


+ 




Start 


402 






End 


590 




Name 


OJ990605 35. 


9C10 


. C6 . ol . gs 


Method 


GENSCAN 




Start 


402 • ~ 






End 


590 






none 






Score 


.77 






402 . . 590 














23303 






Seq. ID 


OJ990605_35.9C10 


-C7 




48540 






Strand 






Start 


1 






End 


. 4920 




Name 


OJ990605 35. 


9C10 


.C7.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


4196 




GI 


1653291 






Score 


698 




i_J *\ X L J 


1..96, 547.. 


697, 


1014. .1207, 


1309. .1473, 1666. .1827, 2278.-2368, 




2848. .2987, 


3718 


..3791, 3879. 


.4011, 4122. .4196 




\J _L L*r W O ' * 


(D90912) hypothetical protein 


[Synechocystis sp.] 




Seq. No. 


23303 






Seq. ID 


OJ990605_35. 9C10 


.C7 


Gene No. 


48540 






Strand 






Start 


1 






End 


4920 




Name 


OJ990605 35. 


9C10 


.C7.ol.tm 


Method 


TBLASTX: Maize 




Start . v 


' l 3 • . 






End 


4.196 




GI ■ 


. none 






Score 


63' 




Exons 


3'.. 98, 7.. 95 


1, 8. 


.100, 541. .699, 546.. 


581, 547. .696, 605 


. .709, 



650. .700, 1004. .1210, 1007. .1273, 1302. .1433, 1308. .1430, 
1309. .1434, 1658. .1825, 1659. .1826, 1666. .1830, 1667. .1807, 
4122. .4196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23303 
48540 
1 

OJ990605_35 . 9C10 . C7 . ol . gs 

547 

none 



Seq. ID OJ990605_35. 9C10.C7 
Strand 

End 4920 

Method GENSCAN 

End 4 920 

Score . 82 



547. .697, 1014. .1207, 1309. .1470, 1660. .1842, 2305. .2365, 
2848. .3025, 3714. .4011, 4122. .4205, 4316. .4437, 4839. .4920 



Seq.. No. 
Gene No. 
Start 



23303 
48540' 
1 



Seq, ID 

Strand 

End 



o.tq Qn £n r orin ri 



4920 



23583 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Starts 
Name .' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990605_35.9C10.C7.ol.tc 
1073 
none 

1073.. 1273, 1100.. 1210, 1307 
1666. .1824, 1667. .1810, 4125. .4199 



Method TBLASTX : Cress 
End 4199 
Score 105 

1471, 1308.. 1448, 1309.. 1473, 



23303 
48540 
1 

OJ990605_35. 9C10 . C7 . ol . ts 

1339 

none 

1339. .1407, 1376. .1435, 1451. 
1660.. 1815, 2263..2364, 2297. 
4122. .4205 

23304 
48541 
4285 

OJ990605_35.9C10.C8.bl.gp 
4285 

23815_1.R1084 
4285.. 4544, 4950 
7030.. 7107, 7190 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 35.9C10.C7 



4920 

TBLASTX: Soybean 
4205 
60 

1504, 1658.. 1807, 1660.. 1815, 
2380, 2847. .2957, 2848. .2958, 



Seq. ID OJ990605_35. 9C10.C8 

Strand + 

End 10134 

Method AAT/GAP 

End 8927 

Score 1717 
.5839, 5933.. 6006, 



6130. .6189, 



5072, 5800. 

7348, 8585. .8711, 8890.. 8927 
•1076821/pirl IS52645- 1.0e-115 probable 
l-acyl-glycerol-3-phosphate acyltransf erase - maize 
>gi_575960_emb__CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] 1 



23304 Seq. ID 

48541 Strand 
4285 End 10134 

OJ990605_35 . 9C10 . C8 . ol . gs Method GENSCAN 

4464 End 10134 

none Score .46 

4464. .4544, 4950. .5072, 6130. .6189, 7190. .7348, 

8890. .8982, 9098. .9181, 9623. .9665, 9845. .10134 



OJ990605_35. 9C10.C8 



8585. .8710, 



35.9C10.C8 



23304 .Seq. ID OJ990605 

48541 Strand + 

4285 End 10134 

OJ990605_35 . 9C10 . C8 . ol . np Method AAT/NAP 

4464 End 10048 

1076821 Score 1533 

4464. .4544, 4950. .5072, 5800. .5839, 5933. .6006, 
7030. .7107, 7190. .7348, 8585. .8710, 8890. .8982, 
9845.. 10048 

probable l-acyl-glycerol-3-phosphate acyltransferase - maize 
gil 575960 lembl CAA82638 | (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] 



6130. 
9098. 



6189, 
9181, 



23304 Seq. ID 

48542 Strand 

15303 End 

OJ990605_35 . 9C1 0 . C8 , o3 a t s Method 

4 944 End 

none Score 



OJ990605_35. 9C10.C8 
16143 

TBLASTX : Soybean 

6194 

81 



23584 



Exons 4944. .5021, 4968. .5072, 4972. .5073, 4973. .5074, 5929,. 6012, 

^ 5931. .6002, 5940. .6017, 6124. .6183, 6126. .6182, 6126. .6194, 
6127.. 6192 



Seq. No. 23304 
Gene No. 48542 
Start 15303 

Name OJ990605_35 . 9C10 . C8 . o2 . tc 

Start 5922 
GI none 

Exons 5922.. 6002, 5929.. 6012, 5929. 

6126. .6194, 6127. .6192, 6991. 
7181. .7276, 7183. .7284, 7193. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 35.9C10.C8 



16143 

TBLASTX: Cress 
7285 
126 

6006, 6124. .6189, 6126. .6191, 
7095, 7024. .7107, 7029. .7106, 
7285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23304 
48542 
.15303 

OJ990605_35.9C10.C8.o2.tm 
6141 



OJ990605 35.9C10.C8 



none 

6141. 

7029. 

8578. 

8890. 



Seq.. ID 
Strand 
End 

Method 
End . 
Score 

6191, 6141. .6194, 6142. .6192, 6991. .7101, 7024. .7107, 
7106, 7186. .7344, 7188. .7235, 7190. .7348, 8577. .8612, 
8709, 8582. .8713, 8582. .8713, 8667. .8717, 8890. .8982, 
8982, 8892..8987, 9085.. 9183, .9095.. 9211, 9097.. 9183, 



16143 

TBLASTX: Maize 

10066 

92 



9844. .10053, 9845. .10015, 9845. .10066 



Seq. No. 23304 
Gene No. 48542 
Start 15303 

Name OJ990605_35 . 9C10 .C8 . o2 . ts 

Start 7022 
GI none 

Exons 7022.. 7102, 7024.. 7107, 7029. 

7193.. 7348, 8582.. 8713, 8584. 
9095. .9145, 9097. .9141, 9137. 
9845.. 10012 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 35.9C10.C8 



16143 

TBLASTX: Soybean 
10020 
142 

7106, 7170. .7244, 7186. .7344, 
8712, 8889. .8987, 8890. .8982, 
9184, 9137. .9184, 9844. .10020, 



Seq. No. 23304 
Gene No. 485.42 
Start *' 15303 

Name OJ990605_35 . 9C10 . C8 . ol . tw 

Start 8940 
GI none 

Exons 8940. .8987, 8947. .8985, 9097, 

9843. .9929, 9844. .9963, 9845. 
9970. .10050 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 35.9C10.C8 



16143 . • 
TBLASTX: Wheat 
10053 
63 

9183, 9101. .9211, 9104. .9184, 
9964, 9964.. 10053, 9965. .10015, 



Seq. No. 23304 Seq. ID 

Gene No. 48542 Strand 

Start 15303 End 

Name OJ990605_35 . 9C10 . C8 . o2 . gp Method 

Start 12969 End 

GI 3760049 Score 

Exons 12969.. 13280 



OJ990605_35.9C10.C8 

16143 
AAT/GAP 
13280 
563 



Seq. No. 
Gene No. 



23304 
48542 



Seq. ID 
Strand 



OJ990605 35.9C10.C8 



23585 




Start 


15303 




End 


16143 


LNdillC 


Ol7990605 35 9C10 C8 


. o2 . np 


Method 


AAT/NAP 




1 SI 1 4 _ 




End 


16143 




6648193 




Score 


667 


Exons 


15114 16143 










(AC013483) Dutative 


RNA-binding protein [Arabidopsis thalic 




23304 




Seq. ID 


OJ990605_35.9C10.C8 




48542 




Strand 




Start 


15303 




■ End 


16143 


Name 


OJ990605 35.9C10.C8 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


15150 




End 


16143 




none 




Score 


218 




15150 15221 15231 


. .15275, 


15367. .15396, 15632 .. 15754 , 




15779 16141 15786 


. .16142, 


15907. .16143, 15996. .16046, 




16089 16142 








Seq. No. 


23304 




Seq. ID 


OJ990605_35. 9C10.C8 


Gene No v . 


48542 




Strand 




Start 


15303 




-End 


16143 




OJ990605 35 9C10 C8 


. o2.gs 


Method 


GENS CAN 




15303 _ 




End 


16139 


<J -L 


none 




Score 


.74 




15303 15592 15794 


. .16139 






■ : r : - ; Con Mo 


23304 




Seq. ID 


OJ990605_35.9C10.C8 


.- - - fZono Mo 


48542 

1 O *J *i 




Strand 




Start 


15303 




End 


16143 


H Name 


OJ990605 35.9C10.C8 


. ol . ts 


Method 


TBLASTX: Soybean 


j.y Start 


15632 




End 


16143 




n on ^ 
nunc 




Score 


87 




15632 15781 15633 


. .15782, 


15687. .15794, 15810 .. 15974 , 


i i:? 


15812 15952 15846 


. .15971, 


15861. .15968, 15960 .. 16142, 




15961 16143 

X J JUi. • • lull J 








'■=! Seq. No-. 


23304 




Seq. ID 


OJ990605_35.9C10.C8 


|:=f= Gene No. 


48542 




Strand 




; O Lai K. 


1 5303 




End 


16143 


Name 


OJ990605 35 9C10 C8 


.ol. tc 


Method 


TBLASTX: Cress 




15954 _ 




End 


16143 


r;T 


none 




Score 


173 


F von <^ 


15954 16142, 15958 


. .16143, 


16018. .16143 


Seq. No. 


23305 




Seq. ID 


OJ990605_35. 9C10.C9 


Gene No. , 


48543 




Strand 


+ 


Start 


6 




End 


431 


Name 


OJ990605 35 9C10 C9 


. ol . gs 


Method 


GEN SCAN 


q+- o r-h 
O Lai u 


6 — 




End 


431 


(IT 


none 




Score 


.65 




6 431 








Seq. No. 


23306 




Seq. ID 


OJ990605_32 . 9C03 .CI 


Gene No. 


48544 




Strand 


+ 


...Start. 


542 




. End 


623 


-.'Name 


OJ990605 32.9C03.C1 


. ol . gs 


Method 


GEN SCAN 


Start 


542 




End 


623 


GI 


none 




Score 


.7 



23586 



Exons 



542. .623 







Seq. ID 


W*J Z* Zf \J \J\J -J 


19 9P03 C9 


bens ino • 




<u> U -1- CI 1 










End 


9^1 




Name 




Mpt hnH 


\3 i_< LN O V^rilN 




Q4- a r*+- 

OUalTL. 


no ~~ 


End 


9^1 




V3 J. 




Score 


• Z? Zf 




Exons 


go o'xn 








Seq. No. 


23308 


Seq. ID 


OJ990605 


_32.9C03.C3 


Gene No. 


48546 


Strand 


+ 




O Lai L 


4 607 


End 


4886 




Name 




Mpf hnH 


AAT/GAP 






4 607 ~~ 


End 


4886 




r;T 

V5 -L 


fii fins ? ri n r 4 

UIUU J J • X\X U U *3 


Score 


392 






4 fiD 7 _ 4fififi 

1UU / . • lOOU 










1 1 4 0? /pmh I PAAfifiQfiS I ? Op- 


20 fX9ft^21) 


peroxidase [Arabido 




thaliana] 1 








Con Mo 




Seq. ID 


OJ990605 




OCllc LNU ■ 


4 ft R4 7 


Oil CLL Id 








ft 07 


FnH 

£ji 1LJ. 


13873 




Name 




Mot" hnH 


GENS CAN 




OLaX L. 


ft 07 ~~ 
0 u / 


FnH 


1382 






none 


Score 


.7 






R07 1D4Q IIQfi 1 99d 1 


1 ?ft 9 






Seq. No. 


23308 


Seq. ID 


OJ990605 


_32. 9C03.C3 


OCilC IN ^ . 


48547 


Strand 








807 


End 


13873 




Name 


OJ990605 32.9C03.C3.ol.np 


Method 


AAT/NAP 




Of a r f 
O Lai L 


950 


End 


10012 




VJ-L 


4680183 


Score 


1027 






950.. 1950, 4803.. 5606, 5957. 


.6069, 9978 


. .10012 




Q<r> o /•*» y i t*~\ 
Ul UcoLIip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Can Hrv 


23308 


Seq. ID 


OJ990605 


_32.9C03.C3 


ocllc INC? • 


48547 


Strand 






Start 


807 " : ' • 


End. 


13873 




Name 


OJ990605 32.9C03.C3.o2.gs 


Method 


GEN SCAN 




Start 


1524 


End 


13873 




GI 


none 


Score 


. 65 




Exons 


1524.. 1867, 2160.. 2196, 2770 


..3185, 3996. .4030, 


4939. .5083, 




5098.. 5468, 5601.. 5997, 6173 


..6445, 8068. .8236, 


9330. .9402, 




9491.. 9765, 10553 .. 10700, 11127 .. 11215, 


11420. . 


11711, 




11746. .12104, 12167. .12312, 


12517. .12597, 12853 


. .12948, 




13108. . 13466, 13500.. 13873 









Seq. No. 23308 Seq. ID OJ990605_32 . 9C03 . C3 

Gene No. - 48547 Strand 

Start 807 End 13873 

Name OJ990605_32 . 9C03 . C3 . o2 . np Method AAT/NAP 

Start 11653 End ; 13796 

GI - 4325357 Score 372 

Exons 11653. .12142, 12372 .. 12521, 13087.. 13796 

GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 



23587 



retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Qpn Ma 


23308 






Sea. ID 


OJ990605 32.9C03 


.C3 


fjpnp Mo 


48548 






Strand 








15450 






End 


17920 




Name 


OJ990605 32 


.9C03.C3.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


730 






End 


1112 




GI 


none 






Score 


99 




Exons 


730. .822, 810. .1112, 829.. 


960 








23308 






Seq. ID 


OJ990605 32.9C03 


.C3 




48548 






Strand 






9t art 


15450 






End 


17920 




Name 


OJ990605 32 


.9C03.C3.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


843 






End 


1076 




GI 


none 






Score 


76 




Exons 


fi4^ 1076 


B53 960 

O <J >J . . \J\J 










O " • IN • 


23308 






Seq. ID 


OJ990605 "32 . 9C03 


.C3 


f^pnp Ma 


48548 






Strand 






OLai L 


15450 






End 


17920' 




LN CI 1 LLC 


OJ990605 32 


.9C03.C3.ol, 


,tw 


Method 


TBLASTX: Wheat 




O Lai L. 


852 






End 


1271 . 




GI" 


none 






Score 


142 




Exons 


ft 1971 


Q c: o 1 HfiS 










Q p>rr Ma 


23308 






Seq. ID 


OJ990605 32.9C03 


.C3 


Hpno Ma 


48548 


' ! 7'- 




Strand 






O L. CL J- U 


15450 






End 


17920 




Name 


OJ990605 32 


.9C03.C3.ol, 


.tm 


Method 


TBLASTX: Maize 






1140 






End 


1445 




GI 


none 






Score 


203 




Exons 


1140 1 44 S 


1150. .1443 










Cprr Ma 


23308 






Seq. ID 


OJ990605 32.9C03 


.C3 


f!!pnp Ma 


48548 






Strand 






U LQ1 L, 


15450 






End 


17920 




Name 


OJ990605 32 


. 9C03.C3.o2; 


;tw 


Method. 


TBLASTX: Wheat 




Start 


1272 






End 


1460 




GI 


none 






Score 


157 




Exons 


1272. .1460, 


1276. .1446 










Cprr Ma 


23308 






Sea ID 


OJ990605 32 9C03 


.C3 


fZa n Ma 


48548 






Strand 






O Lai L. 


15450 






End 


17920 




Name 


OJ990605 32 


.9C03.C3.o3, 




Me1~ hod 


TBLASTX • Wheat 






5258 








1 ^567 




GI" 


none 






Score 


94 




Exons 


5258. .5437, 


13220. .13435, 


13451. .13567 






Seq. No. 


23308 






Seq. ID 


OJ990605_32.9C03 


.C3 


Gene No. 


48548 ' v. : 






Strand 






Start 


15450 






End 


17920 




Name 




arm n ai 


+- ^ 


Method 


rpDT 7\ CTV . r» -v- ~ « « 




Start 


13112 






End 


13420 




GI 


none 






Score 


190 





23588 



Exons 



13112. .13420 



Seq. No. 23308 

Gene No. 48548 

Start 15450 

Name ■ OJ990605_32 . 9C03 . C3 . o3 . gs 

Start 15450 

GI none 

Exons 15450. .15660, 15979 1614 9, 
17872. .17920 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_32.9C03.C3 

17920 
GENSCAN 
17920 
.4 



16172. .1624 5, 174 61 .. 17621 , 



Seq. No. 23309 Seq. ID 

Gene No. 48549 Strand 

Start 7 End 

Name OJ990605_32 . 9C03 . C4 . ol . gs Method 

Start 7 End 

GI none Score 

Exons -7.. 121, 675.. 739 



OJ990605_32.9C03.C4 
+ 

739 

GENSCAN 

739 

.89 



Seq. No. 23309 Seq. ID 

Gene No. 48550 Strand 

Start 4416 End 

Name OJ990605_32 . 9C03 . C4 . o3 . gs Method 

Start 4416 End 

GI none Score 

Exons 4416.. 4511, 4996.. 5154 



QJ990605_32.9C03.C4 
+ 

5154 
GENSCAN 
5154 
.82 



Seq. No. 23309 Seq. ID 

Gene No. 48551 Strand 

Start 11703 End 

Name OJ990 605_32 . 9C03 . C4 . o7 . gs Method 

Start 11703 End 

GI none Score 

Exons 11703. .11814, 11937.. 12196 



Seq. No. 23309 

Gene No. 48552 

Start 20190 

Name - OJ990605_32 . 9C03 . C4 . o9 . gs 

Start'' 20190 

GI ■ none 

Exons 20190. .20210, 2047 9 .. 20521, 
22122. .22261 



OJ990605_32.9C03.C4 
+ 

12196 
GENSCAN 
12196 
.54 



Seq. ID OJ990605_32.9C03.C4 

Strand + 

End 22261 

Method GENSCAN 

End 22261 

Score .73 
20986. .21135, 21583 21705, 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23309 
48553 
24368 

OJ990605_32.9C03.C4. oil. gs 
24368 



34333 
GENSCAN 
34333 

none Score . 72 

24368. .24417, 24760 .. 25007, 25061 .. 25251 , 25372. 
27393. .27526, 27698 .. 27905, 27 947 .. 28174 , 28256. 
29757. .29868, 31595 .. 31763, 32161 .. 322 68 , 33544. 
34214. .34333 



Seq. ID 
Strand 
End 

Method 
.End 
.Score 



OJ990605_32.9C03.C4 
+ 



.25495, 
,28561, 
,33609, 



Seq. No. 
Gene No. 



23309 
48553 



Seq. ID OJ990605_32. 9C03.C4 
Strand + 



23589 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



24368 End 

OJ990605_32 . 9C03 . C4 . 06 . np Method 

24784 End 

4325354 Score 



34333 
AAT/NAP 
28760 
135 



24784. .25135, 25223.-25395, 28731.. 28760 
(AF128395) contains similarity to retrovirus-related 
polyproteins and to CCHC zinc finger protein (Pfam: PF00098, 
Score=16.3, E=0.051, E= 1) [Arabidopsis thaliana] 



Cpn No 


23309 


Seq. ID 


OJ990605^32. 9C03 


. C4 


Gene No. 


48553 


Strand 


+ 




Start 


24368 


End 


34333 






OJ990605 32.9C03.C4.o2.gp 


Method 


AAT/GAP 




m-^ rt 

0 Lai l 


27979 


End 


28502 




(IT 


none 


Score 


839 




LiAUlliJ 


27979. .28174, 28256.. 28502 








Cpn Nn 


23309 


Seq. ID 


OJ990605_32. 9C03 


. C4 


UCllC LNU. 


48553 


Strand 


+ 




Start 


24368 


End 


34 333" 




Name 


OJ990605 32.9C03.C4.o7.np 


Method 


AAT/NAP 




Start 


28241 


End 


33639 




(IT 


2626753 


Score 


914 




Exons 


28241. .28561, 29519 .. 29567 , 
31973. . 32038, 32161". . 32268 , 


29667. .29868, 315 95 .. 31763, 
33358. .33465, 33544.. 33639 






(AB008782) sulfate transporter [Arabidopsis thaliana] 




OC^i INC • 


23309 


Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48553 


Strand 


+ 




Start 


24368 


End 


34333 




IN aiuc 


OJ990605 32.9C03.C4.o3.gp 


Method 


AAT/GAP 




OLalL 


29833 


End 


32295 




UJ. 


61191 1.R1084 


Score 


649 






29833. .29868, 31595 .. 317 63, 


31973. .32038, 32161.. 32295 






, 2626753/dbj IBAA23424 | 7.0e 


-34 (AB008782) sulfate transporter 




[Arabidopsis thaliana] 1 








Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48554 


Strand 






Of- a r -(- 
0 Lai L 


2452 


End ' 


2811 • ; 




Name 


OJ990605 32.9C03.C4.o2.gs 


Method 


GEN SCAN 




Q+- n y+- 


2452- 


End 


2811 




GI 


none 


Score 


.91 




Exons 


2452. .2811 








Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


• C4 


Gene No. 


48554 


Strand 






Start 


2452 


End 


2811 




Name 


OJ990605 32.9C03.C4.ol.np 


Method 


AAT/NAP 




Start 


2455 


End 


2656 




GI 


4557093 


Score 


198 




Exons 


2455. .2656 








GI Descrip. 


(AF001136) zinc finger protein [Pinus- 


radiata] 




Seq. No. 


23309 


Qorr T n 
— *1 • - ~ 




r> A 


Gene No. ^ 


48555 


Strand 






Start 


5500 


End 


5707 





23590 





OJ990605 32 9C03 C4 o4 as 


"Method 


GENSCAN. ' ' 






5500 _ 

*J *J \J \J 


End 


5707 




*jx 


none 


Score 


.46 




P 1 von c 


5500 5509, 5613 5707 








Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48556 


Strand 






Start 


8940 


End 


9282 




Naine 


OJ990605 32. 9C03.C4 . o5.gs 


Method 


GENSCAN ' 




Start 


8940 ~ 


End 


9282 




\3 X 


none 


Score 


. 53 






8940. .9217, 9222. .9282 








Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48557 


Strand 






Start 


9939 


End 


10767 




Name 


OJ990605 32. 9C03.C4 .o6.gs 


Method 


GENSCAN 






9939 ~~ 


End 


10767 




(IT 


none 


Score 


.57 




F von 


9939 10136, 10475 10656, 


10707.. 10767 




UC^. IN W • 


23309 

J J w ^ 


Seq. ID " 


OJ.990605_32.9C03 


,C4 


Gene No. 


48558 


Strand 






Start 


. 12937 


End 


19276 




Name 


OJ990605 32 9C03 . C4 . 08 . as 


Method 


GENSCAN 




C+- a r +- 


12937 ~~ 


End 


18482 




r;T 


none 


Score 


.66 




P 1 von Q 


12937 13049, 13309 13459. 


13695. . 13837, 14 660 .. 14726, 






16281 16390, 16486 16963, 


17937. . 18482 






23309 


Seq. ID 


OJ990605_32.9C03 


-C4 


fipno Mo 


48558 


Strand 






Start 


12937 


End 


19276 




Name 


. OJ990605 32.9C03.C4.o4.np 


Method 


AAT/NAP 




Start 


'18151 


End 


19276 




GI 


1076301 


Score 


111 






18151. .18443, 18644. .18783, 


19231. . 19276 




OX C »_> J — L £J • 


CONSTANS protein - Arabidopsis thaliana gi 1 1161514 | emb | CAA' 




(X94 937) CONSTANS protein [Arabidopsis 


thaliana] 




Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48559 


Strand 






Start 


22905 


End 


31634 




IN CLlllG 


OJ990605 32.9C03.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2494 


End 


2665 




VJ X 


none 


Score 


193 




P von q 


2494. .2592, 2507. .2665, 2522. .2656 






Seq. No. 


23309 


Seq. ID 


OJ990605_32.9C03 


;C4 


Gene No. 


48559 


Strand 






Start 


22905 


End 


31634 




Name 


OJ990605 32.9C03.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


9975 


End 


31452 




GI 


none 


Score 


168 




Exons 


9975. . 10106. 1 0192- - 10392,- 


?11n"Q ^14R9 




Seq. No. 


23309 


.Seq. ID 


OJ990605_32.9C03 


.C4 



23591 




Gene No. 


48559 




Strand 






Start 


22905 




End 


31634 




Name 


OJ990605 32.9C03.C4 


. o5.np 


Method 


AAT/NAP 






22858 




End 


23617 




w J. 


6815052 




Score 


385 




Ej A I i o 


22858. .23026, 23308 


. .23382, 


23464. .23617 




f^T Hpsrri n 

O X 1_> C O J- J. £s • 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23309 




Seq. ID 


OJ990605 32.9C03 


.C4 


Gene No. 


48559 




Strand 






Start 


22905 




End 


31634 




Name 


OJ990605 32.9C03.C4 


.olO.gs 


Method 


GENSCAN 




Start 


22905 




End 


23617 




CJ 


none 




Score 


.52 




Hi I O 


22905. .23026, 23464 


. .23617 








Seq. No. 


23309 




Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48559 




Strand 






Start 






End 


31634 




Name 


OJ990605 32.9C03.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


28282 




End 


28522 




GI 


none 




Score 


50 




P, von 


28282. .28419, 28352 


. .28405, 


28388. .28522, 28399.. 28521 




Seq. No. 


23309 




Seq. ID 


OJ990605_32. 9C03 


.C4 


Gene No. 


48559 




Strand 






Start 


22905 




End 


31634 




Name 


017990605 32 9C03 C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


28352 




End 


29821 




GI 


none 




Score 


45 






28352.-28396, 28402 


. .28557, 


28421. .28561, 284 69 .. 28561 , 






29521. .29568, 29521 


. .29565, 


29669. .29821, 29671.. 29805 




Qpn Mr) 

w VJ • Li w • 


23309 




Seq. ID 


OJ990605_32. 9C03 


.C4 


Gene No. 


48559 




Strand 






Start 


22905 




End 


31634 




Name 


OJ990605 32.9C03.C4 


.ol.tc 


Method 


TBLASTX: Cress 




Start ' 


?R4 1 4 




End 


29883 






none 




Score 


135 






28414. .28569, 28421 


. .28570, 


29500. .29568, 29501 29557, 






29509. .29559, 29669 


. .29878, 


29674. .298! 


33, 29677.. 29871 




Seq. No. 


23309 




Seq. ID 


OJ990605_32.9C03 


.C4 


LN W • 


48559 




Strand 






Start 


22905 




End 


31634 




Name 


OJ-990605 32.9C03.C4 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


28522 




End 


31634 




GI 


none 




Score 


67 




P. von s 


28522. .28569, 29499 


. .29561,. 


29501. .29557, 29509 .. 29568 , 






29516. .29563, 29666 


. .29869, 


29667. .29738, 2 9667 .. 29885 , 






29669. .29869, 31587 


. .31634 








Seq. No. 


23309 




Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. - 


4 8560 ^ ■ . 




Strand 






Start 


31587 




End 


33645 




Name 


OJ990605 32.9C03.C4 


-o2.tc 


Method 


TBLASTX: Cress 




Start 


31587 




End 


33645 





23592 




GI 


none 




Score 


190 




F.v on <? 

1_J *\ 1 u 


31587 31712, 31589 


. 31747, 


31593. .31763, 31970 .. 32035 , 






32161 32271, 33357 


. 33467, 


33358. .33465, 33543 .. 33596, 






33544 33645 












23309 




Seq. ID 


OJ990605_32.9C03 


.C4 


vj C11C l»W ■ 


48560 




Strand 






Start 


31587 




End 


33645 




Name 


OJ990605 32.9C03.C4. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


31970 




End 


; 33645 ' 




GI 


none 




Score 


85 




Exons 


31970. .32035, 31970. 


.32020, 


31972. .32025, 32 123 .. 32203, 






32161. .32280, 32230. 


.32268, 


33357. .33467, 33358 .. 334 65 , 






33501 . . 33596, 33539. 


.33595, 


33543. .33608, 33544. .33645 




Seq. No. 


23309 




Seq. ID 


OJ990605_32.9C03 


.C4 


Gene No. 


48560 




Strand 






Start 


31587 




End 


33645 




Name 


OJ990605 32 9C03 C4 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


33357 ~~ 




End 


33645 




GI 


none 




Score 


145 




F.xon s 


33357 .. 334 67, 33358 . 


.33465, 


33543. .33596, 33544.. 33645 




Seq. No. 


- 23310 




Seq. ID 


OJ990605_32.9C03 


.C5 


Gene No. 


48561 




Strand 


+ 




Start 


1552 




End 


1724 




Name 


OJ990605 32. 9C03.C5. 


ol . CfS 


Method 


GENSCAN 




Start 


1552 _ 




End 


1724 




GI 


none 




Score 


.47 






1552 . . 1724 










Sea No 


23311 




Seq. ID 


OJ990605_32.9C03 


.C6 


Gene No. 


48562 




Strand 


+ ' 




Start 


1 




End 


5638 




Name 


OJ990605 32. 9C03. C6. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


5638 




GI 


2626753 




Score 


315 




F.xon *? 


1. .214, 1211. .1252, 


1569. .1685, 1775.. 


1828, 5S47..5638 




GI Descrip. 


(AB008782) sulfate transporter [Arabidopsis thaliana] 




Seq. No. 


23311 




Seq. ID 


OJ990605_32.9C03 


.C6 


Gene No. 


48562 




Strand 


+ 




Start 


1 




End 


5638 




Name 


OJ990605 32.9C03.C6. 


ol . gs 


Method 


GENSCAN 




Start 


87 




End 


2815 




GI 


none 




Score 


.76 




X_J *\ 1 i 


87. .214, 1211. .1252, 


1569. . 


1685, 1775. 


.1826, 2619. .2815 




fcj C ^ . IN w . 


23311 




Seq. ID 


' OJ990605_32.9C03 


. C6 


Gene No. 


48563 




Strand 






Start 


2176 




End 


2420 




Name 


OJ990605 32.9C03.C6. 


ol.gp 


Method 


AAT/GAP 




Start 


2176 




End 


2420 




GI 


44948 2.R1084 




Score 


419 




Exons 


2176.. 2420 










GI Descrip. 


'4335715/gb|AAD17393| 4.0e- 


36 (AC00624 


8) putative 





immediate-early salicylate-induced glucosyltransf erase 



23593 




[Arabidopsis thaliana] 1 



Seq. No. 


23311 




Seq. ID 


OJ990605_32.9C03.C6 


Gene No. 


48564 




Strand 




u Lai L 


2659 




End 


6547 




0.7990605 3? 


9P03 P6 nl 1-m 


Method 


TBLASTX: Maize 


9t" A rt" 


85 ~~ 




End 


1822 


GI 


none 




Score 


203 


Pyrin Q 


85 210 86 


223 1208 1255 


1208. .1255, 1210. .1257, 




1569 1640 


1575 1667 1595 


.1687, 1595. .1684, 1603. .1686, 




1757 1822 


1763 1822 






Seq. No. 


23311 




Seq. ID 


OJ990605_32. 9C03.C6 


Gene No. 


48564 




Strand 




Start 


2659 




End 


6547 


Name 


OJ990605 32 


. 9C03.C6.o2.np 


Method 


AAT/NAP 


Start 


2659 _ 




End 


6547 


GI 


681 5052 




Score 


1634 


F von ^ 


2659 2778 


3061.. 3134, 3216. 


.3950, 3999. .4143, 4923. .5015, 




5882 5981 


6280. .6547 






GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 


UClj. LNLJ ■ 


l j jii 




Seq. ID 


OJ990605_32.9C03.C6- 


f^can^ Mo 


48564 




Strand 




o Lai u 


2659 




End 


6547 


IN CllLlG 


O.T990605 3? 


.9C03.C6.ol.tw 


Method 


TBLASTX: Wheat 


o Lai L 


4204 ~ 
*i <i \j i 




End 


4698 


(IT 


n on ^ 




Score 


90 


Exons 


4204. .4494, 


4515.. 4667, 4519. 


.4698 




JCLj^ LNL> • 


23311 

L JJXi 




Seq. ID 


OJ990605_32.9C03.C6 


fl^n^ Mo 

UCUC LNU • 


48 564 

1 O «J U *i 




Strand 




O L ai L, 


2659 

4. U J J 




End 


6547 


Name 


OJ990605 32 


.9C03.C6.ol.ts 


Method 


TBLASTX: Soybean 


O Lui L, 


4306 _ 

rt J V \J 




End 


4680 


Ul 






Score 


107 




4306. .4500, 


4495. .4680 






Seq. No. 


23312 




Seq. ID 


OJ990605_32.9C03.C7 




48565 




Strand 


+ 


O Lui L» 


186 




End 


6054 


Name 


OJ990605 32 


.9C03.C7.ol-.gs 


Method 


GENSCAN 


Start 


186 




End 


6054 


(IT 


none 




Score 


.51 


Hi AUilO 


186. .258, 1255. .1393, 1493. .1578, 1731. 


.1807, 1904. .2155, 




2406. .2490, 


5202.. 5257, 5276. 


.5392, 5764.. 6054 


Seq. No. 


23312 




Seq. ID 


OJ990605_32. 9C03.C7 


Gene No. 


.48565 




Strand 


+ 


Start 


186 




End 


6054 


Name 


OJ990605 32 


. 9C03.C7.o2.np 


Method 


AAT/NAP 


Start 


1255 




End 


2708 


GI 


2626753 




Score 


443 


Exons 


1255. .1393, 


1493. .1578, 1731. 


.1807, 190 


4. .2041, 2601. .2708 


Descrip s 


(AB008782) 


3n i f 3^te transports 


-K- r t\ v-v-, -! ^ 


A ^ 4-1 1 2 1 

Luanauaj 


Seq. No. 


23312 




Seq. ID 


OJ990605_32. 9C03.C7 



23594 



Gene No. 48565 Strand + 

Start 186 End 6054 

Name OJ990605_32 . 9C03 . C7 . ol . gp Method AAT/GAP 

Start • 1315 End 2117 

GI 6613_1.R1084 Score 704 

Exons 1315.. 1397, 1496.. 1578, 1731.. 1807, 1904.. 2117 

GI Descrip. • 2626753/dbj | BAA23424 | 2.0e-23 (AB008782) sulfate transporter 
[Arabidopsis thaliana] ' 



Seq. No. 23312 

Gene No. 48565 

Start 186 

Name OJ990605_32 . 9C03 . C7 . o2 . gp 

Start 2190 

GI none 

Exons 2190.. 2548 



Seq. ID OJ990605_32. 9C03.C7 

Strand + 

End 6054 

Method AAT/GAP 

End 2548 

Score 693 



Seq. No. 


23312 




Seq. ID 


OJ990605_ 


32.9C03.C7 


Gene No. 


48566 - 




Strand 


+ 




Start 


6303 




End 


9867 




Name 


OJ990605 32.9C03.C7 


o2 . gs 


Method 


GENSCAN 




Start 


„ - 6303 




End 


9867 




GI 


none 




Score 


.58 




Exons 


6303.. 6454, 6970.. 7099, 7135 


..7378, 9359. .9504, 


9838. .9867 


Seq. No. 


23312 




Seq. ID 


OJ990605_ 


32. 9C03.C7 


Gene No. 


48567 




Strand 


+ 




Start 


15507 




End 


23672 




Name 


OJ990605 32.9C03.C7 


o5 . gs 


Method 


GENSCAN 




Start 


15507 




End 


23509 




GI 


none 




Score 


.63 




Exons 


15507. .15548, 15658 


.15751, 


15799. .15869, 16597. 


.16748, 




16787. .16905, 17108 


.17221, 


18963. .19118, 19272. 


.19511, 




19616. .19842, 20253 


.20462, 


20558. .20705, 20738: 


.21324, 




21535. .21756, 21797 


.22097, 


22402. .22597, , 22836. 


.22942, 




23129. .23226, 23330 


.23509 








Seq. No. 


23312 




Seq. ID 


OJ990605_ 


32.9C03.C7 


Gene. No. 


48567 




Strand 


+ 




Start 


15507 




End 


23672 




Name 


OJ990605 32.9C03.C7 


o5 ,np 


Method 


AAT/NAP 




Start 


19500 




End 


23672 




GI 


6498441 




Score 


2397 




Exons 


19500. .20562, 20877 


.21339, 


21400. .21773, 21958. 


.22095, 




22268. .22597, 23301 


.23355, 


23583. .23672 





GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 23312 Seq. ID 

Gene No. 48568 Strand 

Start 1 End 

Name OJ990605_32 . 9C03 . C7 . ol . np Method 

Start 1 End . 

GI - ' 6498436 .Snore 

Exons 1..404, 2131.. 2167 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



OJ990605_32.9C03.C7 

2167 
AAT/NAP 
2167 

22fl 



23595 



Seq. No. 23312 Seq. ID OJ990605_32 . 9C03 . C7 

Gene No. 48569 Strand 

Start 3463 End 3537 

Name OJ990605_32 . 9C03.C7 .o3.gp Method AAT/GAP 

Start 3463 End 3537 

GI LIB3477-003-P1-K1-E9 Score 98 

Exons 34 63.-3537 

GI Descrip. ' 2498586/sp | Q40638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S. I PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 23312 

Gene No. 48570 

Start 11742 

Name OJ990605_32 . 9C03 . C7 . o3 . gs 

Start 11742 

GI none 

Exons 11742. .11871, 11929.. 11945 

Seq. No. 23312 

Gene No. 48571 

Start 13730 

Name OJ990605_32 . 9C03 . C7 . o4 . gs 

Start 13730 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_32.9C03.C7 

11945 
GENSCAN 
11945 
.62 



OJ990605_32.9C03.C7 

15225 
GENSCAN 
15225 
.63 



13730. .13752, 14 108 .. 14 168, 14 193 .. 14 503, 14782 15033, 
15150. .15225 



Seq. No. 23312 
Gene No. 48572 

Start . 21584 

Name OJ990605_32 . 9C03 . C7 . ol . tc 

Start 1253 
GI none 
Exons 1253.. 1393, 

1898. .2035, 



1254. .1394, 1520. 
1906. .2040 



OJ990605_32.9C03.C7 
23672 

TBLASTX: Cress 

2040 

226 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1576, 1720. .1791, 1721. .1822, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23312 
48572 1 
21584 

OJ990605_32 . 9C03 . C7 . ol . ts 

1253 

none 

1253.. 1396, 1254.. 1394, 1304. 
1491.. 1532, 1521.. 1577, 1720. 
1898.. 2035, 1901.. 2008, 1903. 

23312 
48572 
21584 

OJ990 605_32 . 9C03 . C7 . o2 . tm 

1490 

none 

1490.. 1534, 1491. .1535, 1516. 
1721.. 1822, 1733.. 1810, 1898. 



OJ990605_32.9C03.C7 
23672 

TBLASTX: Soybean 
2040 
223 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1396, 1306. .1398, 1489. 
.1797, 1721. .1822, 1727. 
.2040 



,1515, 
,1810, 



OJ990605 32.9C03.C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1578 

.2125, 1902.. 2078, 1903. 



23672 

TBLASTX: Maize 
2125 
68 

1 527 s ._ iS'fT. 1120 , 



. 1803,- 
.2118' 



23596 




Seq. No. 


23312 


Seq. ID 


OJ990605_32.9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


8718 ~ 


End 


9055 




(IT 


none 


Score 


245 




Exons 


8718.. 8993, 8732.-8992, 8993 


. .9055 






Sea No. 


23312 


Seq. ID 


OJ990605_32.9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9304 


End 


10176 




GI 


none 


Score 


357 




Fxons 


9304. .9723, 9315.. 9686, 9721 


..9822, 9783. .9815, 9854. .9889, 




9894.. 9929, 9895.. 10176, 9976.. 10113 






Seq. No. 




Seq. ID 


OJ990605_32.9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End ' 


23672 




Name 


OJ990605 32.9C03.C7.o5.tw 


Method 


TBLASTX: Wheat 




Start 


- 9346 


End 


9654 




GI 


none 


Score 


259 




Exons 


9346. .9654, 9378.. 9614 








Seq. No. 




Seq. ID 


OJ990605_32.9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


10446 


End 


10878 




GI 


none 


Score 


278 




Exons 


10446. .10814, 10447. .10818, 


10831. . 10878 




Seq. No. 


23312 


Seq. ID 


OJ990605_32.9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10651 


End 


10977 




GI 


none 


' Score 


149 




Exons 


10651. .10878, 10873.. 10977 








Seq. No. 


23312 


Seq. . ID 


OJ990605_32. 9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20760 


End 


23586 




GI 


none 


Score 


386 




Exons 


20760. .20906, 207 61 .. 2124 9, 


20961. .21248, 23422.-23586 




Seq. No. 


23312 


Seq. ID 


OJ990605_32. 9C03 


.C7 


Gene No. 


48572 


Strand 






Start 


21584 


End 


23672 




Name 


OJ990605 32.9C03.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


21408 


End 


21831 




GI 


none 


Score 


103 




Exons 


21408. .21764, 214 08 21830 , 


21409. .21831 





23597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23312 Seq. ID 

48572 Strand 

21584 End 
OJ990605_32 . 9C03 . C7 . o3 . tm Method 

21579 End 

none Score 

21579. .21827, 21580 21834 , 
21836. .21895 

23312 - 

48572 Strand 

21584 End 

OJ990605_32 . 9C03 . C7 . 06 . np Method 

21584 End 

5803259 Score 



OJ990605_32.9C03.C7 
23672 

TBLASTX: Maize 
21895 
291 

21592. .21828, 21835 .. 21885, 



Seq. ID OJ990605_32.9C03.C7 



23672 
AAT/NAP 
23672 
443 



21584. .21667, 22616 23195, 23300. .23672 
(AP000399) hypothetical protein [Oryza sativa] 



23312 
48572 
21584 

OJ990605_32.9C03.C7.o5.tm 

21923 

none . 

21923. .22009, 21992 .. 22201, 
22229. .22288 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_32 . 9C03..C7 
23672 

TBLASTX: Maize 

22307 

80 



22057. .22200, 22212 .. 22307 , 



Seq. No. 


23312 


Seq. ID 


OJ990605_32. 9C03.C7 


Gene No. 


48572 


Strand 




Start 


21584 


End 


23672 


Name 


OJ990605 32.9C03.C7.o3.tw 


Method 


TBLASTX: Wheat 


Start 


21979 


End 


22399 


GI 


none 


Score 


209 


Exons 


21979. .22011, 21992. .22201, 


22057. .22182, 22082 .. 22216, 




22209. .22382, 22211. .22399 






Seq. No. 


23312 


Seq. ID 


OJ990605_32 . 9C03 .C7 


Gene No. 


48572 


Strand 




Start 


21584 


End. 


23672 


Name 


OJ990605 32.9C03.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


22031 


End 


22382 


GI 


none 


Score 


140 


Exons ' 


22031. .22195, 22212.. 22382 






Seq. No. 


23313 


Seq. ID 


OJ990605_32. 9C03.C8 


Gene No. 


48573 


Strand 


+ 


Start 


4548 


End 


10898 


Name 


OJ990605 32.9C03.C8.o2.gs 


Method 


GEN SCAN 


Start 


4548 


End . 


10898 


GI 


none 


Score 


.73 


Exons 


4548..4858, 4870. .5433, 5766 


..6124, 6219. .7333, 7432. .7608, 




8785.. 8889, 9101.. 9235, 9395 


..9553, 9686.. 9802, 9876.. 10002 




10086. . 10216, 10335.. 10898 






Seq. No. 


23313 


flfsq. ID 


OJ990605 32/9C03.C8 


Gene No. 


48573 


Strand 


+ ~ 


Start 


4548 


End 


10898 



23598 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990605_32.9C03.C8.ol.gp 



Method AAT/GAP 



5893 End " 6517 

uC-osroM202031b07bl Score 1018 

5893.. 6124, 6219.. 6517 

1 59018 92 /re f | NP_009017 . 1 | pAND-1 | 3.0e-ll AND-1 protein 
>gi_3287173_emb_CAA06932_ (AJ006266) AND-1 protein [Homo 
sapiens] 1 



Seq. No. 23313 Seq. ID 

Gene No. 48574. - Strand 

Start 15190 End 

Name OJ990605_32 . 9C03 . C8 . o3 . gs Method 

Start 15190 End 

GI none Score 

Exons 15190.. 16176 



OJ990605_32.9C03.C8 
+ 

16176 
GEN SCAN 
16176 
.96 



Seq. No. 23313 Seq. ID 

Gene No. 48575 Strand 

Start 1 End 

Name 0 J990605_32 . 9C03 . C8 . ol . np Method 

Start 1 End 

GI 6539586 Score 

Exons 1..698, 2820.. 2851 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990605_32.9C03.C8 

2851 
AAT/NAP 
2851 
261 



Seq. No. 


23313 


Seq. ID 


OJ990605_32 


. 9C03 


.C8 


Gene No. 


48576 


Strand 








Start 


13189 


End 


14377 






Name 


OJ990605 32.9C03.C8.o4.np 


Method 


AAT/NAP 






Start 


13189 


End 


14377 






GI 


5042463 


Score 


167 






Exons 


13189. .13299, 13344 .. 134 98 , 


14197. .14377 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


23314 


Seq. ID 


OJ990605_32 


.9C03 


.C9 


Gene No. 


48577 


Strand 


+ 






Start 


28 


End 


1776 






Name 


OJ990605 32.9C03.C9.ol.gs 


Method 


GENS CAN 






Start 


28 


End 


1776 






GI 


none 


Score 


.78 






Exons 


28. .97, 206. .411, 489. .644, 


906. .1031, 


1102. .1248, 


1285 


. .1776 



Seq. No. 


23314 








Seq. ID 


OJ990605_32. 


9C03.C9 


Gene No. 


48578 








Strand 


+ 




Start 


6527 








End 


7133 




Name 


OJ990605 32. 


9C03 


.C9.o3. 


gs - 


Method 


GENSCAN 




Start 


6527 








End 


7133 




GI 


none 








Score 


.88 




Exons 


6527. .6600, 


6692 


.6832, 


6980. 


.7133 






Seq. No. 


23314 








Seq. ID 


OJ990605_32. 


9C03.C9 


Gene No. 


48579 








Strand 


+ 




Start 


8094 








End 


13821 




Name . 


OJ990605 32. 


9C03 


C9.o4. 


gs 


Method 


GENSCAN 




Start 


8094 










T O O O I 
. -L *J V *L JL 




GI 


none 








Score 


.48 




Exons 


8094. .8536, 


8542 


.9496, 


11586 


. .11665, 


12928. .12973, 


13066. 



23599 



Seq. No. 23314 Seq. ID OJ990 605_32 . 9C03 . C9 

Gene No. . 48579 Strand 

Start 8094 End 

Name OJ990605_32 . 9C03 . C9 . ol . gp Method 

Start 12402 End 

GI LIB3474-011-P1-K1-A9 Score 
Exons 12402.. 12806 

GI Descrip. 1 604 1757/gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990605_32.9C03. 
+ 

13821 
AAT/GAP 
12806 
782 



Seq. No. 


23314 




Seq. ID 


OJ990605_ 


32 


9C03 


.C9 


Gene No . 


48580 




Strand 


+ 








Start 


14663 




End 


16552 








Name 


OJ990605 32.9C03.C9. 


o5 . gs 


Method 


GENSCAN 








Start . 


14663 




End 


15739 








GI 


none 




Score 


.92 








Exons 


14663. .15739 














Seq. No. 


23314 




Seq. ID 


OJ990605_ 


32 


9C03 


.C9 


Gene No. 


48580 




Strand 


+ 








Start 


14663 




End 


16552 








Name 


OJ990605 32.9C03.C9. 


o3.np 


• Method 


AAT/NAP 








Start 


14795 




End 


15714* 








GI 


2213632 




Score 


740 








Exons 


14795. .15714 














GI Descrip. 


(AC000103) F21J9.24 


[Arabidopsis thaliana] 








Seq. No. 


23314 




Seq. ID 


OJ990605_ 


32 


9C03 


.C9 


Gene No. 


48580 




Strand 


+ 








Start 


14663 




End 


16552 








Name 


OJ990605 32.9C03.C9. 


o3 . gp 


Method 


AAT/GAP 








Start 


15356 




End 


16552 








GI 


5003535 




Score 


1352 








Exons 


15356. .15744, 15827. 


.15870, 


16278. .16552 








GI Descrip. 


6069570/dbj IBAA85461 


.11 3.0e 


-22 (AB022081) ORF-c 


[Brassica 


Seq. No. 


23314 




Seq. ID 


OJ990605_ 


32. 


9C03 


.C9 


Gene No. 


48581. 




Strand 


+ 








Start 


19746 




End 


20286 








Name 


OJ990605 32.9C03.C9. 


06 . gs 


Method 


GENSCAN 








Start 


19746 




End 


20286 








GI 


none 




Score 


.78 








Exons 


19746. .19840, 20148. 


.20286 













Seq. No. 23314 

Gene No. 48582 . 

Start 23507 

Name OJ990605_32 . 9C03 . C9. 08 . gs 

Start 23507 

GI none 

Exons 23507. .23557, 23850.. 24083 

Seq. No. 23314 

Gene No. '48583 

Start 1866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq, ID 

Strand 

End 



OJ990605_32.9C03.C9 
+ 

24083 
GENSCAN 
24083 
.93 



O-J990605 32 . 9CQ3 . C9 
7469 



23600 



Name 


- OJ990605_32.9C03.C9.o2.gs 


Method 


GENS CAN 


btart 


loot) 


End 


6125 


GI 


none 


Score 


.6 


Exons 




..2831, 3648. .3934, 4062. .4534, 






. .6125 




Seq. No, 




Seq. ID 


OJ990605_32.9C03.C9 


bene no. 


/ o coo 


Strand 






1 ft fifi 


End 


7469 


Name 


OJ990605 32.9C03.C9.ol.np 


Method 


AAT/NAP 


Start 


3409 


End 


4572 




629693 


Score 


502 


Exons 


3409. .4572 






GI Descrip. 


probable integrase - common 


tobacco (fragment ) 




gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacur 


beq. NO. 


23314 


Seq. ID 


OJ990605_32.9C03.C9 


bene no . 


48583 


' Strand 




Start 


1866 


End 


74 69 


Name 


OJ990605 32.9C03.C9.o2.np 


Method 


AAT/NAP 


Of a y~+- 

otaiL 


3457 


End 


7469 


bl 


5902445 


Score 


973 


Exons 


3457. .6141, 7448.-. 7469 






GI Descrip. 


(AB030283) ' GAG-POL precursor 


[Oryza sativa] 


beq. NO. 


23314 


Seq. ID 


OJ990605_32.9C03.C9 


Gene No . 


48584 


Strand 






14920 


End 


15643 


Name 


OJ990605 32.9C03.C9.o2.gp 


Method 


AAT/GAP 


Start 


14920 


End 


15643 


GI 


29109 2.R1084 


Score 


627 


Exons 


14920. .15287, 15617.. 15643 






GI Descrip. 


'6041757/gb|AC011806. 1IAC011 


806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






beq. no. 


23314 


Seq. ID 


OJ990605_32.9C03.C9 


Gene No . 


48585 


Strand 






19094 


End 


19666 


Name 


OJ990605 32.9C03.C9.o4.gp 


Method 


AAT/GAP 


Start 


19094 


End 


19666 


GI 


4879016 


Score 


802 


Exons 


19094. .19666 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont " Strain, Complete Sequence, 




complete sequence 






beq. no. 


23314 


Seq. ID 


OJ990605_32.9C03.C9 


Gene No. 


48586 


Strand 




Start 


20756 


End 


22137 


Name 


OJ990605 32.9C03.C9.o4.ts 


Method 


TBLASTX : Soybean 


Start 


3463 


End 


3696 


GI 


none 


Score 


108 


Exons 


3463.. 3696, 3557.. 3679, 3562. 


. .3696 




Seq. No. 


23314 


Seq. ID 


OJ990605_32.9C03.C9 


Gene No. 


48586. 


Strand 





23601 




C4- -» y*- 

O tar L 


907^6 








FnH 


991^7 




Name 




QPO "3 


by . oh . 


LW 




TRT Z1QTY • Mhaaf 
1 DlorlO 1 A . Wile a L 




O 4- s vf 

otart 


*5 /I T O 








tna 


oo / y 




bl 


none 








Score 


907 




Exons 


^4 7 9 ^QTQ 














Seq. No. 


23314 








Seq. ID 


OJ990605_32.9C03 


.C9 


Gene No. 


48586 








Strand 






Q4- 3 y-4- 

OLaiL 


907^6 








FnH 

EjIILI 


.9 91 ^7 




Name 


O.TQQOfiOR ~K0 






4- c 

L o 


Mot - H r^H 

Lit? LilUU 






Q 4- -5 Y*t- 


4 941 ~~ 








CjI ILL 


4 S99 




P T 


none 








Score 


D J 




HtXUIlo 


4 941 4 R99 




4 ^"34 

• 4 J J4 










Seq. No. 


■ 23314 








Seq. ID 


OJ990605_32.9C03 


-C9 


Gene No. 


48586 








Strand 






C 4- o -v-f- 

o tar l 


907 Rfi 








FnH 


991^7 




Name 






pQ r\ A 
b -7 • O ft . 


4-m 
LIU 


Mo 4- V"i /-\ H 
l v lc LIIOU 


X D J_ir^.O 1 A . Via. A. c* c 






4 97 1 - 








• FnH 


4 fiO^ 
40UJ 




p t 


. none 








Score 


907 




T /^v t"\ c» 

tiXons 


4 971 4 £0 ^ 














beq. jno . 


9 "5 "5 1 A 








Seq. ID 


OJ990605_32.9C03 


.C9 


Gene No. 


48586 








Strand 






Start 


20756 








End 


22137 




Name 


OTQQ0£0^ ^9 




bZ7 . OZ . 


4- e= 
L S 


Method 


TBLASTX : Soybean 




0+- -a >~ +- 


4 ft Q9 
4 o y Z 








End 


5301 




P T 


none 








Score 


77 




Exons 


4RQ9 M ^1 


/qoq 


^14 4 
. O ± f± H f 


jlD J . 


.5242, 5169. .5252, 5191. .5301 


















Seq. No. 


23314 








Seq. ID 


OJ990605_32.9C03 


.C9 


Gene No. 


48586 








Strand 






C4- -a v-4- 


907 ^fi 








End 


22137 




Name 


PiTQQ0£0S "39 
UUyyUOUO JZ 


QPO "3 


PQ nl 

by . oi . 


4- 0 
L S 


Method 


TBLASTX : Soybean 




C 4- a ->~4- 


R4 ^9 








End 


5921 




ul 


none 








Score 


75 




Exons 


R4 ^9 R 64 Q 


^4 ^Q 




R64 0 


.5921, 5683. .5880 




Seq. No. 


23314 








-Seq. ID 


OJ990605_32V9C03 


.C9 


Gene No. 


48586 








Strand 






C4- a r-4- 


907 S f, 








End 


22137 




Name 


PiTQQOf^OR "39 


QPO ^ 
. 7bUj ■ 


PQ o 9 


LIU 


Method 


TBLASTX: Maize 




Of -a r*+- 
OLqiC 


^£1 0 








End 


6068 




PT 
bl 


none 








Score 


191 




IT 1 \T « o 




^£11 


RQ1 £ 


^7 ft 7 
o / o / . 


.6062, 6004.. 6066 




Seq. No. 


23314 








Seq. ID 


OJ990605_32. 9C03 


.C9 


Gene No. 


48586 








Strand 








907 G. C 
/ jo - 








End 


22137 




Name 




npn o 

. ybuo . 


PQ ^"3 

by . oo . 


4- I T 

LW 


Method 


TBLASTX: Wheat 




Start 


5940 








End 


6165 




GI 


none 








Score 


112 




Exons 


5940. . 6161,.. 


5967. 


.6164, 


5986. 


.6165 






Seq. No. 


23314 








Seq. ID 


OJ990605_32.9C03 


.C9 


Gene No. 


48586 








Strand 







23602 






907 R 




End 


22137 




Name 


rtTQQOfiOR **9 qpo*3 no 


. oo . tm 


Method 


TBLASTX: Maize 




otart 


1 jUDD 




End 


13259 




pt 
ux 


none 




Score 


200 




Exons 


1 *}0££ 1^919 1^071 
1 jUDD. . IjZIZ; IjU / 1 




13072. .13224 




Seq. No. 


23314 




Seq. ID 


OJ990605_32.9C03. 


C9 


Gene No. 


48586 




Strand 


- 




o t. axvt. 


907^6 




End 


22137 




Name 


H.TQQTlfiOS "39 QPO^ PQ 




Method 


TBLASTX: Wheat 






1 4 S70 _ 




End 


14959 




pt 

LjX 


none 




Score 


295 




Exons 


X 4 J / U . . X 4 :7 , 14U^J 


1 A QZl Q 

. . X 4 ;74 ;7 








C a r*t "KT r\ 

oeq . JNO . 


£. J ,3X4 




Seq. ID 


OJ990605_32.9C03. 


P Q 


Gene No. 


48586 




Strand 






Start 


20756 




End 


22137 




Name 


O.TQQOf^OR ^9 QP0"3 PQ 


■ o 1 • tm 


Method 


TBLASTX: Maize 




q+- a y +- 


X 4 3 / 0 




End 


15241 






none 




Score 


395 




LiXOllb 


14R76 1 R01 Q 1d£9*3 


. * X 4 O DO / 


14977. .15015, 15044. .15076, 






1^070 1 m 1 ROQft 


• . X 3 X 4 O / 


15149. .15241 




Seq. No. 


23314 . 




Seq. ID 


OJ990605_32.9C03. 


C9 


Gene No . 


48586 ^ 




Strand 






Q+- a r-+- 


907 R £ 




End 


22137 




Name 


rtTQQOCOCi ^9 QPO"} PQ 


. ol . tw 


Method 


TBLASTX: Wheat 




orar t. 






End 


15505 




p t 

LiX 


none 




Score 


207 




cjXono 


1 ^001 1 ^9^4 1 c iOQ9 


1 R974 


15269. .15505, 15277.. 15504 




o e q ■ in o . 






Seq. ID 


OJ990605_32.9C03. 


P Q 


Gene No. 


48586 




Strand 






Start 


20756 




End 


22137 




\T am ^ 
IN alllc 


OTQQ060R ^9 QP0? PQ 


. o3 . tm 


Method 


TBLASTX: Maize 




Q+- a r*+- 


1 JZ 4 £. 




End 


15517 




PT 


none 




Score 


174 




IT 1 "W v~\ 


1^949 1^419 1 QOQI 
1 . . 1J41Z/ IjZ Jl 


. . 1 J4 1Z , 


15277. .15414, 15401 .. 15448, 






X 0 4 U o . . 1j4 jU/ 1 jIjO 


1 eci 7 


15485. .15517 




Seq. No. 


23314 




Seq. ID ^ 


OJ990605_32.9C03. 


C9 


Gene No. 


48586 




Strand 








907 R£ 
ZU / JO 




End 


22137 




Name 


PjTQQ0£0<=; "39 QPO^ PQ 


. o o . tm 


Method 


TBLASTX: Maize 




Q+- a r*+- 


1 S R97 ~ 




End 


15721 






none 




Score 


195 




Exons 


1 RR97 1 c i791 1 RR^Q 


1^719 
> . 1j / 1Z / 


15556. .15720 




Seq. No. 


23314 




Seq. ID 


OJ990605_32. 9C03. 


C9 


Gene No. 


48586 




Strand 






Start 


20756 




End 


22137 




Name 


OJ990605 32.9C03.C9, 


. o7 . gs 


Method 


GENSCAN 




Start 


20756 




End 


22137 




GI 


none 




Score 


.97 




Exons 


20756. .21028,. 21159, 


; s 21197, 


22129 . . 22137 




Seq. No. ' 


23315 




Seq. ID 


OJ990605_32. 9C03. 


CIO 



23603 



Gene No. 48587 
Start 1358 

Name OJ990605_32. 9C03 . CIO . o2 . np 

Start 1358 

GI 2129618 

Exons 1358.. 1386, 2568.. 3127, 

GI Descrip. hypothetical protein 1 

Athila gi 1806535 I emb|CAA57397 
[Arabidopsis thaliana] 



Strand + 
End 7105 
Method AAT/NAP 
End 6148 
Score 262 
6128. .6148 

Arabidopsis thaliana retrotransposon 
(X81801) Athila ORF 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23315 
48587 
1358 

OJ990605_32. 

2341 

none 

2341. .2654, 
4914. .4945 



Seq. ID OJ990605_32. 9C03.C10 

Strand + 

End 7105 

Method GENSCAN 

End 4 94 5 

Score . 68 
2676. .3405, 3447. .3512, 3570. .3702, 4761. .4889, 



9C03.C10.o2.gs 



Seq. No. 23315 Seq. ID 

Gene No. 48587 ' Strand 

Start 1358 End 

Name OJ990 605_32 . 9C03 . C10 . o3 . gs Method 

Start 5880 End 

GI none T ' Score 

Exons 5880.. 6689, 6752.. 7105 



OJ990605_32. 9C03.C10 
+ 

7105 
GENSCAN 
.7105 
' .92 



Seq. No. 


23315 


Seq. ID 


OJ990605_ 


32.9C03 


Gene No. 


48588 


Strand 


+ 




Start 


11089 


End 


■13390 




Name 


OJ990605 32.9C03.C10.o3.np 


Method 


AAT/NAP 




Start 


11089 


End 


13390 




GI 


3668118 


Score 


1288 




Exons 


11089. .11187, 11851. .12128, 


12213. .12482, 12571. 


.13161, 




13250. .13390 








GI Descrip. 


(AJ224078) hypothetical protein [Brassica napus] 




Seq. No. 


23315 


Seq. ID 


OJ990605_ 


32. 9C03 


Gene No. 


48589 


Strand 






Start 


303 


End 


1123 




Name 


OJ990605 32.9C03.C10.ol.gs 


Method 


GENSCAN ■ 




Start 


303 


End 


1123 




GI 


none 


Score 


. 96 




Exons 


303.. 699, 1092.. 1123 








Seq. No.- 


23315 


Seq. ID 


OJ990605_ 


32. 9C03 


Gene No. 


48590 


Strand 






Start 


1351 


End 


17010 




Name 


OJ990605 32.9C03.C10.ol.np 


.Method 


AAT/NAP 




Start 


1351 


End 


17010 




GI 


4680183 


Score 


186 




Exons 


1351. .1440, 2046. .2116, 16968. .17010 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


23315 




O-J990605 


32 . 9C03 


Gene No. 


48590 


Strand 






Start 


1351 


End 


17010 





23604 



Name 


OJ990605 32. 


9C03.C10.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2647 ~~ 




End 


3042 




GI 


none 




Score 


106 




Exons 


2647. .2763, 


2779.. 2994, 2968 


. .3042 






Seq. No. 


23315 




Seq. ID 


OJ990605_32.9C03 


.C10 


Gene No. 


48590 




Strand 






Start 


1351 




End 


17010 




Name 


OJ990605 32. 


9C03.C10.o2. ts 


Method 


TBLASTX : Soybean 




Start 


2647 




End 


3057 




GI 


none 




Score 


68 




Exons 


2647. .2751, 


2779. .3057 








Sea. No. 


23315 




Seq. ID 


OJ990605_32. 9C03 


.C10 


Gene No . 


48590 




Strand 






Start 


1351 




End 


17010 




Name 


OJ990605 32. 


9C03.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


10680 




End 


13410 




GI 


none 




Score 


67 




Exons 


10680. .10733, 11843. .11953, 


11850. .11936, 11939. .12046, 






11949. .12053, 12210. .12485, 


12211. .12471, 12212. .124 87, 






12561. .13160 


, 12571. .13161, 


13247. .13393, 13247 .. 13390 ,; 






13249. .13410 










Sea No 


23315 




Seq. ID 


OJ990605_32.9C03 


.C10 


Gene No. 


48590 




Strand 






Start 


1351 




End 


17010 




Name 


OJ990605 32. 


9C03.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12387 




End 


13297 




GI 


none 




Score 


62 




Exons 


12387. .12515 


, 12598. .12633, 


12606. .12800, 12607. .12804, 






12855. .13154 


, 12856. .13155, 


13250. .13297 




Seq. No. 


23315 




Seq. ID 


OJ990605_32.9C03 


.C10 


Gene No. 


48590 




Strand 






Start 


1351 




End 


17010 




Name 


OJ990605 32. 


9C03.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


12889 




End 


13149 




GI 


none 




Score 


252 




Exons 


12889. .13149 


, 12891.. 13124 








Seq. No. 


23316 




Seq. ID 


OJ990515 22.9C23 


.CI 


Gene No. 


48591 




Strand 


+ 




Start 


1328 




End 


3272 




Name 


OJ990515 22. 


9C23.Cl.ol.np 


Method 


AAT/NAP 




Start 


1328 




End 


3272 




GI 


4680186 




Score 


309 




Exons 


1328. .1346, 


3072. .3272 








GI DescriD. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Sea No 


23316 




Seq. ID 


OJ990515_22.'9C23 


.CI 


Gene No. 


48592 




Strand 






Start 


2825 




End 


3205 




Name 


OJ990515 22. 


9C23.Cl.ol.gp 


Method 


AAT/GAP 




Start 


2825 




End 


3205 




GI 


uC-osflcyp033a04bl 


Score 


630 




Exons 


2825. .3205 











23605 



GI Descrip. ' 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23316 Seq. ID 

48593 Strand 

3662 End 

OJ990515_22 . 9C23 . CI . o2 . gs Method 

3662 End 

none Score 



OJ990515_22.9C23.C1 

8134 
GEN SCAN 
8134 
.42 



3662. .3765, 4317. .4451, 4505. .4638, 4736. .4935, 4993. .5176, 
7380. .7515, 7832. .7863, 8007. .8134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23316 Seq. ID 

48593 Strand 

3662 End 

OJ990515_22 . 9C23 . CI . o2 . np Method 

3665 End 

6907087 Score 



OJ990515_22.9C23.C1 

8134 
AAT/NAP 
5412 
843 



3665.-3766, 4317. .4978, 5021. .5412 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene . ; hypothetical protein [Oryza 
sativa] 



Seq. No. 23317 

Gene No. 48594 

Start * 218 

Name OJ990515_22 . 9C23 . C2 . ol . gp 

Start 218 

GI 342_1.R1084 

Exons 218.. 238, 722.. 4179 

GI Descrip. 1 4574406/gb | AAD24042 . 1 1 0. 
sativa] 1 



Seq. ID OJ990515_22. 9C23.C2 

Strand + 

End 417 9 

Method AAT/GAP 

End 417 9 

Score 5500 

0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 


23317 






Seq. ID 


OJ990515_22.9C23 


.C2 


Gene No. 


48594 






Strand 


+ 




Start 


218 






End 


4179 




Name 


OJ990515 


22.9C23.C2. 


ol.gs 


Method 


GENSCAN 




Start 


510 






End 


3583 




GI 


none 






Score 


.49 




Exons 


510. .633, 


781. .1495, 


1663 


..1989, 2004. 


.2849, 3030.. 3583 




Seq. No. 


23317 






•Seq. ID 


OJ990515_22. 9C23 


.C2 


Gene No. 


48594 






Strand 


+ 




Start 


218 






End 


4179 




Name 


OJ990515 


22.9C23.C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


748 






End 


967 




GI 


none 






Score 


248 




Exons 


748. .957, 


753. .956, 


755. . 


967 







Seq. No. 23317 

Gene No. 48594 

Start 218 

Name OJ990515_22 . 9C23 . C2 . ol . ts 

Start . 888 

GI none 
Exons 



Seq. ID OJ990515_22. 9C23.C2 

Strand + 

End 417 9 

Method TBLASTX : Soybean 

End 1317 



888. .971, 889. .963, 964. .1059, 1048. .1317, 1075. .1299 



23606 




Seq. No. 


23317 








Seq. ID 


OJ990515_22.9C23.C2 


Gene No. 


48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 


. 9C23, 


,C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1057 








End 


1398 


GI 


none 








Score 


286 


Exons 


1057. .1398, 


1251 


. .1379 








Seq. No. 


23317 








Seq. ID 


OJ990515_22.9C23.C2 


Gene No. 


48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 


.9C23 


.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1078 








End 


3024 


GI 


6742729 








Score 


2945 


Exons 


1078. .3024 












GI Descrip. 


(AF121139) : 


RIM2 protein 


[Oryza sativa] 




Seq. No. 


23317 








Seq. ID 


OJ990515_22.9C23.C2 


Gene No . 


48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 


. 9C23 


. C2 . o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


1185 








End 


1655 


GI 


none 








Score 


62 


Exons 


1185. .1238, 


1186 


. .1242, 


1239. . 


,1340, 1240. .1344, 1348. .1446, 




1353. . 1445, 


1356 


. .1448, 


1363. . 


,1446, 1426. .1653, 1446. .1655, 




1449. .1655 












Seq. No. 


23317 








Seq. ID 


OJ990515_22. 9C23.C2 


Gene No. 


48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 






UlLl 


Method 


TBLASTX: Maize 


Start 


1233 








End 


1644 


GI 


none 








Score 


235 


Exons 


1233. . 1484, 


1243 


. .1485, 


1495. . 


,1644 




Seq. No. 


23317 








Seq. ID 


OJ990515_22.9C23.C2 


Gene No. 


48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 


.9C23 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1737 








End 


2176 


GI 


none 








Score 


105 


Exons 


1737.. 1859, 


1739 


. .1882, 


1856. . 


.2008, 1857.. 2009, 2021.. 2167 




2060. .2176, 


2101 


. .2175 








Seq. No. 


23317 








Seq. ID 


OJ990515_22.9C23.C2 


Gene No . 


'48594 








Strand 


+ 


Start 


218 








End 


4179 


Name 


OJ990515 22 


.9C23 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


• 2191 








End 


3508 


GI 


none 








Score 


945 


Exons 


2191 . . 3069, 


2192 


. .3109, 


2777. , 


.3094, 3102. .3143, 3104. .3151 




3107. .3148, 


3151 


. .3246, 


3155. , 


.3214, 3193.. 3336, 3194.. 3307 




3223.-3342, 


3224 


. .3340, 


3359. . 


.3427, 3416.. 3508 


Seq. No. 


23317 








Seq. ' ID 


OJ990515_22 . 9C23 - C2 


Gene No. 


48594 








Strand 


+ 


Start 


218 








End 


4179 



23607 



Name 


OJ990515 22 


.9C23.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


2240 ~ 




End 


2548 


GI 


none 




Score 


285 


Exons 


2240. .2548, 


2248 . .2520 






Seq. No. 


23317 




Seq. ID 


OJ990515_22. 9C23.C2 


Gene No. 


48594 




Strand 


+ 


Start 


218 




End 


4179 


Name 


OJ990515 22 


. 9C23.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


2479 




End 


2926 


GI 


none 




Score 


165 


Exons 


2479. .2892, 


2479.. 2922, 2483. 


.2926, 2777.. 2926 


Seq. No. 


23318 




Seq. ID 


OJ990515_22.9C23.C3 


Gene No . 


48595 




Strand 


+ 


Start 


116 




End 


5677 


Name 


OJ990515 22 


■9C23.C3.ol.gs 


Method 


GENSCAN 


Start 


116 




End 


5640 


GI 


none 




Score 


.6 


Exons 


116. .203, 291. .566, 941. .977, 


1523. . 1724, 1809. .2015, 




2024 . . 2255, 


2421.. 2823, 2871. 


.2885, 2960.. 3121, 3260. .3336, 




3388 3795, 


4056.. 4266, 4283. 


.4428, 4511. .4583, 4677. .4775, 




5632 . . 5640 








Seq. No. 


23318 




Seq. ID 


OJ990515_22.9C23.C3 


Gene No. 


48595 




Strand 


+ 


Start 


116 




End 


5677 


Name 


OJ990515 22 


.9C23.C3.ol.np 


Method 


AAT/NAP 


Start 


1508 ~~ 




End 


3562 


GI 


4680204 




Score 


796 


Exons 


1508 2893. 


2930. .3562 






GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


23318 




Seq. ID 


OJ990515_22.9C23.C3 


Gene No. 


48595 




Strand 


+ 


Start 


116 




End 


5677 


Name 


OJ990515 22 


. 9C23.C3.o2.np 


Method 


AAT/NAP 


Start 


1508 




End 


5677 


GI 


4680204 ' 




Score 


779 


Exons 


1508. .2893, 


2930.. 3435, 5655. 


.5677 




.GI Descrip. 


(AF114171) 


hypothetical prote 


in [Sorghum bicolor] 


Seq. No. 


23318 




Seq. ID 


OJ990515_22.9C23.C3 


Gene No. 


48596 




Strand 




Start 


4128 




End 


5360 


Name 


OJ990515 22 


.9C23.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2150 




End 


2553 


GI 


none 




Score 


203 


Exons 


2150. .2266, 


2152.. 2391, 2152. 


.2346, 2253.. 2393, 2383.. 2553, 




2448. .2552, 


2449. .2553 






Seq. No. 


23318 




Seq. ID 


OJ990515_22.9C23.C3 


Gene No. 


48596 




Strand 




Start' ■ 


4128 




End 


5360 


Name 


OJ990515 22 


.9C23.C3.o3.np 


Method 


AAT/NAP 


Start 


4128 




End 


5360 


GI 


862343 




Score 


77 



23608 



Exons 4128.. 4167, 5148.. 5360 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 Iprf | f2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Sea No 


23319 


Seq. ID 


OJ990515 


22 9C23 C4 


Gene No . 


48597 


Strand 


+ 




Start 


873 


End 


'9358 




Name 


OJ990515 22 9C23 C4 ol as 


Method 


GENSCAN 




Start 


873 ~~ 


End 


8306 




GI 


none 


Score 


.73 




Exons 


873. .1929, 2744. .2861, 2932. 


.3120, 3155. .3360, 


3560. .3593, 




4213.. 4249, 4800.. 5012, 5031 


. .5298, 6208. .6375, 


6912 . .8132, 




8188. 8306 








Sea No 


23319 


Seq. ID 


OJ990515 


22 9C23 C4 


f^farip No 


48597 


Strand 


+ 




Start 


873 


End 


9358 




Name 


OJ990515 22 9C23 C4 o2 nD 


Method 


AAT/NAP 




Start 


6970 


End 


9358 




GI 


6665543 


Score 


409 






6970. .7355, 7503. .8151, 9277 


. .9358 








(AC013289) putative protein 


kinase [Arabidopsis 


f 1 "i^n^l 


Sea No 


23319 


Seq. ID 


OJ990515 


22 9C23 C4 




48598 . 


Strand 


+ 




Start 


17026 


End 


24626 




Name 


OJ990515 22.9C23.C4.o4.np 


Method 


AAT/NAP 




Start 


17026 


End 


20348^ 




GI 


6721512 


Score 


50 




Exons 


17026. .17067, 18598 18736, 


20272. .20348 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23319 


Seq. ID 


OJ990515 


_22.9C23.C4 


Gene No. 


48598 


Strand 


+ 




Start 


17026 


End 


24626 




Name 


OJ990515 22.9C23.C4.o4.gs 


Method 


GENSCAN 




Start 


18455 


End 


24358 




GI 


none 


Score 


.64 




Exons 


18455. .18602, 18871 .. 188 90, 


18958. .19139, 19173 


. .19310, 




19344. .19420, 19685 .. 19834 , 


19946. .20455, 20536 


. .20573, 




21467. .21658, 23531 23665, 


23738. .23796, 23866 


. .24358 



Seq. No. 23319 Seq. ID OJ990515_22 . 9C23 . C4 

Gene No. 48598 Strand + 

Start 17026 End 24626 

Name OJ990515_22 . 9C23 . C4 . 06 . np Method AAT/NAP 

Start 2248^' End 24626 

GI 6721561 Score 930 

Exons 22483. .22551, 23486. . 23665, 23738 .. 237 96, 23866.. 24626 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.;' hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST" AU082058 (C12976) 
corresponds to a region of the predicted gene. ; hypothet.n r.al 
protein [Oryza sativa] 



23609 



Seq. No. 23319 Seq. ID OJ990515_22 . 9C23 . C4 

Gene No. 48599 Strand 

Start 14671 End 16647 

Name OJ990515_22 . 9C23 . C4 . o3 .np Method AAT/NAP 

Start 14671 End 16647 

GI 6063554 Score 178 

Exons 14671. .14843, 15998 16236, 16350.. 16647 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein^- [Oryza sativa]-' 



Seq. No. 


23319 




Seq. ID 


OJ990515_22.9C23, 


,C4 


Gene No . 


48599 




Strand 






Start 


14671 




End 


16647 




Name 


OJ990515 22. 


9C23.C4 .o3.gs 


Method 


GEN SCAN 




Start 


15782 




End 


16254 




GI 


none 




Score 


.79 




Exons 


15782. .16008, 16014. .16254 








Seq. No. 


23319 




Seq, ID 


OJ990515_22.9C23, 


.C4 


Gene No . 


48600 




Strand 






Start 


21069 




End 


22812 




Name 


OJ990515 22. 


9C23.C4 .o5.np 


Method 


AAT/NAP 




Start 


21069 




End 


22812 „ . 




GI 


5852180 




Score 


232 




Exons 


21069. .21220 


, ^21497. .21712, ; 


22724. .22812 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


23319 




Seq. ID 


OJ990515_22.9C23 


.C4 


Gene No . 


48601 




Strand 






Start 


23095 




End 


23352 




Name 


OJ990515 22. 


9C23.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6998 




End 


7309 




GI 


none 




Score 


206 




Exons 


6998. .7309, 


7081. .7308 








Sea. No. 


23319 




Seq. ID 


OJ990515_22.9C23 


.C4 


Gene No . 


48601 




Strand 






Start 


23095 




End 


23352 




Name 


OJ990515 22. 


9C23.C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


7028 




End 


8014 




GI 


none 




Score 


71 




Exons 


7028. .7135, 


7130. .7321, 7511 


..7816, 7720. .7815, 7916. .8014 


Seq. No. 


23319 




Seq. ID 


OJ990515_22.9C23 


.C4 


Gene No. 


48601 




Strand 






Start 


23095 




End 


23352 




Name 


OJ990515 22. 


9C23.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


7067 




End 


7312 




GI 


none 




Score 


197 




Exons 


7067. .7291, 


7079. .7312, 7081 


. .7308 






Seq. No. 


23319 




Seq. ID 


OJ990515_22. 9C23 


.C4 


Gene No. 


48601 




Strand 






Start 


23095 




End 


23352 




Name 


OJ990515 22. 


9C23.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


7081 




End 


7321 





23610 



GI none 

Exons 7081.. 7308, 7082.. 7321 

Seq. No. 23319 

Gene No. 48601 

Start 23095 

Name OJ990515_22 . 9C23 . C4 . ol . ts 

Start 7487 

GI none 

Exons 7487. .7855 



• 



Score 



219 . 



Seq. ID OJ990515_22.9C23.C4 
Strand 

End 23352 

Method TBLASTX : Soybean 

End 7855 

Score 235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23319 
48601 
23095 

OJ990515_22.9C23.C4.ol.tm 

7502 

none 



Seq. ID OJ990515_22.9C23.C4 
Strand 

End 23352 

Method TBLASTX : Mai ze 

End 8014 

Score 146 



7502. .7663, 7697. .7849, 7717. .7827, 7823. .8014 



23319 
48601 
23095 

OJ990515_22.9C23.C4.ol.tw 

7511 

none 



Seq. ID OJ990515_22.9C23.C4 
Strand 

End 23352 

Method TBLASTX : Wheat 

End 7804 

Score 148 



7511. .7657, 7516. .7653, 7715. .7804, 7720. .7803 



23319 
48601 
23095 

OJ990515_22.9C23.C4.o2.gp 
23095 

61605_3.R1084 
23095. .23352 

l 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990515_22.9C23.C4 
Strand 

End 23352 

Method AAT/GAP 

End 23352 

Score 424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



23320 
48602 
13 

OJ990515_22.9C23.C5.ol.gs 
13 

none 

13. .66, 106. .219 



Seq. ID OJ990515_22.9C23.C5 

Strand + 

End 219 

Method GENSCAN 

End 219 

Score .57 



23320 
48603 
1 

OJ990515_22.9C23.C5.ol.np 
1 

4680179 

1..43, 484. .1102, 1136. .2218 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990515_22.9C23.C5 
Strand 

End 2218 

Method AAT/NAP 

End 2218 

Score 1266 



23320 
48603 
1 



Sea, ID Q.J99Q5 15 22.9C23.C5 
Strand - ~ 
End 2218 



23611 



Name 

Start 

GI 

Exons 



OJ990515_22 . 9C23 . C5 . o2 . gs Method 

455 End 

none Score 
455. .2218 



GEN SCAN 

2218 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23320 
48604 
2467 

OJ990515_22. 9C23 . C5 . o3 . gs 

2467 

none 



Seq. ID OJ990515_22.9C23.C5 
Strand 

End 4 54 2 

Method GENSCAN 

End 4363 

Score .93 



2467. .3081, 3115. .3276, 4292. .4363 



23320 
48604 
2467 

OJ990515_22 . 9C23 . C5 . ol . gp 
4160 

uC-osflcyp033a04bl 
4160. .4542 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990515_22.9.C23.C5 
Strand 

End 4542 

Method AAT/GAP 

End 4542 

Score 700 



o c q • LN u . 


23320 








Seq. ID. 


, V OJ990515_22.9C23 




Gene No. 


48605 








Strand 






Start 


4973 








End 


5817 




IN cunt; 


OJ990515 22. 


9C23 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




OtaiL 


. 653 








End 


1075 




GI 


none 








Score 


64 




Exons 


653. .820, 708. .821, 866. .1075 


, 867. .1019 




Seq. No. 


23320 








Seq. ID 


OJ990515_22. 9C23 


.C5 


Gene No. 


48605 








Strand 






Start 


4973 








End 


5817 




Name 


OJ990515 22. 


9C23 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


758 








End 


1111 




GI 


none 








Score 


188 




Exons 


758. .1111 














Seq. No. 


23320 








Seq. ID 


OJ990515_22'. 9C23 


.C5 


Gene No. 


48605 








Strand 






Start 


4973 








End 


5817 




Name 


OJ990515 22. 


9C23 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1394 








End 


1745 




GI 


none 








Score 


112 




Exons 


1394. . 1744, 


1551 


. .1745 










Seq. No. 


23320 








Seq. ID 


OJ990515_22.9C23 


.C5 


Gene No. 


48605 








Strand 






Start 


4973 








End 


5817 




Name 


OJ990515 22. 


9C23 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1439 








End 


1744 




GI 


none 








Score 


90 




Exons 


1439. .1744, 


1614 


. .1730 










Seq. No. 


23320 








Seq. ID 


OJ990515_22. 9C23 


.C5 


Gene No. 


.48605 








Strand 







23612 




Start 


4973 


End 


5817 




Name 


OJ990515 22.9C23.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1779 


End 


1978 




GI 


none 


Score 


114 




Exons 


1779. .1976, 1781. .1978 








Seq. No. 


23320 


Seq. ID 


OJ990515_22.9C23. 


C5 


Gene No. 


48605 


Strand 






Start 


4973 


End 


5817 




Name 


OJ990515 22.9C23.C5.o4.gs 


Method 


GENSCAN 




Start 


4973 


End 


5817 




GI 


none 


Score 


.59 




Exons 


4973.. 5058, 5316.. 5454, 5617. 


.5817 






Seq. No. 


23321 


Seq. ID 


OJ990515_22. 9C23. 


C6 


Gene No . 


48606 


Strand 


+ 




Start 


4309 


End 


4379 




Name 


OJ990515 22.9C23.C6.ol.gp 


Method 


AAT/GAP 




Start 


.4309 


End 


4379 




GI 


uC-osroM202024h08al 


Score 


84 




Exons 


4309. .4379 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 5.0e- 


84 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 


i 


Seq. No'. 


23321 


Seq. ID 


OJ990515_22. 9C23. 


C6 


Gene No. 


48607 


Strand 


+ 




Start 


12557 


End 


13080 




Name 


OJ990515 22.9C23.C6.o2.gp 


Method 


AAT/GAP 




Start 


12557 


End 


13080 




GI 


uC-osflM202048cl2bl- ' 


Score 


850 




Exons 


12557. .13080 









GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 2.0e-16 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


23321 




Seq. ID 


OJ990515_ 


_22. 


9C23 


.C6 


Gene No. 


48608 




Strand 


+ 








Start 


13428 




End 


13976 








Name 


OJ990515 22.9C23.C6. 


o3.gs 


Method . 


GENSCAN 








Start 


13428 




End 


13976 








GI 


none 




Score 


.75 








Exons 


13428.. 13976 














Seq. No. 


23321 




Seq. ID 


OJ990515_ 


_22. 


9C23 


.C6 


Gene No. 


48609 




Strand 










Start 


343 




End 


2877 








Name 


OJ990515 22.9C23.C6. 


ol.gs 


Method 


GENSCAN 








Start 


343 




End 


2877 








GI 


none 




Score 


.79 








Exons 


343..738, 772. .1032, 


1267. 


.1654, 1751. 


.2877 








Seq. No. 


23321 




Seq. ID 


OJ990515_ 


_22. 


9C23 


.C6 


Gene No. 


48609 




Strand 










Start 


343 




End 


2877 








Name 


OJ990515 22.9C23.C6. 


ol . np 


. Method 


AAT/NAP 








Start 


364 




End 


2877 








GI 


4539665 




Score 


2855 








Exons 


364. .2877 















23613 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF061282) polyprotein [Sorghum bicolor] 

23321 Seq. ID OJ990515_22 . 9C23 . C6 

48610 Strand 

5748 End 19150 

OJ990515_22 . 9C23 . C6 . o2 . np Method AAT/NAP 

5748 End 19150 

4680179 Score 5693 

5748.. 87*01, 17559.. 19150 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



23321 Seq. ID 

48610 Strand 

5748 End 

OJ990515_22. 9C23.C6.o4 .gs Method 

14647 End 

none Score 



OJ990515_22.9C23.C6 

19150 
GENSCAN 
19092 
.5 



14647. .15042, 1507 6 .. 18865, 18980. .19092 

OJ990515 22.9C23.C6 



23321 
48611 - 
19364 

OJ9905 15_22 . 9C23 . C6 . o7 . tm 

337 

none 



Seq. ID 
Strand 

End 20128 
Method TBLASTX : Mai ze 
End 14865 
Score 37 

337. .369, 338. .367, 370. .567, 373. .468, 461. .556, 5738. .5770, 
5738. .5803, 5772. .5891, 5784. .5984, 14 64 0 .. 14 666, 14686. .14865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23321 Seq. ID 

48611 Strand 

19364 End 

OJ990515_22 . 9C23 . C6 . o5 . tw Method 

391 End 

none Score 



OJ990515_22.9C23.C6 
20128 

TBLASTX: Wheat 

15028 

117 



391. .723, 412. .720, 455. .724, 5793. .6125, 5986. .6033, 
6009. .6122, 6052. .6126, 14 695 .. 15027 , 14954. .15028 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23321 
48611 
19364 

OJ990515_22. 9C23.C6.ol. tm 

571 

none 



OJ990515_22.9C23.C6 
20128 

TBLASTX: Maize 
15474 
110 

571. .1011, 587. .787, 851. .1009, 1009. .1170, 1084. .1167, 
5988. .6413, 6111. .6296, 6112. .6414, 6409. .6564, 6411. .6572, 
6418. .6564,* 6420. .6566, 14 8 90 .. 15315 , 14891 .. 14986, 
15014. .15316, 15311. .15466, 15313 .. 15474 , 15320 .. 154 66, 
15322. .15468 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23321 
48611 
19364 

OJ990515_22 . 9C23 . C6 . ol . tw 
724 
none 



20128 

TBLASTX: Wheat 
15654 
56 

724.. 1350, 727.. 849, 845.. 1009, 1078... 1206, 6126.. 6752, 
6127. .6750, 15028. .15654, 15029. .15097, 15034. .1527 9, 



Seq. ID 
Strand 
End 

Method 
End 

Score 



OJ990515 22.9C23.C6 



23614 



15140. .15652 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23321 
48611 
19364 

OJ990515_22.9C23.C6.o3.tm 

1219 

none 

1219. .1509, 
66.25. .6912, 



1223.. 1510, 1359. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1511, 



OJ990515 22.9C23.C6 



20128 

TBLASTX: Maize 
15815 
211 

6621. .6911, 6624. .6911, 



15523. .15813, 15527 .. 158 14 , 15714. .15815 



23321 
48611 
19364 

OJ990515_22.9C23.C6.o2.ts 

1309 

none 



Seq. ID OJ990515_22.9C23.C6 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX : Soybean 

15862 

151 



1309. .1569, 1310. .1564, 6711. .6971, 6712. .6969, 15613 .. 15861 , 



15614.. 15862 

23321 
48611 
19364 

OJ990515_22.9C23.C6.ol.tc 

1333 

none 



Seq. ID OJ990515_22.9C23.C6 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX : Cress 

15963 

85 



1333. .1476, 1334. .1474, 1477. .1650, 6735. .6878, 6736. .6876, 
6879.. 7061, 15637. .15780, 15638 .. 15778 15781 .. 15963 



23321 
48611 
19364 

OJ990515_22.9C23.C6.o2.tw 

1357 

none 



Seq. ID OJ990515_22. 9C23.C6 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX: Wheat 

16197 

253 



1357.. 1695, 1358.. 1696, 1363.. 1701, 6759.. 7295, 6760.. 7293, 
15661. .16197, 15662.. 16195 



23321 Seq. ID 

48611 Strand 

19364 ' - End 
OJ990515_22.9C23.C6.o2.tm Method 
1690 End 
none Score 



OJ990515_22.9C23.C6 
20128 

TBLASTX: Maize 

16581 

174 



1690. .2019, 1708. .2019, 1751. .2020, 7321. .7674, 7326.-7679, 
7333. .7365, 7341. .7673, 7411. .7674, 16228 .. 16581, 16243. .16581 



23321 
48611 
19364 

OJ990515_22.9C23.C6.o3.tw 

1708 

none 



Seq. ID OJ990515_22. 9C23.C6 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX: Wheat 

16684 

116 



1708. .2121, 1710. .1916, 1723. .2079, 1751. .2122, 7368. .7781, 
7374. .'7751, 7411. .7782, 16269 .. 16526, 16270 .. 16683 , 
16285. .16683, 16313.. 16684 



23615 




Seq. No. 


23321 






Seq. ID 


OJ990515_22. 9C23. C6 


Gene No. 


48611 






Strand 




k_) l_ CI -L L. 


19364 






End 


20128 


Name 


OJ990515 22 


9C23.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


art 


1840 _ 






End 


16647 


vjx 


none 






Score 


95 




1840 . . 2085, 


1841. .2068, 


7497. 


.7745, 16399. .16647 




23321 






Seq. ID 


OJ990515_22.9C23.C6 


C11C 1NU • 


48'611 






Strand 




Start 


19364 






End 


20128 


Name 


OJ990515 22. 


9C23.C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2056 






End 


17118 


GI 


none 






Score 


50 


Fvnn 


2056 2370, 


2099. .2149, 


2177. 


.2230, 2377..25S6, 2402. .2548, 




7716 8036, 


7791. .7964, 


7837. 


.7965, 8037.. 8216, 16618.. 1692 




16730 16867 


, 16975.. 17118 






OC^i IS w . 


23321 






Seq. ID 


OJ990515_22. 9C23. C6 


Gene No. 


48611 






Strand 




Start 


19364 






End 


20128 


Name 


OJ990515 22. 


9C23.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2107 






End 


17064 


GI 


none 






Score 


197 


Exons * 


2107.^2466, 


2108. .2398, 


2426. 


.2464, 2470. .2502, 2471. .2500, 




7767. .8126, 


7777. .8124, 


8130. 


.8162, 8130. .8162, 16669. .1692 



16679. .16909, 16726 .. 16923, 16883 .. 17026, 16975 .. 17028 , 
16976. .17026, 17005 .. 17064 , 17032.. 17064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ 



23321 Seq. ID 

48611 Strand 

19364 End 

OJ990515_22 . 9C23 . C6 . 06 . tw Method 

2123 End 

none Score 



OJ990515_22.9C23.C6 
20128 

TBLASTX: Wheat 

16929 

262 



2123.. 2392, 2123.. 2239, 2125.. 2394, 2125.. 2394, 7785.. 8027, 
7785. .8054, 7795. .8052, 16687 .. 16917 , 16697 .. 16909, 
16699. .16929, 16713.. 16925 



23321 
48611 
19364 

OJ990515_22.9C23.C6.o4.tw 

2443 

none 



Seq. ID OJ990515_22. 9C2.3.C6 
Strand 

End 20128 

Method TBLASTX : Wheat 

End 17491 

Score 226 



2443. .2820, 2486. .2866, 8103. .8585, 8145. .8525, 8296.-8589, 
17005.-17487, 17047 .. 17376, 17198.. 17491 



23321 . Seq. ID 

48611 Strand 

19364 End 

OJ990515_22.9C23.C6.o4 .ts Method 

2575 End 

none Score 

2575. .2820, 8235. .8549, 17137. .17451 



OJ990515_22.9C23.C6 
20128 

TBLASTX : Soybean 

17451 

194 



Seq. No. 



23321 



Seq. ID OJ990515_22.9C23.C6 



23616 



Gene No. 


48611 






Stra'nd 






Start 


19364 






End 


20128 




Name 


OJ990515 22. 


9C23. 


C6 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


2624 






End 


17478 




GI 


none 






Score 


158 




Exons 


2624 . .2866, 


2626. 


.2817, 8285. .8449, 8286. .8441, 8286. .8576, 




8299. .8475, 


17188 


. .17343, 


17188. . 17478 


, 17201.. 17476 




Seq. No. 


23321 






Seq. ID 


OJ990515_22.9C23 


,C6 


Gene No. 


. 48611 






Strand 


_ 




Start 


19364 






End 


20128 




Name 


OJ990515 22. 


9C23. 


C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


8718 






End 


17973 




GI 


none 






Score 


58 




Exons 


8718. .9071, 


8761. 


.8895, -17620. .17973, 


17663. .17797 




Seq. No. 


23321 






Seq. ID 


OJ990515_22.9C23 


.C6 


Gene No. 


48611 






Strand 






Start 


19364 






End 


20128 




Name 


OJ990515 22. 


9C23. 


C6.o7 .tw 


Method 


TBLASTX: Wheat 




Start 


9426 






End 


18680 




GI 


none 






Score 


48 




Exons 


9426. .9770, 


9575. 


.9667, 9640. .9744, 18 


319. .18672, 18432 


. .18680, 




18477. .18569, 18523 1864 5, 18542. .18673 




Seq. No. 


23321 






Seq. ID 


OJ990515_22.9C23 


.C6 


Gene No. 


48611 






Strand 






Start 


19364 






End 


20128 




Name 


OJ990515 22. 


9C23. 


C6.o6.tm 


Method 


TBLASTX: Maize 




Start 


9471 






End 


18672 




GI 


none 






Score 


40 • 




Exons 


9471. .9770, 


18373 


. .18672, 


18377. .18442 


, 18525. .18551, 






18542. .18646 










Seq. No. 


23321 






Seq. ID 


OJ990515_22.9C23 


.C6 


Gene No. 


48611 






Strand 






Start 


19364 






End 


20128 




Name 


OJ990515 22. 


9C23. 


C6.o9.tw 


Method 


TBLASTX: Wheat 




Start 


9822 






End 


18906 




GI 


none 






Score 


130- 




Exons 


9822. .10004, 


9823 


. .10002, 


18724. .18906, 18725. .18904 





Seq. No. 23321 * Seq. ID 

Gene No. 48611 Strand 

Start 19364 End 

Name - OJ990515_22 . 9C23 . C6. o5 . gs Method 

Start 19364 End 

GI none Score 

Exons 19364.. 20128 



OJ990515_22.9C23.C6 

20128 
GEN SCAN 
20128 
.9 



Seq. No. 23321 Seq. ID 

Gene No. 4 8 611 Strand 

Start 19364 End 

Name OJ990515_22 . 9C23 . C6 . o3 . np Method 

Start . 19367 End 

GI 4512229 Score 

Exons 19367.. 20128 



OJ990515_22.9C23.C6 

20128 
AAT/NAP 

1210 



23617 




GI Descrip. (AB014740) ORFO protein [Oryza sativa] 



Seq. No. 


23322 


. Seq. ID 


OJ990515_22 . 


9C23 


. C7 


Gene No. 


48612 


Strand 


+ 






Start 


3637 


End 


3934 






Name 


OJ990515 22.9C23.C7.o2.np 


Method 


AAT/NAP 






Start 


3637 


End 


3934 






GI 


6539588 


Score 


255 






Exons 


3637. .3934 










.GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23322 


Seq. ID 


OJ990515_22. 


9C23 


.C7 


Gene No. 


48613 


Strand 








Start 


1 


End 


1342 






Name 


OJ990515_22 . 9C23 . C7 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


1342 






GI 


4417306 


Score 


185 






Exons 


1..100, S79..664, 729. .1342 










GI Descrip. 


(AC006446) putative Athila 


retroelement ORF1 protein 






[Arabidopsis thaliana] 










Seq. No. 


23322 


Seq. ID 


OJ990515_22. 


9C23 


.C7 


Gene No. 


48614 


Strand 








Start 


4202 


End 


4517 






Name 


OJ990515 22.9C23.C7.o2.gs 


Method 


GEN SCAN 






Start 


4202 


End 


4517 






GI 


none 


Score 


.82 






Exons 


4202.. 4344, 4367.. 4517 










Seq. No. 


23322 


Seq. ID 


OJ990515_22. 


9C23 


.C7 


Gene No. 


48615 


Strand 








Start 


5083 


End 


6649 






Name 


OJ990515 22.9C23.C7.o3.gs 


Method 


GENS CAN 






Start 


5083 


End 


6649 






GI 


none 


Score 


.9 






Exons 


5083. .5253, 5310. .5506, 5620. .5654, 6618.. 6649 






Seq. No. 


23322 


Seq. ID 


OJ990515_22. 


9C23 


.C7 


Gene No. 


48616 


Strand 








Start 


7063 


End 


7873 






Name 


OJ990515 22.9C23.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start " 


727 


End 


6759 






GI 


none 


Score 


198 






Exons 


727. .786, 957. .1073, 6406.. 


6759 








Seq. No. 


23322 


Seq. ID 


OJ990515_22. 


9C23 


. C7 


Gene No. 


48616 


Strand 








Start 


7063 


End 


7873 






Name 


OJ990515 22. 9C23 . C7 . o4 . np 


Method 


AAT/NAP 






Start 


7063 


End 


7873 






GI 


5852181 


Score 


102 






Exons 


7063. .7268, 7818. .7873 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq ; No. 


23323 


^ C ^ • J. U 


r\ to nn c i c o o 

J J? \J *J J- >J 






Gene No. 


48617 


Strand 


+ ~~ 






Start 


690 


End 


2722 







23618 



Name 


OJ990515 22.9C23.C8.ol.gs 


Method 


GEN SCAN 


Start 


690 ~ 


End 


2722 


GI 


none 


Score 


.47 


Exons 


690.. 910, 1170.. 1267, 2538. 


.2722 




Seq. No. 


23323 


Seq. ID 


OJ990515 22.9C23.C8 


Gene No. 


48618 


Strand 


+ ~ 


Start 


6071 


End 


6215 


Name 


OJ990515 22.9C23.C8.ol.gp 


Method 


AAT/GAP 


Start 


6071 


End 


6215 


GI 


85517 1.R1084 


Score 


113 ' ' 


Exons 


6071. .6215 






GI Descrip. 


1 50914 96/dbj I AB023482 . 2 | AB023482 4 . Oe- 


24 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


23323 


Seq. ID 


OJ990515_22.9C23.C8 


Gene No. 


48619 


Strand 


+ 


Start 


9028 


End 


15268 ^ • . 


Name 


OJ990515 22. 9C23 . C8 . ol . np 


Method 


AAT/NAP 


Start 


9028 


End 


15268 


GI 


5803260 


Score 


728 


Exons 


9028. .9156, 9566. .9786, 9872. .10458, 10833 10918 , 14140. .15268 


GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


23323 


Seq. ID 


OJ990515_22.9C23.C8 


Gene No. 


48620 


Strand 


+ 


Start 


15659 • 


End 


18303 


Name 


OJ990515 22.9C23.C8.o2.np 


Method 


AAT/NAP 


Start 


15659 


End 


18303 


GI 


6539588 


Score 


129 


Exons 


15659. .15685, 16650 .. 168 96, 


18280. .18303 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23323 


Seq. ID 


OJ990515_22.9C23.C8 


Gene No. 


48621 


Strand 


+ 


Start 


19871 


End 


24005 


Name 


OJ990515 22.9C23.C8.o3.np 


Method 


AAT/NAP 


Start 


19871 


End 


23912 


GI 


2583130 


Score 


1711 


Exons 


19871. .23392, 23445.. 23912 






GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


23323 


Seq. ID 


OJ990515_22.9C23.C8 


Gene No. 


48621 


Strand 


+ 


Start 


19871 


End 


24005 


Name 


OJ990515 22.9C23.C8.o4.np 


- Method 


AAT/NAP 


Start 


19871 


End 


24005 


GI 


2583130 


Score 


1706 


Exons 


19871. .23392, 23445.. 24005 






GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


23323 


Seq. ID 


OJ990515_22. 9C23.C8 




48622 


u uj. aim. 




Start 


24503 


End 


26048 


Name 


OJ990515_22. 9C23 . C8 . o5 . np 


Method 


AAT/NAP 



23619 




Start 24503 1 End 26048 

GI 6175155 Score 113 

Exons 2.4503. .24730, 24788 24881, 25836.. 26048 

GI Descrip. (AC010796) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


23323 






Seq. ID 


OJ990515 22.9C23 


.C8 


Gene No. 


48623 






Strand 






Start 


24943 






End 


25266 




Name 


OJ990515 22.9C23.C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10049 






End 


15128 




GI 


none 






Score 


47 




Exons 


10049. 


.10108, 10124. 


. 10213, 


10364. .104 


35, 14196. .14249, 






14219. 


.14248, 14306. 


.14533, 


14310. . 145 


67, 14580. .14900, 






14588. 


.14881, 14952. 


.15128 








Seq. No. 


23323 






Seq. ID 


OJ990515_22.9C23 


.C8 


Gene No . 


48623 






Strand 






Start 


24943 






End 


25266 




Name 


OJ990515 22.9C23.C8. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


14202 






End - 


14964 




GI 


none 






Score 


50 




Exons 


14202. 


.14255, 14300. 


.14395, 


14310. .143 


90, 14418. .14570, 






14423. 


.14530, 14577. 


.14897, 


14635. . 14661, 14675 .. 14911, 






14911. 


.14964 










Seq. No. 


23323 






, Seq. ID 


OJ990515_22.9C23 


.C8 


Gene No. 


48623 






Strand 






Start 


24943 






End 


25266 




Name 


OJ990515 22.9C23.C8. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


14297 






End 


'14897 




GI 


none 






Score 


282 




Exons 


14297. 


.14527, 14310. 


.14561, 


14598. .148 


97, 14603.. 14896 





Seq. No. 23323 Seq. ID 

Gene No. 4 8623 Strand 

Start 24943 End 

Name OJ990515_22 . 9C23 . C8 . o4 . tw Method 

Start 14301 End 

GI none Score 
Exons . 14301. .14360, .1437 6 .. 14735 



OJ990515_22. 9C23.C8 
25266 

TBLASTX: Wheat 

14735 

56 



Seq. No. 23323 

Gene No. 48623 

Start 24943 

Name OJ990515_22 . 9C23 . C8 . o5 . tw 
Start ' 19990 

GI none 
Exons 



Seq. ID OJ990515_22. 9C23.C8 
Strand 
End 

Method 
End 
Score 



25266 

TBLASTX: Wheat 

20362 

86 



19990. .20085, 20045 .. 20167 , 20162 .. 20362 , 20176.. 20313 



Seq. No. 23323 

Gene No. 48623 

Start 24943 

Name OJ990515_22 . 9C23 . C8 . o3 . ts 

Start 20814 

riT ~ ~- ~ 

Exons 20814. .20939, 20922.. 21221 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990515_22.9C23.C8 
25266 

TBLASTX: Soybean 
21221 



23620 



Seq. No. 


23323 


.V 


Seq. ID 


OJ990515_22 . 9C23. 


-C8 


uene lmo . 


4ft 69? 




Strand 






Start . 


24943 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


21396 




End 


21857 




GI 


none 




Score 


103 




Exons 


21396. .21551, 21585. 


.21857 








Seq. No. 


23323 




Seq. ID 


OJ990515_22 . 9C23 


,C8 


Gene No. 


48623 




Strand 






Of 3 r f 


94Q4? 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


21440 




End 


21821 




GI 


none 




Score 


246 




Exons 


21440. .21655, 21441. 


.21659, 


21450. .21662, 21451 .. 21672 , 






21647. .21820, 21654. 


.21821 








Seq. No. 


23323 




Seq. ID 


OJ990515_22.9C23 


,C8 


UCilC INU . 


4fi 69? 




Strand 






Start 


24943 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


21573 




End 


21872 




GI 


none 




Score 


192 




Exons 


21573. .21872 










Seq. No. 


23323 




Seq. ID 


OJ990515_22.9C23 


.C8 


Gene No. 


48623 




Strand 








94 Q4 ? 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


21992 




End 


22373 




GI 


none 




Score 


89 




Exons 


21992. .22090, 21993. 


.22091, 


22092. .22343, 22097 .. 22372, 






22098.. 22373 










Seq. No. 


23323 




Seq. ID 


OJ990515_22.9C23 


.C8 




4ft 69? 




Strand 






Start 


24943 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


22184 




End 


22556 




GI 


none 




Score 


237 




Exons 


22184. .22546, 22185. 


.22556 








Seq. No. 


23323 




Seq. ID 


OJ990515_22.9C23 


.C8 




4ft 69? 




Strand 






Start 


24943 




End 


25266 




Name 


OJ990515 22.9C23.C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22974 




End 


23392 




GI 


none 




Score 


135 




Exons 


22974. .23090, 22992. 


.23111, 


23111. .23392, 23296.. 23379 




Seq. No. 


23323 




. Seq. ID 


OJ990515_22.9C23 


.C8 


Gene No. 


48623 




Strand 






Start 


24943 




End 


25266 




Name 


' OJ990515 22.9C23.C8. 


64 . gs 


Method 


GEN SCAN 




Start 


24 943 




End 


25266 




GI 


none 




Score 


.93 




Exons 


24943. .25104, 25165. 


.25266 









23621 




Seq. No. 


23324 


Seq. ID 


OJ990915 20.9C01 


.C4 


Gene No. 


48624 


Strand 


+ 




Start 


734 


End 


2709 




Name 


OJ990915 20.9C01.C4.ol.gp 


Method 


AAT/GAP 




Start 


734 


End 


1433 




GI 


none 


Score 


882 




Exons 


734. .996, 1078. .1203, 1334 . . 


1433 






Seq. No. 


23324 


Seq. ID 


ojyyoyiD 20.ycui 


. C4 


Gene No. 


48624 


Strand 


+ 




Start 


734 


End 


2709 




Name 


OJ990915 20.9C01.C4.ol.gs 


Method 


GENSCAN 




Start 


924 


End 


1419 




GI 


none 


Score 


.76 




Exons 


924. .996, 1078. .1203, 1334 . . 


1419 






Seq. No. 


23324 


Seq. ID 


OJ990915_20.9C01 


.C4 


Gene No. 


48624 


Strand 


.+ 




Start 


734 


End 


2709 




Name 


OJ990915 20.9C01.C4.ol.np 


Method 


AAT/NAP 




Start 


1077 


End 


2709 




GI 


6453906 


Score 


68 




Exons 


1077.. 1203, 1334. .1443, 2673 


. .2709 






GI Descrip. 


(AC011663) unknown protein [Arabidopsis thaliana] 




Seq. No. 


23325 


Seq. ID 


OJ990915_20.9C01 


.C5 


Gene No. 


48625 


Strand 






Start 


1 


End 


1146 




Name 


OJ990915 20.9C01.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


706 




GI 


3746069 


Score 


86 




Exons 


1..61, 328. .706 








GI Descrip. 


(AC005311) putative non-LTR, 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


23325 


Seq. ID 


OJ990915_20.9C01 


.C5 


Gene No. 


48625 


Strand 






Start 


1 


End 


1146 . 




Name 


OJ990915 20.9C01.C5.ol.gs 


Method 


GENSCAN 




Start 


161 


End 


1146 




.GI 


none\ 


Score 


.66 




Exons 


161. .690, 1023. .1146 








Seq. No. 


23325 


-Seq. ID 


OJ990915_20.9C01 


.C5 


Gene No. 


48625 


Strand 






Start 


1 


End 


1146 




Name 


OJ990915 20.9C01.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


359 


End 


709 




GI 


none 


Score 


51 




Exons 


359. .583, 383. .433, 467. .577 


, 563. .709 


, 591. .659 




Seq. No. 


23326 


Seq. ID 


OJ990915_20.9C01 


.C6 


Gene No. 


48626 


Strand 


+ 




Start 


427 


End 


2312 




Name 


OJ990915 20.9C01.C6.ol.gs 


Method 


GENSCAN 




Start 


427 


End 


2312 





23622 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .55 

427. .601, 1165. .1488, 1509. .1690, 1730. .1788, 1943. .2312 



23326 
48627 
3992 

OJ990915_20.9C01.C6.ol.gp 
3896 

9373 1.R1084 



Seq. ID OJ990915_20.9C01.C6 

Strand + 

End 5933 

Method AAT/GAP 

End 5933 

Score 1970 



3896. .4067, 4170. .4304, 4431. .4516, 5024. .5118, .5271. .5396, 
5499. .5933 

•2459421 9.0e-33 (AC002332) putative calcium-binding EF-hand 
protein [Arabidopsis thaliana] ' 



23326 
48627 
3992 

OJ990915_20. 9C01.C6.o2.gs 

3992 

none 



Seq. ID OJ990915_20.9C01.C6 

Strand + 

End 5933 

Method GENSCAN 

End 5649 

Score .86 



3992. .4067, 4170. .4304, 4431. .4516, 5024. .5118, 5271. .5396, 
5499. .5649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23326 . 

48627 

3992 

OJ990915_20. 9C01.C6.ol.np 

4181 

6453907 



Seq. ID OJ990915_20. 9C01.C6 

Strand + 

End 5933 

Method AAT/NAP 

End 5650 

Score 339 



4181. .4304, 4431. .4516, 5024. .5118, 5271. .5396, 5499. .5650 
(AC011663) unknown protein [Arabidopsis thaliana] 



23326 
48628 
6692 

OJ990915_20. 9C01.C6.o3.gs 

6692 

none 

6692. .7528 



Seq. ID OJ990915_20.9C01.C6 

Strand + 

End 7528 

Method GENSCAN 

End 7528 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23326 
48628 
6692 

OJ990915_20. 9C01.C6.o2.np 
6695 
4220482 
6695. .7474 

(AC006069) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990915_20. 9C01.C6 
Strand + 

7528 
AAT/NAP 
7474 
448 



End 

Method 

End 

Score 



Seq. ID ■ OJ990915_20 . 9C01 - C6 
Strand 

End 7749 

Method TBLASTX : Mai ze 

End 5616 ' • 

4231. .4323, 4232 4330, 4426. . 4512, 4432. .4515, 4442. .4516, 
5027. .5119, 5268. .5381, 5268.-5393, 5269. .5397, 5269. .5397, 



23326 
48629 
7280 

OJ990915_20. 9C01.C6.ol.tm 
4231 



23623 




5270. .5398, 5506. .5616^"' \" 



Seq. No. 


23326 








Seq. ID 


OJ990915_20.9C01.C6 


Gene No. 


48629 








Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20 


9C01 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4444 








End 


5625 


GI 


none 








Score 


71 


Exons 


4444. .4518, 


4450 


. .4512, 


5018. 


.5119, 5041. .5118, 5051. .5119 




5052. .5123, 


5052 


. .5120, 


5262. 


.5396, 5268. .5396, 5269. .5397 




5269. .5397, 


5494 


. .5625, 


5506. 


.5625 




Seq. No. 


23326 








Seq. ID 


OJ990915_20.9C01.C6 


Gene No. 


48629 








Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20 


9C01 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5268 








End 


5638 


GI 


none 








Score 


149 


Exons 


5268. .5396, 


5269 


. .5397, 


5500.. 


.5613, 5591.. 5638 


Seq. No. 


23326 ' 








Seq. ID 


OJ990915_20.9C01.C6 


Gene No. 


48629 




** 




Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20. 


9C01 


.C6.ol. 


tc 


Method * 


TBLASTX: Cress-. 


Start 


5269 








End 


5625 


GI 


none 








Score 


121 


Exons 


5269. .5397, 


5271 


. .5396, 


5500. 


.5625 




Seq. No. 


23326 








Seq. ID 


OJ990915_20.9C01.C6 


Gene No. 


48629 








Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20 


9C01 


.C6.o2. 


tm 


Method , 


TBLASTX: Maize 


Start 


6764 








End 


6982 


GI 


none 








Sc&re 


187 


Exons 


6764. .6916, 


6787 


. .6861, 


6928. 


.6981, 6929..6982 


Seq. No. ' 


23326 








Seq. ID 


OJ990915_20. 9C01.C6 


Gene No. 


48629 








Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20. 


9C01 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6788 








End 


7384 


GI 


none 








Score 


127 


Exons 


6788. .6934, 


6917 


. .7129, 


6928. 


.7128, 7055. .7132, 7241. .7384 


Seq. No. 


23326 








Seq. ID 


OJ990915_20. 9C01.C6 


Gene No. 


48629 








Strand 




Start 


7280 








End 


7749 


Name 


OJ990915 20. 


9C01 


.C6.o2. 


gp 


Method 


AAT/GAP 


Start 


7280 








End 


7749 


GI 


none 








Score 


823 


Exons 


7280. .7749 












Seq. No. 


23327 








Seq. ID 


OJ990915_20. 9C01.C7 


Gene No. 


48630 








Strand 




Start 


1 








End 


1404 


Name 


OJ990915 20. 


9C01 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1404 



23624 




GI 2829895 Score 486 

Exons 1..19, 255.-475, 825. .1042, 1339. .1404 

GI Descrip. (AC002311) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 23327 

Gene No. 48630 

Start 1 

Name OJ990915_20 . 9C01 . C7 . ol . tm 

Start 257 

GI none 

Exons 257.. 385, 260.. 385, 264.. 386 



Seq. ID OJ990915_20.9C01.C7 



Strand 
End 

Method 

End 

Score 



1404 

TBLASTX: Maize 

386 

138 



Seq. No. 23327 Seq. ID 

Gene No. 48630 Strand 

Start 1 End 

Name OJ990915_20 . 9C01 . C7 . ol . gs Method 

Start 822 End 

GI none Score 

Exons 822.. 1042, 1288.. 1345 



OJ990915_20.9C01.C7 

1404 
GENSCAN 
1345 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23328 Seq. ID 

48631 Strand 

5465 End 

OJ990915_20. 9C01.C8 .o2.np Method 

5159 End 

5042416 Score 



OJ990915_20.9C01.C8 
+ 

8452 
AAT/NAP 
8449 
788 



5159. .5237, 6527. .6794, 7625.-8449 

(AC006193) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


23328 


Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48631 


Strand 


+ 


Start 


5465 


End 


8452 


Name 


OJ990915 20.9C01.C8.o3.gs 


Method 


GENSCAN 


Start 


5465 


End 


8452 


GI 


none 


Score 


. 63 


Exons 


5465. .5596, 5743. .5810, 6510. 


.6794, 7625. .8146, 8263. .8452. 


Seq. No. 


23328 


Seq.' ID 


OJ990915_20.9C01.C8 


Gene No. 


48631 


Strand 


+ 


Start 


5465 


End 


8452 


Name 


OJ990915 20.9C01.C8.ol.gp 


Method 


AAT/GAP 


Start 


6585 


End 


7936 


GI 


uC-osflcyp035f01bl 


Score 


991 


Exons 


6585. .6794, 7625.-7936 






GI Descrip. 


1 50424 16/gb|AAD38255.1 |AC006193_11 2. 


Oe-35 (AC006193) Unknown 



protein [Arabidopsis thaliana] 1 



Seq. No. 23328 

Gene No. 48632 

Start -246 

Name OJ990915_20 -9C01.C8.ol. gs 

Start 24 6 

GI none 
Exons 



Seq. ID OJ990915_20.9C01.C8 



Strand 
End 

Method 

End 

Score 



1280 
GENSCAN 
1280 
.7 



246. .368, 509. .608, 710. .802, 1001. .1044, 1131. .1280 



Seq. No. 
Gene No. 



23328 
48633 



Seq. ID 
Strand 



OJ990915 20.9C01.C8 



23625 




Start 


2430 


End 


4052 


Name 


OJ990915 20. 9C01.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


33 


End- 


644 


GI 


none 


Score 


141 


Exoris 


33. .185, 33. .182, 34. .216, 37 


..192, 181. .417, 188. .385, 




190. .426, 210. .452, 224. .439, 


231. .452 


, 507. .644, 509. .607, 




513. .623, 514. .624 






Seq. No. 


23328 


Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


a o r d o 
4 O DO -3 


Strand 




Start 


2430 


End 


4052 


Name 


OJ990915 20.9C01.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


288 


End 


1175 


GI 


none 


Score 


102 


Exons 


288. .425, 313. .426, 512. .607, 


513. .608, 1131. .1175 


Seq. No. 


23328 


Seq. ID 


OJ990915_20. 9C01.C8 


Gene No. 


48633 


Strand 




Start 


2430- 


End 


4052 


Name 


OJ990915 20/9C01.C8.ol.np 


Method 


AAT/NAP 


Start 


2430 


End 


4028 


GI 


6539248 


Score 


552 


Exons 


2430. .2677, 2779. .3026, 3136. 


.3250, 3368. .3494, 3584. .3711, 




3800. .4028 






GI Descrip. 


(AC011765) putative lipase/acylhydrolase [Arabidopsis thaliana] 


Seq. No. 


23328 


Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48633 


Strand 




Start 


2430 


End 


4052 


Name 


OJ990915 20.9C01.C8.o2.gs 


Method 


GENSCAN 


Start 


2430 


End 


4052 


GI 


none 


Score 


.92 


Exons 


2430.. 2677, 2779.. 3080, 3115. 


.3250, 3368.. 3494, 3584.. 3711, 




3800. .4052 






Seq. No. 


23328 


Seq. ID 


OJ990915_20. 9C01.C8 


Gene No. 


48633 


Strand 




Start 


2430 


End 


4052 


Name 


OJ990915 20.9C01.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


2894 


End 


3713 


GI 


none 


Score 


175 


Exons 


2894.. 3034, 2895.. 3026, 2990.. 


.3034, 3138. .3248, 3144. .3254, 




3366. .3494, 3367 .. 3495,. 3581 . . 


.3712, 3582.. 3713 


Seq. No. 


23328 


Seq. ID 


OJ990915_20. 9C01.C8 


Gene No . 


48633 


Strand 




Start 


2430 


End 


4052 


Name 


OJ990915 20.9C01.C8.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3572 


End 


3962 


GI 


none 


Score 


66 


Exons 


3572. .3706, 3585.. 3641, 3801.. 


,3962, 3802.. 3957 


Seq. _No. 


23328 


Seq. ID 


OJ990915_20.9C01.C8 


Gene' ; :No.. 


48 633 " 


Strand 




Start 


2430 


End 


4052 


Name 


OJ990915 20.9C01.C8.o3.tc 


Method 


TBLASTX: Cress 


Start 


3665 


End 


3959 



23626 



GI 


none 








Score 


110 


Exons 


3665. .3700, 


3802. 


. .3948, 


3807. 


.3959 




Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48633 








Strand 




Start 


2430 








End 


4052 


Name 


OJ990915 20 


. 9C01, 


>C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3799 








End 


3969 


GI 


none 








Score 


165 


Exons 


3799. .3825, 


3801. 


. .3968, 


3802. 


.3945, 3886. .3969 


Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48634 








Strand 




Start 


6502 








End 


8467 


Name 


OJ990915 20 


.9C01. 


,C8 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6502 








End 


8036 


GI 


none 








Score 


112 


Exons 


6502. .6603, 


6516. 


, .6782, 


6521. 


.6775, 6673. .6792, 6679. .6789, 




7775. .7927, 


7776. 


, .7826, 


7875. 


.7958, 7983. .8036 


Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48634 








Strand 




Start 


6502 








End 


8'4 67 


Name 


OJ990915 20 


. 9C01. 


,C8;05. 


tm . 


Method 


TBLASTX: Maize 


Start 


6656 








End 


8380 ' -■ 


GI 


none 








Score 


210 


Exons 


6656. .6742, 


6664. 


. 6795, 


6666. 


.6797, 6673. .6798, 6674. .6796, 




7775. .7915, 


7776. 


.7883, 


7779. 


.7916, 7781. .7918, 8333. .8380 


Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48634 








Strand 




Start 


6502 








End 


8467 


Name 


OJ990915 20 


. 9C01. 


C8 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7620 








End 


8467 


GI 


none 








Score 


98 


Exons 


7620. .7775, 


7827. 


.7874, 


8057. 


.8452, 8123.. 8275, 8125.. 8451, 




8318. .8467 












Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48634 








Strand 




Start 


6502 








End 


8467 


Name 


OJ990915 20 


. 9C01. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7620 








End 


8293 


GI 


none 








Score 


113 


Exons 


7620. .7775, 


7959. 


.8111, 


7959. 


.8114, 7961. .8113, 8096. .8293, 




8110. .8292 












Seq. No. 


23328 








Seq. ID 


OJ990915_20.9C01.C8 


Gene No. 


48634 








Strand 




Start 


6502 








End 


8467 


Name 


OJ990915 20, 


. 9C01 . 


C8 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7656 








End 


8425 


GI 


none 








Score 


124 


Exons 


7656. .7874, 


8164. 


.8274, 


8165. 


.8278, 8288. .8425, 8308. .8418 


Seq. No. 


.23329 








Seq. ID 


OJ990915_20. 9C01.C9 


Gene No. 


48635 








Strand 


+ 



23627 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2504 End 

OJ990915_20 . 9C01 . C9 . o2 . gs Method 

2504 End 

none Score 



5512 
GEN SCAN 
5512 
.71 



2504. .2516, 2621. .2811, 3149. .3237, 4792. .4815, 5257. .5512 



23329 
48636 
74 

OJ990915_20. 9C01.C9.ol.np 
7 4 

2811014 

74. .212, 903. .939, 1922. .2018 

DYNEIN LIGHT CHAIN LC6, FLAGELLAR OUTER ARM 

gi 12208914 |dbj IBAA20525I (AB004830) outer arm dynein LC6 

[Anthocidaris crassispina] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915 20.9C01.C9 



2165 
AAT/NAP 
2018 
138 



23329 Seq. ID 

48636 Strand 

74 End 

OJ990915_20. 9C01.C9.ol.gs Method 

1034 End 

none Score 

1034. .1048, 1863. .2165 



OJ990915_20. 9C01.C9 

2165 
GENSCAN 
2165 
.95 



OJ990915 20.9C01.C9 



23329 Seq. ID 

48637 Strand 
598 6 End 
0 J9 90 915 J5'0 . 9C0 1 . C9 . ol . ts Method 
13 End 
4302625 Score 
13. .210, 56. .214, 66. .212 

2811014/sp_O02414_DYLl_ANTCR 1.0e-10 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 



6561. 

TBLASTX : Soybean 

214 

96 



Seq. No. 


23329 








Seq. ID 


OJ990915_20.9C01 


.C9 


Gene No. 


48637 








Strand 






Start 


5986 








End 


6561 




Name 


OJ990915 


_20. 


9C01. 


C9.ol.tm 


. Method 


TBLASTX: Maize 




Start 


56 








End 


220 




GI 


none 








Score 


175 




Exons 


56. .211, 


66. 


.209, 


68. .220 








Seq. No. 


23329 








Seq. ID 


OJ990915_20.9C01 


.C9 


Gene No. 


48637 








Strand 






Start 


5986 








End 


6561 




Name 


OJ990915 


_20. 


9C01. 


C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


65 








End 


218 




GI 


none 








Score 


108 




Exons 


65. .217, 


66. 


.218 










Seq. No. 


23329 








Seq. ID 


OJ990915_20. 9C01 


.C9 


Gene No. 


48637 








Strand 






Start 


598 6 








End 


C C £ 1 




Name 


OJ990915 


_20. 


9C01. 


C9.o3.gs 


Method 


GENSCAN 




Start 


5986 








End 


6561 





23628 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

5986. .6561 

23330 
48638 
519 

OJ990915_20.9C01.Cll.ol.gs 

519 

none 

519. .664, 1913. .2056, 2091, 



Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2196 



.79 



OJ990915_ 
+ 

2196 
GEN SCAN 
2196 
.66 



20.9C01.C11 



23330 Seq. ID OJ990915_ 

48639 Strand + 

3375 End 6637 

OJ990915_20 . 9C01 . Cll . ol . np Method AAT/NAP 

3375 End 6610 

3549291 Score 1749 

3375.. 3605, 3699.. 4106, 4192.. 4446, 5909.. 6023, 



20. 9C01.C11 



6120. .6610 



(AF074923) 
ananassa] 



endo-1, 4-beta-glucanase precursor [Fragaria x 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23330 
48639 
3375 

OJ990915_20 . 9C01 . Cll . o2 . gs 

3375 

none 



Seq. ID OJ990915_20. 9C01.C11 

Strand + 

End 6637 

Method . GENSCAN 

End 6637 

Score .98 



3375. .3605, 3699. .4106, 4192. .4446, 5909. .6023, 6120. .6637 



23330 
48640 
7342 

OJ990915_20 . 9C01 . Cll . o2 . tw 

985 

none 



Seq. ID' OJ990915_20. 9C01.C11 
Strand 

End 7 993 

Method TBLASTX : Wheat 

End 6556 

Score 164 



985.. 1104, 6263..6388, 6265.-6387, 6467.. 6496, 6469.. 6495, 
6491. .6556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23330 
48640 
7342 

OJ990915_20.9C01.Cll.ol.tc 
3477 
none 
3477. 
5887. 
6119. 
6484. 



,3608, 
.5994, 



3698. .4108, 3699. 

5906.. 5998, 5996. 

,6235, 624S..6499, 6247. 

,6606 



Seq. ID OJ990915_20.9C01.C11 
Strand 

End 7993 
Method TBLASTX : Cress 
End 6607 
Score 192 

.4109, 4191. .4448, 4192. .4446, 
.6025, 5998. .6024, 6118. .6237, 
.6420, 6466.. 6501, 6470.. 6607, 



Seq. No. 23330 

Gene" No. 48640 

Start 7342 

Name OJ990915_20 . 9C01 . Cll . ol . ts 

Start 3477 

C1T ~ ~~ ~ 

^ j_ nunc 

Exons 3477.. 3593, 3698.. 3817, 3699. 

4195.. 4236, 4228. ,4380, 4248. 



Seq. ID 

Strand 

End 

Method 
-End 



OJ990915_20 . 9C01 . Cll 
7993 

TBLASTX : Soybean 
4380 



.3824, 3839. .4078, 3840. .4100, 
4322 



23629 



Seq. No. 


23330 








Seq. ID 


OJ990915_20. 9C01 


.Cll 


(~* art a NT /*> 
belle HSU • 


A ft 64 n 








J Li dl 1U 






O Lai L. 


714 9 








FnH 


7993 




Name 


Pi TQQ0Q1 S 90 


qpoi 


PI 1 nl 

■ V^XX.UX* 


fm 


Mai- Vi nH 


i uunj x /\ • Lid i^c 






14 77 _ 








End 


3958 




OX 










Score 


164 




Exons 


1477 160ft 


16Qft 


1QSR 


16QQ 


. 3956 






Seq. No. 


23330 








Seq. ID 


OJ990915_20. 9C01 


.Cll 




4ft 640 








Strand 








7*34 9 








End 


7993 




Name 


O.TQQ0Q1 S 90 


qpoi 


• v^xx.ux* 


tw 


Method 


TBLASTX: Wheat 






14 ft 1 ~~ 








End 


3866 




PT 


none 








Score 


121 




Exons 


14ft1 1SQ6 


16Q9 


177 S 


170S 


.3806, 382S..3866 




Seq. No. 


23330 








Seq. ID 


OJ990915_20. 9C01 


.Cll 




4ft 640 
*i o u *i w 








Strand 






OtaiL 


714 9 

/ J *i z. 








End 


7993 




Name 


D TQQ0Q1 S 90 


QPOI 


PI 1 n? 

. Lll i U*C • 




Method 


TBLASTX: Maize 




Cf a 7-4- 


69 4 S 








End 


6616 






none 








Score 


236 




Exons 




6974 


64 90 

. . 04 Z U , 


69Q0 


.6493, 6484. .6615, 6485. .6616 


Seq. No. 


23330 








Seq. ID 


OJ990915_20. 9C01 


.Cll 


Carta NT ^ 


4 ft 64 n 








.Strand 








714 9 








End 


7993 




Name 


Pl.TQQOQI S 90 


QPOI 


n i o9 


to 


Method 


TBLASTX : Soybean 




Of ar +- 
uLdl L. 


69ft 6 ~~ 








End 


6607 






IHJI1C 








Score 


406 




Exons 


69ft6 6417 


69ft7 


6607 


646Q 

\J *± VJ 7 • 


.6603 






Seq. No. 


23330 








Seq. ID 


OJ990915_20.9C01 


.Cll 


Cone* NJ/*t 
ocllt? 1NU . 


4ft 64 n 

*i O O *i u 








Strand 








714 9 

/ ~J *i Z, 








End 


7993 




Name 


O.TQQ091 5 90 

V./U -7 _7\J .7 X -J £ 


QP01 


PI 1 nl 

.^11. U J . 


gs 


Method 


GENS CAN 




D Udl L. 


714 9 _ 








End 


7993 














Score 


.74 




Exons 


7149 7ft16 


7 Q1 6 

/ .7 X O 


7 Q Q 1 
• • / j j j 










Seq. No. 


23331 








Seq. ID 


OJ990915_20.9C01 


.C12 


Cono NT pi 


4 ft 64 1 

1 O O 1 X 








Strand 


+ 




OLalt 


1 4 Q 
X fl .7 








- End * 


625 




Name 


O TQQO Q1 R 90 


. 9C01 


,C12.ol. 


gs 


Method 


GENSCAN 




jLdl L 


1 4 Q _ 








End 


625 




r-T 


none 








Score 


.47 




Exons 


1 4 Q 111 S 

X4.7..0XX, J 


38. .625 










Seq. No. 


23331 








Seq. ID 


OJ990915_20. 9C01 


.C12 


Gene No. 


48642 








Strand 


+ 




Start 


8386 








End 


12089 




Name 


OJ990915 20 


. 9C01 


.C12.ol. 


np 


Method 


AAT/NAP 




Start 


8296 








End 


12089 




GI 


5042454 








Score 


3319 ' ' 




Exons 


8296. .8446, 


8796 


. .8902, 


8959. 


.10668, 11299.. 12089 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 





23630 



Seq. No. 23331 Seq. ID 

Gene No. . 48642 Strand 

Start 8386 End 
Name OJ990915_20 . 9C01 . C12 . o5 . gs Method 

Start 8386 End 

GI none Score 

Exons 8386.. 8442, 8798.. 8902, 8959.. 9786, 
10248. .10669 



OJ990915_20.9C01.C12 
+ 

12089 
GEN SCAN 
10669 
.43 

9929. .10041, 



10059. .10192, 



Seq. No. 23331 Seq. ID OJ990915_20.9C01.C12 

Gene No. 48642 Strand + 

Start 8386 End 12089 

Name OJ990915_20 . 9C01 .C12 . ol . gp Method AAT/GAP 

Start 10808 End 11265 

GI 2428323 Score 644 

Exons 10808. .11265 

GI Descrip. 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza -sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 23331 Seq. ID 

Gene No. 48643 Strand 

Start 1102 End 

Name OJ990915_20 . 9C01 . C12 . o2 . gs Method 

Start 1102 " End 

GI none Score 

Exons 1102.. 1626 



OJ990915_20.9C01.C12 

'1626 
GENSCAN 
1626 
.99 



Seq. No. 


23331 








Seq. ID 


OJ990915_20.'9C01.C12 


Gene No. 


48644 








Strand . 




Start 


5745 








End 


7009 


Name 


OJ990915 20. 


9C01 


.C12.o4 


. gs 


Method 


GENSCAN 


Start 


5745 








End 


7009 


GI 


none 








Score 


.49 


Exons 


5745. .5925, 


6121 


. .6247, 


6382. 


.6589, 6602.. 7009 


Seq. No. 


23331 








Seq. ID 


OJ990915_20.9C01.C12 


Gene No. 


48645 








Strand 




Start 


9631 








End 


10023 


Name 


OJ990915 20. 


9C01 


,C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9631 








End 


10023 


GI 


none 








Score 


58 


Exons 


9631. .9678, 


9685 


. .9783, 


9690. 


.9782, 9750.. 9989, 9766. .10023 


Seq. No. 


23331 








Seq. ID 


OJ990915_20.9C01.C12 


Gene No. 


48645 








Strand 




Start 


9631 








End 


10023 


Name 


OJ990915 20. 


9C01 


.C12.ol 


: tm 


Method 


TBLASTX: Maize 


Start 


9673 ■ 








End 


9921 


GI ' 


none 








'Score 


193 


Exons 


9673. .9921, 


9771 


. .9920 









Seq. No. 23331 Seq. ID OJ990915_20.9C01.C12 

Gene No. t 48646 Strand' 

Start 11656 End 11352 

Name OJ990915_20 . 9C01 . C12 . o2 . tw Method TBLASTX : Wheat 

Start 11656 End 11952 



23631 



GI 


none 


Score 


262 


Exons 


11656. .11952, 11716. .11859, 


11784. .11948 


Seq. No. 


23332 


Seq. ID 


OJ990915 


Gene No. 


48647 


Strand 


+ 


Start 


1612 


End 


4129 


Name 


OJ990915 20.9C01.C13.ol.gs 


Method 


GEN SCAN 


Start 


1612 


End 


4075 


GI 


none 


Score 


.71 


Exons 


1612.. 1992, 2816.. 2914, 3313 


..3576, 3707. .4075 



Seq. No. 


23332 






Seq. ID 


OJ990915_ 


_20.9C01.C13 


Gene No . 


48647 






Strand 


+ 




Start 


1612 






End 


4129 




Name 


OJ990915 20 


. 9C01 


.C13.ol.np 


Method 


AAT/NAP 




Start 


1684 






End 


4078 




GI 


2213611 






Score 


1212 




Rxon *5 


1684 . . 1999, 


2583 


..2749, 2816 


. .3061, 3285. .3576, 


3707. .4078 


GI Descrip. 


(AC000103) 


F21J9 


.5 [Arabidopsis thaliana] 




Seq. No. 


23332 






Seq. ID 


OJ990915 


_20.9C01.C13 




48647 






Strand 


+ 




Start 


1612 






End 


4129 




Name 


'OJ990915- 20 


-9C01 


.C13.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


1756 






End 


2733 




GI 


none 






• Score 


123 




Rxon <? 

1—1 *\ \-s 1 X J 


17'56. .1863, 


2555 


..2731, 2572 


..2733, 2575. .2733 




Seq. No. 


23332 






Seq. ID 


OJ990915 


_20.9C01.C13 


Gene No. 


48647 






Strand 


+ 




Start 


1612 






End 


4129 




Name 


OJ990915 20 


.9C01 


.C13.ol.gp 


Method 


AAT/GAP 




Start 


2585 






End 


2844 




GI 


2312736 






Score 


337 




F.3C on 

J_l AVlliJ 


2585. .2749, 


2816 


. .2844 








GI Descrio. 


2213611 4.0e-27 


(AC000103) F21J9.5 [Arabidopsis 


thaliana] 


Seq. No. 


23332 






Seq. ID 


.OJ990915 


_20.9C01.C13 


Gene No . 


48647 






Strand 


+ 




Start 


1612 






End 


4129 




Name 


OJ990915 20 


• 9C01 


.C13.o2.gp 


Method 


AAT/GAP 




Start 


2825 






End 


3762 




GI 


92875 1.R1084 




Score 


1066 




Exons 


2825. .3087, 


3313 


..3576, 3707 


. .3762 






GI Descrip. 


'2213611 9. 


0e-54 


(AC000103) 


F21J9.5 [Arabidopsis thaliana] 1 


Seq. No. 


23332 






Seq. ID 


OJ990915 


_20.9C01.C13 


Gene No. 


48647 






Strand 


+ 




Start 


1612 






End 


4129 




Name 


OJ990915 20 


.9C01 


.C13.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


2888 






End 


3579 




GI 


none 






Score 


126 




Exons 


2888. .2983, 


2896 


..2982, 2980 


..3048, 2981. .3097, 


2987. .3061, 




3309: .3578, 


3312 


..3578, 3313 


. .3579 






Seq. No. 


23332 






Seq. ID 


OJ990915 


_20.9C01.C13 


Gene No. 


48647 






' Strand 


+ 





23632 



Start 


1612 




End 


4129 


Name 


OJ990915 20.9C01.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3728 




End 


4129 


GI 


none 




Score 


144 


Exons 


3728. .3889, 3730. .3888, 


3845. . 


4081, 3894. .4067, 3895. .4086, 




3896. . 4084, 4103. .4129 








Seq. No. 


23332 




Seq. ID 


OJ990915_20.9C01.C13 


Gene No. 


48647 




Strand 


+ 


Start 


1612 




End . 


4129 


Name 


OJ990915 20.9C01.C13.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3860 




End 


4054 


GI 


none 




Score 


186 


Exons 


3860 . . 4054, 3865. . 4026 








Seq. No. 


23333 




Seq. ID 


OJ990915 20.9C01.C14 


Gene No. 


48648 




Strand 




Start 


1692 




End 


1892 


Name 


OJ990915 20 . 9C01.C14 . o2 . 


crs 


Method 


GENSCAN 


Start 


1692 ~ 




End 


1892 


GI 


none 




Score 


.48 


Exons 


1692 . . 1892 








Sea. No. 


23334 




Seq. ID 


OJ990915_20 .&C01 . C15 


Gene No. 


48649 




Strand 


+ 


Start 


411 




End 


5747 


Name 


OJ990915 20.9C01.C15.ol. 


gs 


Method 


GENSCAN 


Start 


411 ~ 




End 


5747 


GI 


none 




Score 


.83 


Exons 


411. .417, 654. .911, 2514 


..2648, 2989.. 


,3231, 3639.-3776, 




4027. .4154, 4316. .4334, 


4439. . 


4620, 5169. .5747 


Seq. No. 


23335 




Seq. ID 


OJ990915_20.9C01.C16 


Gene No. 


48650 




Strand 


+ 


Start 


390 




End 


1012 


Name 


OJ990915 20.9C01.C16.ol. 


gs 


Method 


GENSCAN 


Start 


390 ~ 




End 


1012 


GI 


none 




Score 


.55 


Exons 


390. .495, 953. .1012 








Seq. No. 


23335 




Seq. ID 


OJ990915_20.9C01.C16 


Gene No. 


48651 




Strand 




Start 


1596 




End 


4534 


Name 


OJ990915 20.9C01.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1596 




End 


4534 


GI 


5295955 




Score 


873 


Exons 


1596.. 2229, 2309.. 2596, 


2699. . 


2821, 3498.. 3612, 4155.. 4222, 




4433. .4534 








GI Descrip . 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


23335 




Seq. ID 


OJ990915_20.9C01.C16 


Gene No. 


48651 




Strand 




Start 


1596 




End . 


4534 


M ame 


0 J99Q 915 20 . 9C01 . C16 . c2 . 




TWTz-s +- U « A 




Start 


2361 




End 


4222 


GI 


none 




Score 


.69 



23633 



Exons 


2361. .2800, 3489.'. 3612, 


. 4087. .4222 




Seq. No. 


23336 


Seq. ID 


OJ990915_ 


Gene No. 


48652 


Strand 


+ 


Start 


1 


End 


2457 


Name 


OJ990915 20.9C01.C17.o2 


.np Method 


AAT/NAP 


Start 


1 


End 


2003 


GI 


4680183 


Score 


173 


Exons 


1..72, 1237. .1304, 1911 


. .2003 




GI Descrip. 


"(AF111709) gag-pol protein [Oryza sativa subsp.. 


Seq. No. 


23336 


Seq. ID 


OJ990915_ 


Gene No. 


48652 


Strand 


+ 


Start 


1 


End 


2457 


Name 


OJ990915 20.9C01.C17.ol 


. gs Method 


GENSCAN 


Start 


58 


End 


2457 


GI 


none 


Score 


.43 


Exons 


58.-745, 840. .966, 1834 


..1959, 2368.-2457 


Seq. No. 


23336 


Seq- ID 


OJ990915 


Gene No. 


48653 


Strand 




Start 


14 


End 


1034 


Name 


OJ990915 20.9C01.C17.ol 


. np Method 


AAT/NAP 


Start 


14 


End 


1034 


GI 


6815109 


Score 


751 


Exons 


14.. 277, 312-.. 1034 






GI Descrip.' 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23337 


Seq. ID 


OJ990915 


Gene No. 


48654 


Strand 


+ 


Start 


299 


End. 


812 


Name 


OJ990915 20.9C01.C18.ol 


.gs Method 


GENSCAN 


Start 


299 


End 


812 


GI 


none 


Score 


.78 


Exons 


299. .434, 742. .812 






Seq. No. 


23337 


Seq. ID 


OJ990915 


Gene No. 


48655 


Strand 


+ 


Start 


1313 


End 


2652 


Name 


OJ990915 20.9C01.C18.o2 


.np Method 


AAT/NAP 


Start 


1313 


End 


2652 


GI 


6721561 


Score 


130 


Exons 


1313. .1403, 2628.-2652 







GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of. the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No." 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Gl„ Descrip. 



23337 
48656 
1441 

OJ990915_20. 9C01.C18.ol.np 
1191 



Seq. ID OJ990915_20.9C01.C18 
Strand 

End 1546 

Method AAT/NAP 

End 1282 



1191. .1282 

(AF111709) gag-pol protein [Oryza sativa subsp. 



indica] 



23634 



Seq. No. 


23337 




Gene No. 


48656 




Start 


1441 




Name 


OJ990915 20.9C01.C18 


.o2 


Start 


1441 




GI 


none 




Exons 


1441. .1546 




Seq. No. 


23338 




Gene No. 


48657 




Start 


207 




Name 


OJ990915 20.9C01.C19 


.ol 


Start 


203 




GI 


none 




Exons 


203. .472, 218. .472 




Seq. No. 


23338 




Gene No. 


48657 




Start 


207 




Name 


OJ990915 20.9C01.C19 


.ol 


Start 


206 




GI 


none 




Exons 


206. .415, 247. .414 




Seq. No. 


23338 




Gene No. 


48657 




Start 


207 




Name 


OJ990915 20.9C01.C19 


.ol 


Start 


207 




GI 


2829895 




Exons 


207.. 464, 553.. 644 




GI Descrip. 


(AC002311) hypothetical 


Seq. No. 


23338 




Gene No. 


48657 




Start 


207 




Name 


OJ990915 20.9C01.C19 


ol 


Start 


270 . 




GI 


none 




Exons 


270. .469 




Seq. No. 


23338 




Gene No. 


48657 




Start 


207 




Name 


OJ990915 20.9C01.C19. 


ol 


Start 


443 




GI 


uC-osrocyp037h05bl 




Exons 


443. .644 




GI Descrip. 


, 2213611 4.0e-27 (AC000 


Seq. No. 


23339 




Gene No. 


48658 




Start 


1 




Name 


OJ990915 20.9C01.C20. 


cl 


Start 


1 




GI 


none 





Seq. ID OJ990915_20.9C01.C18 
Strand 

End 1546 

Method GENSCAN 

End 1546 

Score .78 



Seq. ID OJ990915_20.9C01.C19 

Strand + 

End 644 

Method TBLASTX: Maize 

End 472 

Score 383 



Seq. ID OJ990915_20.9C01.C19 

Strand + 

End 644 

Method TBLASTX : Soybean 

End 415 

Score 264 



Seq. ID OJ990915_20.9C01.C19 

Strand + 

End 644 

Method AAT/NAP 

End 64 4 

Score 332 



Seq. ID OJ990915_20.9C01.C19 

Strand + 

End 644 

Method GENSCAN 

End 4 69 

Score .78 



Seq. ID OJ990915_20.9C01.C19 

Strand + 

End 644 

Method AAT/GAP 

End 644 

Score 365 



Seq. ID OJ990915_20.9C01.C20 
Strand + 
End 1072 



End 
Score 



1072 
831 



23635 



Exons 


1..138, 595. .698, 873.; 






"-^"v * .-. • 


Seq. No. 


23339 




?'":Seq. ID 


OJ990915_20.9C01.C20 


Gene No. 


48658 




Strand 


+ 


Start 


1 




End 


1072 


Name 


OJ990915 20.9C01.C20.ol 


.gs 


Method 


GENS CAN 


Start 


64 




End 


1052 


GI 


none 




Score 


.52 


Exons 


64. .138, 595.-698, 873. 


.1052 






Seq. No. 


23339 




Seq. ID 


OJ990915_20.9C01.C20 


Gene No. 


48659 




Strand 




Start 


1128 




End 


1481 


Name 


OJ990915 20.9C01.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1076 


GI 


none 




Score 


153 


Exons 


1..138, 3. .155, 4. .93, 


589. . 


660, 594.. 


659, 657. .698, 657 .. 6 



658. .699, 872. .1072, 874. .1074, 939. .1076 



oeq . iNu ■ 


23339 


Seq. ID 


OJ990915_20.9C01.C20 


bene lno . 


48659 


Strand 




olaiL. 


1128 


End 


1481 


Name 


OJ990915 20. 9C01.C20.o2.gp 


Method 


AAT/GAP 




1128 


End 


1481 


P T 


none 


Score 


693 


Exons 


1128. .1481 






o e q . in o . 


23340 


Seq. ID 


OJ990915_20.9C01.C21 


Gene No. 


48660 


Strand 




otart 


282 


End 


5782 


Name 


OJ990915 20.9C01.C21.ol.gs 


Method 


GENSCAN 


Start 


282 


End 


5782 


GI 


none 


Score 


.54 


Exons 


282. .486, 541. .1422, 1442. .1579, 1936.. 


1987, 2001.. 2157, 




2239.-2347, 2470. .2779, 3165. 


.3314, 4774. .4976, 5777. .5782 


Seq. No. 


23340 


Seq. ID 


OJ990915_20 . 9C01 . C21 


Gene No. 


48660 


Strand 




Start 


282 


End 


5782 


Name 


OJ990915 20.9C01.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


325 


End 


619 


GI" 


none 


Score 


180 


Exons 


325.-486, 335. .487, 335.-487, 


340. .489, 


574. .618, 575. .619 


Seq. No. 


23340 


Seq. ID 


OJ990915_20.9C01.C21 


Gene No. 


48660 


Strand 




Start 


282 


End 


5782 


Name 


OJ990915 20.9C01.C21.ol.ts 


Method 


TBLASTX: Soybean 


Start 


589 


End 


810 


GI 


none 


Score 


119 


Exons 


589. .810, 593. .760 






Seq. No. 


23341 


Seq. ID 


OJ990915_20.9C01.C22 


Gene No. 


.48661 


Strand 




r> j j_ 


n o n 


End 


964 



Name 
Start 



OJ990915_20 . 9C01 . C22 . ol . gs Method GENSCAN 
820 End 984 



23636 



gi y ■ ' \ 






- Score • 


. .93 "'■ ' 




Exons 


820.. 984 










Seq. No. 


23342 




Seq. ID 


OJ990915_ 


_20.9C01.C24 


Gene No. 


A O C C O 




o urana 






Start 


302 




End 


662 




Name 


OJ990915 20.9C01.C24.ol 


. gs 


Method 


GEN SCAN 




Start 


302 




End 


662 




GI 


none 




Score 


.81 




Exons 


302. .465, 505. .662 










Seq. No. 


23343 




Seq. ID 


OJ990915_ 


_20.9C01.C25 


Gene No. 


4 o DO J 




Q+- r-anH 


T 




Start 


246 




End 


665 




Name 


OJ990915 20.9C01.C25.ol 


. gs 


Method 


GEN SCAN 




Start 


246 




End 


665 




GI 


none 




Score 


.45 




Exons 


246.-665 










Seq. No. 


23344 




•Seq. ID 


OJ990915_ 


_20.9C01.C27 


Gene No. 


48664 




Strand 






Start 


77 




End 


94 69 




Name 


OJ990915 20.9C01.C27.ol 


. gs 


Method 


GENSCAN 




Start 


77 




End 


-T9469 




GI 


none 




Score 


.49 




Exons 


77. .263, 565.-699, 1076 


. .1131 


, 1961.. 


2134, 2376 


. .2597, 




4466.-4547, 6147. .6272, 


6441. 


.6535, 6654. .6702, 


6905. .7015, 



7113. .7310, 8418. .8551, 8829. .9165, 9378. .9469 



Seq. No.' 23344 

Gene No. 48664 

Start 77 

Name OJ990915_20 . 9C01 . C27 . ol . ts 

Start 80 

GI none 

Exons 80.. 211, 603.. 701, 631.. 708, 
6146.. 6277, 6146.. 6274 



Seq. ID OJ990915_20.9C01.C27 
Strand 

End 9469 

Method TBLASTX : Soybean 

End 6277 

Score 66 
5896. .6024, 5933. .6025, 5933. .6028, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23344 
48664 
77 

OJ990915_20.9C01.C27.ol.tw 
89 

none 



OJ990915 20.9C01.C27 



Seq. ID 
Strand 
End 

Method 
End 
Score 

89. .196, 89. .205, 567. .701, 631. .702, 1072. .1161, 1076. .1147, 
1484.. 1561, I486.. 1560, 1488. ,1562, 5908.. 6033, 5914.. 5991, 
5924. .6034, 6146. .6274, 6147. .6275, 6438. .6509, 6440. .6541, 
6441.. 6518, 6652.-6726, 665.4.. 6731 



9469 

TBLASTX: Wheat 

6731 

64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23344 
48664 
77 

OJ990915_20.9C01.C27.ol.tm . 

95 * ' " 
none 

95. .214, 603. .704, 631. .702, 
6143. .6277, 6144. .6278 



Seq. ID OJ990915_20.9C01.C27 
Strand 

End 94 69 

Method TBLASTX: Maize 

End 6278 

Score 77 
58 93. . 6039, 5903. . 6040, 6052. .6084, 



23637 



Seq. No. 


23344 








' • '.>.? 
Seq. ID"' 


OJ990915 20.9C01.C27" 


Gene No. 


48664 








Strand . 






Start 


77 








End 


9469 




Name 


r\ tq on qi c: on 


QCC\ 1 


con aO 

. 1 . OZ 




Method 


TBLASTX: Maize 




Start 


1072 








End 


6981 




GI 


none 








Score 


66 




Exons 


1072. .1185, 


1075 


. .1143, 


1453. 


.1566, 1487. .1570, 1954. 


.2046, 




1957. .2046, 


6391 


. .6546, 


6421. 


.6543, 6438. .6548, 6440. 


.6550, 




6441. .6548, 


6654 


. .6767, 


6655. 


.6738, 6909. .6980, 6910. 


.6981 


Seq. No. 


23344 








Seq. ID 


OJ990915 20.9C01.C27 


Gene No. 


48664 








Strand 






O Lai L 


77 








End 


9469 




Name 


OJ990915 20 


.9C01 


.C27.ol, 


.np 


Method 


AAT/NAP 




Start 


5883 








End 


7028 




GI 


6453907 








Score 


321 




Exons 


5883. .6037, 


6147 


. .6272, 


6441. 


.6516, 6635.. 6739, 6905. 


.7028 


GI Descrip. 


(AC011663) 


unknown protein [Arabidopsis 


; thaliana] 




Seq. No. 


23345 








Seq. ID 


OJ990915 20.9C01.C28 


Gene No. 


48665 








Strand 


+ 




Start 


6012 








End 


6905 




Name . 


OJ99091S 20 


. 9C01 


-C28.02. 


.gs 


Method 


GEN SCAN 




Start 


6012 








End 


6905 




GI 


none 








Score 


.75 




Exons 


6012. .6120, 


6459 


. .6564, 


6764. 


.6905 







Seq. No. 23345 Seq. ID OJ990915_20.9C01.C28 

Gene No. 48666 Strand 

Start 1362 End 2779 

Name OJ990915_20 . 9C01 . C28 . ol . gp Method AAT/GAP 

Start 1346 End .2734 

GI 15025_1.R1084 Score * 2447 

Exons 1346.. 2142, 2278.-2734 

GI Descrip. 1 4220481 7.0e-36 (AC006069) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 23345 Seq. ID 

Gene No. 48666 . - Strand 

Start 1362 End 

Name OJ990915_20 . 9C01 . C28 . ol . gs Method 

Start 1362 End 

GI none Score 

Exons 1362.. 1478, 1755.. 2183, 2278.. 2652 



OJ990915_20.9C01.C28 

2779 
GENSCAN 
2652 
. 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23345 Seq. ID 

48666 Strand 

1362 End 

OJ990915_20.9C01.C28.ol.np Method 

1784 End 

6714298 Score 



OJ990915_20.9C01.C28 

2779 
AAT/NAP 
2779 
349 



1784. .1810, 2062. .2135, 2271. .2779 
(AC013354) F15H18.18 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



23345 
48667 



Seq. ID 
Strand 



OJ990915 20.9C01.C28 



23638 



Start— 
Name 
Start 
GI 

Exons 



7344 • , End.. 

OJ990915_20. 9C01.C28.ol.tm Method 

2032 End 

none Score 



8269 ' 

TBLASTX: Maize 

2653 

125 



2032. .2142, 2033. .2143, 2273. .2395, 2276. .2395, 2368. .2604, 
2398. .2514, 2492. .2605, 2571. .2651, 2582. .2653 



Sea No 


23345 








Seq. ID 


OJ990915 


20 9C01 C28 


Gene No. 


48667 








Strand 






Start 


7344 








End . 


8269 




Name 


OJ990915 20 


. 9C01 


.C28 .ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2276 ~~ 








End 


2671 




GI 


none 








Score 


50 




Exons 


2276 2404. 


2302 


2538, 


2516. 


.2554, 2527. .2670, 


2531 2671 


Qpn Mo 

O \3 \J . Vw/ • 


23345 








Seq. ID 


OJ990915 


20 9C01 C28 


fjpnp Mo 


48 667 








Strand 






Start 


7344 








End 


8269 




Name 


OJ990915 20 


.9C01 


,C28 .ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2302 








End 


2662 




GI 


none 








Score 


64 




p VAfl O 


2302 2559 


24 92 


2548 , 


2557 . 


.2652, 2570. .2662 




Spa No 


23345 








Seq. ID 


OJ990915 


20 9C01 C28 


f^csnp No 


48 667 








Strand 






Start 


7344 








End 


8269 




Name 


OJ990915 20 


9C01 


.C28.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2357 








End 


2655 




GI 


none 








Score 


35 




F, von <3 


2357 2398 


2359 


2550 


24 61 


.2514, 2492. .2551, 


2534 2605 




2545 2604 


2563 


. .2607, 


2580 . 


.2654, 2582. .2653, 


2635 2655 


Cpn Mo 

O C ^ • LIU • 


23345 








Seq. ID 


OJ990915 


20 9C01 C28 


Gene No . 


48667 








Strand 






Start 


7344 








End 


8269 




Name 


OJ990915 20 


9C01 


.C28.o3 


. gs 


Method 


GENSCAN 




Start 


7344 








End 


8.269 




GI 


none 








Score 


.54 




Exons 


7344. .7950, 


8247 


. .8269 










Seq. No. 


23346 








Seq. ID 


OJ990915 


_20.9C01.C29 


Gene No. 


48668 








Strand 


+ 




Start 


1 








End 


702 




Name 


OJ990915 20. 


9C01 


.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


702 




GI 


2213611 








Score 


328 




Exons 


1..284, 415. 


.702 













GI Descrip. (AC000103) F21J9.5 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23346 
48668 
1 

OJ990915_20.9C01.C29.ol.tm 
450 



Seq. ID OJ990915_20.9C01.C29 

Strand + 

End 702 

Method TBLASTX : Maize 

End 701 



450. .608, 458. .607, 614. .694, 617. .694, 618. .701 



23639 



Seq. No. iv 23346 ' Seq. ID 

Gene No. 48668 Strand 

Start 1 End 

Name OJ990915_20 /9C01 . C29 . ol . gs Method 

Start 471 End _ 

GI none Score 

Exons 471.. 671 



OJ990915_20.9C0l.C29 
+ 

702 

GENSCAN 

671 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ... 
GI Descrip. 



23347 
48669 
1 

OJ990615_11.9C30.Cl.ol.np 
1 

3367750 
1..439, 538. .558 

(AL031155) putative amidase [Streptomyces coelicolor] 



Seq. ID OJ990615_11.9C30.C1 
Strand 

End 558 

Method AAT/NAP 

End 558 

Score 199 



23347 
48669 
1 

OJ990615_11.9C30.Cl.ol.gp 
53 . 
568802 
53. .368 

3367750/emb|CAA20075| 1.0e-ll (AL031155) putative amidase 
[Streptomyces coelicolor] 



Seq. ID OJ990615_11. 9C30.C1 
Strand . -. 
End 558 
Method AAT/GAP 
End 368 
Score 598 



Seq. No. 


23347 






Seq. ID 


OJ990615_11. 9C30 


.CI 


Gene No. 


48669 






Strand 






Start 


1 






End 


558 




Name 


OJ990615 


11.9C30.C1 


. ol . gs 


. Method 


GENSCAN 




Start 


119 






End 


486 




GI 


none 






Score 


.74 




Exons 


119. .193, 


225. .269, 


284. .486 








Seq. No. 


23347 






Seq. ID 


OJ990615_11.9C30 


.CI 


Gene No. 


48669 






Strand 






Start 


1 






End 


558 




Name 


OJ990615 


11.9C30.C1 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


. 213 






End 


440 




GI 


none 






Score 


175 




Exons 


213. .338, 


224. .358, 


225. .440 








Seq. No. 


23348 






Seq. ID 


OJ990615_11.9C30 


-C3 


Gene No. 


48670 






Strand 






Start 


620 






End 


1096 




Name 


OJ990615. 


11.9C30.C3 


. ol . gs 


Method 


GENSCAN 




Start 


620 






End 


1096 




GI 


none 






Score 


. 91 




Exons 


620. .893, 


942. .1096 










Seq. No. 


23349 






Seq. ID 


OJ990615_11. 9C30 


.C7 


Gene No. 


. 48671 






Strand 






Start 


1 






End 


436 




Mama 


OJ990615 


J. -L. ■ S \~> \J » / 




Ua4.1 J 

rid Liiuu 


7\ 7\ m /on n 




Start 


1 




End 


436 




GI 


4879016 






Score 


605 





23640 



• 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1^;43.6 , • 

604'1757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



23350 
48672 
502 

OJ990615_11 . 9C30 . C8 . ol . gs 

502 

none 

502. .567 



Seq. ID OJ990615_11.9C30.C8 

Strand + 

End 567 

Method GENSCAN 

.End ' 567 

Score .43 



23351 
48673 
1 

OJ990615_11. 9C30.Cll.ol.np 
1 

5123705 

1..78, 1002.. 1211, 1457.. 1499 

(AL079347) amidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990615_11.9C30.C11 
Strand + 

1499 
AAT/NAP 
1499 
135 



End 

Method 

End 

Score 



Seq. ID OJ990615_11.9C30.C11 

Strand + 

End 1499 

Method TBLASTX : Soybean 

End 1219 

Score 216 



23351 
48673 
1 

OJ990615_11. 9C30.Cll.6l.ts 
1043 
none 

1043.. 1219, 1047.. 1208 

23351 
48673 
1 

OJ990615_11. 9C30.Cll.ol.gs 
1046 
none 

1046. .1285 

23352 
48674 
1 

OJ990615_11.9C30.C14.ol.np 
1 

5123705 

1..45, 273. .366., 507. .670, 1352.. 1602, 1921.. 2274 
(AL079347) amidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990615_11.9C30.C11 

Strand + 

End 1499 

Method GENSCAN 

End 1285 

Score .77 



Seq. ID OJ990615_11.9C30.C14 

Strand + 

End 2277 

Method AAT/NAP 

End 2274 

Score 669 



23352 
48674 
1 

OJ990615_11. 9C30.C14.ol.ts 

145 

none 



Seq. ID OJ990615_11.9C30.C14 

Strand + 

End 2277 

Method TBLASTX : Soybean 

End 651 

Score 213 



145. .366, 173. .367, 507. .560, 508. .576, 568. .651, 597. .650 



23352 
48674 



Seq. ID OJ990615_11.9C30.C14 
Strand + 



23641 



Start 


1 ' - 


End " 


2277 




Name 


OJ990615 11.9C30.C14.ol.gs 


Method 


GENSCAN 




Start 


146 


End 


2277 




GI 


none 


Score 


.77 




Exons 


146. .366, 507. .749, 1401. .1602, 1921.. 


2277 




Seq. No. 


23352 


Seq. ID 


OJ99061.5_11.9C30. 


C14 


Gene No. 


48674 


Strand 


+ 




Start 


1 


End 


2277 




Name 


OJ990615_11 . 9C30 . CI 4 . ol . gp 


Method 


AAT/GAP 1 




Start 


583 


End 


2039 




GI 


uC-osrocyp032b01bl 


Score 


920 




Exons 


583. .749, 1401. .1602, 1921. 


.2039 






GI Descrip. 


, 3367750/emb|CAA20075| l.Oe 


-11 (AL031155) putative amidase 




[Streptomyces coelicolor] 1 








Seq. No. 


23352 


Seq. ID 


OJ990615_11. 9C30. 


C14 


Gene No. 


48674 


Strand 


+ 




Start 


1 


End 


2277 




Name 


OJ990615 11.9C30.C14.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2034 


End 


2271 




GI 


none 


Score 


97 




Exons 


2034. .2150, 2038. .2151, 2157. .2243, 2158.. 2271 




Seq. No. 


23353 


Seq. ID 


OJ990615_11.9C30. 


C15 


Gene No. 


48675 


Strand 


+ 




Start 


171 


End 


342 




Name 


OJ990615 11.9C30.C15.ol.gs 


Method 


GENSCAN 




Start 


171 


End 


342 




GI 


none 


Score 


. 62 




Exons 


171. .342 








Seq. No. 


23353 


Seq. ID 


OJ990615JL1. 9C30. 


C15 , 


Gene No. 


48675 


Strand 


+ 




Start 


171 


End 


■ 342 




Name 


OJ990615 11.9C30.C15.ol.gp 


Method 


AAT/GAP 




Start 


186 


End 


267 




GI 


43739 1.R1084 


Score 


111 




Exons 


186. .267 








GI Descrip. 


, 169819/gb|M16845 | RICRGSBHA 


0.0e+00 Rice gene encoding three 




ribosomal RN A 1 1 s : the 17S, 


3' ' end; 5 


8S, complete; 25S, 


5 1 ' 




end' 








Seq. No. 


23354 


Seq. ID 


OJ990615_11. 9C30. 


C16 


Gene No. 


48676 


Strand 






Start 


2267 • 


End 


10586 




Name 


OJ990615 11.9C30.C16.ol.np 


Method 


AAT/NAP 




Start 


2267 


End 


10586 




GI 


4680183 


Score 


203 




Exons 


2267. .2356, 2908. .2978, 10499. .10586 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


23354 


Seq. ID 


OJ990615_11. 9C30. 


C16 


Gene No. 


48676 


Strand 








no /r n 


End 


i r\ r- r\ f~ 




Name . 


OJ990615 11.9C30.C16.o2.np 


Method 


AAT/NAP 




Start 


4689 


End ^ 


8099 





23642 



G?* : - ' 5852181 Score 

Exons 4689.. 4784, 8018.. 8099 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



43 



Seq. No. 


23355 


Seq. ID 


OJ990615_11.9C30 


.C18 


Gene No. 


48677 


Strand 


- 




Start 


133 


End 


609 




Name 


OJ990615 11.9C30.C18.ol.gs 


Method 


GENSCAN 




Start 


133 


End 


609 




GI 


none 


Score 


.71 




Exons 


a c~\ coo cr\<\ 

133. .461, 5zz..DL)y 








Seq. No. 


23356 


Seq. ID 


OJ990615_11.9C30 


.C19 


Gene No. 


48678 


Strand 






Start 


1 


End 


1337 




Name 


OJ990615 11.9C30.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1337 




GI 


4680179 


Score 


295 




Exons 


1..86, 287. .578, 1307. .1337 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 'subsp. indica] 




Seq. No. 


23356 


Seq. ID 


OJ990615_11 . 9C30 


.C19 


Gene No. 


48678 


Strand 






Start 


1 


End 


1337 . 




Name 


OJ990615 11.9C30.C19.ol.gs 


Method 


GENSCAN 




Start 


236 


End 


490 ■ 




GI 


none 


Score 


.73 




Exons 

- - 


236. .490 








Seq. No. 


23356 


Seq. ID 


OJ990615_11. 9C30 


.C19 


Gene No. 


48678 


Strand 






Start 


1 


End 


1337 




Name 


OJ990615 11.9C30.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


282 


End 


539 




GI 


none 


Score 


120 




Exons 


282. .461, 287. .451, 455. .538, 


501. .539 






Seq. No. 


23356 


Seq. ID 


OJ990615_11. 9C30 


.C19 


Gene No. 


48678 


Strand 






Start 


1 


End 


1337 




Name 


OJ990615 11.9C36.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


284 


End 


565 




GI 


none 


Score 


205 




Exons 


284.. 565 








Seq. No. 


23357 


Seq. ID 


OJ990615_11.9C30 


.C20 


Gene No. 


48679 


Strand 






Start 


148 


End 


605 




Name 


OJ99061-5 11.9C30.C20.ol.np 


Method 


AAT/NAP 




Start 


148 


End 


605 




GI 


5295955 


Score 


174 




Exons 


148. .605 








GI. Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 








Seq. No. 


23358 


Seq. ID 


OJ990615_11. 9C30 


.C21 


Gene No. 


48680 


Strand 


+ . 





23643 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990615_11 . 9C30 . C21 . ol . np 
1 

6063554 



End 

Method 

End 

Score 



6123 • 
AAT/NAP 
6123 
206 



1..69, 2081. .2182, 4531. .4763, 4848. .4890, 5948. .6123 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


23358 


Seq. KL 


.OJ990615 11.9C30.C21 


Gene No. 


48680 


Strand v ** 


+ 


Start 


1 


End 


6123 


Name 


OJ990615 11.9C30.C21.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


5047 


GI 


none 


Score 


.69 


Exons 


120. .138, 1354. .1530, 1915. 


.1951, 2357 


..2484, 2577. .2820, 




4133. .4182, 4467. .5047 






Seq. No. 


23358 


Seq. ID 


OJ990615_11.9C30.C21 


Gene No. 


48681 


Strand 




Start 


6972 


End 


7560 


Name 


OJ990615 11.9C30.C21.o2.np 


Method 


AAT/NAP 


Start 


6972 


End 


7560 


GI 


4680183 


Score 


136 ' 


Exons 


6972.. 7084, 7466.. 7560 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


23359 


Seq. ID 


OJ990615_11.9C30.C22 


Gene No. 


48682 


Strand 




Start 


1 


End 


859 


Name 


OJ990615 11.9C30.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


859 


GI 


5295955 


Score 


82 


Exons 


1..32, 576. .679, 780. .859 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V015! 




[Oryza sativa] 






Seq. No. 


23359 


Seq. ID 


OJ990615_11.9C30.C22 


Gene No. 


48682 


Strand 




Start 


1 " 


End 


'859 


Name 


OJ990615 11.9C30.C22.ol.gs 


Method 


GENSCAN 


Start 


144 


End 


644 


GI 


none 


Score 


.66 


Exons 


144. .232, S76..644 






Seq. No. 


23360 


Seq. ID 


OJ990615_11.9C30.C23 


Gene No. 


48683 


Strand 




Start 


925 


End 


2406 


Name 


OJ990615 11.9C30.C23.ol.np 


Method 


AAT/NAP 


Start 


925 


End 


2406 


GI 


4680186 


Score 


136 


Exons 


925. .1108, 2332. .2406 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 


U V- • 


^ J JU1 






Gene No. 


48684 


Strand 


+ 


Start 


402 


End 


1429 



23644 



Name v :.. ' 
Start ' 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99tf615_l 1 . 9C30 . C24 . ol . gs Method 

402 End 

none Score 
402. .522, 1345. .1429 



GENS CAN 

1429 

.69 



23362 
48685 
1 

OJ990615_1 1 . 9C30 . C25 . ol . np 
1 

6815052 



Seq. ID OJ990615_11.9C30.C25 
Strand 

End 3674 
Method AAT/NAP - 
End . 3674 
Score 1558 

1..67, 352. .432, 514. .1211, 1260. .1395, 2178. .2270, 3155. .3254, 
3552. .3674 

(AP001080) hypothetical protein [Oryza sativa] 



23362 
48685 
1 

OJ990 615_1 1 . 9C30 . C25 . ol . gs 

357 

none 

357. .2058 



Seq. ID OJ990615_11.9C30.C25 
Strand 

End 3674 

Method GEN SCAN 

End 2058 

Score .88 



Seq. No. . 23362 

Gene No. 48685 

Start 1 

Name OJ990615_11. 9C30 . C25 . ol . tw 

Start 1450 

GI none 

Exons 1450.. 1920, 1450.. 1944 

Seq. No. 23362 

Gene No. 48685 

Start 1 

Name OJ990615_11 . 9C30 . C25 . o2 . gs 

Start 2801 

GI none 

Exons 2801.. 2892, 3453.. 3547, 3591. 

Seq. No. 23363 

Gene No. 48686 

Start 1899 

Name OJ990 615_1 1 . 9C30 . C26 . o2 . gs 

Start 1899 

GI none 

Exons 1899.. 2042, 2463.. 2585 

Seq. No. 23363 

Gene No. 4 8 687 

Start 1 

Name OJ990615_11 . 9C30 . C26 . ol . np 

Start 1 

GI 6815052 

Exons 1..178 



Seq. ID OJ990615_11.9C30.C25 
Strand 

End 3674 

Method TBLASTX : Wheat 

End 1944 

Score 88 



Seq. ID OJ990615_11.9C30.C25 
Strand 

3674 
GENSCAN 
3669 
.46 



End 

Method 
End 
Score 
.3669 



Seq. ID OJ990615_11.9C30.C26 

Strand + 

End • 2585 

Method GENSCAN 

End 2585 

Score .74 



Seq. ID OJ990615_11.9C30.C26 
Strand 

End 1660 

Method AAT/NAP 

End 178 

Score 174 



Seq. No. 



23363 



Seq. ID OJ990615_11.9C30.C26 



23645 



• .. . .. .*>.. • 



Gene No. 


' 48687 


Strand 


- 




Start 


1 


End 


1660 




Name 


OJ990615 11 . 9C30 .C2 6. ol .as 


Method 


GENSCAN 




OLal L 


26 _ 


End 


1178 




\j x 


nnn^ 

1 IUHC 


Score 


. 58 






26 191. 356. .617, 659. .1178 








Sea No . 


23363 


Seq. ID 


OJ990615_11. 9C30 


.C26 


Hpnp No 

V_J Oil L" V»/ • 


48687 


Strand 






Start 


1 


End 


1660 




Name 


OJ990615 11.9C30.C26.ol.gp 


Method 


AAT/GAP 




Start 


128 


End 


499 




O X 


568802 


Score 


709 




P von ^ 


128 499 








VJJ X C O »— < -I- -L £s • 


3367750/emb 1 CAA20075 1 1.0e-ll 


(AL031155) putative amidase 




r <: ?1"rpnt'nmvpp t ? roplicolorl 








O C ^ » 1NU • 


23363 


Seq. ID 


OJ990615_11.9C30 


.C26 




48687 


Strand 






Start 


1 


End 


1660 




Name 


OJ990615 11.9C30.C26.o2.np 


Method 


AAT/NAP 




Start 


352 


End 


1660 




GI 


6224592 


Score 


471 




Pyrin c 


352. .570, 669. .1126, 1495. .1660 






OX L/C O ^ J — * 


(AL132779) putative amidase [Schizosaccharomyces pombe] 






23363 


Seq. ID 


OJ990615_11. 9C30 


.C26 


Gene No.- 


48688 . 


Strand 






Start 


3174 


End 


3863 




Name 


OJ990615 11.9C30.C26.o3.gs 


Method 


GENSCAN 




Cf art 


3174 


End 


3863 




O X 


none 


Score 


.71 






3174. .3262, 3725. .3863 








Cpn Ha 


' 23363 


Seq. ID 


OJ990615_11. 9C30 


.C2 6 


Gene No. 


48689 


Strand 






Start 


5364 


End 


8309 




Name 


OJ990615 11.9C30.C26.o4.gs 


Method 


GENSCAN 




Start 


5364 


End 


8309 




(IT 
ox 


none 


Score 


. 65 




pyrin Q 


5364. .5474, 6042. .6086, 6189. 


.6359, 8244. .8309 




OC^i IN U • . . 


23363 


Seq. ID 


OJ990615_11.9C30 


.C26 


Gene No. 


48690 


Strand 






Start 


8874 


End 


11877 




Name 


OJ990615 11.9C30.C26.o2.ts 


Method 


TBLASTX: Soybean 




OLai L 


355 


End 


11807 




OX 


none 


Score 


175 




P von q 


355.. 489, 356.. 571, 11616. . 11807, 11624.. 11806 






23363 


Seq. ID 


OJ990615_11.9C30 


.C26 


Gene No . 


48690 


Strand 






Start 


8874 


End 


11877 




Name 


OJ990615 11.9C30.C26.o5.gs ■ 


Method 


GENSCAN 




Start 


QO-7 A 
\J \j t -x 


i_Jl iv-t 


1 I O 1 c 

X J. U *J \J 




GI 


none 


Score 


.6 




Exons 


8874. .9230, 9450. .9651, 10216 


. .10458, 


11616. .11836 





23646 




Seq. No. 


23363 




Seq. ID 


OJ990615JL1.9C30 


.C26 


Gene No. 


48690 




Strand 






Start 


8874 




End 


11877 




Name 


OJ990615 11 


. 9C30.C26.o3.np 


Method 


AAT/NAP 




Start 


8877 




End 


11877 




GI 


5123705 




Score 


633 




Exons 


8877. .9230, 


9450.. 9651, 10246. .10458, 


11616. . 11709, 11858.. 


GI Descrip. 


(AL079347) 


amidase-like protein [Arabidopsis thaliana] 




Seq. No. 


23363 




Seq. ID 


OJ990615_11.9C30 


.C26 


Gene No. 


48690 




Strand 






Start 


8874 




End 


11877 




Name 


OJ990615 11 


. 9C30.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10296 




End 


10461 




GI 


none 




Score 


104 




Exons 


10296. .10457, 10305 10457 , 


10333. .10461 




Seq. No. 


23364 _ - 




Seq. ID 


OJ990615_11.9C30 


.C27 


Gene No. 


48691 " 




Strand 






Start 


1 




End 


426 




Name 


OJ990615_11 


. 9C30.C27.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


388 • 




GI 


5123705 




Score 


249 




Exons 


1. .388 










GI Descrip. 


(AL079347) 


amidase-like protein [Arabidopsis thaliana] 




Seq. No. 


23364 




Seq. ID r 


t OJ990615_ll. 9C30 


.C27 


Gene No. 


48691 




Strand 






Start 


1 




End 


426 




Name 


OJ990615_11 


. 9C30.C27.ol.gs 


Method 


GEN SCAN 




Start 


56 




End 


340 




GI 


none 




Score 


.48 




Exons 


56. .340 










Seq. No. 


23364 




Seq. ID 


OJ990615_11.9C30 


.C27 


Gene No. 


48691 




Strand 






Start 


1 




End 


426 




Name 


OJ990615 11 


.9C30.C27.ol.gp 


Method 


AAT/GAP 




Start 


131 




End 


426 




GI 


571751 




Score 


568 




Exons 


131. .426 










Seq. No. 


23364 




Seq. ID 


OJ990615_11. 9C30 


.C27 


Gene No. 


48692 




Strand 






Start 


955 




End 


1220 




Name 


OJ990615 11 


. 9C30.C27.ol.ts 


Method 


TBLASTX: Soybean 




Start 


35 




End 


284 




GI 


none 




Score 


71 




Exons 


35. .73, 89. 


.280, 135.. 284 








Seq. No. 


23364 




Seq. ID 


OJ990615_11.9C30 


.C27 


Gene No. 


48692 




Strand 






Start 


955 




End 


1220 




Name 


O-J990615 11 


. 9C3Q . C27 . o2 . gs 




n T7 M c r* 7\ fcT 




Start 


955 




End 


1220 




GI 


none 




Score 


.56 





23647 



Exons 



955.. 1182, 1191. .1220 



Seq. No. 23365 Seq. ID 

Gene No. 48693 Strand 

Start 372 End 

Name OJ990615_11 . 9C30 . C28 . ol . gs Method 

Start 372 End 

GI none Score 

Exons 372.. 560 



OJ990615_11.9C30.C28 
+ 

560 

GEN SCAN 

560 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23366 Seq. ID OJ990615_11.9C30.C29 

48694 Strand 

1 End 660 

OJ990615_11 . 9C30 . C29 . ol . np Method AAT/NAP 

1 End 660 

5441880 Score 126 

1..196, 504. .660 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



23367 
48695 
1191 

OJ990615_11. 9C30.C30.o2.np 
1191 
5295955 
1191. .1220, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3098, 3202.. 3223 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990615_11.9C30.C30 
+ 

3223 
AAT/NAP 
3223 
155 



2983. 



(EBV) genome. (V01555) 



23367 
48696 
1 

OJ990615_11 . 9C30 . C30 . ol . np 
1 

5441880 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990615 11.9C30.C30 



2499 
AAT/NAP 
2499 
1060 

1..175, 748. .1076, 1212. .1359, 1862. .2185, 2444. .2499 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 


23367 








Seq. ID 


OJ990615_11.9C30 


.C30 


Gene No. 


48696 








Strand 






Start 


1 








End 


2499 




Name 


OJ990615 


11.9C30.C30 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


841 








End 


1023 




GI 


none 








Score 


98 




Exons 


841. .960, 


842. .961, 


959 


. .1006, 


970. .1023 




Seq. No. 


23368 








Seq. ID 


OJ990615_11.9C30 


.C32 


Gene No. 


48697 








Strand 


+ 




Start 


118 








End 


386 




Name 


OJ990615 


11.9C30.C32 


.ol 


.gs 


Method 


GENSCAN 




Start 


118 








End 


386 




GI 


none 








Score 


.84 




Exons 


118. .179, 


252. .386 













23648 




Seq. No. 


23369 




Seq. ID 


OJ990615_11. 9C30.C36 


Gene No. 


48698 




Strand 


+ 


Start 


304 




End 


535 


Name 


OJ990615 11. 9C30.C36.ol 


. gs 


Method 


GEN SCAN 


Start 


304 




End 


535 


GI 


none 




Score 


. 96 


Exons 


" 304. .535 








Seq. No. 


23370 




Seq. ID 


OJ990615_11.9C30.C40 


Gene No. 


48699 




Strand 


+ 


Start 


1 




End 


432 


Name 


OJ990615 ll.9C30.C40.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


432 


GI 


6705984 




Score 


204 


Exons 


1. .432 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


23370 




Seq. ID 


OJ990615_11 . 9C30 .C4 0 


Gene No. • 


48699 




Strand 


+ 


Start 


1 




End 


432 


Name 


OJ990615 ll.9C30.C40.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


20 




End 


340 


GI 


none 




Score 


217 


Exons 


20. .340, 82. .258 








Seq. No. 


23371 




Seq. ID 


OJ990615_11.9C30.C41 


Gene No. 


48700 




Strand 




Start 


1 




End 


735 


Name 


OJ990615 11.9C30.C41.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


735 


GI 


6523547 




Score 


177 


Exons 


1..501, 614. .735 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


23371 




Seq. ID 


OJ990615_11.9C30.C41 


Gene No. 


48700 




Strand 




Start 


1 




End 


735 


Name 


OJ990615 ll.9C30.C41.ol 


gs- 


Method 


GEN SCAN 


Start 


98 




End 


621 


GI • 


none 




Score 


.62 


Exons 


98. .621 








Seq. No. 


23372 




Seq. ID 


OJ990615_11.9C30.C42 


Gene No. 


48701 




Strand 




Start 


102 




End 


305 


Name 


OJ990615 ll.9C30.C42.ol. 


gs. 


Method 


GENSCAN 


Start 


102 


End 


305 


GI 


none 




Score 


.85 


Exons 


102. .305 








Seq. No. 


23373 




Seq. ID 


OJ990615_11.9C30.C43 


Gene No. 


487.02 




Strand 




Start 


97 




End 


102 


Name 


OJ990615 11.9C30.C43.ol. 


gs 


Method 


GENSCAN 


Start 


97 




End 


102 



23649 




Exons 97.. 102 



Seq. No. 


23374 




Seq. ID 


OJ990615 


11 , 


. 9C30 


.C48 


Gene No . 


48703 




Strand 


+ ~ 








Start 


215 




End 


355 








Name 


OJ990615 11. 9C30.C48.ol 


. gs 


Method 


GENSCAN 








Start 


215 




End 


355 








GI 


none 




Score 


.83 








Exons 


215. .355 














Seq. No. 


23375 




Seq. ID 


OJ990615_ 


11. 


.9C30 


.C49 


Gene No. 


48704 




Strand 










Start 


1 




End 


979 








Name 


OJ990615 11.9C30.C49.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


979 








GI 


6721512 




Score 


67 








Exons 


1..101, 770. .979 














GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 


23375 








Seq. ID 


Gene No. 


48704 








Strand 


Start 


1 








End 


Name ■ 


OJ990615 


; 11.9C30.C49 


.ol . 


gs 


Method 


Start 


265 






End 


GI 


none 








Score 


Exons 


265. .431, 


770. .861 








Seq. No. 


23376 








Seq. ID 


Gene No. 


48705 








Strand 


Start 


205 








End 


Name 


OJ990615 


11.9C30.C50 


.ol. 


gs 


Method 


Start 


205 








End 


GI 


. none 








Score 


Exons 


205. .284, 


852. .942 








Seq. No. 


23377 








Seq. ID 


Gene No. 


48706 








Strand 


Start 


527 








End 


Name 


OJ990615 


11.9C30.C52 


.ol. 


gp 


Method 


Start 


527 






End 


GI 


3759000 








Score 


Exons 


527. .836 











OJ990615_11.9C30.C49 
979 

GENSCAN 

861 

.81 



OJ990615_ 
+ 

942 

GENSCAN 

942 

.84 



OJ990615_11, 
+ 

836 

AAT/GAP 

836 

452 



11.9C30.C50 



9C30.C52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 



23378 Seq. ID 

48707 Strand 

581 End 
OJ990615_11 . 9C30 . C54 . ol . np Method 

581 End 

6721512 Score 
581.. 728, 948. .1022 

(AP001072) hypothetical protein [Oryza sativa] 



OJ990615_11.9C30.C54 
+ 

1022 
AAT/NAP 
1022 
55 



23378 
48707 
581 

OJ990615_11 . 9C30 . C54 . ol . gs 



Seq. ID OJ990615_11.9C30.C54 



End 

Method 



1022 
GENSCAN 



23650 



Start 
GI 

Exons 



636 
none 

636. .758 



End 
Score 



758 
.63 



Seq. No. 23379 Seq. ID 

Gene No. .48708 Strand 

Start 105 End 

Name OJ990615_11 . 9C30 . C57 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 18 4 v ' 



OJ990615_11.9C30.C57 
184 

GENSCAN 

184 

.88 



Seq. No. 23380 Seq. ID OJ990615 

Gene No. 48709 Strand + 

Start 385 End 654 

Name OJ990615_11 . 9C30 .C58 . ol . gs Method GENSCAN 

Start 385 End 654 

GI none Score .83 

Exons 385.. 654 



11. 9C30.C58 



Seq. No. 23381 Seq. ID 

Gene No. 48710 Strand 

Start 448 End 

Name . OJ990615_11 . 9C30 .C59 . ol . gs Method 

Start 448 End 

GI none Score 

Exons 448.. 524 



OJ990615_11.9C30.C59 
+ 

524 

GENSCAN 

524 

.98 



Seq. No. , 23382 Seq. ID 

Gene No. 48711 Strand 

Start . 19 End 

Name OJ990615_11 . 9C30 . C61 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 201 



OJ990615_11.9C30.C61 
201 

GENSCAN 

201 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
'Name , 
Start' 
GI 

Exons 



1 



Mo . 
Gene No. 
Start 



23383 Seq. ID 

48712 Strand 

1 End 

OJ990615_11 . 9C30 . C67 . ol . np Method 

1 End 

5295955 Score 
1. .646 

(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



11.9C30.C67 



OJ990615_ 
+ 

1243 
AAT/NAP 
646 
421 



(EBV) genome. (V01555) 



23383 
48712 
1 

OJ990615_11. 9C30.C67 .ol.gs 
9 

none 

9. .167, 877. .964, 1047. .1243 

23383 
48713 
923 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Strand 
End 



OJ990615_11.9C30.C67 
+ 

1243 
GENSCAN 
1243 
.71 



1272 



23651 



Name 


OJ990615 11.9C30.C67.o2 


.np 




Method 


AAT/NAP 




Start 


923 






End 


1272 




GI 


4680179 






Score 


533 




Exons 


923. .1272 












GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


23383 






Seq. ID 


OJ990615_11.9C30. 


C67 


Gene No. 


48713 






Strand 






Start 


923 






End 


1272 




Name 


OJ990615 11.9C30.C67.ol 


.tw 




Method 


TBLASTX: Wheat .. 




Start 


968 






End 


1270 




GI 


none 






Score 


313 




Exons 


968. .1270 












Seq. No. 


23383 






Seq. ID 


OJ990615_11.9C30. 


C67 


Gene No. 


48713 






Strand 






Start 


923 






End 


1272 




Name 


OJ990615 11.9C30.C67.ol 


.tm 




Method 


TBLASTX: Maize 




Start 


980 






End 


1254 




GI 


none 






Score 


39 




Exons 


980.. 1252, 988.. 1050, 1161. 


.1208, 1162.. 1254 




Seq. No. 


23384 






Seq. ID 


OJ990615_11.-9C30. 


C68 


Gene No. 


48714 






Strand 






Start 


1 






End 


,-•4396 




Name 


OJ990615 11.9C30.C68.ol 


.np 




Method 


AAT/NAP 




Start 


1 






End 


4396 




GI 


4680179 






Score 


6248 




Exons 


1. .4396 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 




Seq. No. 


23384 






Seq. ID 


OJ990615_11.9C30. 


C68 


Gene No. 


48714 






Strand 






Start 


1 






End 


4396 




Name 


OJ990615 11.9C30.C68.ol 


.tm 




Method 


TBLASTX: Maize 




Start 


59 






End 


646 




GI 


none 






Score 


123 




Exons 


59. .325, 60. .320, 389.. 


487, 


390. .485, 


419. .487, 485. .646, 




4 92.. 638 












Seq. No. 


23384 






Seq. ID 


OJ990615_11.9C30. 


C68 


Gene No. 


48714 






Strand 






Start 


1 






End 


4396 




Name 


OJ990615 ll.9C30.C68.o8 


.tw 




Method 


TBLASTX: Wheat 




Start 


67 ' 






End 


200 




GI 


none 






Score 


52 




Exons 


67. .195, 73. .195, 74. .199, 


75. 


. .200 






Seq. No. 


23384 






Seq. ID 


OJ990615_11.9C30. 


C68 


Gene No. 


48714 






Strand 






Start 


1 






End 


4396 




Name 


OJ990615 11.9C30.C68.ol 


.tw 




Method 


TBLASTX: Wheat 




Start 


200 






End 


826 




GI 


none 






Score 


350 




Exons 


200. .826, 201. .770 












Seq. No. 


23384 






Seq. ID 


OJ990615_11. 9C30. 


C68 



23652 




Gene No. 


48714 


Strand ■ 






Start 


1 


End 


4396 




Name 


OJ990615 11.9C30.C68.o3.tm 


Method 


TBLASTX: Maize 




Start 


695 


End 


987 




GI 


none 


Score 


161 




Exons 


695. .985, 699. .884, 796. .987 








Seq. No. 


23384 


Seq. ID 


OJ990615_11.9C30 


>C68 


Gene No. 


48714 


Strand 






Start 


1 


End 


4396 




Name 


OJ990615 11.9C30.C68.o2.ts 


Method 


TBLASTX : Soybean 




Start 


785 


End 


1045 




GI 


none 


Score 


54 




Exons 


785. .853, 785. .1045, 939. .1040 






Seq. No. 


23384 


Seq.^ ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 


Strand 






Start 


1 


End 


4396 




Name 


OJ990615 11.9C30.C68.ol.tc 


Method . 


TBLASTX: Cress 




Start 


809 


End 


1135 




GI 


none 


Score 


64 




Exons 


809. .952, 810. .887, 953. .1135 








Seq. No. 


23384 


Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 


Strand ** 






Start 


1 


End 


4396 




Name 


OJ990615 11.9C30.C68.o3.tw 


Method 


TBLASTX: Wheat 




Start 


833 


End 


1312 




GI 


none 


Score 


222 




Exons 


833. .1312, 834. .1217, 866. .1294 






Seq. No. 


23384 


Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 


Strand 






Start 


1 


End 


4396 




Name 


OJ990615 11. 9C30.C68 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1316 


End 


1825 




GI 


none 


Score 


302 




Exons 


1316. .1825, 1407. .1793 








Seq. No. 


23384 


Seq. ID 


OJ990615_11.9e30 


.C68 


Gene No. 


48714 


Strand 






Start 


1 


End 


4396 




Name. 


OJ990615 11.9C30.C68.o2.tm 


Method 


TBLASTX: Maize 




Start 


1400 


End 


1753 




GI 


none 


Score 


158 




Exons 


1400. .1753, 1415. .1711, 1485. 


.1751 






Seq. No. 


23384 


Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 


Strand 






Start 


• 1 


End 


4396 




Name 


OJ990615 11.9C30.C68.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1574 


End 


1816 




GI 


none 


Score 


197 




Exons 


1574. .1816 . . 








Seq. No. 


23384 


Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 


Strand 







23653 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990615_11 
1754 
none 

1754. .2107, 

23384 
48714 

1' 

OJ990615_11. 
1826 
none 

1826. .2128, 

23384 
48714 
1 

OJ990615_11. 
1841 
none 

1841. .2200, 
2204. .2236 

23384 
48714 
1 

OJ990615JL1. 

2123 

none 

2123. .2590, 

23384 
48714 
1 

OJ990615_11. 

2177 

none 

2177. .2659, 

23384 
48714 
1 

OJ990615_11. 

2309 

none 

2309. .2590, 

23384 
48714 
1 

OJ990615_11. 

2834 

none 

2834. .3187, 

23384 
48714 



. 9C30.C68.o5.tm 
1761. .2096 

9C30.C68.o5.tw 
1827. .2090 

9C30.C68.ol.ts 



End 

Method 

End 

Score 



4396 

TBLASTX: Maize 

2107 

141 



Seq. ID OJ990615_11.9C30.C68 
Strand 

End 4396 

Method TBLAS.-TX: Wheat 

End 2128 

Score 201 



Seq. ID OJ990615_11.9C30.C68 
Strand 

End 4396 

Method TBLASTX : Soybean 

End 2236 

Score 126 



1842. .2084, 2059. .2193, 2123. .2197, 2204. .2236, 



9C30.C68.o4.tm 
2156.. 2503, 2349. 

9C30.C68.o4.tw 
2220. .2663 

9C30.C68.o4.ts 
2310. .2507 

9C30.C68.o7.tw 
2870.. 3004, 3093.. 



Seq. ID OJ990615_11.9C30.C68 
Strand 

End 4396 

Method TBLASTX: Maize 

End 2590 

Score 99 
.2579 

Seq. ID OJ990615_11.9C30.C68 
Strand 

End 4396 

Method TBLASTX : Wheat 

End 2663 

Score 315 



Seq. ID - OJ990615_11.9C30.C68 
Strand 

Ead - 4396 

Method TBLASTX : Soybean 

End 2590 

Score 66 



Seq. ID OJ990615_11.9C30.C68 
Strand 

4396 

TBLASTX: Wheat 
3188 
77 



End 

Method 
End 
Score 
.3188 



Seq. ID OJ990615_11.9C30.C68 
Strand 



23654 



• ... • 



Start 


' 1 : 








End 


4396 




Name 


OJ990615 11 


.9C30. 


C68.06. 


tm 


Method 


TBLASTX: Maize 




Start 


2921 








End 


3241 




GI 


none 








Score 


202 




Exons 


2921. .3241 














Seq. No. 


23384 








Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 








Strand 






Start 


1 








End 


4396 




Name 


OJ990615 11 


.9C30. 


C68.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3587 








End 


3883 




GI 


none 








Score 


110 




Exons 


3587. .3883, 


3696. 


.3866 










Seq. No. 


23384 








Seq. ID 


OJ990615_11.9C30 


.C68 


Gene No. 


48714 








Strand 






Start 


1 








End 


4396 




Name 


OJ990615 11 


.9C30. 


C68.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


3764 








End. 


4127 




GI 


none 








ScbriB..- 


8 6' 




Exons 


3764. .4123, 


3765. 


.3998, 


4023. 


.4127" 






Seq. No. 


23385 








Seq. ID 


OJ990615 11.9C30 


.C69 


Gene No. 


48715 








Strand 


+ 




Start 


1 








' End 


508 




Name 


OJ990615 11 


.9C30. 


C69.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


508 




GI 


5123705 








Score 


143 




Exons 


1..217, 452 


. .508 












GI Descrip. 


(AL079347) , 


amidase-like protein [Arabidopsis thaliana] 




Seq. No. 


23385 








Seq. ID 


OJ990615_11.9C30 


.C69 


Gene No. 


48715 








Strand 


+ 




Start 


1 








End 


508 




Name 


OJ990615 11 


.9C30. 


C69.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


50 








End 


215 




GI 


none 








Score 


196 




Exons 


50. .178, 54 


. .215, 


54. .206 








Seq. No. 


23385- 








Seq. ID 


OJ990615_11.9C30 


.C69 


Gene No. 


48715 








Strand 


+ 




Start 


1 








End . ^ 


508 




Name 


OJ990615 11 


.9C30. 


C69.ol. 


gs 


Method 


GENS CAN 




Start 


53 








End 


295 




GI 


none 








Score 


.77 




Exons 


53. .295 














Seq. No. 


23386 








Seq. ID 


OJ990615_11.9C30 


.C71 


Gene No. 


48716 








Strand 






Start 


21 








End 


337 




Name 


OJ990615 11 


. 9C30. 


C71.ol. 


gs 


Method 


GENS CAN 




Start 


21 








End 


337' 




GI 


none 








Score 


.42 




Exons ■ 


21. .337 














Seq. No. 


23387 








Seq. ID 


OJ990615_11.9C30 


.C72 


Gene No. 


48717 








Strand 


+ 





23655 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990615_ll.9C30.C72.ol.np 

1 

5123705 
1. .248 

(AL079347) amidase-like protein [Arabiciopsis thaliana] 



End 

Method 
End 
Score 



251 

AAT/NAP 
248 
198 



Seq. No. 23387 Seq. ID 

Gene No. 48717 Strand 

Start 1 End 

Name OJ990615_11. 9C30 .C72 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 251 



OJ990615_11.9C30.C72 
+ ■ 

251 

GENSCAN 

251 

.79 



Seq. No. 23388 Seq. ID 

Gene. No. 48718 Strand 

Start 1 End 

Name OJ990615_11 . 9C30 . C73 . ol . np Method 

Start 1 End 

GI 5295955 Score 

Exons 1..283 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



11. 9C30.C73 



OJ990615_ 
+ 

283 

AAT/NAP 
283 
142 



(EBV) genome. (V01555) 



Seq. No. 23388 Seq. ID 

Gene No. 48718 Strand 

Start 1 End 

Name OJ990615_11 . 9C30 . C73 . ol . gs Method 

Start 163 End 

GI none Score 

Exons 163.. 274 



OJ990615_11.9C30.C73 
+ 

283 

GENSCAN 

274 

.54 



Seq. No. 23389 Seq. ID 

Gene No. 48719 Strand 

Start 148 End 

Name OJ990615_11 . 9C30 . C75 . ol . gs Method 

Start 148 End 

GI none Score 
Exons * 148.. 781 



OJ990615_11.9C30.C75 
+ 

781 

GENSCAN 

781 

.67 



Seq. No. 


23389 






Seq. ID 


OJ990615_11. 9C30. 


C75 


Gene No. 


48719 






Strand 


+ 




Start 


148 






End 


781 




Name 


OJ990615 


11.9C30.C75.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


187 






End 


396 




GI 


none 






Score 


178 




Exons 


187. .396, 


188. .391 










Seq. No. 


23390 






Seq. ID 


OJ990615_11.9C30. 


C76 


Gene No. 


48720 






Strand 






Start 


216 






End 


301 




Name 


OJ990615 


ll.9C30.C76.ol, 


,gs 


Method 


GENSCAN 




Start 


216 






End 


301 




GI 


none 






Score 


. 92 




Exons 


216. .301 













23656 



Seq. No. 23391 

Gene No. 48721 

Start 354 - 

Name OJ990615_11 . 9C30 . C77 . ol . gs 

Start 354 

GI none 

Exons 354 .. 440 



Seq. ; ID OJ990615_11.9C30.C77 

Strand + 

End 440 

Method GEN SCAN 

End 440 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23391 



Seq. ID OJ990615 11.9C30.C77 



48722 . Strand 

1 End 7 68 

OJ990615_11. 9C30.C77.ol.np Method AAT/NAP 

1 End 7 68 

4558462 Score 54 
1..79, 349. .468, 722. .768 

(AF079404) cell cycle switch protein [Medicago sativa subsp. 
varial 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23392 Seq. ID 

48723 Strand 

3360 End 
OJ990615_11. 9C30.C78.ol.gs Method 

3360 End 

none Score 

3360.. 3533, 3623-. 3763 



OJ990615_11.9C30.C7S 

+ '. 

3763 

GENSCAN 

3763 

.47 



OJ990615-11.9C30.C78 



23392 Seq. ID 

48724 Strand 

2389 End 4117 

OJ990 615_11 . 9C30 . C78 . ol . np Method AAT/NAP 

2389 End 4117 

4558462 Score 53 
2389. .2505, 4049. .4117 

(AF07 9404) cell cycle switch protein [Medicago sativa subsp. X 
varia] 



Seq. No. 


23393 






Seq. ID 


OJ990615_ 


11. 


9C30.C79 


Gene No. 


48725 






Strand . 


+ 






Start 


165 






End ■ 


1350 






Name' 


-.■OJ990615 11.9C30 


.C79.ol. 


.gs 


Method 


GENSCAN 






Start 


165 






End 


1350 






GI 


none 






Score 


.96 






Exons 


165. .174, 1259.. 


1350 












Seq. No. 


23393 






Seq. ID 


OJ990615_ 


11. 


9C30.C79 


Gene No. 


48726 






Strand 








Start 


1885 






End 


6254 






Name 


OJ990615 11.9C30 


.C79.o2. 


.gs 


Method 


GENSCAN 






Start 


1885 






End 


5430 






GI 


none 






Score 


.82 






Exons 


1885.. 1920, 2417 


. .2628, 


3032. 


.3154, 3447. .3501, 


430 


8. .4418, 




4583.. 4657, 4729 


. .4788, 


5247. 


.5430 








Seq. No. 


23393 






Seq. ID 


OJ990615_ 


11. 


9C30.C79 




48726 






Strand 








Start 


1885 






End 


6254 






Name 


OJ990615_11.9C30 


.C79.ol. 


.np 


Method 


AAT/NAP 







23657 



Start 2393 End 6254 • 

GI 6520212 Score 491 

Exons 2393. .2654, 3032. .3154, 3447. .3499, 4270. .4418, 4583.-4657, 

4729.-4788, 6201. .6254 
GI Descrip. (AB028226) CW7 [Arabidopsis thaliana] 

Seq. No. 23393 Seq. ID OJ990615_11.9C30.C79 

Gene No. 48726 Strand 

Start 1885 End 6254 

Name OJ990615_11 . 9C30 . C79.ol . gp Method AAT/GAP 

Start 2452 End 4 657 

GI • LIB3474-010-P1-K1-F9 Score 1025 

Exons 2452. .2628, 3032. .3147, 3447. .3501, 4272. .4418, 4583.-4657 

GI Descrip. 1 5902190/gb | AC009317 . 4 | AC009317 5.0e-14 Genomic sequence for 

Arabidopsis thaliana BAC T30E16 from chromosome I, complete 

sequence 1 

Seq. No. 23393 Seq. ID OJ990615_11 . 9C30 . C7 9 

Gene No. 48726 Strand 

Start 1885 End 6254 

Name OJ990615_1 1 . 9C30 . C7 9 . ol . tm Method TBLASTX : Maize 

Start . 4353 End 4791 

GI none Score 90 

Exons 4353. .4418, 4353. .4418, 4354. .4419, 4357. .4419, 4574. .4660, 
4581. .4658, 4588. .4659, 4589. .4660, 4723. .4791, 4730. .4789 

Seq. No. 23394 Seq. ID OJ990615_11.9C30.C80 

Gene No. 48727 Strand 

Start 931 - End 2558 

Name OJ990615_11 . 9C30 . C80 . ol . gs Method GEN SCAN 

Start 931 End 2361 

GI' none Score .82 

Exons 931.. 1418, 1734.. 1746, 2287. .2361 

Seq. No. 23394 Seq. ID OJ990615_11.9C30.C80 

Gene No. 48727 Strand 

Start 931 End 2558 

Name OJ990615_11 . 9C30 . C80 . ol . np Method AAT/NAP 

Start 943 - - - ' End . 2558 

GI 4539389 Score '231 

Exons. 943. .1238,. 2507. .2558 

GI Descrip. (AL035526) putative protein kinase [Arabidopsis thaliana] 

Seq. No. 23394 Seq. ID OJ990615_11.9C30.C80 

Gene No. 48727 Strand 

Start 931 End 2558 

Name OJ990615_11 . 9C30 . C80 . ol . tm Method TBLASTX : Maize 

Start 949 End 1236 

GI none Score 137 

Exons 949.. 1236, 950.. 1234 

Seq. No. 23394 Seq. ID OJ990615_11.9C30.C80 

Gene No. 48727 Strand 

Start 931 End 2558 

Name OJ990615 11 . 9C30 . C80 . ol . ts Method TBLASTX : Soybean 

Start 949 " End 1263 

GI none Score 152 



23658 



Exons 



949. .1263,' 950. .1234 



Seq. No. 


2i394 


Seq, ID 




Gene No. 


48727 


Strand 




Start 


931 


End 


2558 


Name 


OJ990615 11.9C30.C80.o2.np 


Method 


AAT/NAP 


Start 


1734 


End 


2558 


GI 


6520212 


Score 


129 


Exons 


1734. .1840, 2287. .2361, 2450 


. .2558 




GI Descrip. 


(AB028226) CW7 [Arabidopsis 


thaliana] 




Seq. No. 


Z3 J9o 


beq. iu 


ujyyuoio ii . ?lju.loi 


Gene No. 


48728 


Strand 




Start 


1 


End 


461 


Name 


OJ990615 11.9C30.C81.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


461 


GI 


6520212 


Score 


180 


Exons 


1..148, 237. .461 






GI Descrip. 


(AB028226) CW7 [Arabidopsis 


thaliana] 




Seq. No. 


23395 


Seq. ID 


r\Toon£TTc it noon- 001 

ojyyUoiD 11.9cou.coi 


Gene No. 


48728 


Strand 




Start 


1 


End 


461 


Name 


OJ990615 11.9C30.C81.ol.tm 


Method 


•TBLASTX: Maize 


Start 


72 


End 


435 


GI 


none 


Score 


90 


Exons 


72. .149, 73. .126, 77. .148, 78. .149, 79 


..150, 234. .431, 237. 




238. .435 






Seq. No. 


23395 


Seq. ID 


OJ990615_11.9C30.C81 


Gene No. 


48728 


Strand 


- 


Start 


1 


End 


461 


Name 


OJ990615 11.9C30.C81.ol.gs 


Method 


GENSCAN 


Start 


123 


End 


429 


GI 


none 


Score 


.65 


Exons 


123. .148, 293. .429 






Seq. No. 


23395 


Seq. ID 


OJ990615_11.9C30.C81 


Gene No. 


48728 


Strand 


- 


Start 


1 


End 


461 


Name 


OJ990615 11.9C30.C81.ol.ts 


Method 


TBLASTX : Soybean 


Start 


236 


End 


435 


GI 


none 


Score 


73 


Exons 


236. .358, 237. .365, 363. .431 


, 379. .435 




Seq. No. 


23396 


Seq. ID 


OJ990615_11.9C30.C83 


Gene No. 


48729 


Strand 


+ 


Start 


478 


End 


2665 


Name 


OJ990615 11.9C30.C83.ol.np 


Method 


AAT/NAP 


Start 


478 


End 


2665 


GI 


6224592 


Score 


501 


Exons 


478. .621, 1424. .1915, 2284.. 


2498, 2558 


. .2665 


GI Descrip. 


(AL132779) putative amidase 


[Schizosaccharomyces pombe] 


1 • " ~ • 


23396 


* J- i-^ 


WW ~> ~/ \J \J J- ^ -I L • ~/ \-/ ^> \J . \~/ -~> 


Gene No. 


48729 


Strand 


+ _ 


Start 


478 


End 


2665 



23659 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990615_ll.9C30.C83.ol.ts 

2259 

none 

2259.-2498, 2308. .2499 

23397 
48730 
903 

0 J9 90 6 1 5_1 1 . 9C3 0 . C8 4 . ol . gs 

903 

none 

903. .1020, 1068. .1138 

23398 
48731 
1 

OJ990615_11.9C30.C85.ol.np 
1 

5123705 



Method TBLASTX : Soybean 
End 2499 
Score 210 



Seq. ID OJ990615_11.9C30.C84 
Strand 

End 1138 

Method GENSCAN 

End 1138 

Score .76 



Seq. ID OJ990615_11.9C30.C85 

Strand + 

End 2238 

Method AAT/NAP 

End 2238 

Score 273 



1..63, 574. .740, 1760. .1990, 2166. .2238 

(AL079347) amidase-like protein [Arabidopsis thaliana] 



23398 
48731 
1 

OJ990615_11 . 9C30 . C85 . ol . ts 

571 

none 

571. .747, 575.-736 

23398 
48731 
1 

OJ990615_11 . 9C30 . C85 . ol . gs 

574 

none 

574. .813, 1806. .2028 



Seq. ID OJ990615_11.9C30.C85 

Strand + 

End 2238 

Method TBLASTX : Soybean 

End ' '74 7 

Score 216 



Seq. ID OJ990615_11.9C30.C85 

Strand + 

End 2238 

Method GENSCAN 

End 2028 

Score .73 



Seq. No. 

•Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No*. 



23399 
48732 
1 

OJ990615_11. 9C30.C8 6.ol. np 

1 

5123705 
1..111, 755. .1108 

(AL079347) amidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990615_11.9C30.C86 
Strand + 

3053 
AAT/NAP 
1108 
408 



End 

Method 

End 

Score 



23399 
48732 
1 

OJ990615_11. 9C30.C86.ol.gs 
77 

none 



Seq. ID OJ990615_11.9C30.C86 

Strand + . 

End 3053 

Method GENSCAN 

End 3053 

Score .66 



77. .111, 755. .983, 26.62..2817, 2823. .3053 



23399 
48732 



Seq. ID OJ990615_11.9C30.C86 
Strand + 



23660 



Start 


1 


End 


3053 


Name 


OJ990615 11.9C30.C86.ol.ts 


Method 


TBLASTX: Soybean 


Start 


872 


End 


1096 


GI 


none 


Score 


103 


Exons 


872. .988, 913. .981, 991. .1095 


, 992.. 1096 


Seq. No. 


23400 


Seq. ID 


OJ990615 11.9C30.I 


Gene No. 


48733 


Strand 


+ 


Start 


2236 


End 


O C O "3 


Name 


OJ990615 11.9C30.C87.o2.np 


Method 


AAT / NAP 


Start 


2236 


End 


O C O *D 


GI 


6561891 


Score 


11 


Exons 


2236. .2420, 2545. .2623 






GI Descrip. 


(AB035645) ferredoxin [Zea mays] 




Seq. No. 


23400 


Seq. ID 


OJ990615_11. 9C30 J 


Gene No. 


48734 


Strand 




Start 


1 


End 


2433 


Name 


OJ990615 11.9C30.C87.ol.np 


Method 


• AAT/NAP 


Start 


1* 


' End 


2433 


GI 


4539293 


Score 


40 


Exons 


1..45, 2061. .2433 






GI Descrip. 


(AL049480) putative membrane 


transporter [Arabidopsis th, 


Seq. No. 


23401 


Seq. ID 


OJ990615_11.9C30.< 


Gene No. 


48735 


Strand 


' + 


Start 


2521 


End 


4791 


Name 


OJ990615 11.9C30.C88.ol.gs 


Method 


GENSCAN 


Start 


2521 


End 


4791 


GI 


none 


Score 


. .57 


Exons 


2521. .2735, 3584. .4076, 4527. 


.4622, 4674. .4791 


Seq. No. 


23402 


Seq. ID 


OJ990525_14.9C03.< 


Gene No. 


48736 


Strand 


+ 


Start 


67 


End 


437 


Name 


OJ990525 14.9C03.Cl.ol.gp 


Method 


AAT/GAP 


Start 


67 


End 


437 


GI 


34656 1.R1084 


Score 


727 


Exons 


67. .437 






GI Descrip. 


M176420/dbj-|BAA37167 1 2.0e-ll (AB008097) cytochrome P45 




[Arabidopsis thaliana] 1 






Seq. No. 


23403 


Seq. ID 


OJ990525_14.9C03.' 


Gene No. 


48737 


Strand 


+ 


Start 


1 


End 


208 


Name ' 


OJ990525 14.9C03.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


208 


GI 


3061011 


Score 


408 


Exons 


1. .208 






Seq. No. 


23404 


Seq. ID 


OJ990525_14.9C03.> 


Gene No. 


48738 


Strand 




Start 


1 


End 


-7 67 


Name 


OJ990525 14. 9C03.C3-.ol.np ' 


Method 


AAT/NAP 


Start 


1 


End 


7 67 


GI 


6721512 


Score 


61 


Exons 


1..19, 415. .532, 742. .767 







23661 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001072) hypothetical protein [Oryza sativa] 

OJ990525 14.9C03.C3 



23404 
48738 
1 

OJ990525_14 . 9C03 . C3 . ol . gs 
16 

none 

16. .79, 149. .198, 259. .350 

23405 
48739 
271 

OJ990525_14 . 9C03 . C4 . ol . gs 

271 

none 

271. .315, 387. .659 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq'. ID 

Strand 

End 

Method 

End 

Score 



23405 Seq. ID 

48739 Strand 
271 End 
OJ990525_14 . 9C03 . C4 . ol . tm Method 
273 End 
none • Score 

273. .311,' 273. .314, 274. .318, 368 

483. .617, 490. .618, 490. .618, 491 



767 

GENSCAN 

350 

.47 



OJ990525_14.9C03.C4 
+ 

659 

GENSCAN 

659 

.62 



OJ990525_14. 9C03.C4 
+ 

659 

TBLASTX: Maize 
637 
44 

,472, 377. .472, 387. .479, 
,622, 548. .637 



Seq. No. 


23406 






Seq. ID 


OJ990525 


Gene No. 


48740 






Strand 


+ 


Start 


1137 






End 


1445 


Name 


OJ990525 14. 


9C03.C5 


.ol .gs 


Method 


GENSCAN 


Start 


1137 






End 


1445 


GI 


none 






Score 


.9 


Exons 


1137. .1445 










Seq. No. 


- 23406 






Seq. ID 


OJ990525 


Gene No. 


48741 






Strand 


+ 


Start 


9742 






End 


12927 


Name 


OJ990525 14. 


9C03.C5 


. ol . np 


Method 


AAT/NAP 


Start 


9709 






End 


12924 • 


GI 


6522592 






Score 


1718 


Exons 


9709. .11397, 


11473. 


.12671, 


12714 .'.12924 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



23406 
48741 
9742 

OJ990525_14 . 9C03 . C5 . o3 . gs 

9742 

none 

9742. .12927 



Seq. ID OJ990525_14.9C03.C5 

Strand + 

End 12927 

Method GENSCAN 

End 12927 

Score .54 



Seq. No. 23406 Seq. ID 

Gene No. 48742 Strand 

Start 4864 End 

Name OJ990525 14 . 9C03 . C5 . o5 . tw Method 



OJ990525_14.9C03.C5 
8619 

TBLASTX: Wheat 



23662 




Start 


3002 








End 


3371 


GI 


none 








Score 


116 


Exons 


3002. .3142, 


3003 


. .3137, 


3146. 


.3310, 3147.. 3299, 3291.. 3371 


Seq. No. 


23406 








Seq. ID 


OJ990525_14. 9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


.9C03 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3014 








End 


3624 


GI 


none 








Score 


345 ■ 


Exons 


3014. .3313, 


3015 


. .3386, 


3144. 


.3380, 3382. .3624 


Seq. No. 


23406 








Seq. ID 


OJ990525_14.9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


.9C03 


.C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3228 








End 


3756 


GI - 


none 








Score ' 


54 


Exons 


3228. .3284, 


3354 


. .3386, 


3411. 


.3581, 3415.. 3582, 3595.. 3756, 




3654. .3683 












Seq. No. 


23406 








Seq. ID 


OJ990525_14.9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


.9C03 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat , 


Start 


3381 








End 


3930 


GI 


none 








Score 


220 


Exons 


3381. .3710, 


3382 


. .3753, 


3754. 


.3786, 3832.. 3930 


Seq. No. 


23406 








Seq. ID 


OJ990525_14.9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


.9C03 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3832 








End 


4287 


GI 


none 








Score 


326 


Exons 


3832. .4200, 


3835 


. .4089, 


3840. 


.4193, 4231.. 4287 


Seq. No. 


23406 








Seq. ID 


OJ990525_14.9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


. 9C03 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4030 








End 


4395 


GI 


none 








Score 


221 


Exons 


4030. .4305, 


4143 


. .4280, 


4258. 


.4287, 42i 


36. .4393, 4286. .4393, 




4291. .4395 












Seq. No. 


23406 








Seq. ID 


OJ990525_14 . 9C03.C5 


Gene No. 


48742 








Strand 




Start 


4864 








End 


8619 


Name 


OJ990525 14 


. 9C03 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4294 








End 


4623 


GI 


none 








Score 


159 


Exons 


4294. .4416, 


4295 


. . 4444, 


4295. 


.4450, 4451. .4510, 4507. .4623 


Seq . No . ' 


234Q6 












Gene No. 


48742 








•Strand 




Start 


4864 








End 


8619 



23663 



Name 

Start 

GI 

Exons 



OJ990525_14.9C03.C5.o2.gs Method GEN SCAN 

4864 End 8619 

none Score .59 

4864. .5006, 5681. .5763, 5921. .6091, 6353. .6415, 6603. .6691, 
6888.-7954, 7988. .8108, 8116. .8619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23406 
48743 
9910 
OJ99052 
9910 
none 
9910. .9 
10018. . 
10237. , 
10519. . 
10537. . 
10813. . 
10840. . 
10918. . 
11239. . 
11272. . 
12025. . 
12504. . 



Seq. ID 
Strand 
End 

5_14 . 9C03 .C5.ol.tc Method 

End 
Score 



OJ990525 14.9C03.C5 



936, 

10500 

10521 

10659 

10647 

11175 

10968 

11175 

11406 

11616 

12129 

12596 



9949. .100 
, 10114.. 
, 10237.. 
10525. . 
10543. . 
108i3. . 
10846. . 
11019. . 
11239. . 
11383. . 
12289. . 



12909' 

TBLASTX: Cress . 
12630 
38 

68, 9958. .10068, 9966. .10142, 9976. .10500, 
10161, 10210. .10284, 10234 .. 10500, 
10428, 10260. .10427, 10318 .. 10512 , 
10674, 10528. .10659, 
10830, 10762. .10833, 
11175, 10837. .10968, 
11175, 10875. .11102, 
11175, 11239. .11610, 
11610, 11239. .11538, 
11658, 11500. .11610, 



10665, 10528. 

10701, 10741. 

10968, 10837. 

11175, 10849. 

11120, 11020, 

11610, 11239. 

11610, 11455. 



12462, 12342. .12449, 124 99 .. 12630, 



Seq. No. 23406 

Gene No. 48743 

Start 9910 

Name . OJ990525_14 . 9C03 . C5 . o4 . tm 

Start . 9937 

GI none 

Exons 9937 



Seq. ID OJ990525_14.9C03.C5 
Strand 

End 12909 

Method TBLASTX: Maize 

End 11613 

Score 72 



10068, 9949.. 10068, 9958.. 10068, 9976.. 10479, 
10018. .10500, 10528. .10674, 10678 .. 10710, 10741 .. 10830, 
10747. .10833, 10785 .. 10820, 10813 .. 11082, 10813 .. 11103, 
10840. .11103, 10918. .11175, 10947 11189, 11019 .. 11183, 
11019. .11135, 11020. .11103, 11239 .. 11589, 11239 .. 11610 , 
11239. .11613, 11239. .11610, 11272 11610, 11310. .11582 



Seq. No. 23406 

Gene No. 48743 

Start 9910 

Name OJ990525_14 . 9C03 . C5 

Start 9943 

GI none 

Exons 9943.. 10149, 9949.. 

10210. .10512, 10237 
10747. .10833, 10813 
10849. .11175, 10929 
11056. .11175, 11239 
11239. .11610, 11275 
11515. .11658 



o2.ts 



Seq. ID OJ990525_14.9C03.C5 

Strand " 

End 12909 

Method TBLASTX : Soybean 

End 11658 

Score 92 



10281, 10117. .10500, 10117. .10512, 
..10506, 10528. .10674, 10744 10830 , 
..11172, 10813. .11175, 10843. .11175, 
..11186, 11017. .11175, 11055. .11183, 
..11610, 11239. .11610, 11239. .11613, 
..11610, 11310. .11540, 11341. .11610, 



Seq. No. 23406 Seq. ID 

Gene No. 48743 Strand • 

start . 9910 End 

Name OJ99052 5_14 . 9C03 . C5 . o4 . tw Method 

Start 10441 End 



OJ990525 14.9C03.C5 



TBLASTX: Wheat 
11610 



23664 



GI 

Exons 



none 



Score 



126 



10441. .10665, 10467. .10694, 10579 .. 10665, 10726 11085, 
10800. . 11066, 11491. .11610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23406 
48743 
9910 

OJ990525_14 . 9C03 . C5 . ol . ts 
11893 
none 



12909 . 

TBLASTX : Soybean 
12714 

91 . 

11893. .11985, 11937. .11981, 12019 1224 9, 12057 12212, 
12271. .12513, 12351. .12437, 12487 .. 12714, 12504. .12608 



Seq. ID OJ990525_14 . 9C03.C5 
Strand 
End 

Method 
End 

Score- * 



Seq. No. 23406 Seq. ID 

Gene No. 48743 Strand 

Start 9910 End 

Name OJ990525_14 . 9C03 .C5.ol.tm Method 

.Start 12052 End 

GI none Score 

Exons ■ 12052. .12231, 12052 12225, 12057 .. 12230, 12274 

12348. .12458, 12478. .12522 



OJ990525 14.9C03.C5 



12909 

TBLASTX: Maize 
12522 
224 . 

' 12459, 



Seq. No. 23406 

Gene No. 48743 

Start 9910 

Name OJ990525_14 . 9C03 .C5.o3 .tw 

Start 12205 

GI none 

Exons 12205 
12489 



Seq. ID OJ990525_14 . 9C03.C5 
Strand 

End 12909 
Method TBLASTX : Wheat 
End 12618 
Score 35 

12225, 12289. .12462, 12333 .. 124 4 6, 124 78 .. 12 618 , 
12608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23406 
48743 
9910 

OJ990525_14 . 9C03 . C5 . o5 . tm 

12525 

none 



Seq. ID OJ990525_14 . 9C03.C5 
Strand 
End 

Method 
End 
Score 



12909 

TBLASTX: Maize 

12909 

186 



12525. .12677, 12526 .. 12714 , 12787. .12909 



23407 . Seq. ID 

48744 Strand 

1552 End 

OJ990525_14 . 9C03 . C6 . ol . gp Method 

1552 End 

none Score 
1552. .1850 



OJ990525_14.9C03.C6 
+ 

2352 
AAT/GAP 
1850 
523 



Seq. No. 23407 Seq. ID 

Gene No. 48744 Strand 

Start 1552 End ^ . 

Name OJ990525_14 . 9C03 . C6 . ol . gs Method 

Start 1600 End 

GI none Score 

Exons 1600.. 2352 



OJ990525_14 .9C03.C6 
+ 

2352 
GEN SCAN 
2352 
. 98 



Seq. No. 
Gene No. 



23407 
48744 



Seq. ID OJ990525_14.9C03.C6 
Strand + 



23665 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene Noi 

Start 

Name 

Start 

GI 

Exons 



1552 End 2352 

OJ990525_14 . 9C03 . C6 . ol . np Method AAT/NAP 

1705 End 2352 

3776575 Score 516 

1705. .2352 

(AC005388) Similar to Schizosaccharomyces CCAAT-binding factor 
F7G19.16 gi|1922964 from Arabidopsis thaliana BAC gb|AC000106. 
EST gb|H36963 comes from this gene. [Arabidopsis thaliana] 

23407 '* -Seq. ID OJ990525_l-4 . 9C03 . C6 

48745 Strand + 

4039 End 10011 

OJ990525_14 . 9C03 . C6 . o2 . gs Method GEN SCAN 

4039 End 9026 

none Score .66 

4039.. 4289, 6037.. 6079, 7255.. 7290, 7527.. 7733, 8605.. 8769, 
8931. .9026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23407 
48745 
4039 

OJ990525_14 . 9C03 . C6 . o2 . np 
7546 

5019464 . 

7546.. 7799, 8605.. 8769, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8931. .8972, 



OJ990525_ 
+ 

10011 
AAT/NAP 
9561 
285 
9064. .9174, 



14.9C03.C6 



9414. .9561 



(AJ132219) putative MADS domain transcription factor GGM13 
[Gnetum gnemon] 



23407 Seq. ID 

48745 Strand 

4039 End 

OJ990525_14 . 9C03 . C6 . o2 . gp Method 

9396 End 

none Score 

9396.. 9754, 9893.. 10011 



OJ990525_14.9C03.C6 
+ 

10011 
AAT/GAP 
10011 
904 



Seq. No. 


23407 








Seq. ID 


OJ990525_14.9C03 


.C6 


Gene No. 


48746 








Strand 


+ 




Start 


10879 








End 


11063 




Name , 


OJ990525 14.9C03 


.C6. 


.o4, 


• gp 


Method 


AAT/GAP 




Start 


10879 








End 


11063 




GI 


1037042 








Score 


248 




Exons 


10879. .11063 














Seq. No. 


23407 








Seq. ID 


OJ990525_14.9C03 


.C6 


Gene No. 


48747 








Strand 






Start 


9350 








End 


9942 




Name 


OJ990525 14.9C03 


.C6. 


.o3. 


.gs 


Method 


GEN SCAN 




Start 


9350 








End 


9942 




GI 


none 








Score 


.49 




Exons 


9350. .9942 














Seq. No. 


23407 








Seq. ID 


OJ990525_14.9C03 


.C6 


Gene No. 


- 48748 








Strand 






Start 


10249 








End 


-l- V J- w» 




Name 


OJ990525 14.9C03 


■ C6. 


.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


1842 








End 


2208 





23666 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

1842. .2066, 
2068. .2208 

23407 
48748 
10249 

OJ990525_14, 

1845 

none 

1845. .2138, 

23407 
48748 
10249 

OJ990525_14. 

1846 

none 

1846. .2205, 

23407 
48748 
10249 

OJ990525_14. 

7456 

none 

7456. .7728, 

23407 
48748 
10249 

OJ990525_14. 

7492 

none 

7492. .7752, 

23407 
48748 
10249 

OJ990525_14. 
7516 
none ■ 
7516. .7725, 

23407 
48748 
10249 

OJ990525_14. 

7533 

none 

7533. .7724, 

23407 
48748 
1024 9 

OJ990525_14. 
10249 



1845.. 2066, 1846. 



Score 208 

.2070, 2061.. 2150, 2067.. 2204, 



.9C03.C6.ol.tc 
1845. .2183, 1846. 

9C03.C6.ol. ts 
1866. .2204 

9C03.C6.o2.tc 
7545. .7727 

9C03.C6.o2.ts 
7536. .7721 

9C03.C6.ol. tw 
7533. .7724 

9C03.C6.o2.tm 
7534. .7725 

9C03.C6.o3.gp 



Seq. ID OJ990525_14.9C03.C6 
Strand 

10813 

TBLASTX: Cress 
2184 
178 



End 

Method 
End • 
Score 
.2184 



Seq. ID OJ990525_14 .9C03.C6 
Strand 

End 10813 

Method TBLASTX : Soybean 

End 2205 

Score 507 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 

Method 
End 



OJ990525_14.9C03.C6 
10813 

TBLASTX: Cress 

7728 

226 



OJ990525_14.9C03-.C6 
10813 

TBLASTX: Soybean 

7752 

220 



OJ990525_14.9C03.C6 
10813 

TBLASTX: Wheat 

7725 

237 



OJ990525_14 . 9C03 .C6 
10813 

TBLASTX: Maize 

7725 

245 



OJ990525_14 . 9C03.C6 

AAT/GAP 
10813 • 



23667 



GI uC-osflM202098gllbl Score 648 

Exons 10249. .10676, 10783.. 10813 

GI Descrip. • 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 

Seq. No. 23408 Seq. ID OJ990525_14 . 9C03 . C8 

Gene No. 48749 Strand 

Start 2254 End 2410 

Name OJ990525_14 . 9C03 . C8 . o2 . gs Method GENSCAN 

Start 2254 End 2410 

GI none Score .4 

Exons 2254.. 2410 

Seq. No. 23409 Seq. ID OJ990525JL4 . 9C03 . C9 

Gene No. 48750 Strand + 

Start 5921 End 8574 

Name OJ990525_14 . 9C03 . C9 . ol . gs Method GENSCAN 

Start 5921 End 8192 

GI none - -Score . 67 

Exons 5921. .6029, 6061. .6149, 6467. .6649, 6680. .6698, 7410. .7496, 
7541. .7725, 7948. .8065, 8131. .8192 

Seq. No. 23409 Seq. ID OJ990525_14 . 9C03 . C9 

Gene No. 48750 Strand + 

Start 5921 End 8574 

Name OJ990525_14 . 9C03 . C9 . ol . np Method AAT/NAP 

.Start 7265 End 8321 

GI 4512627 Score 472 

Exons 7265. .7496, 7578. .7725, 7948. .8157, 8256. .8321 

GI Descrip. (AC004793) Similar to gb|Z29643 protein kinase C inhibitor 

(PKCI) from Zea mays and a member of HIT family PF| 01230. 

[Arabidopsis thaliana] 

Seq. No. 23409 Seq. ID OJ990525_14 , 9C03 . C9 

Gene No. 48750 Strand + 

Start 5921 End 8574 

Name OJ990525_14 . 9C03 .C9 . ol . gp Method AAT/GAP 

Start 7624 End 8574 

GI 70222_1.R1084 Score 963 

Exons 7624.. 7725, 7948.. 8065, 8257.. 8574 

GI Descrip. 1 629858/pir | | S45368 1.0e-37 protein kinase C inhibitor - maize 1 

Seq. No. 23409 Seq. ID OJ990525_14 . 9C03 . C9 

Gene No. 48751 Strand + 

Start 9805 End 11096 

Name OJ990525_14 . 9C03 . C9 . o3 . np Method AAT/NAP 

Start 9805 End 11096 

GI 5777617 Score 82 

Exons 9805.. 9953, 10945.. 11096 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 

Seq. No. 23409 Seq. ID OJ990525_14 . 9C03 . C9 

Gene No. 48752 Strand + 

Start 16312. End 21115 

Name 0,799052 5 14 . 9CQ3 . C9 . c3 . gs Method GENSCAN 

Start 16312 ~ * End 21115 

GI none Score .44 



23668 




Exons 


16312. .17974, 18079 .. 18178, 


18411. .18759, 21008. 


.21115 




Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48752 . 


Strand 


+ 






Start 


16312 


End 


21115 






Name 


OJ990525 14.9C03.C9.o4.np 


Method 


AAT/NAP 






Start 


16861 


End 


18642 






GI 


2792220 


Score 


732 






Exons 


16861. .18042, 18100. .18642 










GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48753 


Strand 


+ 






Start 


22205 


End 


25267 






Name 


OJ990525 14 . 9C03.C9.o4 .gs 


Method 


GENSCAN 






Start 


22205 


End 


25267 






GI 


none 


Score 


.53 






Exons 


22205. .22418, 22448. .22729, 


22819. .22864, 22970. 


.23008, 






23704 . .23732, 23888. .24165, 


24301. .24427, 24547. 


.24672, 






25206. .25267 










Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14. 9C03 


.C9 


Gene No. 


48754 


Strand 


+ 






Start 


26150 


End 


26514 






Name 


OJ990525 14 . 9C03.C9.o4 ,gp 


Method 


AAT/GAP 






Start 


26150 


End 


26514 






GI 


none 


Score 


675 






Exons 


26150.. 26514 










Seq. No. 


23409 


Seq. .ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48755 


Strand 


+ 






Start 


39973 


End 


43082 






Name 


OJ990525 14.9C03.C9.ol0.np 


Method 


AAT/NAP 






Start 


39973 


End 


43082 






GI 


5902445 


Score 


3063 






Exons 


39973. .41746, 41789. .43082 










GI Descrip. 


(AB030283) GAG-POL precursor 


• [Oryza sativa] 






Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14 . 9C03 


.C9 


Gene No.. 


48756 


Strand 


+ 






Start 


52457- 


End 


54692 






Name 


OJ990525 14.9C03.C9.ol6.np 


Method 


AAT/NAP 






Start 


52457 


End 


54692 






GI 


4321762 


Score 


56 






Exons 


52457. .52620, 54595.-54692 










GI Descrip. 


(AF061107) transcription factor MYC7E 


[Zea mays] 






Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48756 


Strand 


+ 






Start 


52457 


End 


54692 






Name 


OJ990525 14.9C03.C9.ol5.np 


Method 


AAT/NAP 






Start 


54255 


End 


54353 






GI 


5777617 


Score 


98 






Exons 


54255. .54353 










GI Descrip. 


(AJ245900) ■ CAA30375. 1 protein [Oryza s 


a t i v a ] 






Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 



23669 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48757 Strand 

9132 End 

OJ990525_14 . 9C03 . C9 . o2 . gp . Method 

8928 End 

30856 1.R1084 Score 



14955 
AAT/GAP 
10835 
1344 



8928.. 9260, 9350.. 9520, 9705.. 9793, 10714.. 10835 

'3668097 3.0e-57 (AC004667) putative glycine cleavage system 

protein H precursor [Arabidopsis thaliana] 1 



23409 . " Seq. ID 

48757 Strand 

9132 End 

OJ990525JL4 . 9C03 . C9 . o2 . gs Method 

9132 End 

none Score 



OJ990525_14.9C03.C9 

14955 
GENSCAN 
14955 
.42 



9132. .9260, 9350. .9520, 9705. .9793, 10714 .. 10863, 11924 12121, 
12259. .12542, 12989 13099, 13547 .. 13655, 14832.. 14955 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525 14.9C03.C9 



23409 
48757 
9132 

OJ990525JL4 . 9C03 . C9 . o2 . np 
9135 
.3668097 

9135.. 9260, 9350.. 9520, 9705.. 9796, 10714.. 10792 

(AC004 667) glycine decarboxylase complex H-protein [Arabidopsis 

thaliana] 



14955 
AAT/NAP 
10792 
505 



23409 Seq. ID 

48758 Strand 

25364 End 

OJ990525_14.9C03.C9.o5.gs Method 

25364 End 

none Score 

2S364..25449, 26520 26646, 26723 

27868. .28128, 28234 28311 , 29040 

23409 Seq. ID 

48758 Strand 

25364 End 

OJ990525_14 . 9C03 . C9 . o3 . gp Method 

26080 End 

none Score 
26080. .26137 



OJ990525 14.9C03.C9 



29425 
GENSCAN 
29234 
.91 

26881, 27210. 
29234 



.27527, 



OJ990525_14.9C03.C9 

29425 
AAT/GAP 
26137 
72 



Seq. No. 23409 Seq. ID OJ990525_14 . 9C03 . C9 

Gene No. 48758 Strand 

Start 25364 End 29425 

Name OJ990525_14 . 9C03 . C9 . 08 . np Method AAT/NAP 

Start 26455 End 29234 

GI 129916 Score 1696 

Exons 26455. .26646, 26723 .. 26881, 27210 .. 27527 , 27868 .. 28128 , 

28234. .28311, 29040.. 29234 
GI Descrip. PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi | 66911 | pir || TVWTGY' 

phosphoglycerate kinase (EC 2 = 7,2 = 3},- cytosolic - wheat 

gi I 21835 | emb| CAA33302 | (X15232) phosphoglycerate kinase 

401) [Triticum aestivum] 



(AA i - 



23670 



Seq. No. 23409 Seq. ID OJ990525_14 . 9C03 . C9 

Gene No. 48758 Strand 

Start 25364 End 29425 

Name OJ990525_14 . 9C03 .C9.o5.gp Method AAT/GAP 

Start 28005 End 29425 

GI 611_1.R1084 Score 908 

Exons 28005. .28128, 28234 28311, 2904 0 29256, 29352.. 29425 

GI Descrip. ' 129916/sp | P12783 | PGKY_WHEAT ~1 . 0e-38 PHOSPHOGLYCERATE KINASE, 
CYTOSOLIC >gi 66911 pir. TVWTGY phosphoglycerate kinase (EC 
2.7.2.3), cytosolic - wheat >gi_21835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 1 



Seq. No. 23409 Seq. ID 

Gene No. 48759 Strand 

Start 31088 End 

Name OJ990525_14 . 9C03 . C9 . 06 . gs Method 

Start 31088 End 

GI none Score 

Exons . 31088. .32119, 32126.. 32167 



OJ990525_14 . 9C03.C9 

33584 
GENSCAN 
32167 
.84 



Seq. No. 


23409 


Seq. ID 


OJ990525_ 


_1'4 


.9C03 


.C9 


Gene No. 


48759 


Strand 










Start 


31088 


End 


33584 








Name 


OJ990525 14. 9C03.C9.o9.np- 


Method 


AAT/NAP 








Start 


31112 


End 


33584 








GI 


4680501 


Score 


477 • 








Exons 


31112. .31749, 33560.. 33584 












GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14 


. 9C03 


-C9 


Gene No. 


48760 


Strand 










Start 


34068 


End 


35162 








Name 


OJ990525 14. 9C03 . C9. o7 . gs 


Method 


GENSCAN 








Start 


34068 


End 


35162 








GI 


none 


Score 


.49 








Exons 


34068. .35162 













Seq. No. 23409 

Gene No. 48761 

Start 43697 

Name OJ990525_14 . 9C03 . C9 . o9 . gs 

Start 43697 

GI none 

Exons 43697. .44167, 4 4 600 .. 45136, 
46047. .46423, 48035. .48207 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_14 . 9C03.C9 

48207 
GENSCAN 
48207 
.45 



45509. .45643, 45755 .. 45879, 



Seq. No. 23409 

Gene No. 48761 

Start 43697 

Name OJ990525_14 . 9C03 . C9 . oil . np 

Start 44546 

GI 6721561 
Exons 



Seq. ID OJ990525_14 . 9C03.C9 
Strand 

End 48207 

Method AAT/NAP 

End 46344 

Score 947 



44546. .45304, 4 5375 .. 45437 , 45509 .. 45688, 46276.-46344 
rip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 



23671 






corresponds to a region of 


the predicted gene.; 


hypothetica 




protein [Oryza sativa] 










Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48761 


Strand 








Start 


43697 


End 


48207 






Name 


OJ990525 14.9C03.C9.ol2.np 


Method 


AAT/NAP 






Start 


45978 


End 


46543 






GI 


6907089 


Score 


251 






Exons 


45978.. 46543 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48762 


Strand 








Start 


48527 


End 


53076 






Name 


OJ990525 14.9C03.C9.ol4.np 


Method 


AAT/NAP 






Start 


48527 


End 


52612 






GI 


4680341 


Score 


170 






Exons 


48527. .48597, 49520 .. 50173, 


52564. .52612 






GI Descrip. 


■ (AF128457) hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14 . 9C03 


. C9 


Gene No. 


48762 


Strand 








Start 


48527 


End 


53076 






Name 


OJ990525 14.9C03.C9.ol3.np 


Method 


AAT/NAP 






Start 


49030 


End 


49149 






GI 


6721512 


- Score 


57 






Exons 


49030.. 49149 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23409 


Seq. ID 


OJ990525_ 






Gene No. 


48762 


Strand 








Start 


48527 


End 


53076 






Name 


OJ990525 14.9C03.C9.ol0.gs 


Method 


GENSCAN 






Start 


49603 


End 


53076 






GI 


none 


Score 


.75 






Exons 


49603. .50365, 50395 .. 50628 , 


51039. .51208, 51413. 


.51608, 






52403. .52549, 52680 .. 52836, 


52950,. .53076 






Seq. No*£<'-- . 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 


Gene No. 


48763 


Strand 








Start 


53259 


End 


53485 






Name 


OJ990525 14. 9C03 . C9 . 06 . gp 


Method 


AAT/GAP 






Start 


53259 


End 


53485 






GI 


5004057 


Score 


343 






Exons 


53259.-53485 










Seq. No. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.09 


Gene No. 


48764 


Strand 








Start 


53807 


End 


55618 






Name 


OJ990525 14.9C03.C9.ol7.np 


Method 


AAT/NAP 






Start 


53807 


End 


55618 






GI. 


4321762 


Score 


110 






Exons ' . 


53807V. 53832-, '54454', Z54586, 


. 554 91. .55618 






G I Dc s cr ip 


{ AFQ 61 107 ) trcih script! on fa 


ctor MYC7E 








Seq. Np. 


23409 


Seq. ID 


OJ990525_ 


14.9C03 


.C9 



23672 




Gene No. ,48765 

Start 61151 

Name. OJ990525_14 . 9C03.C9.o4 . 

Start 7575 

GI none 

Exons 7575.. 7724, 7579.. 7725, 

Seq. No. 23409 

Gene No. 48765 

Start. 61151 

Name OJ990525_14 . 9C03 .C9 . 08 . 

Start 7575 

GI none 

Exons 7575.. 7715, 7579.. 7725, 

Seq. No. 23409 

Gene No. 48765 

Start 61151 

Name OJ990525_14 . 9C03 . C9 . o7 

Start 7579 

GI none 

Exons 7579.. 7725, 7579.. 7716, 
8256. .8315 

Seq. No. ' 23409 

Gene No. 48765 

Start 61151 

Name OJ990525_14 . 9C03 . C9 . o2 . 

Start 9129 

GI none 

Exons 9129.. 9260, 9132.. 9260, 
9539.. 9598, 9705.. 9794, 

Seq. No. 23409 

Gene No. 48765 

Start 61151 

Name OJ990525_14 . 9C03 . C9 . o3 . 

Start 9132 

GI none 

Exons 9132.. 9245, 9132.. 9260, 
9414.. 9530, 9705. .9794, 

Seq. No. 23409 

Gene No. 48765 

Start 61151 

Name' OJ990525_14.9C03.C9.o4.- 

Start 9132 

GI none 

Exons 9132.. 9272, 9141.. 9260, 
9394.. 9525, 9700.. 9783, 
9709. . 9804 




Strand 

End 61272 

tc Method TBLASTX : Cress 

End 8022 

Score 220 
7581. .7727, 7947. .8021, 7948. .8022 

Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

tm Method TBLASTX : Maize 

End 8324 

Score 220 
7947. .8066, 7948. .8070, 8259. .8324 

Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

ts Method TBLASTX : Soybean 

End 8315 

Score 216 
7581.. 7724, 7947.. 8063, 7948.. 8064, 



Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

tc Method TBLASTX : Cress 

End 9804 

Score. 86 
9332. .9523, 9339. .9521, 9347. .9529, 
9715. .9804 

Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 
ts Method TBLASTX: Soybean 

End 9804 

Score 8 6 
9332. .9523, 9339.-9524, 9412. .9525, 
9705. .9794, 9715. .9804 

Seq. ID OJ990525_14.9C03.C9 
Strand 

End • 61272 

tm Method TBLASTX : Maize 

End 9804 

Score 80 
9331. .9522, 9332.-9523, 9332. .9523, 
9704. .9784, 9705. .9791, 9705. .9794, 



Seq. No. . 23409. Seq. ID / OJ990525_14 . 9C03 . C9 

bene. No/'.- 48765 ■■ Strand "' ■- 

Start 61151 End' 61272 

Name OJ990525_14 . 9C03 . C9 . olO . tm Method TBLASTX: Maize 

Start 17509 End • 17886 



23673 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none .. Score 184 

17509. .17820, 17517 .. 17819, 17821. .17886 



23409 
48765 
61151 

OJ990525_14.9C03.C9.o6.ts 

17527 

none 

17527. .17883, 17529 17801 , 
18484. .18687 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_14.9C03.C9 
61272 

TBLASTX: Soybean 

18687 

219 



17602. .17886, 18220 18441, 



Seq. No. 23409 
Gene No. 48765 
Start 61151 

Name OJ990525_14 . 9C03 . C9 . ol . tm 

Start 26308 
GI none 

Exons 26308. .26619, 26367 .. 26399, 

26486.-26623, 26718 .. 26888 , 

26724. .26882, 27207 .. 27527 , 

27332. .27529, 27822 .. 28124 , 

27863. .28129, 28231 .. 28368 , 

29034. .29234, 29038 .. 29277 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ,- 
'GI 

Exons 



Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

Method TBLASTX: Maize . 

End 29277 _ 

Score 177 
26452. .2 6619, 26456. .2 6629, 
26723. .26914, 26723 .. 2 6878 , 
27250. .27528, 27260 27529, 
27843. .28127, 278.62 .. 28128 , 
28232. .28312, 28236 .. 28313, 
29040. .29234, 29041.. 29238 



23409 Seq. ID 

48765 Strand 
61151 End 
OJ990525_14 . 9C03 . C9 . ol . ts Method 
26455 End 
none Score 
26455. .26649, 26456.-26647, 
26723. .26884, 26731 .. 26889, 
27253. .27528, 27257 .. 27529, 
27863. .28132, 28231 .. 28368 , 
29041. .29220, 29213.. 29239 



OJ990525_14.9C03.C9 
61272 

TBLASTX : Soybean 
29239 
237 

26461. .26649, 26723 .. 2 6884 , 
26731. .26889, 27207 .. 27527 , 
27849. .28112, 27862 .. 28128 , 
28232. .28312, 29034 .. 29228 , 



23409 
48765 
61151 

OJ990525_14. 9C03 . C9 . ol . tc 

26456 

none 

26456. .26491, 26479 .. 26511, 
26533. .26649, 26723.-26878, 
27253. .27528, 27257 .. 27529, 
27866. .28129, 28231 .. 28368 , 
29047. .29130, 29145 .. 29234 , 

23409 
48765 
61151 

OJ990525_14 . 9C03 . C9 ..o3 . tw 
26495"' • ■ 



Seq. ID OJ990525_14 .9C03.C9 

Strand 
_End 61272 

Method TBLASTX : Cress 

End 29243 

Score 42 
26492. .26530, 26531 .. 26647, 
26724. .26888, 27207 .. 27527, 
27841. .28131, 27862 .. 28128 , 
28232. .28312, 2 9034 .. 2912 9, 
29148. .29243, 29149.. 29235 



Seq. ID 

Strand 

End 

Method 
. End 



OJ990525_14.9C03.C9 
. 61272 

TBLASTX: Wheat 

2727.9 ■ - , 



26495. .26611, 26495 .. 26602 , 264 97 .. 26613, 264 97 .. 26613, 
26611. .26646, 26615 .. 26647 , 26723.-26884, 26723.-26878, 



23674 



27207. .27266, 27207 .. 27269, 27211.. 27279 



Seq. No. 23409 

Gene No. 48765 . 

Start 61151 

Name OJ990525_1 4 . 9C03 . C9 . o7 . tw 

Start 27282 

GI none 

Exons 27282. .27527, 
27843.-27962, 



27283. .27528, 
27862. .27963, 



Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

Method TBLASTX : Wheat 

End 27964 

Score 275 
27293., 27604, 27311 .. 27529, 
27863. .27964, -278 66.-27 964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23409 
48765 
61151 

OJ990525_14 . 9C03 . C9 . olO . tw 

31118 

none 



Seq. ID OJ990525_14 . 9C03.C9 
Strand 

End 61272 

Method TBLASTX : Wheat 

End 49836 

Score 67 



31118. .31207, 31223. .31396, 31406 .. 31516, 34080 .. 34178 , 
34081. .34179, 34188 .. 34349, 34419 .. 34493, 49765. .49836 



Seq. No. 23409 
Gene No. 48765 
Start 61151 

Name OJ990525_1 4 . 9C03 . C9 . o2 . ts 

Start 31119 
GI none 
Exons 31119... 31208, 

31412. .31666, 

34102. .34218, 

49595. .49702, 

49837. . 



31127. .31219, 
31443. .31484, 
34188. .34355, 
49630. .49719, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990525 14.9C03.C9 



61272 

TBLASTX : Soybean 
50031 
58 

31220. .31390, 312 66 .. 31391 , 
31512. .31646, 34092 .. 34 175, 
34395. .34664, 344 38 .. 34 64 4 , 
49762. .49860, 4 9787 .. 4 9831 , 



,50031, 49880. .49984 



Seq. No. 23409 
Gene No. 48765 
Start 61151 

Name OJ990525_14 . 9C03 . C9 . o2 . tm 

Start 31127 
GI none 
Exons 31127. 

34092. 

34450. 

49837. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_14 . 9C03.C9 
61272 

TBLASTX: Maize 

50513 

141 



,31219, 31220. .31390, 314 12 31666, 314 4 3 .. 31670 , 

,34175, 34188. .34355, 34395 .. 34 664 , 34425 .. 34 607 , 

,34608, 35013. .35117, 35026 35124 , 4 9630 .. 4 9860, 

,50025, 50367.. 50513 



Seq. No. 23409 

Gene No. 48765 

Start 61151 

Name OJ990525_14 . 9C03 . C9 . o3 . tc 

Start 31412 

GI none 

Exons 31412 
49903 



31669, 31443. .31652, 34410 .. 34 664 , 49762 
50037 



Seq. ID OJ990525_14.9C03.C9 
Strand 

End 61272 

Method TBLASTX: Cress 

End 50037 

Score ■ 93 

49830, 



Seq. No. 23409 

. Gene' No ? v 48765 

Start 61151 

. Name OJ990525_14 . 9C03 . C9 . 08 . tw 

Start 38242 



Seq. ID OJ990525_14 .-9C03.C9 

Strand - ■ 

End 61272- 

Method TBLASTX : Wheat 

End • 38640 



23675 




GI 


none 




Score 


59 




Exons 


38242. .38292, 38293. 


.38406, 


38304. .38354, 38380 .. 38640, 






38412. .38639 










Seq. No. 


23409 




Seq. ID 


OJ990525JL4.9C03 


.C9 


Gene No. 


48765 




Strand 


_ 




Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


38287 




End 


38526 




GI 


none 




Score 


198 




Exons 


38287. .38526 










Seq. No. 


23409 




Seq. ID 


OJ990525_14.9C03 


.C9 


Gene No. 


48765 




Strand 






Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


39271 




End 


50230 




GI 


none 




Score 


139 




Exons 


39271. .39453, 39279. 


.39452, 


39490. .39726, 39492 .. 39716, 






50072. .50230 










Seq. No. 


23409 




Seq. ID 


OJ990525_14.9C03 


.C9 


Gene No. 


48765 




Strand 






Start 


61151 




End 


61272 




Name 


. OJ990525 14.9C03.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


39919 




End 


40374 




GI 


none 




Score 


553 




Exons 


39919. .40374, 39919. 


.40359, 


39927.. 40373 




Seq. No. 


23409 




Seq. ID 


OJ990525_14.9C03 


.C9 


Gene No. 


48765 




Strand 






Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


40048 




End 


40404 




GI 


none 




Score 


418 




Exons 


40048. .40404, 40110. 


.40403 








Seq. No. 


23409 




Seq. ID 


OJ990525_14.9C03 


.C9 


Gene No. 


48765 




Strand 






•Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


40432 




End 


40815 




GI 


none 




Score 


329 




Exons 


40432. .40815/ 40459. 


.40569, 


40599. .40814 




Seq. No. 


23409 




Seq. ID 


OJ990525_14.9C03 


.C9 


Gene No. 


48765 




Strand 






Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


40489 




End 


40913 




GI 


none 




Score 


465 




Exons 


40489. .40911, 40489. 


.40893, 


40599. .40913 




Seq. No-. 


234 09 




Seq.' ID 


, 0J99O525_14.9CO3 


.C9 


Gene No. 


•48765 




Strand 






Start 


61151 




End 


61272 




Name 


OJ990525 14.9C03.C9. 


o4 . ts 


Method 


TBLASTX : Soybean 





23676 



Start 
GI 

Exons 



40543 End 40968 

none Score 308 

40543. .40968, 40602. .40727 



Seq. No. 23409 

Gene No. 48765 

Start 61151 

Name OJ990525_14 . 9C03 . C9 . o9 . tw 

Start 41059 

GI none 

Exons 41059. .41157, 41142 .. 41282, 
41394. .41465 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_14.9C03.C9 
61272 

TBLASTX: Wheat 

41465 

78 



41150. .41284, 41292. .41465, 



Seq. No. 23409 Seq. ID 

Gene No. 48765 Strand 

Start 61151 End 

"Name OJ990525_14 . 9C03 . C9 . oil . tw Method 

Start 41508 End 

GI none Score 

Exons 41508. .41762, 41510.. 41635 



OJ990525_14.9C03.C9 
61272 

TBLASTX: Wheat 

41762 ■ 

181 



Seq. No. 23409 Seq. ID- 
Gene No. 48765 Strand 
Start 61151 End 
Name OJ990525_14 . 9C03 . C9 . o5 . tm Method 
Start 41967 End 
GI none Score 
Exons 41967. .42272, 41984.. 42271 



OJ990525_14.9C03.C9 
61272 

TBLASTX : Mai ze ' 

42272 

359 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons ' 



23409 

48765 

61151 

OJ990525 

42098 

none 



14.9C03.C9.o5.tw 



Seq. ID OJ990525_14 .9C03.C9 
Strand 
End 

Method 
End 
Score 



61272 

TBLASTX: Wheat 

42479 

366 



42098. .42154, 42099 .. 42479, 42200. .42442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23409 
48765 
61151 

OJ990525JL4 . 9C03 :C9.o6. tw 

42486 

none 

42486.-42776, 42488 42574 , 
42942. .43073, 42947. .43072 

23409 
48765 
61151 

OJ990525_14 . 9C03 . C9 . o7 . tm 

59419 

none 

59419. .59499, 59423 .. 59479, 
59500. .'59631, 59525. .59629,. 
59905. .59991, 59906 .. 59332 , 
60082. .60153, 60318 .. 60374 , 
60568. .60666, 60606 .. 60656, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_14 . 9C03.C9 
61272 

TBLASTX: Wheat 

43073' 

247 



42623. .42715, 4275 6 .. 42 917 , 



Seq. ID OJ990525_14 . 9C03.C9 
Strand 

End 61272 

Method TBLASTX : Mai ze 

End 61261 

Score 67 
59434 . .59481, 594*84 .. 59606, 
59880. .59990, 59890 .. 5-9991,. 

/r r\ r\ /- r\ r r\-^ r ^ /- r\ r\ r\ ~\ /-'a -i r- ^ 

UUWU^ . . UUX OUUO J- . . OU ±D£ , 

60322. .60387, 60324. .60368, 
6H72. . 612 61, 6H73. . 61259 



23677 



Seq. No. 


23409 


Seq. ID 


OJ990525_14.9C03.C9 


Gene No. 


48765 


Strand 




Start 


61151 


End 


61272 


Name 


OJ990525 14.9C03.C9.o5.ts 


Method 


TBLASTX : Soybean 


Start 


59880 


End 


60368 


GI 


none 


Score 


97 


Exons 


59880. .59990, 59882 .. 5998 9, 59905 .. 59994 , 59906 .. 59995, 




60069. .60152, 60081 .. 60152 , 60082 .. 60153, 60324.. 60368 


Seq. No. 


23409 


Seq. ID 


OJ990525_14.9C03.C9 


Gene No. 


48765 


Strand 




Start 


61151 


End 


61272 


Name 


OJ990525_14 . 9C03.C9.ol8 . np 


Method 


AAT/NAP 


Start 


61151 


End 


61272 


GI 


3193327 


Score 


96 


Exons 


61151. .61272 






GI Descrip. 


(AF069299) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


23410 


Seq. ID 


OJ990525_14.9C03.C10 


Gene No. 


48766 


Strand 




Start 


146 


End 


863 


Name 


OJ990525_14 . 9C03 . C10 . ol . tm 


Method 


TBLASTX: Maize 


Start 


137 


End 


635 


GI 


none 


Score 


43 


Exons 


137. .217, 153. .203, 179. .289, 


228. .260, 


290. .409, 314. .427, 




315. .422, 431. .469, 522. .635, 


539. .628 




Seq. No. 


23410 


Seq. ID 


OJ990525_14.9C03.C10 


Gene No. 


48766 


Strand 




Start 


146 


End 


863 


Name 


OJ990525 14.9C03.C10.ol.gs 


Method 


GENSCAN 


Start 


146 


End 


715 


GI 


none 


Score 


1 


Exons 


146. .715 






Seq. No. 


23410 


Seq. ID 


OJ990525_14 . 9C03.C10 


Gene No. 


48766 


Strand 




Start 


146 


End 


863 


Name 


OJ990525 14.9C03.C10.ol.np 


Method 


AAT/NAP 


Start 


149' 


End 


863 


GI 


6910573 


Score 


393 


Exons 


149. .687, 775. .863 






GI Descrip. 


(AC006424) First of four adjacent putative subtilase family 




[Arabidopsis thaliana] 






Seq. No. 


23410 


Seq. ID 


OJ990525_14.9C03.C10 


Gene No. 


48766 


Strand 




Start 


146 


End 


863 


Name 


OJ990525 14. 9C03 . C10 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


179 


End 


637 


GI 


none 


Score 


104 


Exons 


179. .250, 314.. 469, 530.. 637 






Seq, No, 


23410 


• -•- *-' 


nTQOnoc i a nr^r\r> pi n 


Gene No. 


48766 


Strand 




Start 


146 


End 


863 



23678 




Name 


OJ990525 14 . 9C03 . CIO . ol . gp 


Method 


AAT/GAP 




Start 


353 


End 


725 




GI 


LIB3431-005-P1-K1-E11 


Score 


693 




Exons 


353. .725 








GI Descrip. 


' 4 4 55271/emb|CAB36807. 1 | 1 . Oe- 


-18 (AL035527) serine protease- 




protein [Arabidopsis thaliana^ 


] ' 






Seq. No. 


23410 


Seq. ID 


OJ990525_14.9C03 


.C10 


Gene No. 


48766 


Strand 


- 




Start 


. 146 


End 


863 




Name 


OJ990525 14'.9C03.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


374 


End 


847 




GI 


none 


Score 


87 




Exons 


374. .511, 539. .676, 567. .659, 


776. .847 


, 777. .842 




Seq. No. 


23411 


Seq. ID 


OJ990525_14.9C03 


.C12 


Gene No. 


48767 


Strand 






Start 


322 


End 


490 




Name 


OJ990525 14.9C03.C12.ol.np : 


Method 


AAT/NAP 




Start 


322 


End 


490 




GI 


2695937 


Score 


193 




Exons 


322. .490 








GI Descrip. 


(AJ222782) subtilisin-like protease [Hordeum vulgare] 




Seq. No. 


23412 


Seq. ID 


OJ990525_14.9C03 


.C14 


Gene No. 


48768 


Strand 


+ 




Start 


1 


End 


496 




Name 


OJ990525 14.9C03.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


496 




GI 


3402751 


Score 


270 




Exons 


1. .496 








GI Descrip. 


(AL031187) putative protein [Arabidopsis thaliana] 




Seq. No. 


23412 


Seq. ID 


OJ990525_14.9C03 


.C14 


Gene No. 


48768 


Strand 


+ 




Start 


1 


End " 


496 




Name 


OJ990525 14.9C03.C14.ol.gs 


Method 


GEN SCAN 




Start 


65 


End 


445 




GI 


none 


Score 


.75 




Exons 


65.-252, 295. .445 








Seq. No. 


23412 


Seq. ID 


OJ990525_14.9C03 


.C14 


Gene No. 


48768 


Strand 


+ 




Start 


1 


End 


496 




Name 


OJ990525 14.9C03.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


92 


End 


454 




GI 


none 


Score 


116 




Exons 


92. .199, 97. .201, -.215. .454, 259. .414 






Seq. No. 


23412 


Seq. ID 


OJ990525_14.9C03 


.C14 


Gene No. 


48768 


Strand 


+ 




Start 


1 


End 


496 




Name- 


OJ990525 14.9C03.C14.ol.tm 


Method. 


TBLASTX: Maize 




Start 


101 


End 


418- 




GI 


n A ns 




105 




Exons 


101. .190, 260. .292, 296. .418 









23679 



Seq. No. 23413 Seq. ID 

Gene No. 48769 Strand 

Start 120 . End 

Name OJ990525_14 . 9C03 . C16 . ol . gs Method 

Start 120 End 

GI none Score 

Exons 120.. 248 



OJ990525_14.9C03.C16 
248 

GENSCAN 

248 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23414 -,. . Seq. ID 

48770 Strand 

1 End 605 

OJ990405_11 . 9C03 . C4 . ol . np Method AAT/NAP 

1 End 605 

5902445 Score 561 
1. .605 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990405 11.9C03.C4 



23414 Seq. ID 

; ; .48770 Strand 

' 1 End 

0 J9904 05_1 1 . 9C03 . C4 . ol . tm Method 

62 End 

none ; " Score 

62. .418, 63. .221, 291. .398 



OJ990405_11.9C03.C4 
605 

TBLASTX: Maize 

418 

73 



Seq. - No. 23414 Seq. ID 

Gene No. 48770 Strand 

Start 1 ; End 

Name OJ990405_11 . 9C03 . C4 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 546 



OJ990405_11.9C03.C4 
605 

GENSCAN 

546 

.41 



Seq. No. 23414 Seq. ID 

Gene No. 48770 Strand 

Start 1 End 

Name OJ9904 05_1 1 . 9C03 . C4 . ol . ts Method 

Start 104 End 

GI none Score 

Exons , . 104.. 340, 120.. 221 



OJ990405_11.9C03.C4 
605 

TBLASTX: Soybean 

340 

64 



Seq. No. 23414 Seq. ID 

Gene No. 48770 Strand 

Start 1 End 

Name 0 J9904 05_1 1 . 9C03 . C4 . ol . tw Method 

Start 113 End 

GI none Score 

Exons 113.. 532, 126.. 329, 372.. 458 



•OJ990405_11.9C03.C4 
605 

TBLASTX: Wheat 

532. 

113 



Seq. No. 23414 Seq. ID 

Gene No. 48770 Strand 

Start 1 End 

Name OJ990405_11 . 9C03 .C4 .o2 . tm .Method 

Start ' ' 422 End 

GI none Score 

Exons 422.. 601, 423.. 602 



OJ990405_11.9C03.C4 
605 

TBLASTX: Maize 
602 



23680 




Spo No 


23415 


JC^ i XL/ 


OJ990405 11 9P03 


Gene No. 


48771 


Strand 




Start 


1 


End 


576 


Name 


OJ990405 11 9C03 PS ol nn 


Method 


AAT/NAP 




1 ~ 


End 


576 


ox 


5902445 


Score 


781 




1 576 






VJX ^ \-» -L -L J~f . 


(AB030283) GAG-POL orecursor 


[Oryza sativa] 


Seq. No. 


23415 


OC^i X u 


O.T990405 1 1 QP03 


Gene No. 


48771 


Strand 




Start 


1 


End 


576 


INCH LLC 


0.7990405 11 QP03 PS nl nc: 


Method 


GENSCAN 


Start 


39 1 — 


End 


521 


GI 


none 


Score 


.59 


A-J W 1 1 o 


39 . . 521 






Seq. No. 


23415 


Seq. ID 


OJ990405_11.9C03 


Gene No. 


48771 


Strand 




Start 


1 


End 


576 


Name 


OJ990405 11 9P03 PS ol tw 


Method 


TBLASTX: Wheat 


O L. CLX L. 


141 ~~ 


End 


482 


GI 




Score 


81 


P 1 von q 


141 30ft 347 47? -34ft 479 


348. .482 






93416 


Seq. ID 


OJ990405JL1.9C03 


Gene No. 


48772 


Strand 




Start 


1 


End 


312 


Name 


OJ990405 11.9C03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


312 


GI 


769721 


Score 


288 


F.von 

1—j ^/ 1 X o 


1..312 








(D32052) ORF483 [Oryza sativa] 




Seq. No. 


23417 


Seq. ID 


OJ990405_11. 9C03 


Gene No. 


48773 


Strand 


+ 


Start 


14 


End 


369 


Name 


OJ990405 11.9C03.C8.'ol.gs 


Method 


GENSCAN 


Start 


14 


End 


369 


GI 


none 


Score 


.58^ 


Rynn o 

l_i K^/ i i *D 


14. .19, 119. .369 






O C ■ IM * 


23418 


Seq. ID 


OJ990405_11.9C03 


Gene No. 


48774 


Strand 


+ 


Start 


1 


End 


2629 


Name 


OJ990405 11.9C03.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2629 




4584355 


Score 


110 


Exons 


1..33, 2427. .2629 






OX L/COOXXLJ. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Seq.. No. 


23418 


Seq. ID 


OJ990405_11.9C03, 


Gene No. 


48775 


Strand 


+ 


Start 


54 85 . - -. 


End 


14643- 


N ams 


n to Q n yi n c 11 arm aio ~ o 


] 

L'lC L-llW^J. 




Start 


5485 


End 


14643 


GI 


4680207 


Score 


928 



23681 



Exons 5485.. 5524, 8589.. 9433, 10897 .. 11965, 14617.. 14643 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] • 



Sea. No. 


23418 




Seq. ID 


OJ990405_11.9C03.C12 


Gene No . 


48775 




Strand 


+ 


Start 


5485 




End 


14643 


Name 


OJ990405 11 


. 9C03.C12.o3.gs 


Method 


GEN SCAN 


Start 


8655 




End 


12844 


GI 


none 




Score 


.66 


Exons 


8655. .9433, 


10255. .10431, 11020. .11150, 11286.. 12844 


Seq. No. 


23418 




Seq. ID 


OJ990405_11.9C03.C12 


Gene No. 


48775 




Strand 


+ 


Start 


5485 




End 


14643 


Name * 


OJ990405 11 


.9C03.C12.o4.np 


Method 


AAT/NAP 


Start 


11521 


End 


14196 


GI 


4680207 




Score 


131 


Exons 


11521. .11640, 13769. .14196 






GI Descrip. 


(AF114171) 


disease resistance 


protein 


RPM1 homolog.. [Sorghum 



bicolor] 



Seq. No. 23418 Seq. ID 

Gene No. 48775 * Strand 

Start 5485 ' End 

Name OJ990405_11 . 9C03 . C12 . o5 .np Method 

Start 14201 End 

GI 5852084 Score 

Exons 14201. .14293 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ9904 05_11 . 9C03 . C12 
+ 

14643 
AAT/NAP 
14293 
77 



Seq. No. 23418 Seq. ID OJ990405_11.9C03.C12 

Gene No. 48776 Strand 

Start 2302 End 7968 

Name OJ990405_11 . 9C03 . C12 . o2 .np Method AAT/NAP 

Start 2302 End 4844 

GI 5732064 Score 304 

Exons 2302.. 2320, 4049.. 4844 

GI Descrip. (AF147263) contains similarity to transposases [Arabidopsis 
thaliana] 



Seq. No. 23418 Seq. ID 

Gene No. 48776 Strand 

Start 2302 End 

Name OJ990405_11 . 9C03 . C12 . o2 . gs Method 

Start . 4636 End 

GI none Score 
Exons 



OJ9904 05_11.9C03.C12 

7968 
GENSCAN 
7968 
.67 



4636. .4913, 5108. .5172, 6069. .6174, 6627. .7088, 7362. .7968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23418 . Seq. ID 

48777 Strand 

16462 End 
OJ990405_11 . 9C03 . C12 . o2 . tm Method 

2942 .. End 

n An* r> 

2942. .3214/ 3002. .3211, 3247. .3297 



OJ990405_11.9C03.C12 
16577 

TBLASTX: Maize 
32 97 



23682 




Seq. No. 


23418 




Seq. ID 


OJ990405_11.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




End 


16577 




Name 


OJ990405 11.9C03.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


4154 




End 


4755 




GI 


none 




Score 


70 




Exons 


4154. .4351, 4396.-4599, 4657 


. .4755 






Seq. No. 


23418 




Seq. ID 


OJ990405J.1.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




End 


16577 




Name 


OJ990405 11.9C03.C12 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


9060 




End 


9347 




GI 


none 




Score 


96 




Exons 


9060. .9161, 9063. .9158, 9189 


..9347, 9212. .9346 




Seq. No. 


23418 




Seq. ID 


OJ990405JL1.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




End 


16577 




Name 


OJ990405 11.9C03.C12 


,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10826 




End 


11032 




GI 


none 




Score 


187 




Exons 


10826. .11032, 10826. 


.10921, 


10828'. .11031 




Seq. No. 


23418 




Seq: ID 


OJ990405_11.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




- .End 


16577 




Name 


OJ990405 11.9C03.C12 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


10853 




End 


11542 




GI 


none 




Score 


110 




Exons 


10853. .11035, 11041. 


.11130, 


11042. .11356, 11052. . 11357, 






11090. .11356, 11378. 


.11446, 


11462. .11542 




Seq. No. 


23418 




Seq. ID 


OJ990405_11.9C03 


-C12 


Gene No . 


48777 




Strand 






Start 


16462 




End 


16577 




Name 


OJ990405 11.9C03.C12 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


11141 




End 


11371 




GI 


none 




Score 


204 




Exons 


11141. .11371, 11155. 


.11370 








Seq. No. 


23418 




Seq. ID 


OJ990405JL1.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




End 


VL657 7 




Name 


OJ990405 11.9C03.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11249 




End 


11530 




GI 


none 




Score 


134 




Exons 


11249. .11377, 11266. 


.11364, 


11384. .11431, 11456. .11530 




Seq . No . 


23418 




Seq. ID 


OJ990405JL1.9C03 


.C12 


Gene No. 


48777 




Strand 






Start 


16462 




End 


16577 




Name 


OJ990405 11.-9C03.C12 


.o5.gs 


Method 


GEN SCAN 




Start 


16462 




End 


16577 




n t 

\J J- 


none 




Score 


r\ a 




Exons 


16462. .16577 











23683 




Seq. No. 


23419 




Seq. ID 


OJ990405_11.9C03.C13 


Gene No. 


48778 




Strand 


+ 


Start 


3042 




End 


5119 


Name 


OJ990405 11 


9C03 C13 o2 as 


Mf^t hod 


GEN SCAN 


Start 


3042 ~~ 




End 


5119 


GI 


none 




Score 


. 45 




3042. 3075. 


3297 3461. 4632 


. 5119 




Seq. No. 


23419 




Seq. ID 


OJ990405 11 . 9C03 .CI 3 


Gene No. 


48779 




Strand 


+ ~~ 


Start 


7857 




End 


8603 


Name 


OJ990405 11 


.9C03.C13.ol.np 


Method 


AAT/NAP 


Start 


7857 




End 


8603 


GI 


4680207 




Score 


215 


Exons 


7857. .8603 








GI Descrip. 


(AF114171) 


disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor ] 








Seq. No. 


23420 




Seq. ID 


OJ990405 11.9C03.C14 


Gene No . 


48780 




Strand 


+ — 


Start 


1 




End 


4582 


Name 


OJ990405 11 


.9C03.C14.ol.np 


Method 


AAT/NAP 


Start " 


1 r^r 




End 


4582 


GI 


4680207 




Score 


520 


Pvons 

1_J \*/ 1 X. 


1 75, 2735 


. .4582 






GI DpsrriD 


(AF114171) 


disease resistance protein 


RPM1 homoloCT r Sorcrhuin 




bicolor 1 








Seq. No. 


23420 




Seq. ID 


OJ990405_11.9C03.C14 


Gene No. 


48781 




Strand 




Start 


10087 




End 


11004 


Name 


OJ990405 11 


.9C03.C14.o2.gs 


Method 


GENSCAN 


Start 


10087 




End 


11004 


GI 


none 




Score 


. 64 


Exons 

U AVI A <J 


10087. .10263, 10378.. 11004 






Sea. No. 


23420 




Seq. ID 


OJ990405_11.9C03.C14 


Gene No. 


48782 




Strand 




Start 


12012 




End 


12544 


Name 


OJ990405 11 


.9C03.C14.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2733 




End 


3386 


GI 


none 




Score 


80 


Exons 


2733. .2879, 


2915.. 2977, 2928.. 


,2981, 2949. .3212, 3116. .3208, 




3234. .3386 








Seq. No. 


23420 




Seq. ID 


OJ990405_11.9C03.C14 


Gene No. 


48782 




Strand 




Start 


12012 




End 


12544 


Name 


OJ990405 11 


. 9C03.C14 .ol. tm 


Method 


TBLASTX: Maize 


Start 


2928 




End 


3395 


GI 


none . 




Score 


71 


Exons 


2928. .2981, 


2931.. 2987, 3081... 


3212, 3093.. 3206, 3216.. 3395 


Seq. No. 


23420 




Seq. ID 


OJ990405_11.9C03.C14 




a nn o o 
*± u / U /L 




3 L rand 




Start 


12012 




End 


12544 


Name 


OJ990405_11 


.9C03.C14.ol.tw 


Method 


TBLASTX: Wheat 






23684 







Start 
GI 

Exons 



3105 
none 

3105.. 3233, 3240.. 3398 



End 
Score 



3398 
121 



Seq. No. 23420 Seq. ID 

Gene No. 48782 Strand 

Start 12012 End 

Name OJ990405_11 . 9C03 . C14 . o3 . gs Method 

Start 12012 End 

GI none Score 

Exons 12012. .12123, 12129.. 12544 



OJ990405_11.9C03.C14 

12544 
GENSCAN 
12544 
.5 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23421 Seq. ID 

48783 Strand 

4 63 End 

OJ9904 05_11 . 9C03 . C16 . ol . gs Method 

4 63 End 

none Score 



OJ990405_11.9C03.C16 
+ 

•9559 
GENSCAN 
9559 
.52 



463.-539, 2085. .2204, 3825.-3938, 3985. .4119, 4871. .4957, 
5706. .5796, 6533.-6634, 7044. .7110, 7243. .7608, 8834. .9013, 
9054. .9101, 9486. .9559 



Seq. No. 

Gene No . , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23421 . Seq. ID 

48784 V. Strand 

6261 End 

OJ9904 05_1 1 . 9C03 . C16 . ol . np Method 

6261 End 

6907086 Score 



OJ990405_11.9C03.C16 

7943 
AAT/NAP 
7943 
1166 



6261. .6646, 6872. .7097, 7161. .7943 

(AP001129) hypothetical protein [Oryza sativa] 



23421 Seq. ID 

48785 Strand 

8650 End 

OJ990405_11. 9C03.C16.o2.np Method 

8650 End 

4680186 Score 
8650.. 9065, 9545.. 9627 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990405_11.9C03.C16 

9627 
AAT/NAP 
9627 
200 



23422 Seq. ID 

48786 Strand 

384 End 
OJ9904 05_1 1 . 9C03 . C17 . ol . gs Method 

384 End 

none Score 
384 . .457 



OJ990405_11.9C03.C17 
+ 

457 

GENSCAN 

457 

.99 



Seq. No. 23423- Seq. ID 

Gene No. 48787 Strand 

Start 1 End 

Name OJ990405_11 . 9C03 . C18 . ol . np Method 

Start 1 End 

GI 4680207 Score . 



OJ990405_11 . 9C03 -C18 
526 

AAT/NAP 

526 

280 



GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



23685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23423 Seq. ID 

48787 Strand 

1 End 
OJ990405_11 . 9C03 . C18 . ol . gs Method 

23 End 

none Score 
23. .506 



OJ990405_11.9C03.C18 
526 

GENSCAN 

506 

.51 



23424 Seq. ID 

48788 Strand 
750 End 
OJ990405_11 . 9C03 . C19 . ol . gp Method 
750 End 
5816559 Score 
750. .917 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990405_11.9C03.C19 

' + 
917 

AAT/GAP 

917 

242 



23424 
48789 
1 

' OJ990405_11.9C03.C19.ol.np 
1 

5902444 
1..622 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990405_11.9C03.C19 
Strand 

End 622 

Method. AAT/NAP 

End 622 

Score 836 



23424 
48789 
1 

OJ990405_11. 9C03.C19.ol.gs 

120 

none 

120. .622 

23425 
48790 
42 

OJ9904 05_11 . 9C03 . C21 . ol . gs 
42 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_11.9C03.C19 
622 

GENSCAN 

622 

.63 



OJ990405_11.9C03.C21 

3373 
GENSCAN 
3373- 
.53 



42. .202, 837. .1908, 1935. .1991, 2081. .2130, 2377. .2458, 
2633..3373 



23425 Seq. ID 

48790 Strand 

42 End 

OJ990405_11 . 9C03 . C21 . o3 . tm Method 

247 End 

none Score 



OJ990405_11.9C03.C21 
3373 

TBLASTX: Maize 

570 

159 



247. .570, 269. .523, 367. .525, 414. .557 



Gene No. 
Start 



48790 
42 



v-^ • 



Strand 
End 



3373 



23686 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 



Seq. No. 



OJ990405_11.9C03.C21.o2. 
767 
none 

767.-988, 769. .993, 775. 

23425 
48790 
42 

OJ990405_11.9C03.C21.ol 
1177 * 
none 

1177.. 1215, 1202.. 1276, 
1576. .1614, 1600. .1680 

23426 
48791 
285 

OJ990405_11.9C03.C22.o2.tm 
282 
none 

282.. 392, 282.. 392 

23426 
48791 
285 

OJ990405_11.9C03.C22.ol.np 
285 

6017106 

285. .898, 2252.-2294 
(AC009895) hypothetical 

23426 
48791 
285 

OJ990405_11.9C03.C22.ol, 
286 
none 
286. .941 

23426 - 
48791 
285 

OJ990405_ll.9C03.C22.ol. 
393 
none 

393. .470, 393. .473, 461. 
595.. 828, 603.. 896, 672. 

23426 
48791 
285 

OJ9904 05_11.9C03.C22.ol, 
622 
none 

622. .825,- 627..B96, 672. .884 
23426 



tm Method TBLASTX: Maize 
End 1083 
Score 151 
.1014, 1003.. 1083 

Seq. ID OJ990405_11.9C03.C21 
Strand 

End 3373 • 

.tm Method TBLASTX : Maize 
End -VL680 
Score 89 
1210.. 1272, 1291.. 1548, 1292.. 1546, 



Seq. ID OJ990405_11.9C03.C22 
Strand 

End 2294 

Method TBLASTX: Maize 

End 392 

Score 123 



Seq. ID OJ990405_11.9C03.C22 
Strand 

End • 2294 •.**.._; 

Method AAT/NAP 

End 2294 



Score 



369 



protein [Arabidopsis thaliana] 

Seq. ID OJ990405_11.9C03.C22 
Strand 

End 2294 

, gs Method GEN SCAN 

End 941 

Score .48 



Seq. ID OJ990405_11.9C03.C22 
Strand- 
End 2294 
tm Method TBLASTX : Maize 
End 896 
Score 81 
.541, 474. .521, 537. .617, 559. .888, 
.896 

Seq. ID OJ990405_11.9C03.C22 
Strand 

End 22 94 

,tc Method TBLASTX : Cress 

End 896 

Score 174 



Seq. ID OJ990405_11.9C03.C22 



23687 




Gene No. 


48791 




Strand 






Start 


285 




End 


2294 




Name 


OJ990405 11. 9C03.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


640 




End 


896 




GI 


none 




Score 


168 




Exons 


640. .828, 642. .896, 672. 


.884, 737. .886 






Seq. No. 


23427 




Seq. ID 


OJ990405_11.9C03 


.C23 


Gene No. 


48792 




Strand 


+ 




Start - 


1330 




End 


2040 




Name 


OJ990405 11.9C03.C23.ol. 


gs 


Method 


GENSCAN 




Start 


1330 




End 


2040 




GI 


none 




Score 


.65 




Exons 


1330. .2040 










Seq. No. 


23427 




Seq. ID 


OJ990405JL1. 9C03 


.C23 


Gene No. 


48793 




Strand 






Start c 


2596 




End 


5120 




Name 


OJ990405 11. 9C03.C23.ol. 


np 


Method 


AAT/NAP 




Start 


2596 




End 


4718 




GI 


6017106 




Score 


138 




Exons 


2596. .2656, 4284. .4718 










GI Descrip. 


(AC009895) hypothetical 


protein [Arabidopsis thaliana] 




Seq: No. 


23427 




Seq. ID 


OJ990405_11. 9C03 


.C23 


Gene No. 


48793 




Strand 






Start 


2596 




End 


5120 




Name 


OJ990405 ll.9C03.C23.o2. 


gs 


Method 


GENSCAN 




Start 


4042 




End 


5120 




GI 


none 




Score 


.73 




Exons 


4042. .4126, 4276. .4807, 


504 


8. .5120 






Seq. No. 


23427 




Seq. ID 


OJ990405_11. 9C03 


.C23 


Gene No. 


48794 




Strand 






Start 


7242 




End 


7769 




Name 


OJ990405 11. 9C03.C23.o3. 


gs 


Method 


GENSCAN 




Start 


7242 




End 


7769 




GI 


none 




Score 


.94 




Exons 


7242. .7769 










Seq. No. 


23428 




Seq. ID 


OJ990405_11.9C03 


.C24 


Gene No. 


48795' 




Strand 


+ 




Start 


1 




End 


923 




Name 


OJ990405_11. 9C03.C24 .ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


923 




GI 


6630699 




Score 


96 




Exons 


1..60, 846. .923 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi I 6721536 | dbj | BAA89566. 


■ 11 


(AP001073) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


23428 




Seq. ID 


OJ990405_11.9C03 


.C24 


'Gene No. 


48796 




Strand 


+ 




Start 


1517 




End 


32.57 




Name 




. — 


Ma +- V> r> 


GENSCAN 




Start 


1517 




End 


3257 




GI 


none 




Score 


.68 





23688 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1517. .1634, 2240. .2319, 2669. .2738, 2803. .3257 



OJ9904Q5_11 . 9C03.C24 
+ 

4886 
AAT/NAP 
4886 
99 



23428 Seq. ID 

48797 Strand 
3542 End 
OJ9904 05_11 . 9C03 . C24 . o3 . np Method 
3542 End 
6630699 Score 
3542.. 3560, 4800.. 4886 

(AP0.00969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 

23428 Seq. ID OJ990405_11.9C03.C24 

48798 Strand 

1062 End 4748 

OJ990405_11. 9C03.C24.o2.np Method AAT/NAP 
1062 End . 4748 

5922620 Score 410 

1062. .1198, 1914. .1994, 2515. .2791, 3047. .3256, 4703. .4748 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



23428 
48798 
1062 

OJ990405_11 . 9C03 . C24 . o2 . gs 

4593 

none 

4593.. 4748 



23428 
48799 
5025 

OJ990405_11. 
5025 
5922620 
5025. .5206, 



9C03.C24.o4.np 



5550. .5668 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904tf5_ll.9C03.C24 

4748 
GENSCAN 
4748 
.9 



OJ990405_11.9C03.C24 

5668 
AAT/NAP 
5668 
164 



(AP000492) EST,,JD15357 (C0514) corresponds to a region of the 
predicted gene.'; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



23429 
48800 
618 

OJ990405_11. 9C03.C25.ol.gs 

618 

none 

618. .1049 

23430 
48801 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990405_11.9C03.C25. 
+ 

1049 
GENSCAN 
1049 
.98 



OJ990405_11.9C03.C26 
+ 



23689 



Start 


119 




End 


534 






Name 


OJ990405 11 9C03 C26 ol 




Met hod 


AAT/GAP 






Start 


119 ~ 




End 


534 






GI 


none 




Score 


819 






Exon 


119. . 534 












Seq. No. 


23430 




Seq. ID 


OJ990405 


11 , 


. 9C03.C26 


Gene No . 


48802 




Strand 


+ 






Start 


959 




End 


1406 






Name 


OJ990405 11.9C03..C26.O2. 


gp 


Method 


AAT/GAP 






Start 


959 




End 


1406 






GI 


LIB3432-059-P1-K1-D8 




Score 


729 






F.xons 


959. .1406 












GI Descrip. 


'5734 616/dbj |AP000391.1| 


AP000391 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 








Seq. No. 


23431 




Seq. ID 


OJ990405 


_11, 


.9C03.C27 


Gene No. 


48803 




Strand 








Start 


1055 




End 


1663 






Name 


OJ990405 ll.9C03.C27.ol. 


gs 


Method 


GENSCAN 






Start 


1055 




End 


1663 






GI 


none 




Score 


.54 






Exon 


1055.. 1090, 1243.. 1306, 


1386. 


.1430, 1462. .1663 






Sea No 


v" 

23432 




Seq. ID 


OJ990405 


_11, 


.9C03.C30 


Gene No. 


48804 




Strand 


+ 






Start 


204 




End 


285 






Name 


OJ990405 ll.9C03.C30.ol. 


gp 


Method 


AAT/GAP 






Start 


204 




End 


285 






GI 


uC-osflcyp033a04bl 




Score 


148 






Exons 


204. .285 












GI Descrio. 


'6016845/dbj | AP000.570 . 1 1 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chrdmo.some ■ 1, clone 


S :P0711E10' 








Seq. No. 


23432 - , -- • 




Seq. " ID 


■OJ990405 


_'U, 


;9C03.C30". ' 


Gene No. 


48805 




Strand 








Start 


108 




End 


285 






Name 


OJ990405 ll.9C03.C30.ol. 


gs 


Method 


GENSCAN 






Start 


108 




End 


244 






GI 


none 




Score 


.99 






Exons 


108. .244 












Sea No. 


23432 




Seq. ID 


OJ990405 




. 9C03.C30 


Gene No. 


48805 




Strand 








Start 


108 




End 


285 






Name 


OJ990405 11.9C03.C30.ol. 


np 


Method 


AAT/NAP 






Start 


133 




End 


285 






GI 


' 4680186 




Score 


133 






Exon 9 


133, .285 












GI Dp^rriD 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


23433 




Seq. ID 


OJ990405 


_11. 


,9C03.C31 


Gene No. 


48806 




Strand 


+ 






Start 


339 




End ^ . • 


674 








r\ -rri r\ r\ a r\ c ti n^r\~> /-« ~i i _ i 
UU^JUIUJ ll.3LUJ.tJl.Ui, 


gs 


Me Lhud 


GENSCAN 






Start 


339 




End 


' 674 






GI 


none 




Score 


.57 







23690 



Exons 339.. 674 

Seq. No. 23434 Seq. ID 

Gene No. 48807 Strand 

Start 845 End 

Name OJ990405_11 . 9C03 . C34 . ol . tm Method 

Start 842 End 

GI none Score 

Exons 842.. 1015, 842.. 1015 

Seq. No. 23434 Seq. ID 

Gene No. 48807 Strand 

Start 84 5 End 

Name OJ990405JL1 . 9C03 . C34 . ol . np Method 

Start 84 5 End 

GI 6017106 Score 

Exons 845.. 1016 
GI Descrip. (AC009895) hypothetical 

Seq. No. 23434 * Seq. ID 

Gene No. 48807 Strand 

Start 845 End 

Name OJ990405_1 1 . 9C03 . C34 . ol . gs Method 

Start -84 6 End 

GI ' none , ~" Score 

Exons 846.. 1000 



OJ990405_11.9C03.C34 
1016 

TBLASTX : Maize 

1015 

202 



OJ990405 11.9C03.C34 



1016 
AAT/NAP 
1016 
75 



protein [Arabidopsis thaliana] 



OJ990405_11 . 9C03 .C34 

1016 
GENSCAN 
1000 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons'^.' • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23435 Seq. ID OJ990405 

48808 Strand + 

4622 End 5206 

OJ990405_1 1 . 9C03 . C37 . o2 . gs Method GENSCAN 

4622 End 5206 

none Score .58 

4622;. 4624, 5015.. 5206 



11.9C03.C37 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_ 
+ 

17192 
AAT/NAP 
16285 
453 



11.9C03.C37 



23435 
48809 
9630 

OJ990405_11 . 9C03 . C37 . o3 . np 
9630 
6176571 
9630.. 9735, 16019. .16285 

HYPOTHETICAL 14.9 KD PROTEIN YCF72 (ORF137) gi | 82519 I pir | I JQ02 69 
hypothetical 15K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12029 | emb | CAA33937 | (X15901) ORF137 [Oryza 
sativa] gi | 12073 | emb | CAA33925 | (X15901) ORF137 [Oryza sativa] 
gi I 226651 1 prf | I1603356CB ORF 137 ~[Oryza sativa] 



Seq. No. 23435 Seq. ID 

Gene No. 48809 Strand 

Start 9630 End 

Name OJ990405_11 . 9C03 . C37 . o5 . gs Method 

Start 13124- End 

GI' none Score 



OJ990405_11.9C03.C37 
+ 

17192 
GENSCAN • 
17192. 
.7 



16746. .16865, 16932.. 17192 



23691 




Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48810 




Strand 






Start 


3388 




End 


13393 




Name 


OJ990405 11 


.9C03.C37.ol.np 


Method 


AAT/NAP 




Start 


3388 




End 


9788 




GI 


4680183 




Score 


4724 




Exons 


3388. .3533, 


6291.. 6682, 6770. 


.6812, 7308.. 9788 




GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48810 




Strand 






Start 


3388 




End 


13393 




Name 


OJ990405 11 


.9C03.C37.o3.gs 


Method 


GEN SCAN 




Start 


5916 




End 


9788 




GI 


none 




Score 


.93 




Exons 


5916. . 6759, 


6856. .9788 








Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48810 




Strand 






Start 


3388 




End 


13393 




Name 


OJ990405 11 


.9C03.C37.o2.np 


Method 


AAT/NAP 




Start 


9553 




End 


13393 




GI 


4539301 




Score 


647 




Exons 


9553. . 9692, 


10783. .11900, 13245.. 13393 






GI Descrip. 


(AL049480) 


putative mitochondrial protein [Arabidopsis 


thaliana 


Seq. No. 


23435 




Seq. ID 


OJ990405J.1.9C03 


.C37 


Gene No. 


48810 




Strand 






Start 


3388' 




End 


13393 




Name 


OJ990405 11 


.9C03.C37.o4.gs 


Method 


GENSCAN 




Start 


10548 




End 


12080 




GI 


none 




Score 


1 




Exons 


10548. .12080 








Seq.- No. 


. 23435 




-Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11 


.9C03.C37.o3.ts 


Method 


TBLASTX : Soybean 




Start 


5892 




End 


6212 




GI- 


none * 




Score 


84 




Exons 


5892. .6149, 


5892.. 6212, 6022. 


.6165 






Seq. No. .. 


2343*5 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11 


.9C03.C37.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5892 




End 


6260 




GI 


none 




Score 


229 




Exons 


5892. .6260, 


5893. .6216 








Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11 


.9C03.C37.o6.tm 


Method 


TBLASTX :.Maize 




Start 


5934 




End 


on 

\J ~J A. t 




GI 


none 




Score 


160 




Exons 


5934. .6317, 


5965. .6213 









23692 



Seq. No. 23435 Seq. ID 

Gene No. .48811 Strand 

Start 17795 End 

Name OJ9904 05_11 . 9C03 . C37 . o5 . tm Method 

Start 6345 End 

GI none Score 

Exons 6345.. 6701, 6355.. 6660 



OJ990405_11.9C03.C37 
20273 

TBLASTX: Maize 

6701 

219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23435 
48811 
17795 

OJ990405_11. 

6375 

none 

6375. . 6830, 



9C03.C37.ol.tw 



6376. .6831 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_11.9C03.C37 
20273 

TBLASTX: Wheat 

6831 

262 



Seq. No. 23435 Seq. ID 

Gene No. 48811 Strand 

Start 17795 End 

Name OJ9904 05_1 1 . 9C03 . C37 . o4 . ts Method 

Start 6426 End 

GI none Score 

Exons 6426. .6560, 6567.. 6791 



OJ990405_11.9C03.C37 
20273 

TBLASTX : Soybean 

6791 

136 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23435 
48811 
17795 

OJ990405_11 . 9C03 . C37 . o4 . tw 
7051 
none 

7051. .7287, 7053. .7283, 7332. .7508 



Seq. ID OJ990405_11.9C03.C37 
Strand 

End 20273 

Method TBLASTX : Wheat 

End 7508 

Score 150 



Seq. No. 23435 Seq. ID 

Gene No.-: ' 48811 . Strand 

Start 17795 End 

Name 0 J9904 05_11 . 9C03 . C37 . o5 . tw Method 

Start 8085 End 

GI none Score 

Exons > 8085.. 8486, 8218.. 8487 



OJ990405_11.9C03.C37 
20273 

TBLASTX: Wheat 

8487 

112 



Seq. No. 


23435 








Seq. ID 


OJ990405_11. 9C03 


.C37 


Gene No. 


48811 








Strand 






Start 


17795 








End 


20273 




Name 


OJ990405 11. 


9C03.C37 


.- r p3 . tm 


Method 


TBLASTX: Maize 




Start 


10554 








End 


11144 




GI 


none 








Score 


112 




Exons 


10554. 


.10658 


, 10713. 


.11144, 


10766. .10969, 10770.. 11084 




Seq. No. 


23435 








Seq. ID 


OJ990405_11.-9C03 


.C37 


Gene No. 


48811 








Strand 






Start 


17795 








End 


20273 




Name 


OJ990405 11. 


9C03.C37 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10725 








End 


11054 




GI 


Tl ATI O 








o 


lie 

-L. -L *J 




Exons 


10725. 


.11054 


, 10849. 


.11043 









23693 




Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03, 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11.9C03.C37, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10761 




End 


12068 




GI 


none 




Score 


214 




Exons 


10761. .11147, 10767. 


.11075, 


11193. .11498, 11286. .11492, 






11505. .11723, 11721., 


.12068 








Seq. --No. 


23435 




Seq. ID 


OJ990405J.1.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11.9C03.C37 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


10833 




End 


11054 




GI 


none 




Score 


143 




Exons 


10833. .11033, 10833. 


.11054, 


10852. .11043 




Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11.9C03.C37 


. o4 .tm 


. Method 


TBLASTX: Maize 




Start 


11193 




End 


11564 




GI 


none 




Score 


57 




Exons 


lli93'. .11498, 11194. 


.11253, 


11286. .11498, 11287. .11499, 






11517. .11564 










Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11.9C03.C37 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


15982 




End 


16636 




GI 


none 




Score 


251 




Exons 


15982. .16449, 16018. 


.16218, 


16022. .16636, 16022.. 16627 




Seq. No...' 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




.Strand 






Start 


17795 




End 


20273 




Name 


OJ990405_11.9C03.C37 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15982 




End 


16641 




GI 


none 




Score 


81 




Exons 


15982. .16104, 16018. 


.16065, 


16022. .16069, 16037 .. 16219, 






16037. .16360, 16137. 


.16235, 


16221. .16319, 16312. .16356, 






16313. .16354, 16314. 


.16355, 


16356. .16535, 16357 .. 16533, 






16358. .16585, 16539. 


.16616, 


16540. .16641, 16541.. 16615 




Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03 


.C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 




Name 


OJ990405 11.9C03.C37 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


15982 




End 


16285 




GI 


none 




Score 


185 




Exons 


15982.. .16200, 16018. 


.16200, 


16022. . 16204, 16022 .. 16285 , 






16137. .16205 " 










Seq. No. 


23435 




Seq, ID 


OJ990405 11.9C03 


. C37 


Gene No. 


48811 




Strand 






Start 


17795 




End 


20273 





23694 






ruffians 11 Qprn r^7 


. o2 . tw 


Method 


TBLASTX: Wheat 


O Lai. L 


1 fifll ft ~~ 




End 


16253 


CI 

<J X 


n on o 

i i L^ 1 1 c 




Score 


242 


Exons 


1 fifll ft 16991 1 609 9 


1 69R9 


16022. .16252, 16137.. 16253 


Coo Mn 


9^4 ^R 




Seq. ID 


OJ990405_11.9C03.C37 


PrPnp No 


48811 




Strand 




Start 


17795 




End 


20273 


Name 


OJ990405 11.9C03.C37 


. o4 . np 


Method 


AAT/NAP 


O L. d -J- L. 


17.777 




End 


20273 


PT 


2130141 




Score 


1661 


Cj A (J I lo 


17777. .18042, 18199. 


.18250, 


18332. .19929, 20005.. 20273 




mudrA protein - maize transposon MuDR 


gi 1540581 (M76978) mudrA 




mpL\7<z'\ ni ISQRftlfi 


(U14597) mudrA gene product [Zea mays] 


Seq. No. 






Seq. ID 


OJ990405_11 . 9C03 . C37 


Gene No. 


dftftl 1 




Strand 




qt- a rt 


1 77 QR 




End 


20273 


Name 


n.TQQDADR 11 QPfi"3 P^7 


. 06. gs 


Method 


GEN SCAN 


O L. a. I. L 


1 7 7 Q R ~" 




End 


18919 


rir 


none 




Score 


.4 


Fvnn q 

IjAUIIO 


177QR IftDRPl Iftl^ft 


1 ft9R0 


18425. .18919 


Qq/t Ma 


23435 




Seq. ID 


OJ9904 05_11.9C03.C37 


Gene No. 


4 fift 1 1 




Strand, * 




Start 


177 QR 

x i ! yD 




End r 


20273 


Name 


nTQCjndOR 11 QPO^ P^7 
VJU y y U ft U O x x • jLU J • Lj / 


.08. tm 


Method - 


TBLASTX: Maize 


O Lai L 


1 pi /in ~~ 

J. O X *i U 




End 


18637 




none 




Score 


117 


Exons 


1 ft 1 4 fl 1 ft 9 fl ft 1 ft "3 9 7 


-10400 


18347. .18427, 18437 18 637, 




18483. .18635 








Can Mn 


9 "3d ^ R 




Seq. ID 


OJ990405_11.9C03.C37 




4 ft ft 1 1 




Strand 




O L.CLI. L 


1 77QS 
x / t y *j 




End 


20273 


Name 


piTQQndnR ii qph^ p*37 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


i pine 




End 


19482 


(IT 


none 




Score 


74 


T* 1 von c; 

Hi VS. 1 1 0 


18705. .18764, 18710. 


.18760, 


18777. .18 971, 18779. .18961, 




18819. .18971, 18971. 


.19135, 


18972. .1907 6, 18973. .1914 9, 




■ 19109. .19210, 19144. 


.19212, 


19210. .194 


82, 19220. .19474, 




19225. .19482 








Seq. No. 


23435 




Seq. ID 


OJ990405_11.9C03.C37 


Gene No. 


48811 




Strand 




Start 


17795 




End 


20273 


LNdiitt; 


OJ990405 11.9C03.C37 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


19534 




End 


19929 


(IT 

\j x 


none 




Score 


104 


Exons 


19534. .19860, 19535. 


.19738, 


19657. .19929 


Seq. No. 


23436 




Seq. ID 


OJ990405_11.9C03.C38 


Gene No. 


48812 




Strand 


+ 


Start 


r • 




End 


379 


Name 


OJ990405 Il.9u03.C38 


. oi . np 


Method 


AAT/NAf 


Start 


1 




End 


379 


GI 


4680179 




Score 


580 



23695 



Exons 1..379 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


23436 




Seq. ID 


OJ990405_11.9C03, 


.C38 


Gene No. 


48812 




Strand 


+ 




Start 


1 




End 


379 




Name 


OJ990405 11.9C03.C38. 


o2 .tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


121 




GI 


none 




Score 


203 




Exons 


1..120, 2. .121 










Seq. No. 


23436 




Seq. ID 


OJ990405_11.9C03 


.C38 


Gene No. 


48812 




Strand 


+ 




Start 


1 




End 


379 




Name 


OJ990405 11.9C03.C38. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


7 




End 


211 




GI 


none 




Score 


258 




Exons 


7. .210, 8. .211 










Seq. No. 


23436 ' 




Seq. ID 


OJ990405_11. 9C03 


.C38 


Gene No. 


48812 




Strand 


+ 




Start 


1 




End 


379 




Name 


OJ990405 11.9C03.C38. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


9 




End 


301 




GI 


none 




Score 


91 




Exons 


9. .170, 10. .297, 11.. 


301 








Seq. No. 


23436 




Seq. ID 


OJ990405_11.9C03 


.C38 


Gene No . 


48812 




Strand 


+ 




Start 


1 




End 


379 




Name 


OJ990405 11.9C03.C38. 


ol ,gs 


Method 


GENSCAN 




Start 


104 




End 


253 




GI 


none 




Score 


.9 




Exons 


104 . .253 










Seq. No. 


23436 




Seq. ID 


OJ990405JL1. 9C03 


.C38 


Gene No. 


48812 




Strand 


+ 




Start 


1 




End 


379 




Name 


OJ990405 11.9C03.C38. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


122 




End 


379 




GI 


none 




Score 


275 




Exons 


122. .379, 139. .378 










Seq. No. 


23437 




Seq. ID 


OJ990405_11.9C03 


.C39 


Gene No . 


48813 




Strand 






Start 


1 




End 


1355 




Name 


OJ990405 11.9C03.C39. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1355 




GI 


5042463 




Score 


170 




Exons 


1..35, 89. .172, 225.. 


380, 


1044. .1355 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


23438 




Seq. ID 


OJ990405_11. 9C03 


.C40 


Gene No. 


48814 




Strand 






C+- ^4- 

UUUJ. t 


ca 




TT 1 3 


1 ■ 
J. \J UX 




Name 


OJ990405 11.. 9C03.C40. 


, ol . gs 


Method 


GENSCAN 




Start 


69 




End 


1061 





23696 



# 



GI 


none 




Score 


. 94 


TTvnn c; 


69 162. 730 1061 








Seq. No. 


23438 




Seq. ID 


OJ990405 


Gene No. 


48815 




Strand 




Start 


1265 




End 


8789 


Name 


OJ990405 11 . 9C03.C40.o2 


. as 


Method 


GENSCAN 


Start 


1265 ~" 




End 


8503 


GI 


none 




Score 


. 87 


Exons 


12 65. .3254, 6262. .6390, 


7692. 


.8503 




Seq. No. 


23438 




Seq. ID 


OJ990405 


Gene No. 


48815 




Strand 




Start 


1265 




End 


8789 


Name 


OJ990405 11.9C03.C40.ol 


,np 


Method 


AAT/NAP 


Start 


1370 




End 


8789 


GI 


4680207 




Score 


709 


Exons 


1370. .3170, 7692. .8497, 


8747. 


.8789 





11.9C03.C40 



11.9C03.C40 



GI Descrip'. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] - 



OJ990405 11.9C03.C40 



Seq. No. 23438 Seq. ID 

Gene No. 48815 Strand 

Start 1265 End 

Name OJ990405_11 . 9C03.C40 .ol .ts Method 

Start 2483 End 

GI none ' Score 

Exons 2483. .2677, 2699. .2839, 2699..2962, 2930. .3001, 2934. .2984, 
3032. .3214 



8789 ' 

TBLASTX: Soybean 

3214 

51 



Seq. No. 23438 

Gene No. 48815 

Start . 1265 

Name OJ990405_11 . 9C03 .C40 .ol . tw 

Start- 2513 

GI none 

Exons 2513.. 2671, 2678.. 2806 

Seq. No. 23438 

Gene No. 48815 

Start 12 65 

Name OJ990405_11 . 9C03 . C40 . ol . tm 

Start 2516 

GI none 

Exons 2516.. 2695, 2699.. 2830, 2924. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2989 



OJ990405_11.9C03.C40 
8789 

TBLASTX: Wheat 

2806 

114 - 



OJ990405_11.9C03.C40 
8789 

TBLASTX: Maize 

2989 

72 



Seq. No. 23439 Seq. ID 

Gene No. 4 8816 Strand - 

Start 209 End 

Name OJ990405_11 . 9C03 .C41 .ol .gs * Method 

Start 209 End 

GI none Score 

Exons 209. .296 



OJ990405_11.9C03.C41 
+ 

296 

GENSCAN 

296 

.55 



Gene No. 
Start 



48817 
2210 



Strand 
End 



5142 



23697 



# 



Name OJ990405_11 . 9C03 . C4 1 . o2 . gs 

Start 2210 

GI none 

Exons 2210.. 2473, 2533.. 2620, 2994, 

Seq. No. 23440 

Gene No. 48818 

Start 422 

Name OJ990405_11 . 9C03 . C42 . o2 . gs 

Start - 422 

GI none 

Exons 422. . 646 ' 



Method GENSCAN 
End 5142 
Score .71 

.3166, 4952. .5080, 5092. .5142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_11.9C03.C42 
646 

GENSCAN 

646 

.82 



Seq. No. 23441 Seq. ID 

Gene No. 48819 Strand 

Start 100 End 

Name OJ990405_11 . 9C03 . C43 . ol . gs Method 

Start 100 End 

GI none , Score 

Exons 100.. 636 



OJ990405_11.9C03.C43 
+ 

636 

GENSCAN 

636 

.96 



Seq. No. 23442 Seq. ID 

Gene No. 48820 Strand 

Start 114 End 

Name OJ990405_11 . 9C03 . C45 . ol . gs Method 

Start 114 End 

GI none Score 

Exons 114.. 209 



Seq. No. 
Gene No. 
Start 
Name 
Start •■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990405_11.9C03.C45 
+ 

209 

GENSCAN 

209 

.9 



OJ990405 11.9C03.C48 



23443 Seq. ID 

48821 Strand 

1 End 523 
OJ990405_11 . 9C03 . C4 8 . ol . np Method AAT/NAP 

1 End 523 

4680183 Score 491 
1..523 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



23443 Seq. ID 

48821 Strand 

1 End 
OJ990405_11 . 9C03 . C4 8 . ol . gs Method 

15 End 

none Score 
15. .322 



Seq. No. 23443 Seq. ID 

Gene No. 48821 Strand 

Start 1 End 

Name OJ9904 05_11 . 9C03 . C4 8 . ol . tw Method 

Start 35 End 

GI . none Score 

Exons 35 . . 313 



OJ990405_11.9C03.C48 
523 

GENSCAN 

322 

.89 



OJ990405_11.9C03.C48 
523 

TBLASTX: Wheat 

313 

200 



— ~ -± - - - — - 

Gene No. 
Start 



23444 
48822 
381 



Seq. ID 

Strand 

End 



+ 

847 



23698 



Name 


OJ9W615 14 


.9C03.C7.ol.gs 


Method 


GENSCAN 




Start 


381 




End 


847 




\3JL 


none 




Score 


.74 




F. von 


381. .564, 761. .847 








Seq. No. 


23445 




Seq. ID 


OJ990615_ 


_14.9C03.C8 


Gene No. 


48823 




Strand ■ 


+ 




Start 


101 




End 


185 




Name 


QJ990615 14 


.9C03.C8.ol.gs 


Method 


GENSCAN 




Start 


101 




•End 


185 • 




GJ 


none 




Score 


.75 




Exons 


101. .185 










Seq. No. 


23446 




Seq. ID 


OJ990615_ 


_14.9C03.C9 


Gene No. 


48824 




Strand 


+ 




Start 


1 




End 


656 




Name 


OJ990615 14 


. 9C03.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


656 




GI 


6630699 




Score 


80 






1..26, 579. 


.656 








GI Descrio. 


(AP000969) ; 


hypothetical protein [Oryza 


sativa] 




gi| 6721536 | dbj I BAA89566.il (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. - No. 


23446 




Seq. ID 


OJ990615 


14 . 9C03.C9 


Gene No. 


48825 




Strand 


+ 




Start 


2830 




End 


4199 




Name 


OJ990615 14 


.9C03.C9.o2.gs 


Method 


GENSCAN 




Start 


2830 




End 


4199 




GI 


none 




Score 


.53 




F von ^ 


2830. .3126, 


3630. .4199 








Cprr TJo 


23447 




Seq. ID 


OJ990615 


_14.9C03.C10 


Gene No. 


48826 




Strand 


+ 




Start 


1617 




End 


8796 




Name 


OJ990615 14 


.9C03.C10.ol.gs 


Method 


GENSCAN 




Start - 


1617 




End 


8796 




GI 


none 




Score 


.59 




F. von s 


1617. .1815, 


2067. .2571, 2863. 


.3015, 3581.. 3601, 


3852. .3935, 




5108. .7773, 


8676. .8796 








Qpn No 


23447 




Seq. ID 


OJ990615 


_14.9C03.C10 


Gene No. 


48826 




Strand 


+ 




Start 


1617 




End 


8796 




Name 


OJ990615 14 


.9C03.C10.ol.tw 


Method 


TBLASTX : 


Wheat 


Start 


5483. 




End 


7741 




GI 


none 




Score 


161 




F von q 


5483. .5812, 


5510.. 5884, 5554. 


.5676, 5585. .5956, 


5729. .5971, 




6251. .6400, 


7223.. 7318, 7325. 


.7426, 7337.. 7414, 


7499. .7741 


Seq . No . 


23447 




Seq. ID 


OJ990615 


_14. 9C03.C10 


Gene No. 


48826 




Strand 


+ 




Start 


1617 




End . 


8796 




Name 


OJ990615_14 


. 9C03.C10.ol.tm 


Method ■ 


TBLASTX: 


Maize 


Start 


6508 




End 


67 60 




GI 


none 




Score 


221 




Exons 


6508. .6759, 


6509.. 6760, 6596. 


.6760 







23699 




Seq. No. 


23448 




Seq. ID 


OJ990615_14.9C03 


.Cll 


Gene No. 


48827 




Strand . 


+ 




Start 


470 




End 


3696 




Name 


OJ990615 14.9C03.C11 


.ol.np 


Method 


AAT/NAP 




Start 


470 




End 


3696 




GI 


5852093 




Score 


70 




Exons 


470. .496, 1850. .1957 


, 3657, 


. .3696 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


23449 




Seq. ID 


OJ990615_14 . 9C03 


. C12 


Gene No. 


48828 




Strand 


+ 




Start 


479 




End 


1525 




Name 


OJ990615 14.9C03.C12 


. ol . gp 


Method 


AAT/GAP 




Start 


479 




End 


773 




GI 


2311065 




Score 


447 




Exons 


479. .773 










Seq. No. 


23449 




Seq. ID 


OJ990615_14.9C03 


.C12 


Gene No. 


48828 




Strand 


+ 




Start 


479 




End 


1525 




Name 


OJ990615 14.9C03.C12 


.ol.np 


Method 


AAT/NAP 




Start 


561 




End 


1525 




GI 


4733981 




Score 


226 




Exons 


56!.. 810, 1479.. 1525 










GI Descrip. 


(AC007268) putative 


serine 


carboxypeptidase II .[Arabidopsis 




thaliana] 










Seq. No. 


23449 




Seq. ID 


OJ990615_14.9C03 


.C12 


Gene No . 


48829 




Strand 






Start 


668 




End 


956 




Name 


OJ990615 14.9C03.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


605 




End 


809 




GI 


none 




Score 


37 




Exons 


605. .628, 634. .666, 


636. .809, 638.-724, 


705. .749, 782.. 


808 


Seq. No. 


23449 




Seq. ID 


OJ990615_14.9C03 


.C12 


Gene No. 


48829 




Strand 






Start 


668 




End 


956 




Name 


OJ990615 14.9C03.C12 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


615 




End 


809 




GI 


none 




Score 


235 




Exons 


615.. 749, 636.. 809 










Seq. No. 


23449 




Seq. ID 


OJ990615_14.9C03 


.C12 


Gene No. 


48829 




Strand 






Start 


668 




End 


956 




Name 


OJ990615 14.9C03.C12 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


653 




End 


956 




GI 


none 




Score 


195 




Exons 


653. .721, 654. .809, 


654. .956 






Seq. No. 


23449 




Seq. ID 


OJ990615_14.9C03 


.C12 


Gene No . 


48829 




Strand 






Start 


/"/TO 




rr< — -J 


n c c 




Name 


' OJ990615 14.9C03.C12 


. o2 . gp 


Method 


AAT/GAP 




Start 


668 




End 


829 





23700 



GI 61952_1.R1084" Score 227 

Exons 668..829 

GI Descrip,- ' 4733981/gb | AAD28662 . 1 | AC0Q7268_1 5.0e-35 (AC007268) putative 
"serine carboxypeptidase [Arabidopsis thaliana] ' 



Seq. No. 23450 Seq. ID 

Gene No. 48830 Strand 

Start 50 End 
Name . OJ990615_14 . 9C03.C15.ol.gs Method 

Start 50 End 

GI none Score 

Exons 50. . Ill 



OJ990615_14.9C03.C15 
+ 

111 

GENSCAN 

111 

,78 



Seq. No. 23451 Seq. ID OJ990615_14.9C03.C16 

Gene No. 48831 Strand 

Start 151 . End 1540 

Name OJ990615_14 . 9C03 . C16 . ol . gp Method AAT/GAP 

Start 151 End 750 

.GI 17099_1.R1084 . Score 1046 

Exons 151 . . 750 

GI Descrip. ' 5915836/sp | P93531 | C7D7_SOLCH 3.0e-46 CYTOCHROME P450 71D7 
>gi_1762144 (U48435) putative cytochrome P450 [Solanum 
chacoensel 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23451 Seq. ID 

48831 Strand 

151 End 

OJ990615_14. 9C03.C16.ol.ts Method 

198 End 

none Score 



OJ990615_14.9C03.C16 
1540 

TBLASTX : Soybean 

1417 

36 



198. .269, 300. .629, 300. 
711. .896, 1352. .1417 



,671, 301. .678, 697. .888, 700. .888, 



Seq. No. 


23451 






Seq. ID 


OJ990615_14.9C03. 


C16 


Gene No. 


48831 






Strand 






Start 


151 






End 


1540 




Name 


OJ990615 14.9C03.C16 


.ol, 


.gs 


Method 


GENSCAN 




Start 


273 " ' 






End 


1474 




GI 


none 






Score 


.74 




Exons 


273.. 899, 1353.. 1474 












Seq. No. 


23451 






Seq. ID 


OJ990615_14.9C03. 


C16 


Gene No. 


48831 






Strand 






Start 


151 






End 


1540 




Name 


OJ990615 14.9C03.C16 


.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


275 






End 


576 




GI 


none 






Score 


101 




Exons 


275. .523, 278. .508, ; 


294. 


. .563, 


294. .563 


, 298. .576 




Seq. No. 


23451 






Seq. ID 


OJ990615_14.9C03. 


C16 


Gene No. 


48831 






Strand 






Start 


151 






End 


1540 




Name 


OJ990615 14.9C03.C16 


.ol, 


,np 


Method 


AAT/NAP 




Start ' 


288 






End 


1540 




GI 








Score 


704 




Exons 


288. .899, 1352. .1540 












GI Descrip. 


CYTOCHROME P450.71D8 


(P450 CP7 ) gi| 3334667 | emb | CAA7 1517 | 





23701 




(Y10493) putative cytochrome P450 [Glycine max] 



Seq. No. 


23451 




Seq. ID 


OJ990615_14.9C03.C16 


Gene No. 


48831 




Strand 


_ 


Start 


151 




End 


1540 


Name 


OJ990615 14.9C03.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


291 




End 


899 


GI 


none 




Score 


228 


Exons 


291. .899, 385. .720 








Seq. No. 


23451' 




Seq. : ID 


OJ990615_14.9C03.C16 


Gene No. 


48831 




Strand 


_ 


Start 


151 




End 


1540 


Name 


OJ990615 14.9C03.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


300 




End 


896 


GI 


none 




Score 


307 


Exons 


300. .671, 307. .888, 711. 


.896 






Seq. No. 


23451 




Seq. ID 


OJ990615_14 . 9C03.C16 


Gene No . 


48831 




Strand 


_ 


Start 


151 




End 


1540 


Name 


OJ990615 14 . 9C03.C16.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


591 




End 


1444 


GI 


none 




Score 


136 


Exons 


591.. 899, 592.. 720, 769. 


.900, 


772. .906, 


1364. .1444, 1364. .1417 


Seq. No. 


23452 




■Seq- ID 


OJ990615_14 . 9C03.C20 


Gene No . 


48832 




Strand 


+ 


Start 


378 




End 


575 


Name 


OJ990615 14 . 9C03.C20.ol. 


gs 


Method 


GEN SCAN ' 


Start 


378 




End 


575 


GI 


none 




Score 


.58 


Exons 


378. .575 








Seq. No. 


23453 




Seq. ID 


OJ990615_14 . 9C03.C23 


Gene No. 


48833 




Strand 


+ 


Start 


2404 




End 


2903 


Name 


OJ990615 14.9C03.C23.ol. 


np 


Method 


AAT/NAP 


Start 


2404 ■ 




End 


2903 


GI 


103076 




Score 


104 


Exons 


2404.. 2514, 2696.. 2903 








GI Descrip. 


Bkm-like sex-determining 


f region hypothetical protein CS314 - 




fruit fly (Drosophila melanogaster ) (fragment) 


Seq. No. 


23453 




Seq. ID 


OJ990615_14.9C03.C23 


Gene No. 


48834 




Strand 




Start 


2947 




End 


3202 


Name 


OJ990615 14.9C03.C23.ol. 


gs 


Method 


GENSCAN 


Start 


2 947 




End 


3126 


GI 


none 




Score 


.81 


Exons 


2947. .3126 








Seq. No. 


23453 




Seq. ID 


OJ990615_14 . 9C03.C23 


Gene No. 


48834 




Strand 




Start 


2947 






r> o n o 

~J \J £. 


Name 


OJ990615 14.9C03.C23.o2. 


np 


Method 


AAT/NAP 


Start 


2999 




End 


3202 



23702 



GI 



4680184 



Score 



71 





2999. .3202 




. indica] 








(AF111709) unknown [Oryza sativa subsp, 






Seq. No. 


23454 


Seq. ID 


OJ990615_14, 


. 9C03 . 


C24 


Gene No. 


48835 


Strand 










1 


End 


5188 






Name 


OJ990615 14.9C03.C24.ol.np 


Method 


AAT/NAP 






Dldi. 1 


1 


End 


946 








4680184 


Score 


398 








1..291, 467.-855, 892.-946 












(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


23454 


Seq. ID 


OJ990615_14 


. 9C03. 


C24 


Gene No. 


48835 


Strand 








Of- o r-+- 
O L. a X. L. 


1 


End 


5188 






Name 


OJ990615 14.9C03.C24.o2.np 


Method 


AAT/NAP 








531 


End 


4969 








4680186 


Score 


295 








531. .572, 2159. .2337, 2840.. 


3007, 4935 


..4969 








(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


. 23454 


Seq.. ID 


OJ990615_14 


. 9C03, 


,C24 


Gene No. V: . ; 


48835- ... • * . 


■ .Strand -. 










"1 ■ ' * • . \? - 


' " End ' ■ 


5188 . 






Name 


OJ990615 14.9C03.C24.o3.np 


Method 


AAT/NAP 








4132 


End 


5188 






bl 


6227011 


Score 


209 








4132. .4464, 44 95 .. 4670, , 5140 


. .5188 










(AC009513) F12P19.3 [Arabidopsis thaliana] 






Seq. No. 


23455 


Seq. ID 


OJ990615_14 


. 9C03 


.C27 




48836 


Strand 


+ 








227 


End 


715 






Name 


OJ990615 14.9C03.C27.ol.gs 


Method 


GENSCAN 








227 


End 


715 








none 


Score 


.72 








227.. 238, 623.. 715 










Seq. No. 


23456 


Seq. ID 


OJ990615_14 


.9C03 


.C30 


Gene No. 


48837 


Strand 


+ 






Start 


1 


End 


550 






Name 


OJ990615 14.9C03.C30.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


550 






GI 


1076755 


, Score 


151 






Exons 


1..265, 361. .550 








[Oryza 


GI Descrip. 


protein kinase - rice gi 1450300 (L27821) protein kinase 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23456 
48837 
1 

OJ990615_14 . 9C03.C30.ol.gp 
69 

70165 1.R1084 
69.-265, 361. .512 

f 5734727/gb|AAD49992.1|AC007259_5 5.0e-25 (AC007259) Very 



Seq. ID OJ990615_14.9C03.C30 

Strand + 

End 550 

Method AAT/GAP 

•End ' 512 



23703 





similar to receptor-like protein kinases [Arabidopsis thaliana] 1 


Seq. No. 


23456 


Seq. ID 


OJ990615_14.9C03.C30 


Gene No. 


48837 


Strand 


■+ 


Start 


1 


End 


550 


Name 


OJ990615 14.9C03.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


69 


End 


457 


GI , 


none 


Score 


179 


Exons 


69. .251, 69. .227, 71. .250, 364 


I. .456, 365. .457 


Seq. No. 


23456 


Seq. ID 


OJ990615_14.9C03.C30 


Gene No. 


48837 


Strand 


+ 


Start 


1 


End 


a c n 
DDK) 


Name 


OJ990615 14 . 9C03.C30.ol.ts 


Method 


i BLAb i a i ooyoean 


Start 


69 


End 


A £ (1 

4 69 


GI 


none 


Score 


1 O 1 


Exons 


69. .266, 365.-469 






Seq. No. 


23456 


Seq. ID 


OJ?90615_14. 9C03.C30 


Gene. No. 


48837 


■Strand 


+ 


Start 


1 


End 


c c n 
DDK) 


Name 


OJ990615 14.9C03.C30.ol.tw 


Method 


TBLASTX : Wheat 


Start 


71 


End 


478 


GI 


none : , ■ • - • ■ 


JScore 


' 1 A O 

14z - , 


Exons 


71. .265, 72.. 266, 365.. 478' ' 






Seq. No. 


23456 


Seq. ID 


OJyyobio 14 . ycu j . c_ou 


Gene No.. 


48837 


Strand 


+ 


Start 


1 


End 


550 


Name 


OJ990615 14.9C03.C30.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


517 


GI 


none 


Score 


.-72 


Exons 


120. .265, 361. .517 






Seq. No. 


23457 


Seq. ID 


OJ990615_14.9C03.C31 


Gene No. 


48838 


Strand 




Start 


115 


End 


223 


Name 


OJ990615 14.9C03.C31.ol.gp 


Method 


AAT/GAP 


Start 


115 


End 


223 


GI 


LIB3477-003-P1-K1-E9 


Score 


96 


Exons 


115. .223 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. • No. 


23457 


Seq. ID 


OJ990615_14.9C03.C31 


Gene No. 


48839 


Strand 




Start 


1488 


End 


1576 


Name 


4 OJ990615 14.9C03.C31.ol.gs 


Method 


GENSCAN 


Start 


1488 


End 


1576 


GI 


none 


Score 


.99 


Exons 


1488. .1576 






Seq. No. 


23458 


Seq. ID 


OJ990615_14.9C03.C32 


r~> XT _ 

OC11C IN \J . 


a o a a n 

1UU1U 


St rsnd 


-j- 


Start 


147 


End 


508 


Name 


OJ990615_14. 9C03.C32.ol.gs 


Method 


GENSCAN . 



23704 




Start 


147 


End - 


508 


GI 


none 


Score 


.75 


Exons 


147. .245, 347. .508 






Seq. No. 


23459 


Seq. ID 


OJ990615_14.9C03.C33 


Gene No . 


48841 


Strand 




Start 


1 


End 


674 


Name 


OJ990615 14.9C03.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


674 


GI 


6453853 


Score 


216 


Exons 


1..48, 162. .311, 406. .674 






GI Descrip. 


(AC011717) putative coatomer protein complex, subunit beta : 




(beta prime) [Arabidopsis thaliana] 




Seq. No. 


23459 


Seq. ID 


OJ990615 14.9C03.C33 


Gene No. 


48841 


Strand 




Start 


1 


End ' 


674 


Name 


OJ990615 14.9C03.C33.ol.tc ■ 


Method 


TBLASTX: Cress 


Start 


162 


End 


507 


GI 


none 


Score 


85 


Exons 


162. .314, 169. .300, 174. .317, 


177. .230, 


397. .480, 403. .507, 




419. .505 






Seq. -No: . 


.23459 - 


Seq.. .ID 


OJ990615 14 . 9.C03.C33 


Gene No?*--. 


48841 


Strand 




Start 


1 


End 


674 


Name 


OJ990615 14 . 9C03.C33.ol. ts 


Method 


TBLASTX : Soybean 


Start 


162 


End 


540 


GI 


none , 


Score 


82 


Exons 


162. .314, 169. .297, 177. .230, 


397. .540, 


403. .540 


Seq. No. 


23459 


Seq. ID 


OJ990615 14.9C03.C33 


Gene No. 


48841 


Strand 




Start 


1 


End 


674 * 


Name 


OJ990615 14.9C03.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


177 


End 


552 


GI 


none 


Score 




Exons 


177. .284, 177. .230, 198. .314, 


199. .309, 


243. .278, 403. .552, 




419. .505 






Seq. No. 


23460 


Seq. ID 


OJ990615_14 . 9C03 .C39 


Gene No. 


48842 


Strand 




Start 


21 


End 


167 


Name 


OJ990615 14.9C03.C39.ol.gs 


Method 


GEN SCAN 


Start 


21 


End 


167 


GI 


none 


Score 


.83 


Exons 


21. .167 








23461 


Seq. ID 


OJ990615_14.9C03.C43 


Gene No. 


48843 


Strand 




Start 


1 


End 


1251 


Name 


OJ990615 14.9C03.C43.ol.np . 


Method 


AAT/NAP 


Start 


1 


End 


1251 


GI 


6453853 


Score 


423 


IT von c? 


i oan • iao i;no aon q/io i 


ICO 10M 





GI Descrip. (AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



23705 



Seq. No. 23461 

Gene No. 48843 

Start 1 

Name OJ990615_14 . 9C03 . C43 . ol . ts 

Start 118 

GI none 

Exons 118.. 270, 125.. 253, 133.. 186, 



Seq. ID OJ990615_14.9C03.C43 
Strand 
End 

Method 
End 
Score 
353. .496, 



1251 

TBLASTX : Soybean 

496 

82 

359. .496 



Seq. No. 23461 

Gene No. 48843 

Start 1 

Name OJ990615_14 . 9C03 . C43 . ol . tc 

Start 133 

GI none 

Exons 133.. 240, 368.. 508, 595.-669, 



Seq. ID ■ OJ990615_14.9C03.C43 
Strand 
End 

Method 
End 
Score 
627. .677, 



1251 

TBLASTX: Cress 

842 

39 

690. .842, 697. .840 



Seq. No. 23461 Seq. ID 

Gene No. 48843 Strand 

Start 1 End 

Name OJ990615JL4 . 9C03 . C43 . ol . tm Method 

Start 133 End 

GI none Score 

Exons • i-. 133.. 240, 133.. 186, 154.. 270, 155.. 265, 

375.. 461, S95..669, 627'. .'611, • 690 . . 842, 



OJ990615_14.9C03.C43 
1251 

TBLASTX: Maize 

842 

100 

. 199. .234, 359.,, 508, 
' 697. .840 • ' " ' 



Seq. No. 23461 Seq. ID 

Gene No. 48843 Strand 

Start 1 End 

Name OJ990615_14 . 9C03 . C43 . ol . gs Method 

Start 615 End 

GI none Score 

Exons 615.. 937 



OJ990615_14.9C03.C43 

1251 
GENSCAN 
937 
.86 



Seq. No. 23461 

Gene No. 48843 

Start 1 

Name - OJ990615_14 . 9C03 . C43 . o2 . ts 

Start 627 

GI none . 

Exons 627.. 677, 690.. 848, 729.. 830, 

Seq. No. 23462 

Gene No. 48844 

Start 188 

Name OJ990615_14 . 9C03 . C45 . ol . gs 

Start 188 

GI none 

Exons 188.. 336 



Seq. ID OJ990615_14.9C03.C43 
Strand 

End 1251 

Method TBLASTX : Soybean 

End ^ 950 

Score 7 6 

834.. 950 

Seq. ID OJ990615_14.9C03.C45 

Strand + 

End 336 

Method GENSCAN 

End 336 

Score .76 



Seq. No. 23463 

Gene No. 48845 

Start 156 

Name OJ990615_14 . 9C03 ; C4 6 . ol . gs 

Start 156 

GI none 

Exons 156.. 347 



Seq. ID OJ990615_14.9C03.C46 

Strand + 

End 34 7 

Method GENSCAN 



Score 



.72 



23706 



Seq. No. 


23464 




Seq. ID 


OJ990615_14.9C03.C47 


Gene No. 


48846 




Strand 




Start 


1 




End 


325 


Name 


OJ990615 14.9C03.C47.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


325 


GI 


5915841 




Score 


131 


1_J 4\. w 1 1 w? 


1. .325 








GI Descrip. 


CYTOCHROME P450 71E1 gi | 


2766452 (AF029858) cytochrome P450 




CYP71E1 [Sorghum bicolor] 






Seq. No. 


23464 




Seq. ID 


OJ990615_14.9C03.C47 


Gene No . 


48846 




Strand 




Start 


1 




End 


325 


Name 


OJ990615 14.9C03.C47.ol. 


gs 


Method 


GEN SCAN 


Start 


56 




End 


298 


GI 


none 




Score 


.45 


Exons 


56. .298 








Seq. No. 


^23465 




Seqi ID 


'OJ990615_14.9C03.C48 


Gene No. 


48847 




Strand 


+ 


Start 


1 




End 


1235 


Name 


OJ990615 14.9C03.C48.ol. 


np 


Method 


AAT/NAP 


■Start 


1 . ; 




End- 


1235 . . ' 


GI 


2792220 - 




Score 


351 


Exons 


1..931, 1204. .1235 








GI Descrip. 


(AF032688) NBS-LRR tvoe 


resistance protein [Oryza sativa] 


Seq. No. 


23465 




Seq. ID* 


• OJ990615_14.9C03.C48 


fZpnp No . 


48847 




Strand 


+ 


Start 


1 




End 


1235 


Name 


OJ990615 14.9C03.C48.ol. 


gs 


Method 


GENS CAN 


Start 


14 




End 


691 


GI 


none 




Score 


.9 


Exons 


1 4 691 








Seq. No. 


23466 




Seq. ID 


OJ9'90615_14 .9C03.C52 


Gene No . 


48848 




Strand 


+ 


Start 


403 




End 


511 


Name 


OJ990615 14.9C03.C52.ol. 


gs 


Method 


GEN SCAN 


Start 


403 




End 


511 


GI 


none 




Score 


.88 


Exons 


403. .511 








Seq, No. 


23467 




Seq. ID 


OJ990615_14 . 9C03.C53 


Gene No . 


48849 




Strand 




Start 


222 




End 


824 


Name 


OJ990615 14.9C03.C53.ol. 


gs 


Method 


GENSCAN 


Start 


222 




End 


824 


GI 


none 




Score 


.83. 


Exons 


222. .405, 546.-573, 792. 


, .824 






Seq. No . ■ 


23468 




Seq. ID 


OJ990615_14.9C03.C55 


Gene No. " 


48850 




Strand 


+ 


Star L 


1 9 




End 


84 - 


Name 


OJ990615 14.9C03.C55.ol. 


gs 


Method 


GENSCAN 


Start 


19 




End 


84 



23707 



GI none Score 

Exons 19.. 84 



Seq. No. 23469 Seq. ID 

Gene No. 48851 Strand 

Start 84 End 

Name OJ990615_14 . 9C03 . C56 . ol . gs Method 

Start 84 End 

GI none Score 

Exons 84 . . 165 



OJ990615_14.9C03.C56 
+ 

165 

GENSCAN 

165 

.92 



Spa No 


23470 




Seq. ID 


OJ99061S 


14 


9ro^ 


. C57 


(TLpnP Mn 


48852 




St" t*3 nd 










Start 


712 




End 


820 








Name 


OJ99061-5 14 9C03 C57 nl 




Mpf" 1*1 nH 


GF.NSCAN 








Start 


712 ~~ 




End 


820 








GI 


none 




Score 


.86 








Exons 


712. .820 














Sea No 


23471 




Seq. ID 


OJ990615 


14 


. 9C03 


. C58 




4 8853 




Strand 


+ 








Start 


4047 




End 


fi09R 

vj U O 








Name 


OJ990615 14 9C03 CS8 o2 


gs 


Method 










Start ■ r 


4047 - ~, 




End 


4 974 








GI 


none. 




Score 


.59 








F.5f on s 


4047 4619 4624 4974 














Seq. No. 


23471 




Seq. ID 


OJ990615_ 


14 


.9C03 


.C58 


Gene No. 


48853 




Strand 


+ 








Start 


4047 




End 


6098 








Name 


OJ990615 14.9C03.C58.o3. 


np 


Method 


AAT/NAP 








Start 


4793 




End 


6098 








GI 


6815099 




Score 


78 








Exons 


4793. .4828, 5981. .6098 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


23471 




Seq. ID 


OJ990615_ 


14 


.9C03 


.C58 


Gene No. 


48854 




Strand 










Start 


221 




End 


5283 








Name 


OJ990615 14. 9C03.C58.ol. 


9 s ... 


Method 


GENSCAN 








Start 


221 




End 


3546 








GI 


none 




Score 


.84 








Exons 


221. .276, 399. .599, 1365 


..1550, 1655.. 


1805, 1877 




2105, 






2220. .2481, 2757. .2897, 


3436. 


.3546 











Seq. No. 23471 

Gene No. 48854 

Start 221 

Name OJ990615JL4 . 9C03 . C58 . ol . np 

Start 965 

GI 4008010 

Exons 965.. 1090, 1377.. 1497, 1594. 

2757... 2839, 5246.. 5283 

GI Descrip. (AF084036) receptor-like protein kinase [Arabidopsis thaliana] 



OJ990615_14.9C03.C5E 

5283 
AAT/NAP 
5283 
244 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1805, 1874. .2148, 2320. .2481, 



Seq. No. 
Gene No. 



23471 
48854 



Seq. ID 
Strand 



OJ990615 14.9C03.C58 



23708 




Start 


221 








End 


5283 


Name 


OJ990615 14 


. 9C03 


.C58 ,ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1386 ~ 








End 


2103 


GI 


none 








Score 


80 


EYons 


1386. . 1481, 


1709 


. . 1804, 


1710. 


.1808-, 1891.. 2097, 1892.. 2089, 




1960 . .2103 












Seq. No. 


23471 








Seq. ID 


OJ990615_14.9C03.C58 


Gene No. 


48854 








Strand 




Start 


221 








End 


5283 


Name 


OJ990615 14 


. 9C03 


,C58 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1658 ~~ 








End 


2484 


GI 


none 








Score 


42 


Exons 


1658 . . 1825, 


1879 


. .2091, 


2305. 


.2409, 2440. .2484 


Seq. No. 


23471 








Seq. ID 


OJ990615_14.9C03.C58 


Gene No. 


48854 








Strand 




Start 


221 








End 


5283 


Name 


OJ990615 14 


. 9C03 


.C58 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1703 ~ 








End 


2091 


GI 


none 








Score 


59 


1—1 *\ W L 


1703. .1804, 


1710 


. . 1808, 


1876. 


.2091, 1£ 


J80. .2089 


Sea No 


23471 








Seq. ;-£D, 


. OJ990615_3.4.9C03.C58 


Gene No. 


48854 








Strand'' 




Start 


221 








End 


5283 


Name 


OJ990615 14 


. 9C03 


. C58 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1709 ~ 








End 


2415 


GI 


none 








Score 


49 


it von 


1709 1825, 


1710 


. . 1853, 


1876. 


.2091, 1880. .1999, 1900. .2106, 




2305 . .2415 












Seq. No. 


23471 








Seq. ID 


OJ990615_14.9C03.C58 


Gene No. 


48854 








Strand 




Start 


221 








End 


5283 


Name 


OJ990615 14 


. 9C03 


. C58 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2224 ~~ 








End 


2846 


GI 


none 








Score 


104 


Exons 


2224 . . 2424, 


2227 


. .2424, 


2751. 


.2846 




Seq. No. 


23472 








Seq. ID 


OJ990615_14.9C03.C59 


Gene No. 


48855 








Strand ' 




Start 


198 








End 


618 


Name 


OJ990615 14 


. 9C03 


,C59.ol 


. as 


Method 


GENSCAN 


Start 


198 ~~ 








End 


618 


GI 


none 








Score 


.51 




198 . . 618 












Seq. No. 


23473 








Seq. ID 


OJ990615_14.9C03.C60 


Gene No. 


48856 








Strand 


+ 


Start 


229 








End 


1324 


Name 


OJ990615 14 


.9C03 


.C60.ol 


. gs 


Method 


GENSCAN 


Start 


229 








End . 


1324 


GI 


none 








Score 


.42 


T7», ~ 


O O A All 1 












LiAUHO 


3 . .111/ ±£.V£. • . 










Seq. No. 


23473 








Seq. ID 


OJ990615_14 . 9C03.C60 



23709 



Gene No. 48857 Strand 

Start 2562 . End 

Name OJ990615_14 . 9C03 . C60 . o2 . gs Method 

Start 2562 End 

GI none Score 

Exons 2562.. 3116 



3116 
GEN SCAN 
3116 
.87 



Seq. No. 
Gene No. 
Start '* 
Name 
Start 
GI 

Exons 



23474 Seq. ID 

48858 Strand 

8284 End 
OJ990615_14 . 9C03 . C61 . o2 . gs Method 

8284 End 

none Score 

8284. .8385, 8631. .8870 



OJ990615_14.9C03.C61 
+ 

8870 
GENSCAN 
8870 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23474 
48859 
7 

OJ990615_14 .9C03.C61.ol.gs 
7 

none 



OJ990615 14.9C03.C61 



Seq. ID _ 
Strand 

End 5970 
Method GENSCAN 
End 5970 
Score .56 

7. .184, 391. .503, 813. .1013, 1850. .2042, 2854. .3059, 3453. .3599, 
3719. .3924, 4687. .4866, 4871. .4956, 5215. .5750, 5965. .5970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23474 Seq. ID 

48860 Strand 

7 684 End 

OJ990615_14 . 9C03 . C61 . ol . tc Method 

669 End ■ 

none Score 



OJ990615_14.9C03.C61 
17849 

TBLASTX: Cress 

11515 

81 • 



669. .722, 824. .868, 11136. . 11324 , 1117 9. . 11307 , 11411 .. 11515, 
11412. .11513 



Seq. No. 23474 
Gene No. ^ * 48860 

Start 7684 

Name OJ990 615_14 . 9C03 . C61 . ol . tm 

Start 669 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615 14.9C03.C61 



17849 

TBLASTX: Maize 
11833 
84 

669. .722, 821. .868, 11178 .. 11240, 11187 .. 11294 , 11208 .. 11324 , 
11209. .11319, 11238. .11330, 11240 .. 1 1392 , 11253 .. 11288 , 
11411. .11557, 11456. .11551, 11650 .. 11700, 11657 .. 11695, 
11713. .11832, 11720.. 11833 



Seq. No. 23474 

Gene No. 48860 

Start 7684 

Name OJ990615__14 . 9C03 . C61 . ol . ts 

Start 669 

GI none 

Exons 669.. 722, 824.. 868, 11136., 
11411. .11548 



Seq. ID OJ990615_14.9C03.C61 
Strand 
End 

Method 
End 
Score 
11324, 11179 



17849 

TBLASTX : Soybean 
11548 
79 

11310, 11405. .11548, 



Seq. No. 

rv xi _ 

Start 
Name 



23474 

a r\ n /- r\ 
1 O O UU 

7684 

OJ990615_14.9C03.C61.ol.np 



Seq. ID OJ990615 14.9C03.C61 



acranu 
End 

Method 



17849 
AAT/NAP 



23710 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7684 End 12115 

6453853 Score 446 

7684. .7707, 10473 .. 10572, 10987 11055, 11173 .. 11321 , 
11414. .11560, 11650.. 12115 

(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



23474 
48860 
7684 

OJ990615_14.9C03.C61.o3.gs 
10497 
none 

10497. . 10572, 10987 11055, 11173 .. 11321, 11414 
11638. .11966, 12200. .12248, 1424 9 .. 14 303, 14867 
15045. .15218, 15804. .15989, 16187 .. 16343, 16439 
17204. .17462, 17748. .17849 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615 14.9C03.C61 



"17849 
GENSCAN 
17849 
.89 



,11545, 
,14922, 
,16667, 



23474 Seq. ID 

48860 Strand 

7684 End 17849 

OJ990615_14 . 9C03 . C61 . o2 . np Method AAT/NAP 

14382 End 17789 

3461841 Score . 194 

14382. .14415, 14816. . 14873, 16219 .. 16346, 16439. 

17198. .17256, 17305 .. 17462 , 17748.. 17789 
(AC005315) putative receptor-like protein kinase 
thaliana] 



OJ990615 14.9C03.C61 



16667, 

[Arabidopsis 



23474 Seq. ID 

48860 Strand 

7684 End 

OJ990615_14 . 9C03 . C61 . ol . gp Method 

14857 End 

426526 Score 



OJ990615_14.9C03.C61 

17849 
AAT/GAP 
15955 
696 



14857. .14922, 15045 .. 15218 , 15804.. 15955 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615 14.9C03.C61 



23474 
48860 
7684 

OJ990615JL4 . 9C03 . C61 . o2 . gp 
16192 

70165JL.R1084 
16192. .16343, 16439. .16676 

1 5734727/gb|AAD49992.1|AC007259_5 5.0e-25 (AC007259) Very 
similar to receptor-like protein kinases [Arabidopsis thaliana] 

Seq. ID OJ990615_14.9C03.C61 



17849 
AAT/GAP 
16676 
"582 



23474 

48860 Strand 

7684 End 
OJ990615_14 . 9C03 . C61 . ol . tw Method 

16226 End 

none Score" 

16226. .16339, 16438 16653, 16439.. 16651 



17849 

TBLASTX: Wheat 
16653 
96 



23474 
48860 



Seq. ID 
Strand 



OJ990615 14.9C03.C61 



23711 




Start 


7684 




End 


17849 


Name 


OJ990615 14.9C03.C61.o2.ts 


Method 


TBLASTX : Soybean 


Start 


16235 




End 


17843 


w X 


none 




Score 


83 


Exons 


16235. 


.16339, 16438. .16680, 


17748. .17843 


Sea No. 


23474 




Seq. ID 


OJ990615_14.9C03.C61 


Gene No. 


48860 




Strand 




Start 


7684 




End 


17849 


Name 


OJ990615 14.9C03.C61.o2.tc-- • 


Method 


TBLASTX: Cress 


Start 


16247 




End 


17807 


GI 


none 




Score 


63 




16247. 


.16339, 16438. .16683, 


16439. .16561, 17316 .. 17450, 




17748. 


. 17807 






Seq. No. 


23474 




Seq. ID 


OJ990615_14.9C03.C61 


Gene No. 


48860 




Strand 




Start 


7684 




End 


17849 


Name 


. OJ990615 14.9C03.C61.o2.tm 


Method 


TBLASTX: Maize 


Start 


16247 




End 


16653 


GI 


none 




Score 


73 


Exons 


16247. 


.16339, 16248. .16340, 


16453. .16653, 16454. .16651 


Seq. No. 


23474 




Seq. ID 


OJ9.90615_14.9C03.C61. 


Gene No. 


48860 




Strand 




Start 


7684 




End 


17849 


Name 


OJ990615 14.9C03.C61.o2.tw 


Method 


TBLASTX: Wheat 


Start 


17208 




End 


17825 


GI 


none 




Score 


117 


Exons 


17208. 


.17447, 17218. .17448, 


17742. .17825 


Sea No 


23475 




Seq. ID 


OJ990615_14.9C03.C62 


Gene No . 


48861 




Strand 




Start 


1 




End 


14006 


Name 


OJ990615 14 .9C03.C62.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3409 


GI 


6453853 


Score 


448 


Exons 


1. .18, 


1952. .2010, 2409. .2477, 2591.. 


2739, 2834.. 2980, 




3099. . 


3409 






GT Descric 


(AC011717) putative. coatomer protein complex, subunit beta 2 




(beta prime) [Arabidopsis thaliana] 




Cprr No 


23475 




Seq. ID 


OJ990615_14.9C03.C62 




48861 




Strand 




Start 


1 




End 


14006 


Name 


OJ990615 14.9C03.C62.ol.gs 


Method 


GENS CAN 


Start 


1209 




End 


12824 


GI 


none 




Score 


.79 


Exons 


1209. . 


1502, 1952.. 2010, 2409 


..2477, 2591.. 2739, 3087.. 3409, 




5068. . 


5084, 5644.. 5699, 5821 


..5988, 6871. .7056, 7228.-7378, 




7474. . 


7702, 8236.. 8491, 8752 


..8816, 9872. .9919, 11949. .12004 




12404. 


.12498, 12765. .12824 






Seq. No. 


23475 




Seq. ID 


OJ990615_14.9C03.C62 








Strand 




Start 


1 




End 


14006 


Name 


OJ990615JL4 .9C03.C62.ol.gp 


Method 


AAT/GAP 



23712 



Start 


1617 








End 


2487 




GI 


- 2317314 








Score 


756 




Exons 


1617. .2010, 


2409. 


.2487 










Seq. No. 


23475 








Seq. ID 


OJ990615 


__14.9C03.C62 


Gene No. 


48861 








Strand 






Start 


1 








End 


14006 




Name 


OJ990615 14 


.9C03. 


C62.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2408 








End 


2935 




GI 


none 








Score 


85 




Exons 


2408. .2479, 


2590. 


.2742, 


2597. 


.2728, 2602. .2745, 


2825. .2908, 




2831. .2935, 


2847. 


.2933 










Seq. No. 


23475 








Seq. ID 


OJ990615 


_14.9C03.C62 


Gene No. 


48861 








Strand 






Start 


1 








End 


14006 . 




Name 


OJ990615 14 


.9C03. 


C62.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2590 








End 


2968 




GI 


none 








Score 


82 




Exons 


2590. .2742, 


2597. 


.2725, 


2825. 


.2968, 2831. '.2968 




O C \*A • m • 


23475 








Seq. ID 


OJ990615 


_14.9C03.C62 


Gene No . 


48861 








Strand 






Start 


1 








.End 


14006 




Name 


OJ990615 14 


.9C03. 


C62.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2605 








End 


3314 




GI 


none 








Score 


100 




Exons 


2605. .2712, 


2605. 


.2658, 


2626. 


.2742, 2627. .2737, 


2671. .2706, 




2831. .2980, 


2847. 


.2933, 


3067. 


.3141, 3099. .3149, 


3162. .3314, 




3169. .3312 














Seq. No. 


■ 23475 








Seq. ID 


OJ990615 


_14.9C03.C62 


Gene No. 


48861 








Strand 






Start 


1 








End 


14006 




Name 


OJ990615 14 


.9C03. 


C62.o2 


.np 


Method 


AAT/NAP 




Start 


5140 








End 


14006 




GI 


4522003 








Score 


201 




Exons 


5140. .5162, 


7281. 


.7378, 


7474. 


.7687, 8213. .8292, 


8341. .8491, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8752.. 8851, 13952.. 14006 

(AC007069) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



23475 
48861 
1 

OJ990615_14.9C03.C62.o2.gp 
7233 

70165 1.R1084 



Seq. ID OJ990615_14.9C03.C62 
Strand 

End 14006 

Method AAT/GAP 

End 8339 

Score 910 



7233.-7378, 7474.. 7702, 8236.-8339 

' 5734727/gb|AAD49992.1|AC007259_5 5.0e-25 (AC007259) Very 
similar to receptor-like protein kinases [Arabidopsis thaliana] 1 



23475 

48861 
i 

OJ990615JL4 . 9C03 . C62 . ol . tw 
7282 



Seq. ID OJ990615_14.9C03.C62 
Strand 



Method 
End 



TBLASTX: Wheat 
7688 



23713 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start-. 

GI 

Exons 

GI Descrip. 



Gene No. 
Start 



none Score 
7282. .7374, 7473.. 7688, 7477. .7686 



104 



23475 
48861 
1 

OJ990615_14 . 9C03 . C62 . o2 . ts 

7282 

none 



Seq. ID OJ990615_14.9C03.C62 
Strand 

End 14006 

Method TBLASTX : Soybean 

End 8835 

Score 72 



7282. .7374, 747 6 7688 , 7477 7599, 8752. .8835 



23475 
48861 
1 

OJ990615_14 . 9C03.C62.o2.tm 

7524 

none 



Seq. ID OJ990615_14.9C03.C62 
Strand 

End 14006 ■ 

Method TBLASTX : Mai ze 

End 8287 

Score 161 



7524. .7718, 7528. .7686, 7529. .7753, 7530. .7715, 8189. .8287 



Seq. ID OJ990615_14.9C03.C63 
Strand + 
End 3413 
Method AAT/NAP • 
End .3410 
Score ' 1685 "* . 



23476 
48862 
867 :r 

OJ990615_14 . 9C03.C63.ol.np 
867 

5739323 
867. .1398, 1474. .3410 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



23476 
48862 
867 

OJ990615_14 . 9C03.C63.ol.gs 

952 

none 

952. .3413 

2347 6 
48863 
6932 

OJ990615_14 . 9C03.C63.o3.gs 

6932 

none 

6932. .8344 



Seq. ID OJ990615_14.9C03.C63 

Strand + 

End 3413 

Method GENSCAN 

End 3413 

Score . 9 



Seq. ID OJ990615_14.9C03.C63 

Strand + 

End 9669 

Method GENSCAN 

End 8344 

Score .97 



23476 
48863 
6932 

OJ990615_14 . 9C03.C63.o2.np 
6964 
5541680 
6964. .8364, 9637. .9669 

(AL096859) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990615_14.9C03.C63 
Strand + 

9669 
AAT/NAP 
9669 
670 



End 

Method 

End 

Score 



48864 
4278 



rx -r r> r> -r r\ f\ r\ /7 *\ C 1 A Anri O f> /T ~) 



Strand 
End 



6656 



23714 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ990615_14. 9C03.C63.o2.gs 

4278 

none 

4278,. 4394, 4419. .4592, 4649. 
5824.. 6129, 6647. .6656 



23476 

48865 

8845 

OJ990 

1179 

none 

1179. 

1248. 

1698. 

2043. 

2253. 

2376. 

2820. 

2846. 



615 14.9C03.C63.o4.tc 



.1463, 1185. .1457, 1197. 

.1457, 1272. .1463, 1272. 

.1808, 1902. .2024, 1929. 

.2132, 2046. .2093, 2178. 

.2366, 2253.-2363, 2253. 

.2669, 2799.-2879, 2808. 

.3002, 2820. .2879, 2822. 

.3073, 2919. .3074 



Method GENSCAN 
End 6656 
Score .52 

.4719, 4847. .5102, 5431. .5765, 



Seq. ID OJ990615_14.9C03.C63 
Strand 

End 13288 
Method TBLASTX : Cress 
End 3074 
Score 109 

.1457, 1248. .1451, 1248. .1457, 

.1427, 1287. .1451, 1299. .1451, 

.2027, 1944.. 2027, 2037.. 2096, 

.2363, 2241. .2363, 2241. .2507, 

.2363, 2265.-2669, 2361. .2678, 

.3002, 2811. .3002, 2819. .3073, 

.3067, 2834. .2941, 2835. .3002, 



23476 
48865 
8845 

OJ990615_14. 

1194 

none 

1194. .1451, 
1263. .1463, 
2046. .2096, 
2259. .2366, 
2478. .2675, 
2825. .3073, 



9C03.C63.o4 .ts 



1209. .1451, 1245. 

1263. .1448, 1332. 

2085.. 2162, 2238. 

2319. .2648, 2373. 

2811. .3002, 2820. 

2840. .3091, 2919. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615 14.9C03.C63 



13288 . 

TBLASTX : Soybean 
3120 
108 

1451, 1263. .1451, 1263. .1451, 
1454, 1383.. 1457, 2037.. 2096, 
2321, 2244. .2363, 2244. .2417, 
2648, 2385.. 2651, 2448.-2648, 
3002, 2820.. 3005, 2822.-2926, 
3080, 3037.. 3120 



23476 
48865 
8845 

OJ990615_14.9C03.C63.o5.tm 

1263 
none 
1263. 
2376. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615 14.9C03.C63 



,1451, 1263. .1409, 2127. 
,2579, 2772. .3002, 2813. 



13288 

TBLASTX: Maize 
3123 
97 

2159, 2244.-2363, 2319.. 2363, 
3112, 2819.. 3094, 2890.. 3123, 



3066. .3119 

23476 
48865 
8845 

OJ990615_14 . 9C03 . C63 . ol . tm 
6941 
none 

6941. .7171, 7184 
7291. .7470, 7318 
7646. .7873, 7658 
7789.. 8127, 8191 

23476 
48865 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_14.9C03.C63 
13288 

TBLASTX: Maize 

8395 

95 



7507, 7211. .7513, 7231. .7524, 7232.-7537, 
7509, 7403. .7468, 7556. .7633, 7571. .7663, 
7831, 7664.. 8065, 7667.. 8395-, 7721.. 7861, 
8283 

Seq. ID OJ990615_14.9C03.C63 
Strand 



23715 



Start 


8845 


End 


13288 


Name 


OJ990615 14 . 9C03.C63.o3.tc 


Method 


TBLASTX: Cress 


Start 


6965 


End 


7759 


GI 


none 


Score 


100 


Exons 


6965.. 7168, 6965.. 7174, 7036. 


.7131, 7181.. 7528, 7235.. 7465, 




7327. .7497, 7565. .7633, 7643. 


.7759, 7643.-7759 


Seq. No. 


23476 


Seq. ID 


OJ990615_14.9C03.C63 


Gene No. 


48865 


Strand 




Start 


8845 


.End 


13288 


Name 


OJ990615 14 . 9C03.C63.ol. tw 


Method 


TBLASTX: Wheat 


Start 


7184 


End 


7972 


GI 


none 


Score 


185 


Exons 


7184. .7510, 7628. .7972, 7789. 


.7971, 7796.. 7915 


Seq. No. 


23476 


Seq. ID 


OJ990615_14 . 9C03.C63 


Gene No. 


48865 


Strand 




Start 


8845 


End 


13288 


Name 


OJ990615 14.9C03.C63.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7421 


End 


8071 


GI 


none 


Score 


76 


Exons 


7421. .7513, 7670. .7744, 7733. 


.8071, 7733. .8050, 7744. .8070 


Seq. No. 


234:7*6 


.Seq, ID 


OJ990615_14.9C03.C63 


Gene No. 


48865 


Strand 




Start 


8845 


End 


13288 


Name 


OJ990615 14.9C03.C63.o2.tc 


Method 


TBLASTX: Cress 


Start 


7760 


End 


8317 


GI 


none 


Score 


311 


Exons 


7760. .8317, 7954. .8271 






Sea No. 


23476 


Seq. ID 


OJ990615_14.9C03.C63 


Gene No . 


48865 


Strand 




Start 


8845 


End 


13288 


Name 


OJ990615 14.9C03.C63.o4.gs 


Method 


GENSCAN 


Start 


8845 


End 


12686 


GI 


none 


Score 


.89 


Exons 


8845. .8865, 10904 .. 11021 , 11107. .11199 


, 11452. .11585, 




11668. .11946, 12032. .12117, 12201 .. 12293, 12385 .. 12477 , 




12579.. 12686 






Seq. No. 


23476 


Seq. ID 


OJ990615_14.9C03.C63 


Gene No . 


48865 


Strand 




Start 


8845 


End 


13288 


Name 


OJ990615 14 . 9C03.C63.ol.gp 


Method 


AAT/GAP 


Start 


10476 


End 


10969 


GI 


94255 1.R1084 


Score 


662 


Exons 


10476. .10795, 10902. .10969 








, 4733981/gb|AAD28662.1|AC007268 1 3.0e 


-15 (AC007268) putati 1 




serine carboxypeptidase [Arabidopsis thaliana] ' 


Seq. No. 


23476 


Seq. ID 


OJ990615_14.9C03.C63 


Gene No. 


48865 


Strand 




Start 


8845 


End 


13288 


Name 




Method 


rrn LA°TX : Maize 


Start 


10600 


End 


10926 


GI 


none 


Score 


166 



23716 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



10600. .10764, 10601. .10765, 10708 10800, 10768 10791, 
10901. .10924, 10903. .10926 



23476 
48865 
8845 

OJ990615_14.9C03.C63.o3.np 
10626 
4733981 
10626. .10794, 
11668. .11946, 
12579. .12735, 



10901. 
12032. 
13267. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11107 
12201 



11199, 
12293, 



11021, 
12117, 
13288 

(AC007268) putative serine carboxypeptidase II 
thaliana] 



OJ990615 14.9C03.C63 



13288 
AAT/NAP 
13288 
1165 

11452, 
12385, 



,11585, 
,12477, 

[Arabidopsis 



JC^i IN . 


23476 






Seq. ID 


OJ990615 


_14 .9C03 


.C63 


UCllC LN ^ • 


48865 






Strand 








Start 


8845 






End 


13288 






Name 


OJ990615 14.9C03.C63 


. o3 . t s 


Method 


TBLASTX: 


Soybean ■ 






10636 






End 


10793 








none 






Score 


118 






Exons 


10636. 


.10791, 10640. 


.10792, 


10652. .10792, .10728 


. .10793 




O C • L< U i 


23476 






Seq.. ID 


OJ990615 


_14.9C0.3 


.C63 


VJCtlC VtKJ ■ 


48865 






Strand 








Start 


8845 






■ End 


13288 






ln en nc- 


OJ990615 14.9C03.C63 


. o 1 . t c 


Method 


TBLASTX: 


Cress 




Start 


10970 






End 


11838 






Ol 


none 






Score 


65 








10970. 


.11026, 10974. 


. 11036, 


10977. .11033, 11108 


. . 11197, 






11109. 


.11198, 11109. 


.11207, 


11450. .11581, 11454 


. . 11582, 






11454. 


.11582, 11455. 


. 11643, 


11672. .11836, 11672 


. . 11746, 






11686. 


.11838 












Seq. No. 


23476 






Seq. ID 


OJ990615 


_14.9C03 


.C63 


Gene No. 


48865 






Strand 








Start 


8845 






End 


13288 






Name 


OJ990615 14.9C03.C63 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


10982 






End 


12696 






GI 


none 






Score 


64 






Exons 


10982. 


.11026, 11109. 


.11207, 


•11451. .11537, 11451 


. .11576, 






11830. 


.11946, 12029. 


.12121, 


12190. .12294, 12401 


. .12478, 






12583. 


.12696 












Seq. No. 


23476 






Seq. ID 


OJ990615 


_14.9C03 


.C63 


Gene No. 


48865 






. Strand 








Start 


8845 






End 


13288 






Name 


OJ990615 14.9C03.C63 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


10982 






End 


12696 






GI 


none 






Score 


114 






Exons 


10982. 


.11026, 11109. 


.11210, 


11943. .11993, 12029 


. .12121, 






12190. 


.12294, 12410. 


.12478, 


12420. .12479, 12569 


. .12688, 






12580. 


.12696 













Gene No. 4.88 65 Strand 

Start 8845 End 13288 



23717 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq.. No. 

Gene Nol" 

Start 

Name 

Start 

GI 

Exons 



* OJ990615_14 . 9C03 . C63 . o2 . tm Method TBLASTX : Maize 
11520 End 11887 

none Score 62 

11520. .11582, 11521. .11583, 11651 .. 11887, 11686.. 11886 



23476 
48865 
8845 

OJ990615_14.9C03.C63.o2.gp 
12220 

61952 1.R1084 



Seq. ID OJ990615_14.9C03.C63 
Strand 

End 13288 

Method AAT/GAP 

End 12708 

Score 461 



12220. .12293, 12384 12477 , 12579.. 12708 

»4733981/gb|AAD28662.1|AC007268_l 5.0e-35 (AC007268) putative 
serine carboxypeptidase [Arabidopsis thaliana] 1 



23477 Seq. ID 

48866 Strand 

394 End 
OJ990615_14 . 9C03 . C70 . ol . gp Method 

394 End 

426526 Score 

394.-459, 582. .755, 1341. .1492 

23477 Seq. ID 

48866 ■ • Strand 

394 End 
OJ990615_14 . 9C03 . C70 . ol . gs Method 

404 End 

none Score 

404. .459, 582. .755, 1341. .1421 



Seq. No. 23478 Seq. ID 

Gene No. 48867 Strand 

Start ' 34 . End 

Name OJ990615_14 . 9C03 . C72 . ol . gs Method 

Start 34 End 

GI none Score 

Exons 34.. 187, 394.. 410 

Seq. No. 23479 Seq. ID 

Gene No. - 48868 Strand 

Start 27 End 

Name OJ990615_14 . 9C03 . C78 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

r^T ~ ~~ 4 * 



23480 
48869 
1395 

OJ990615_14.9C03.C7 9.ol.np 
698 

6069646 

698. .989, 2143. .2177 



OJ990615_14.9C03.C70 

1492 
AAT/GAP 
1492 
692 



OJ9906i5_14 . 9C03.C70 

1492 
GENSCAN 
1421 
.71 



OJ990615_14 . 9C03.C72 
+ 

410 

GENSCAN 

410 

.86 



OJ990615_14 . 9C03.C78 
452 

GENSCAN 

452 

.95 



Seq. ID 

Strand 

End 

Method 

End 

Score 

= reverse 



OJ990615_14 . 9C03.C79 

2177 
AAT/NAP 
2177 
58 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

GI Descrip. 



putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



23480 
48869 
1395 

OJ990615_14. 9C03.C7 9.ol. tm 

1096 

none 

1096.. 1248, 1100.. .1240, 1114, 

23480 
48869 
1395 

OJ990615_14 .9C03.C79.ol.gs 

1395 

none 

1395.. 1613 
23481 .*T . 



OJ990615_14.9C03.C79 
2177 • 

TBLASTX: Maize 
1363 
86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1242, 1250. .1363, 1256. .1363 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_14.9C03.C79 

2177 
GEN SCAN 
1613 
.76 



Seq. ID OJ990615_14.9C03.C80 



48870 Strand 
1 End 1526 

OJ990615_14 . 9C03.C80.ol.np Method AAT/NAP 
■ 1 End 1526 

6069646 Score 247 

1..78, 997. .1526 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi i 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



23481 
48870 
1 

OJ990615_14. 9C03.C80.ol.gs 

692 

none 

692.. 822, 1023.. 1089 

23481 
48870 
1 

OJ990615_14 .9C03.C80.ol.tm 

1081 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_14 . 9C03 . C80 

1526 
GEN SCAN 
1089 
.93 



OJ990615_14 . 9C03 . C80 
1526 

TBLASTX: Maize 

1401 

40 



1081. .1212, 1200. .1400, 1201. .1248, 1303. .1401 



23482 
48871 
1 

OJ990615_14.9C03.C81.ol.np 
1 

6069646 



Seq. ID OJ990615_14.9C03.C81 



Strand 
End 

Method 

End 

Score 



2124 
AAT/NAP 
2124 
169- 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
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Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence/ 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



23482 
48871 
1 

OJ990615_14 . 9C03 . C81 . ol . tm 
68 

none . 

68. .145, 118. .333, 324. .407 



Seq. ID OJ990615_14.9G03.C81 
Strand 

End 2124 

Method TBLASTX : Mai ze 

End 4 07 

Score ' 7 8 



Seq. ID OJ990615_14.9C03.C83 
Strand 

430 

AAT/NAP 
430 
207 



23483 
48872 
1 

OJ990615_14.9C03.C83.ol.np 
1 

3876927 
1..190, 281. .430 

(Z68342) Similarity to Human Coatomer beta 1 subunit 
(SW:COPP_HUMAN) ; cDNA EST EMBL:T00205 comes from this gene; cDNA 
EST EMBL:D33984 comes from this gene; cDNA EST EMBL:D36965 comes 
from this gene; cDNA EST EMBL:D67413 comes ... 



End 

Method 

End 

Score 



Seq. ID OJ990615_14.9C03.C83 
Strand 

End 430 

Method AAT/NAP 

End 430 

Score 206 



23483 
48872 
1 

OJ990615_14.9C03.C83.o2.np 
1 

5902363 
1..190, 281. .430 

(AC009322) Putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



23483 
48872 
1 

OJ990615_14.9C03.C83.ol.gs 
42 

none 

42. .108, 281. .418 



Seq. ID OJ990615_14.9C03.C83 
Strand 

End 430 

Method GENS CAN 

End . 418 

Score . 9 



Seq. ID OJ990615_14.9C03.C84 
Strand + 
78 

AAT/GAP 
78 
126 



23484 
48873. 
1 

OJ990615_14.9C03.C84.ol.gp 
1 

LIB3477-003-P1-K1-E9 
1..78 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



23485 



OJ990615_14.9C03.C85.ol.gp 



Seq. ID OJ990615_14,9C03.C85 

Strand - 

End 814 

Method AAT/GAP 
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Start 1 

GI 426526 

Exons 1..77, 663.. 814 

Seq, No. 23486 

Gene No. 48875 

Start 250 

Name OJ990615_14 . 9C03 . C91 . ol . gs 

Start 250 

GI .none 

Exons 250.. 284, 399.. 550 

Seq. No. 23487 

Gene No. 48876 

Start 485 

Name OJ990615_14 . 9C03 . C93 . ol . gs 

Start 485 

GI none 

Exons 485.-649 

Seq. No. 23488 

Gene No. . 48877 

Start 218 

Name OJ990615_14 . 9C03 . C94 . ol . gs 

Start 218 

GI none 

Exons 218.. 343 

Seq. No. 23489 

Gene No. 48878 

Start 97 

Name OJ990615_14 . 9C03 . C95 . ol . gs 

Start ' 97 

GI none 

Exons _ 97.. 171, 525.. 563 

Seq. No. 23490 

Gene No. 48879 

Start 1466 

Name 0 J990615_14 . 9C03 . C97 . o2 . gs 

Start 1466 

GI none 

Exons ... 14*66. . 1565 

Seq. No. 23491 

Gene No. 48880 

Start 907 

Name OJ990615_14 . 9C03 . C98 . ol . gs 

Start 907 

GI none 

Exons 907.. 1044 

Seq. No. 23492 

Gene No. 48881 

Start 12 

Name OJ9904 15_12 . 9C10 . CI . ol . gs 

Start ■ 12 



End 
Score 



814 
426 



Seq. ID OJ990615_14.9C03.C91 
Strand 

End 550 

Method GENSCAN 

End 550 

Score . 4 



Seq. ID OJ990615_14.9C03.C93 

Strand 

End 64 9 

Method GENSCAN 

End 64 9 

Score .53 



Seq. ID OJ990615_14.9C03.C94 

Strand + 

End 343 

Method GENSCAN 

End 343 

Score .73 



Seq. ID OJ990615_14.9C03.C95 
Strand 

End 563 

Method GENSCAN 

End 563 

Score . 65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990615_14 . 9C03 -C97 

1565 
GENSCAN 
1565 
.61 



OJ990615_14.9C03.C98 

1044 
GENSCAN 
1044 
.71 



OJ990415 12.9C10.C1 



GENSCAN 
690 
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GI 

Exons 



none 

12. .62, 565. 



Score 



690 



.51 



Seq. No. 23492 

Gene No. 48882 

Start 1 

Name OJ990415_12 . 9C10 .CI . ol . np 

Start 1 

GI 5852175 

Exons 1..59, 630. .686, 758. .800 
GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ990415_12.9C10.C1 
Strand 

End 800 

Method AAT/NAP 

End 800 

Score 66 



Seq. No. 23493 Seq. ID 

Gene No. 48883 Strand 

Start 452 End 

Name OJ9904 15_12 . 9C10 .C2 . ol . gs Method 

Start 452 End 

GI none Score 

Exons 452 . . 550 



OJ990415_12.9C10.C2 
+ 

550 

GENS CAN 

550 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23494 Seq. ID 

48884 Strand 

2626 End 

OJ9904 15_12 . 9C10 . C3 . o2 . np Method 

2290 End 

4510387 Score 



OJ990415_12.9C10.C3 
+ 

4236 
AAT/NAP 
4236 
25 



2290. .2379, 2580. .2657, 4207. .4236 

(AC007017) unknown protein [Arabidopsis thaliana] 



Seq. No. 23494 Seq. ID 

Gene No. 48884 - Strand 

Start 2626 End 

Name OJ9904 15_12 . 9C10 . C3 . o2 . gs Method 

Start 2626 End 

GI none Score 

Exons 2626.. 2814, 2828.. 3016 



OJ990415_12.9C10.C3 
+ 

4236 
GENSCAN 
3016 
.66 



Seq. No. 
Gene No. 
• Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23494 Seq. ID OJ9904 15_12 . 9C10 . C3 

48885 Strand 

1 End 1889 

OJ990415_12.9C10.C3.ol.np . Method - AAT/NAP 

1 End 1583 

417154 Score 842 

1..48, 633.. 1058, 1458. .1583 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 

82 - rice {strain Taichung Native One) gi I 20256 | emb | CAA77 978 | 

(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



23494 Seq. ID 

48885 Strand 

1 End 

OJ990415_12. 9C10.C3.ol.gs Method 

630 End 

none Score 

630 ..1058, 1360. 



OJ990415_12.9C10.f-3 

1889 
GENSCAN 
1889 
.8 



1 A C O 

» J. -J , 



Seq. No. 



23494 



Seq. ID OJ990415_12. 9C10.C3 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



C <=> rr 

Gene No. 
Start 



48885 Strand 

1 End 1889 

OJ990415_12.9C10.C3.ol.gp Method AAT/GAP 

636 End 1697 

438_2.R1084 Score 1179 
636. .1058, 1458. .1697 

f 5123910/emb|CAA67191.1| 8.0e-15 (X98582) HSP80-2 [Triticum 
aestivum] ' 



23494 
48886 
3890 

OJ990415_12.9C10.C3.ol.tc 

627 

none 



-Seq. ID OJ990415_12.9C10.C3 
Strand 

End 9352 

Method TBLASTX : Cress 

End 1577 

Score 65 



627. .725, 636. .1058, 640. .1002, 786. .1067, 1458. .1577, 
1459. .1575 



23494 
48886 
3890 

OJ990415_12. 9C10.C3.ol.tm 
627 

none . 



Seq. ID OJ990415_12.9C10.C3 
Strand 

End 9352 

Method TBLASTX : Maize 

End 1587 

Score 111- 



627. .725, 636. .1058, 640. .1008, 786. .1055, 1458. .1544, 
1458. .1583, 1459. .1587 



Seq. ID OJ990415_12.9C10.C3 
Strand 

End 9352 

Method TBLASTX : Soybean 

End 1575 

Score 70 

632. .709, 636.-983, 639. .713, 640. .978, 960. .1064; 960. .1058, 
1485. .1544, 1485. .1559, 1486. .1575 



23494 
48886 
3890 

OJ9904 15_12 . 9C10 . C3 . ol . ts 
632 
none 



23494 
48886 
3890 

OJ990415_12.9C10.C3.ol.tw- 

810 , 

none 



Seq. ID OJ990415_12.9C10.C3 
Strand 

End 9352 

Method TBLASTX : Wheat 

End 1587 

Score 303 



810. .1055, 814. .1056, 816'.. 1058, 1456. .1584, 1458. .1544, 
1458.. 1586, 1459.. 1587 



23494 
48886 
3890 

OJ990415_12.9C10.C3.o3.gs/. 
3890 
none 



Seq. ID OJ990415_12.9C10.C3 
Strand 

9352 
GENSCAN 
7733 
.65 



End 

Method 
End 
Score 

3890.. 3909, 4033.. 4130, 4946.. 5100, 5232.. 5341, 5425.. 5522, 
5942. .6039, 7653. .7733 



234 94 
48886 
3890 



Seq. ID OJ990415 12.9C10.C3 
Strand 

End 9352 
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Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990415_12.9C10.C3.o3.np 
4046 
.4585981 
4046. .4076, 4361. .4486, 5040. 



Method AAT/NAP 
End 9352 
Score 761 

.5100, 5223. .5341, 5425. .5522, 



5817. .5873, 5942. .6046, 6153. .6217, 7086. .7188, 7359. .7478, 
7624. .7721, 7747. .7905, 7999. .8205, 8277. .8506, 9239. .9352 
(AC005287) similar to Na+/H+-exchanging proteins [Arabidopsis 
thaliana] 



23494 
48886 
3890 

OJ990415_12.9C10.C3.o3.tm 
4052 
none 
4052. 
5230. 



.4159, 5014, 
.5343, 5420, 
5941.. 6051, 6152. 



,5106, 
,5524, 
,6217, 



5042. 
5424. 
6154. 



Seq. ID OJ990415_12. 9C10.C3 
Strand 

End 9352 

Method TBLASTX : Maize 

End 634 6 

Score 86 

.5101, 5229. .5342, 5229.-5342, 
.5525, 5795. .5872, 5795. .5872, 
.6216, 6293.. 6346, 6295. .6345 



23494 
48886 
3890 

OJ990415_12.9C10.C3.o2.ts 
5447 



Seq. ID OJ990415_12. 9C10.C3 
Strand 

9352 

TBLASTX : Soybean 
8082 
65 

.6039, 5942. .6040, 
.6352, 6295. . 6345, 



End 

Method 
. End 

none Score 
5447.. 5524, 5795.. 5860, 5795. ,5857, 5941, 
6152. .6217, 6154.. 6216, 6158.. 6217, 6293, 
7164. .7196, 7357. .7467, 7358.-7456, 7638. .7718, 7654. .7716, 
7654.-7722, 7792. .7899, 7793. .7810, 7794. .7904, 7996. .8082, 
7997.-8080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23494 
48886 
3890 

OJ990415_12. 9C10.C3.o2.tm 

7534 

none 

7534.-7554, 
7792,-7899, 
8182. .8232, 



7638.. 7718, 7651. 
7794. .7904, 7794. 
8185. .8241, 8186. 



23494 
48886 
3890 

OJ9904 15_12 . 9C10 . C3 . o2 . tc 

7638 

none 

7638. .7718, 7644.-7724, 7654, 
7994. .8080, 7996.. 8082, 8185, 



OJ990415_12. 9C10.C3 
9352 

TBLASTX: Maize 
8242 
35 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7716, 7651. .7722, 7783, 
.7904, 7996. .8082, 7997, 
.8242 



.7899, 
.8083, 



Seq. ID OJ990415_12.9C10.C3 
Strand 

End 9352 

Method TBLASTX: Cress 

End 8502 

Score 73 

.7737, 7792. .7905, 7794. .7904, 
.8208, 8291. .8350, 8455. .8502 



Seq. No. 23494 

Gene No. 48886 

Start 3890 

Name OJ9904 15_12 . 9C10 . C3 . o2 . gp 

cf o ion a 

1-f l_f_t J- l_ I \J \J -Z 

GI uC-osflM202053d07bl 

Exons 7804v .7905, 7997.. 8082, 8185. 



Seq. ID 

Strand 

End 

Method 



OJ990415_12.9C10.C3 

9352 
AAT/GAP 



Score 690 

.8209, 8289. .8348, 8455. .8506, 
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9239. .9352 

GI Descrip. ' 4585981/gb | AAD25617 . 1 | AC005287_19 8.0e-17 (AC005287) similar to 
Na+/H+-exchanging proteins [Arabidopsis thaliana] 1 



Sea No 


23494 




Sea. ID 


OJ990415 12.9C10 


.C3 


Gpne No 


48886 




Strand 






Start ' 


3890 




End 


9352 




Name 


OJ990415 12.9C10.C3. 


o4 . gs 


Method 


GENSCAN 




Start 


9104 




End 


9220 




GI 


none 




Score 


.83 




Exons 


9104 . . 9220 










Seq. No. 


23495 




Seq. ID 


OJ990415 12.9C10 


.C4 


Gene No . 


48887 




Strand 


+ ~ 




Start 


1144 




End 


2020 




Name 


OJ990415 12 . 9C10 .C4 . 


ol . gs 


Method 


GENSCAN 




Start 


1144 _ 




End 


2020 




GI 


none 




Score 


.52 




Exons 


1144. .2020 










Spa No 


23496 




Seq. ID 


OJ990415_12. 9C10 


.C5 


(tjpnp No 


48888 




Strand 


+ 




Start 


1 




End 


1435 




Name 


OJ990415 12.9C10.C5. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1435' 




GI 


3549626 




Score 


746 




Exons 


1..1152, 1379. .1435 










GI Descrio 


(AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 


Sea No 


23496 




Seq. ID 


OJ990415 12.9C10 


.C5 


Cpnp Mo 


48888 




Strand 


+ 




Start 


1 




End 


1435 




Name 


OJ990415 12.9C10.C5. 


ol.gs 


Method 


GENSCAN 




Start 


120 




End 


1033 




GI 


none 




Score 


.75 




Exons 


120. .1033 










Sea No 


23496 




Seq. ID 


OJ990415_12.9C10 


.C5 


Gpnp No 


48888 




Strand 


+ 




Start 


1 




End 


1435 




Name 


OJ990415 12.9C10.C5. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


200 




End' 


1153 




GI 


none 




Score 


46 




Exons 


200. .271, 289. .591, 


302. .601, 


400. .591, 


620. .952, 625..! 


343, 




704. .952, 1043. .1153 








O C • U • 


23496 




Seq. ID 


OJ990415_12. 9C10 


.C5 


Gene No. 


48888 




Strand 


+ 




Start 


1 




End 


1435 




Name 


OJ990415 12.9C10.C5. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


203 




End 


1006 




GI 


none 




Score 


57 




Exons 


203. .271, 302. .454, 


433. .597, 


443. . 619, 


620. .1006, 625. 


.78( 




62 6.. 937 










Seq. No. 


23496 




Seq. ID 


OJ990415_12. 9C10 


.C5 


Gene No. 


48888 




Strand ' 







23725 



Start 
Name 
Start 
GI 

Exons 



OJ9904 15_12 . 9C10 .C5.ol.tm 

209 

none 



End 

Method 

End 

Score 



1435 

TBLASTX: Maize 

1147 

53 



209. .271, 302. .607, 397. .585, 623. .949, 628. .843, 692. .949, 
1034. .1147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23496 
48888 
1 

OJ9904 15_12 .9C10.C5.ol. tw 

258 

none 



Seq. ID OJ990415_12.9C10.C5 

Strand + 

End 1435 

Method TBLASTX : Wheat 

End 675 

Score 426 



258.-428, 287. .613, 412. .585, 450. .608, 625. .675 



23496 
48888 
1 

OJ9904 15_12 . 9C10 . C5 . o2 . tw 

677 

none 

677. .796, 803. .940, 809. .943 



Seq. ID OJ990415_12.9C10.C5 

Strand + 

End 1435 

Method TBLASTX : Wheat 

End 943 

.Score 116 



23496 
48888 
1 

OJ990415_12.9C10.C5.ol.gp 
712 

LIB3432-015-P1-K1-G6 
712. .1176 

1 4826399/emb | CAB42872 . 1 | 2 . Oe-33 (AJ012423) wall-associated 
kinase 2 [Arabidopsis thaliana] 1 



Seq. ID OJ990415_12. 9C10.C5 
Strand + 

1435 
AAT/GAP 
1176 
870 



End 

Method 

End 

Score 



Seq. ID OJ990415..12.9C10.C6 

Strand + 

End 716 

Method AAT/NAP 

End 716 ■ 

Score 868 



23497 
48889 
173 

OJ9904 15_12 .9C10.C6.ol. np 
173 

417154 
173. .716 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 


23497 






Seq. ID 


OJ990415JL2. 9C10 


.C6. 


Gene No. 


48889 






Strand 


+ 




Start 


173 






End 


716 




Name 


OJ990415 


12.9C10.C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


173 






End 


622 




GI 


none 






Score 


148 




Exons 


173. .271, 


174. .296, 


179. .271, 


391. .615, 


392. .622 




Seq. No. 


23497 






Seq. ID 


OJ990415_12. 9C10 


.C6 


Gene No. 


48889 






Strand 


+ 






no 






End 


716 




Name 


OJ990415 


12.9C10.C6 


. ol . tc 


Method 


TBLASTX^: Cress 




Start 


173 






End 


715 





23726 




GI 


none 


Score 


151 




173 262 179 271, 190. .282, 


382. .714 


, 391.. 714, 392.. 715, 




404 . .715 






Seq. No. 


23497 


Seq. ID 


OJ990415_12.9C10.C6 


Gene No. 


48889 


Strand 


+ 


Start 


173 


End 


716 


Name 


OJ990415 12 . 9C10 .C6.ol . tm 


Method 


TBLASTX: Maize 


Start 


173 _ 


■ End 


716 


GI 


none 


Score 


150 .' 




173. .271, 177. .296, 179. .271, 


391 ; .714 


, 392. .715, 393. .716 


Seq. No. 


23497 


Seq. ID 


OJ990415 12.9C10.C6 


Gene No. 


48889 


Strand 


+ 


Start 


173 


End 


716 


Name 


OJ990415 12.9C10.C6.ol.gp 


Method 


AAT/GAP 


Start 


174 


End 


716 


GI 


438 1.R1084 


Score 


1035 


Exons 


174. .716 






GI Descrip. 


M17154/sp|P33126|HS82 ORYSA 


1.0e-172 


HEAT SHOCK PROTEIN 82 



>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] 1 



beq. no. 


23497 




Seq. ID 


OJ990415_12.9C10, 






48889 




Strand 


+ ■ 




Start 


173 




End 


716 




Name 


OJ990415 


12.9C10.C6.ol.gs 


Method 


GENSCAN 




Start 


176 




End 


665 




GI 


none 




Score 


.96 




Exons 


176. . 665 










Seq. No. 


23497 




Seq. ID 


OJ990415_12.9C10, 


.C6 


Gene No. 


48889 




Strand 


+ 




Start 


173 




End 


716 




Name 


OJ990415 


_12.9C10.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


179 




End 


715 




GI 


none 




Score 


151 




Exons 


179. .271, 


183. .293, 391. .714, 


392. .715 


, 404. .715 




Seq. No. 


23498 




Seq. ID 


OJ990415_12.9C10, 


.C7 


Gene No. 


48890 




Strand 






Start 


118 




End 


1462 




Name 


OJ990415 


12.9C10.C7.ol.np 


Method 


AAT/NAP 




Start 


118 




End 


1385 




GI 


4587599 




Score 


498 




Exons 


118. .188, 


266. .428, 999. .1385 








GI Descrip. 


(AC006951) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23498 




Seq. ID 


OJ990415_12.9C10, 


.CI 


Gene No. 


48890 




Strand 






Start 


118 




End 


1462 




Name 


OJ990415 


12.9C10.C7.ol.gs 


. Method 


GENSCAN 




Start 


969 




End 


. 1418 










C ^. -v-^ 


. 97 




Exons 


969. . 1418 











23727 




Seq. No. 


23498 


Seq. ID 


OJ990415_12.9C10. 


C7 


Gene No. 


48890 


Strand 






Start 


118 


End 


1462 




Name 


OJ990415 12. 9C10.C7.ol.gp 


Method 


AAT/GAP 




Start 


1013 ~~ 


End 


1462 




GI 


2800165 


Score 


747 




Exons 


1013. . 1462 








Seq. No. 


23498 


Seq. ID 


OJ990415_12.9C10. 


C7 


Gene No. 


48891 


Strand 






Start 


1789 


End 


2209 




Name 


OJ990415 12.9C10.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


379 


End 


1235 




GI 


none 


Score 


65 




Exons 


379.-429, 381. .428, 979. .1179, 999. .1235 




Seq. No. 


23498 


Seq. ID 


OJ990415_12.9C10. 


C7 


Gene No. 


48891 


Strand 






Start 


1789 


End 


2209 




Name 


OJ9S0415 12.9C10.C7.ol.tm - 


Method 


TBLASTX: Maize 




Start 


979 


End 


1166 




GI 


none 


Score 


155 




Exons 


979. .1158, 999. .1160, 1038. 


.1166 






Seq. No. 


23498 


Seq. ID 


OJ990415_12.9C10. 


C7 


Gene No. 


48891 


Strand 






Start 


1789 


End 


2209 




Name 


OJ990415 12.9C10.C7.o2.gp 


Method 


AAT/GAP 




Start 


1789 


End 


2209 




GI 


4715863 


Score 


811 




Exons 


1789. .2209 








Seq. No. 


23499 


Seq. ID 


OJ990415_12. 9C10. 


C8 


Gene No. 


48892 


Strand 






Start' 


350 


End 


472 




Name 


OJ990415 12.9C10.C8.ol.gs 


Method 


GEN SCAN 




Start 


350 


End 


472 




GI 


none 


Score 


.49 




Exons 


350. .472 








Seq. No. 


23500 


Seq. ID 


OJ990415_12.9C10. 


C10 


Gene No. 


48893 


Strand 






Start . 


136 


■ End 


479 




Name 


OJ990415 12.9C10.C10.ol.np 


Method 


AAT/NAP 




Start 


136 


End 


479 




GI 


4115536 


Score 


101 




Exon ^ 


136. .479 








GI Descrip. 


(AB012115) UDP-glycose: f lavonoid glycosyltransf erase [Vigna 




mungo] 








O C VJ . L>V_/ . 


23500 


Seq. ID 


OJ990415_12. 9C10. 


C10 


Gene No. 


48893 


Strand 






Start 


136 


End 


479 




Name 


OJ990415_12.9C10.C10.ol.gs 


. Method 


GENSCAN 




Start 


280 




-d a a 

~J *i U 




GI 


none 


Score 


.53 




Exons 


280. .348 









23728 



Seq. No. 


23501 




Seq. ID 


OJ990415_12.9C10.C11 


Gene No. 


48894 




Strand 


+ 


Start 


1 




End 


755 




OJ990415 12 


9C10 Cll ol nD 


Method 


AAT/NAP 


>D Lai t_ 






End 


'755 


\J ± 


?S4 9626 




Score 


516 




1 . .755 










(AJ009696) 


1 1 — a c; qoC i at" Pfi 

rV u ^ .X, CL O \w/ V*** -L CI L» ~ ? 


kinase 1 [Arabidopsis thaliana] 


Seq. No. 


23501 




Seq. ID 


OJ990415_12.9C10.C11 


f^pnp No 


48894 




Strand 


+ 


O Lai l— 


1 




End 


755 


Name 


OJ990415 12 


9C10 Cll ol tm 


Method 


TBLASTX: Maize 


q-H a rt 


44 ~ 




End 


665 


GI 


none 




Score 


112 




44 103 45 


125. 141 467. 


146. .361, 


210. .467, 552. .665 


Seq. No. 


23501 




Seq. ID 


OJ990415_12. 9C10.C11 


Gene No. 


48894 




Strand 


+ 


Start 


1 




End 


755 


Name 


OJ990415 12 


. 9C10.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


44 




End 


524 


GI 


none 




Score 


108 ■ 


Exons 


44. .115, 45 


. .137, '138. .524, 


143. .298, 


144. .455 



Seq. No. 


23501 








Seq. ID 


OJ990415_12.9C10.C11 


Gene No. 


48894 








Strand 


+ 


Start 


1 








End 


755 


Name 


OJ990415 


_12. 


9C10.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


45 








End 


671 


GI 


none 








Score 


125 


Exons 


45. .119, 


47. 


.109, 138.. 


470, 


143. .361, 


222. .470, 561. .671 


Seq. No. 


23501 








Seq. ID 


OJ990415_12.9C10.C11 


Gene No. 


48894 








Strand 


+ 


Start 


1 








End 


755 


Name 


OJ990415 


_12. 


9C10.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


69 








End 


461 


GI 


none ■ 








Score 


162 


Exons 


69. .314, 


321 


..458, 327. 


.461 







Seq. No... 23501 Seq. ID 

Gene No. 48894 Strand 

Start 1 End 

Name OJ990415_12 . 9C10 . Cll . ol . gp Method 

Start 230 End 

GI LIB3432-015-P1-K1-G6 Score 

Exons 230. .694 - 

GI Descrip. 1 4 82 6399/emb | CAB42872 . 1 | 2 . Oe-33 (AJ012423) wall-associated 
kinase 2 [Arabidopsis thaliana] ? 



OJ990415_12. 9C10.C11 
+ 

755 

AAT/GAP 

694 

870 



Seq. No. 23501 Seq. ID 

Gene No. 48894 Strand 

C*4 ,^.4- 1 T-i ] 

Name OJ990415_12 . 9C10 .Cll . ol . gs Method 

Start 274 End 



OJ990415_12 . 9C10.C11 
+ 

"7 17 17 
/ JJ 

GENS CAN 
551 



23729 




GI 


none 






Score 


.64 




Exons 


274. .551 












Seq. No. 


23502 






Seq. ID 


OJ990415_12. 9C10. 


C12 


Gene No. 


48895 






Strand 






Start 


221 






End 


337 




Name 


OJ990415 12 


.9C10.C12.ol 


. gs 


Method 


GENSCAN 




Start 


221 






End 


337 




GI 


none 






Score 


.95 




Exons 


221. ,337. 












Seq. No. 


23503 






Seq. ID 


OJ990415_12.9C10. 


C13 


Gene No. 


48896 






Strand 


+ 




Start 


822 






End 


1664 




Name 


OJ990415 12 


.9C10.C13.ol 


.np 


Method 


AAT/NAP 




Start 


822 






End 


1664 




GI 


5042448 






Score 


1233 




Exons 


822. .1664 












GI Descrip. 


(AC007789) 


putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza 


sativa] 








Seq. No. 


23503 






Seq. ID 


OJ990415_12.9C10. 


C13 


Gene No. 


48897 






Strand 


+ 




Start 


1918 






End 


5385 




Name 


OJ990415 12 


.9C10.C13.o2 




Method 


AAT/NAP 




Start 


1918 






End 


5385 




GI 


4680179 






Score 


5860 




Exons 


1918. .5385 












GI Descrip. 


(AF1117b9) 


polyprotem 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


23503 






Seq. ID 


OJ990415_12. 9C10. 


C13 


Gene No. 


48897 






Strand 


+ 




Start 


1918 






End 


5385 




Name 


OJ990415 12 


.9C10.C13.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2185 






End 


2544 




GI 


none 






Score 


298 




Exons 


2185. .2544, 


2211. .2285, 


2310. . 


.2543 






Seq. No. 


23503 






Seq. ID 


OJ990415JL2. 9C10. 


C13 


Gene No. 


48897 






Strand 


+ 




Start 


1918 






End 


5385 ' 




Name 


OJ990415 12 


.9C10.C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start . 


2425 






End 


2757 




GI 


none 






Score 


211 




Exons 


2425. .2757, 


2425. .2709, 


2442. . 


,2612 






Seq. No. 


23503 






Seq. ID 


OJ990415_12.9C10. 


C13 


Gene No. 


48897 






Strand 


+ 




Start 


1918 






End 


5385 




Name 


OJ990415 12 


.9C10.C13.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


3064 






End 


3480 




GI 


none 






Score 


152 




Exons 


3064. .3273, 


3114. .3212, 


3273. , 


,3479, 3295.. 3480, 3324. ..3479 




23503 






Go/-* t n 


r\.TQ o n a u 19 or i n 


















Gene No . 


48897 






Strand 


+ ~~ 




Start 


1918 






End 


5385 





23730 



Name 


OJ990415 12 


. 9C10 


C13 o2 


. tw 


Met hod 


TBLASTX : Wheat 




Start 


3643 ~ 








End 


4125 




GI 


none 








Score 


545 




Exons 


3643. . 4125, 


3747 


. .4082, 


3754 . 


.4116 






Seq. No. 


23503 








Seq. ID 


OJ990415_12. 9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


. 9C10 


.C13.o3 


. tm 


Met* hod 


TBLAS TX • Ma i z e 




Start 


3655 ' ~~ 








End 


3944 




GI 


none 








Score 


319 




Exons 


3655. . 3942, 


3753 


. . 3944 










Seq. No. 


23503 








Seq. ID 


OJ990415_12. 9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


. 9C10 


.C13.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


4012 ' _; 








End 


4512 




GI 


none 








Score 


161 




Exons 


4012 . .4191, 


4177 


. .4512, 


4263. 


.4394, 4419. .4469 




Seq. No. 


23503 








Seq. ID 


OJ990415_12. 9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


, 9C10 


C13 ol 


, ts 


Method 


TBLASTX: Soybean 




Start 


4066 ~~ 








End 


4461 




GI 


none 








Score 


57 




Exons 


4066. .4098, 


4066 


. .4110, 


4102 . 


.4461, 4102. .4182, 4197.". 4460 


Seq. No. 


23503 








Seq. ID 


OJ990415_12.9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


. 9C10 


C13 o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


4174 ~ 








End 


4476 




GI 


none 








Score 


396 




Exons 


4174 . .4476, 


4194 


. .4475 










Seq. .No. 


23503 








Seq. ID 


OJ990415_12. 9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 . 




Name 


OJ990415 12 


, 9C10 


.C13 . ol . 


, tw 


Method 


TBLASTX: Wheat 




Start 


4411 ~ 








End 


4986 




GI 


none 








Score 


635 




Exons 


4477 . .4986, 


4509 


. .4898, 


4555 . 


.4902 






Seq. No. 


23503 








Seq. ID 


OJ990415_12. 9C10 


.C13 


Gene No. 


48897 








Strand 


+ 




Start 


1918 








End 


5385 




Name 


• OJ990415 12 


'9C10 


C13 o2 


t s 


• Method 


TBLASTX: Soybean 




Start 


4 483 _ 








End 


4728 




GI 


none 








Score 


202 




Exons 


4483. .4728 














Seq. No. 


23503 








Seq. ID 


OJ990415_12.9C10, 


.C13 


r* * « Tii ^ 


a a o m 








r* j_ i 
















j i l anu 






Start 


1918 








End 


5385 




Name 


OJ990415 12. 


9C10, 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 





23731 




Start 


4549 








End 


4914 




GI 


none 








Score 


484 




Exons 


4549. .4902, 


4551, 


. .4898, 


46Q3. . 


4914 






Seq. No. 


23503 








Seq. ID 


OJ990415_12.9C10. 


C13 


Gene No. 


48897 








Strand 


i 

T 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


.9C10, 


.C13.o3, 


,tw 


Method 


TBLASTX: Wheat 




Start 


4990 








End 


5385 




GI 


none * 








Score 


441 




Exons 


4990. .5385, 


5023, 


. .5355, 


5214. . 


,5384 






Seq. No. 


23503 








Seq. ID 


OJ990415_12.9C10. 


.C13 


Gene No. 


48897 








Strand 


i 

T 




Start 


1918 








End 


5385 




Name 


OJ990415 12 


.9C10 


.C13.o4. 


.tm 


Method 


TBLASTX: Maize 




Start 


5119 








End . 


5382 




GI 


none 








Score 


228 




Exons 


5119. .5382, 


5200 


. .5373 










Seq. No. 


23504 








Seq. ID 


OJ990415_12.9C10, 


,C14 


Gene No. 


48898- 








Strand 


+ 




Start 


1 








End 


£ ^ a 

DO O 




Name 


OJ99.0415 12 


-9C10 


.€14. ol 


• np . 


Method . 


AAT/NAP 




Start 


1 








End 


638 




GI 


2317934 








Score 


123 




Exons 


1. .638 














GI Descrip. ' 


(U97553) unknown 


[murine herpesvirus 


68] 




Seq. No. 


23504 








Seq. ID 


OJ990415_12.9C10, 


.C14 


Gene No. 


48899 








Strand 






Start 


552 








End 


678 




Name 


OJ990415 12 


■ 9C10 


-C14.ol 


. gs 


Method 


GENSCAN 




Start 


552 








•End 


678 




GI 


none 








Score 


.66 




Exons 


552.-678 














Seq. No. 


23505 








Seq. ID 


OJ990415_12.9C10 


.C16 


Gene No. 


48900 








Strand 






Start 


1 








End 


1 1 cc 

llJJ 




Name 


OJ990415 12 


.9C10 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1155 




GI 


4680179 








Score 


1890 




Exons 


1.-.1155 










subsp. indica] 




GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 




Seq. No. 


23505 








Seq. ID 


OJ990415_12. 9C10 


.C16 


■Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 12 


.9C10 


,C16.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


193 




GI 


none 








Score 


74 




Exons 


1..162, 4.. 


192, 


5. .193 












23505 








Seq. ID 


n.TQQnai r 19. qp.i n 


.HI fi 


Gene No. 


48901 








Strand 






Start 


179 








.End 


1117 





23732 




Name 


OJ990415 


12.9C10.C16 


. ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


5 








End 


241 




GI 


none 








Score 


283 




Exons 


5. .241, 13. .240 












Seq. No. 


23505 








Seq. ID 


OJ990415JL2.9C10 


.C16 


Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 


12.9C10.C16 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


40 








End 


331 




GI 


none 








Score 


381 




Exons 


40. .327, 


41. .331 












Seq. No. 


23505 








Seq. ID 


OJ990415J.2.9C10 


.C16 


Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 


12.9C10.C16 


. ol . 


gs 


Method 


GENSCAN 




Start 


179 








End 


1102 




GI 


none 








Score 


.62 




Exons 


179. .289, 


340. . 358, 


507. 


.547, 


767. ."856, 


1016. .1102" 




Seq. No. 


23505 








Seq. ID 


OJ990415_12. 9C10 


.C16 


Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 


12.9C10.C16 


. ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


200 








End 


826 




GI 


none 








Score 


708 




Exons 


200. .826, 


202. .825 












Seq. No. 


23505 








Seq. ID 


OJ990415_12. 9C10 


.C16 


Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 


12. 9C10.C16 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


380 








End 


979 




GI 


none 








Score 


226 




Exons 


380.. 541, 


388. .534, 


539. 


.979, 


541. .966 






Seq. No. 


23505 








Seq. ID 


OJ990415_12. 9C10 


.C16 


Gene No. 


48901 








Strand 






Start 


179 








End 


1117 




Name 


OJ990415 


12.9C10.C16 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


826 








End 


1117 




GI 


none 








Score 


334 




Exons 


826. .879, 


827. .1117, 


854 


. .934 


, 919. .1116, 977. .1117 




Seq. No. 


23506 








Seq. ID 


OJ990415_12. 9C10 


.C21 


Gene No. 


4 o y uz 








Strand 


+ 




Start 


40 








End 


376 




Name 


OJ990415 


12.9C10.C21 


.ol . 


as 


Method 


GENSCAN ' 




Start 


40 








End 


376 




GI 


none 








Score 


.52 




Exons 


40. .273, 


341. .376 












Seq. No. 


23507 








Seq. ID 


OJ990415_12. 9C10 


.C23 


Gene No . 


489Q3 








t~> 1 1— 






Start 


414 








End 


539 




Name 


OJ990415_ 


12.9C10.C23 


. ol . 


gs 


Method 


GENSCAN 





23733 



Start 
GI 

Exons 



414 
none 

414. ,539 



End 
Score 



539 
.93 



Seq. No. 23508 

Gene No. 4 8 904 

Start 47 

Name OJ990415_12 . 9C10 .C27 .ol .gs 

Start 47 

GI none 

Exons 47.. 184 



Seq. ID OJ990415_12.9C10.C27 

Strand + 

End 184 

Method GEN SCAN 

End 184 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23508 
48905 
1 

OJ990415_12. 9C10.C27.ol.gp 
1 

18310_1.R1084 
1..22, 116. .185 

•2213583 3.0e-51 (AC000348) T7N9.3 [Arabidopsis thaliana] 1 



Seq. ID OJ990415_12.9C10.C27 
Strand 

End 185 

Method AAT/GAP 

End 185 

Score 105 



23509 
48906 
132 

OJ990415_12.9C10.C28.ol.gs 

132 

none 

132. .277 



Seq. ID OJ990415_12.9C10.C28 

Strand + 

End 277 

Method GENSCAN 

End 277- 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



23510 
48907 
1 

OJ990415_12. 9C10.C30.ol.np 

1 

4115536 
1. .529 

(AB012115) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo ] 



Seq. ID OJ990415_12.9C10.C30 

Strand + 

End 532 

Method AAT/NAP 

End 52 9 

Score 390 



23510 
48907 
1 

OJ990415_12.9C10.C30.ol.tc 
5 

none 

5. .79, 7. .69, 91. .294, 101. 

23510 
48907 
1 

OJ990415_12.9C10.C30.ol.tm 
6 

none . 



Seq. ID OJ990415_12.9C10.C30 
Strand + 

532 

TBLASTX: Cress 
406 
72 



End 

Method 
End 
Score 
,406 



Seq. ID OJ990415_12.9C10.C30 

Strand + 

End 532 . 

Method TBLASTX : Mai ze 

End 4 63 

Score 102 



6. .71, 8. .73, 88. .294, 89. .415, 380. .463 



23510 
48907 



Seq. ID OJ990415_12.9C10.C30 
Strand + 



23734 



Start 1 End 

Name OJ9904 15_12 . 9C10 . C30 . ol . ts Method 

Start . 8 End 

GI none Score 

Exons 8. .73, 88..297 f 89. .511 

Seq. No. 23510 Seq. ID 

Gene No. 48907 Strand 

Start 1 End 

Name OJ9904 15_12 . 9C10 . C30 . ol . tw Method 

Start 11 End 

GI none Score 

Exons 11.. 70, 103.. 285, 104.. 328 

Seq. No. 23510 Seq. ID 

Gene No. 48907 Strand 

Start 1 End 

Name OJ990415_12 . 9C10 . C30 . ol . gs Method 

Start 79 End 

GI none Score 

Exons 79.. 532 



532 

TBLASTX : Soybean 

511 

82 



OJ990415_12.9C10.C30 
+ 

532 

TBLASTX: Wheat 

328 

65 



OJ990415_12.9C10.C30 
+ 

532 

GEN SCAN 

532 

.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID OJ990415_12.9C10.C32 
Strand + 

772 

AAT/NAP 
772 
93 



End 

Method 

End 

Score 



exchanging proteins [Arabidopsis 



23511 
48908 
757 

OJ990415_12.9C10.C31.ol.gs 
757 
none 

757. .850 

23512 
48909 
1 

OJ9904 15_12 . 9C10 . C32 . ol . np 
1 

4585981 

1..35, 412. .476, 583. .772 
(AC005287) similar to Na+/H+- 
thaliana] 

23512 
48909 
1 

OJ9904 15_12 . 9C10 . C32 . ol . ts 
277 
none 

277. .336, 284. .334, 287. .337, 
589. .687, 590. .688 

23512 
48909 
1 

OJ9904 15_12 . 9C10 . C32 . ol . tm 
283 

none Score 7 6 

283. .336, 284. .334, 412. .477, 413. .475, 578. .688 



OJ990415_12.9C10.C31 
+ 

850 

GENSCAN . 
850 
.56 



Seq. ID OJ990415_12.9C10.C32 
Strand + 

772 

TBLASTX: Soybean 
688 
81 



End 

Method 

End 

Score 



412. .471, 412. .477, 413. .475, 



Seq. ID OJ990415_12.9C10.C32 

Strand + 

End 772 

Method TBLASTX: Maize 

End 688 



23735 




Seq. No. 


23513 




Seq. ID 


OJ990415_12. 9C10. 


C34 


Gene No. 


48910 




Strand. 


T 




Start 


408 




End 


494 




Name 


OJ990415 12.9C10.C34.ol 


.gs 


Method 


GENSCAN 




Start 


408 




End 


494 




GI 


none 




Score 


.86 




Exons 


408. .494 










Seq. No. 


23514 




Seq. ID 


OJ990415_12. 9C10. 


C37 


Gene No. 


48911 




Strand 






Start 


1 




End 


741 




Name 


OJ990415 12.9C10.C37.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


741 




GI 


4680179 




Score 


1116 




Exons 


1. .741 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


23514 




beq. ID 




C37 


Gene No. 


48911 




Strand 






Start 


1 




End 


741 




Name 


OJ990415 12.9C10.C37.ol 


.tw 


Method 


TBLASTX: Wheat " 




Start 


276 




End 


585 




GI 


none 




Score 


36 




Exons 


276. .371, 277. .318, 342 


. .584, 


430. .585 






Seq. No. 


23514 




Seq. ID 


OJ990415_12.9C10. 


C37 


Gene No. 


48911 




Strand 






Start 


1 




End 


741 




Name 


OJ990415 12.9C10.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


306 




End 


585 




GI 


none 




Score 


84 




Exons 


306. .584, 354. .548, 451 


. .585 








Seq. No. 


23515 




Seq. ID 


OJ990415_12. 9C10. 


C39 


Gene No. 


48912 




Strand 






Start 


1 




End 


457 




Name 


OJ990415 12.9C10.C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


457 




GI 


4680179 




Score 


763 




Exons 


1..457 










GI Descrip. 


{AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


23515 




Seq. ID 


OJ990415_12.9C10 


C39 


Gene No. 


4o91z 




Strand 






Start 


1 




End 


457 




Name 


OJ990415 12.9C10.C39.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5 




End 


184 




GI - 


none 




Score 


93 




Exons 


5. .184, 9. .173 










Seq. No. 


23515 




Seq. ID 


OJ990415_12. 9C10 


C39 


Gene No. 


48912 




Strand 






Start 


1 




End 


457 




Name 


OJ990415 12.9C10.C39.ol 


.gs 


Method 


GENSCAN 




Start 


31 ■'" ' 




End 


457 




GI 


none 




Score 


.46 




Exons 


31. .457 











23736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23516 
48913 
449 

OJ990415_12.9C10.C40.ol.np 
449 

4680183 
449. .519, 1125. .1214 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990415_12.9C10.C40 
Strand + 

1214 
AAT/NAP 
1214 
205 



End 

Method 

End 

Score 



23517 Seq. ID 

48914 Strand 

595 End 
OJ9904 15_12 . 9C10 . C4 1 . ol . gs Method 

595 End 

none Score 
595. .887 



OJ990415_12.9C10.C41 
887 

GEN SCAN 

887 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23517 Seq. ID, OJ990415_12.9C10.C41 

48915 Strand ' - 

1170 End 1414 

OJ990415_12. 9C10.C41.ol.np Method AAT/NAP 

1170 • End 1414 

103077 Score 118 

1170. .1414 

Bkm-like sex-determining region hypothetical protein CS319 - 
fruit fly (Drosophila melanogaster ) (fragment) 



Seq. No. 23518 

Gene No. 48916 

Start 299 

Name OJ9904 15_12 . 9C10 . C42 . ol . gs 

Start 299 

GI none 
Exons 



Seq. ID OJ990415_12.9C10.C42, 

Strand + 

End 3028 

Method GENS CAN 

End 3028 

Score .65 



299. .489, 831. .1041, 1553. .1624, 2101. .2186, 2231. .2367, 
2633. .2766, 2783.. 3028 



Seq. No. 23518. Seq. ID 

Gene No. 48916 ^-Strand 

Start 299 '". "* End 

Name OJ9904 15_12 . 9C10 . C42 . ol . np Method 

Start 1154 End 

GI 4115536 Score 

Exons 1154.. 1245, 2601.. 2998 

GI Descrip. (AB012115) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 



OJ990415_12.9C10.C42 
+ 

3028 
AAT/NAP 
2998 
228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
GI Descr 

Seq. No. 



23518 
48917 
9553 

OJ9904 15_12 . 9C10 . C42 . o3 . np 

9553 

4544419 

9553.. 10322 



Seq. ID OJ990415_12.9C10.C42 



Strand 
End 

Method 

End 

Score 



10322 
AAT/NAP 
10322 
576 



23518 



Seq. ID OJ990415_12.9C10.C42 



23737 



Gene No. 


48918 


Strand 


+ 


Start 


14162 


End 


14416 


Name 


OJ990415 12 . 9C10 . C42 . oZ . gp 


Me tnoa 


7\ 7\ t /rz\D 
H±\ 1 / unr 


Start 


14162 


End 


14416 


GI 


61605 3.R1084 


Score 


414 


Exons 


14162. .14416 






GI Descrip. 


'1402920/61100 |CAA66965| 2 . Oe 


-20 (X98321 


) peroxidase [Arabidop 




thaliana] 1 






Seq. No. - 


23518 


Seq. ID 


OJ990415_12.9C10.C42 


Gene No. 


48919 


Strand 


- 


Start 


3078 


End 


3776 


Name 


OJ990415 12.9C10.C42.ol.gp 


Method 


7\ 7\ T 1 f C 7\ "D 


Start 


3078 


End 


3776 


GI 


59696 1.R1084 


Score 


1329 


Exons 


3078. .3776 






GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


177 Oryza sativa 


indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' - 


Seq. No. 


23518 


Seq. ID 


OJ990415_12.9C10.C42 


Gene No. 


48919 


Strand 




Start 


3078 


End 


3776 


Name 


OJ990415 12.9C10.C42.o2.np 


• Method 


AAT/NAP 


Start 


3307 • 


End * 


3729 


Gi • 


. 3128177 


Score 


311 


Exons 


3307. .3729 






GI Descrip. 


(AC004521) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


23518 


Seq. ID 


OJ990415_12. 9C10.C42 


Gene No. 


48919 


Strand 




Start 


3078 


End 


3776 


Name 


OJ990415 12. 9C10.C42.o2.gs 


Method 


GEN SCAN 


Start 


3316 


End 


3729 


GI 


none 


Score 


1 


Exons 


3316. .3729 






Seq. No. 


23518 


Seq. ID 


OJ990415_12.9C10.C42 


Gene No. 


48920 


Strand 




Start 


14783 


End 


18127 


Name 


OJ990415 12.9C10.C42.ol.tm 


Method 


TBLASTX: Maize 


Start 


441 


End 


10142 


GI 


none 


- Score 


154 


Exons 


441. .467, 496. .597, 9685. .9807, 9690.. 


9815, 9726.. 9815, 




9798.. 10142, 9822.. 10142 






Seq. No. 


23518 


Seq. ID 


OJ990415_12. 9C10.C4 2 


Gene No. 


48920 


" Strand 




Start 


14783 


End 


18127 


Name 


OJ990415 12.9C10.C42.o3.tm 


Method 


TBLASTX: Maize 


Start 


2583 


End 


2986 


GI 


none 


Score 


58 


Exons 


2583. .2657, 2655. .2750, 2668. .2769, 2668.-2772, 2819. .2986, 




2827. .2985 






Seq, No, 


23518 


Seq. ID 


OJ990415 12,9C10:C42 


Gene No. 


48920 


Strand 




Start 


14783 


End 


18127 



23738 




Name 


OJ990415 12 


.9C10 


.C42.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2583 








End 


2980 


GI 


none 








Score 


66 


Exons 


2583. .2657, 


'2667 


. .2759, 


2668. 


.2763, 2822.. 2980, 2854.. 2961 


Seq. No. 


23518 








Seq. ID 


OJ990415_12.9C10.C42 


Gene No. 


48920 








Strand 




Start 


14783 








End 


18127 


Name 


OJ990415 12 


.9C10 


.C42.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3334 








End 


3730 


GI 


none 








Score 


68 


Exons 


3334. .3522, 


3356 


. .3436, 


3544. 


.3597, 3544.. 3729, 3656.. 3730 


Seq. No. 


23518 








beq. ID 




Gene No. 


48920 








Strand 




Start 


14783 








End 


1 Q 1 1 H 


Name 


OJ990415 12 


-9C10 


.C42.o2 


.tc 


Method 


l dlao i a . tress 


Start 


3367 








End 


3732 


GI 


none 








Score 


170 


Exons 


3367. .3522, 


3526 


. .3732 








Seq. No. 


23518 








beq. ID 




Gene No. 


48920 








Strand 




Start 


14783 








_na 




Name 


OJ990415 12 


.9C10 


.C42.o2 


.tm 


Method 


mnT-7\ C TV . \A-* A ^ r~* 

i bii/io i a : Ma l z e 


Start 


3448 








End 


-3741 


GI 


none 








Score 


213 


Exons 


3448. .3741/ 


3457 


. .3729 








Seq. No. 


23518 








Seq. ID 


ujyyu4io iz.ytiu.uftz 


Gene No. 


48920 








Strand 




Start 


14783 








_na 


i q i o n 


Name 


OJ990415 12 


.9C10 


.C42.ol 


. tw 


Method 


1 BLAb 1 a : wnea l 


Start , 


3562 








End 


3738 


GI 


none 








Score 


132 


Exons 


3562. .3738, 


3562 


. .3732 








Seq. No. 


23518 








Seq. ID 


OJ990415_12 . 9C10 .C42 


Gene No. 


48920 








Strand 




Start 


14783 • 








End 


18127 


Name 


OJ990415 12 


-9C10 


.C42.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


9685 








End 


10142 


GI 


none 








Score 


173 


Exons 


9685. .9822, 


9690 


. .9827, 


9774 . 


.10142, 


9815. .10132 


Seq. No. 


23518 








Seq. ID 


OJ990415_12.9C10.C42 


Gene No. 


48920 








Strand 




Start 


14783 








End 


18127 


Name 


OJ990415 12 


. 9C10 


.C42.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


9690 








End 


10142 


GI 


none 








Score 


170. 


Exons 


9690. .9827, 


9691 


. .9822, 


9726. 


.9863, 9774. .10142, 9815. .10132, 




9867. .10142 












Seq, No = 


23518 








Seq, ID 


OJ990415 12 = 9C10 ,C4 2 


Gene No. 


48920 








Strand 




Start 


14783 








End 


18127 



23739 



Name OJ9904 15_12 . 9C10 . C42 . o4 . np Method AAT/NAP 

Start 14783 End 18127 

GI 6063554 Score 305 

Exbns 14783. .14956, 15592 . . 15623, 16278 .. 164 95, 18086.. 18127 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 23518 Seq. ID 

Gene No. 48920 Strand 

Start 14783 End 

Name OJ990415_12 . 9C10 . C42 . o5 . gs Method 

Start 17824 End 

GI none Score 

Exons 17824. .17957 



OJ990415_12.9C10.C42 

18127 
GEN SCAN 
17957 
.98 



ru 

o 

hi 

ril 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23519 Seq. ID 

48921 Strand 
1 " End 
OJ9904 15_12 . 9C10 . C4 3 . o3 . np Method 
1 End 
6063554 Score 

1..45, 3271.. 3400, 3908.. 3937, 4571 



OJ990415_12.9C10.C43 
+ 

4745 
AAT/NAP 
4745 
277 
4745 



(AP000615). ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



23519 
48922 
6361 

OJ9904 15_12 . 9C10 . C4 3 . o2 . gs 

6361 

none 



Seq. ID OJ990415_12.9C10.C43 



Strand 
End 

Method 

End 

Score 



+ 

13091 
GENSCAN 
10724 
.63 



6361. .6368, 7220. .7392, 7461. .7510, 7928. .8014, 9125. .9232, 
9387.. 9603, 10028 .. 10209, 10372 .. 10554 , 10602.. 10724 



Seq. No. 23519 Seq. ID 

Gene No. 48922 Strand 

Start 6361 End 

Name OJ9904 15_12 . 9C10 . C4 3 . o4,. np Method 

Start 8701 End 

GI 6721562 Score 

Exons 8701.. 8735, 9141.. 9244, 9678.. 9783, 
GI Descrip. 



OJ990415_12.9C10.C43 
+ 

13091 
AAT/NAP 
11951 
253 

10243. .10614, 11902.. 11951 



(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi|6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23519 
48922 
6361 

OJ990415_12.9C10.C43.o5.np 
11446 
6815109 

11446. .11478, 12514. .12753, 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990415_12.9C10.C43 

Strand + 

End 13091 

Method AAT/NAP 

End 13091 

Score 167 
12840. .13091 



23740 




Seq. No. 


23519 


Seq. ID 


OJ990415JL2. 


9C10.C43 


Gene No. 


48923 


Strand 






Start 


1 


End 


3632 




Name 


OJ990415 12.9C10.C43.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1341 




GI 


6907086 


Score 


1076 




Exon «=; 


1..112, 343. .514, 575. .1341 








QT Dpscrio 


(AP001129) hypothetical protein [Oryza 


sat 1 1 




Seq. No. 


23519 


Seq. ID 


OJ990415_12. 


9C10.C43 


Gpne No . 


48923 


Strand 






Start 


1 


End 


3632 




Name 


OJ990415 12.9C10.C43.ol.gs 


Method 


GENSCAN 




Start 


282 


End 


3632 




GI 


none 


Score 


.48 




Exons 


282. .445, 620. .720, 759. .1036, 2882. .2995, 3309. .3632 


Seq. No. 


23519 


Seq. ID 


OJ990415_12. 


9C10.C43 


Gene No. 


48923 


Strand 






Start 


1 


End 


3632 




Name 


OJ990415 12.9C10.C43.o2.np 


Method 


AAT /NAP 




Start 


2055 


End 


3038 




GI 


4680186 


Score 


182 




Fynn s 

I_l *v W x lO 


2055. .2473, 2975. .3038 










(AF111709) unknown [Oryza sativa subsp. 


, indica] 




Seq. No. 


23519 


Seq. ID 


OJ990415_12. 


9C10.C43 


Gene No. 


48924 


Strand 






Start 


5112 


End 


5400 




Name 


OJ990415 12.9C10.C43.ol.gp 


Method 


AAT /GAP 




Start 


5112 


End 


5400 




GI 


61605 3.R1084 


Score 


416 




Exons 


5112. .5400 








GI Desprin 

\J -L. L-/ \^ V,^ *L J. * 


, 1402920/emb|CAA66965| 2 . Oe- 


■20 (X98321) 


peroxidase 


[Arabidoj 




thaliana] ' 








Seq. No. 


23520 


Seq. ID 


OJ990415_12. 


9C10.C44 




48925 


Strand 


+ 




Start 


489 


End 


3667 




Name 


OJ990415 12. 9C10.C44 .ol.gs 


Method 


GENSCAN 




Start 


489 


End 


3667 




GI 


none 


Score 


.68 




Exons 


489. .640, 1195. .1484, 2066.. 


2730, 3255. 


.3282, 3551. 


.3667 


Seq. No. 


23520 


Seq. ID 


OJ990415_12. 


9C10.C44 




48925 


Strand 


+ 






489 


End 


3667 




Name 


OJ990415 12.9C10.C44.ol.gp 


Method 


AAT /GAP 




Start 


2582 


End 


3131 




GI 


none 


Score 


1016 




Exons 


2582. .3131 








Seq. No. 


23520 


Seq. ID 


OJ990415_12. 


9C10.C44 


Gene No . 


A QQOa 

-Z. V -/ V 


n j _i 

oLianu 


T 




Start 


6611 


End 


8757 




Name 


OJ990415_12. 9C10.C4 4.o2.gs 


Method 


GENSCAN' 





23741 



Start 


6611 






End 


8757 




GI 


none 






Score 


.8 




Exons 


6611. . 


6723, 7512.. 7553, 8206 


..83.51, 8459.-8757 




Seq. No. 


23520 






Seq. ID 


OJ990415 


_12.9C10.C44 


Gene No. 


48927 






Strand 


+ 




Start 


8666 






End 


9147 




Name 


OJ990415 12.9C10.C44. 


o2.gp 


Method 


AAT/GAP 




Start 


8666 






End 


9147 




GI 


none 






Score 


952 




Exons 


8666. . 


9147 










Seq. No. 


23520 






Seq. ID 


OJ990415 


_12.9C10.C44 


Gene No. 


48928 






Strand 






Start 


8969 






End 


14546 




Name 


OJ990415 12.9C10.C44. 


ol . tm 


Method 


TBLASTX : 


Maize 


Start 


8964 






End 


12839 




GI 


none 






Score 


• 76 




Exons 


8 964. . 


9020, 8965.. 9036, 9042 


..9086, 9047. .9073, 


9085. . 9147, 




9091. . 


9183, 9432.. 951 


8, 9434 


..9520, 9450. .9518, 


9556. .9621, 




9575. . 


9622, 9699.. 9794, 9715 


..9792, 9716. .9793, 


10428 . . 10520, 




10428. 


.10520, 10429.. 


10521, 


10608. .10712, 10610 


. . 10714, 




10611. 


.10712, 11315.. 


11392, 


11315. .11386, 11864 


. . 11950, 




l"f&65. 


.11948, 11867.. 


11950, 


12090. .12161, 12093 


. . 12167, • 




12569. 


.42637, 12570.. 


12638, 


12574'. .12645, 12770 


. .12832, 




12774. 


.12839 










Seq. No. 


23520 






Seq. ID 


OJ990415 


_12.9C10.C44 


Gene No. 


48928 






Strand 






Start 


8969 






End 


14546 




Name 


OJ990415 12.9C10.C44. 


o3.gs 


Method 


GENSCAN 




Start 


8969 






End 


14546 




GI 


none 






Score 


.86 




Exons 


8969. . 


9145, 9238.. 9297, 9434 


..9514, 9717. .9791, 


10431. .10520, 



10610. .10724, 11315. .11385, 12093 .. 12161, 12570 .. 12707 , 
13012. .13213, 14410. .14546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ990415 12.9C10.C44 



23520 
48928 
8969 

OJ9904 15_12 . 9C10 . C4 4 . ol . np 
9002 
2947068 

9002.. 9115, 9434.. 9547, 9717. 
11315. .11381, 11868. .11966 

(AC002521) hypothetical protein [Arabidopsis thaliana] 



14546 
AAT/NAP 
11966 
160 



,9791, 10431. .10520, 10610 .. 107 11 , 



23520 
48928 
8969 

OJ990415_12.9C10.C4 4.o3.gp 
9276 

18310_1.R1084 

9276.. 9297, 9434.. 9514, 9589 
10610." .1071.1 . 11315 , = 11385,- 
12570. .12631', 12775.. 12931 
•2213583 3.0e-51 (AC000348) T7N9.3. [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415 12.9C10.C44 



14546 
AAT/GAP 
12931 
1433 



.9621, 9717. .9791, 

1 1 1 1 Q47 . 1 9flQ^ 



10431. 
1 91 £1 



10520, 



23742 



Seq. No. 


23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No . 


4 o y 






Strand 


+ 


Start 


1017 






End 


5085 


Name 


OJ990415 12. 


.9C10.C45.ol 


.gs 


Method 


GENSCAN 


Start 


1017 






End 


5085 


GI 


none 






Score 


.89 


Exons 


1017. .1583, 


2103. .2242, 


2895. 


.3249, 3827. .4075, 4415. .4540, 




,4894. .5085 










beq . viO . 


£ O0<£ 1 






Seq. ID 


OJ990415 12.9C10.C45 


Gene No. 


48929 






Strand 


+ 


Start 


1017 






End 


5085 


Name 


OJ990415 12. 


,9C10.C45.ol 


• gp 


Method 


AAT/GAP 


Start 


2128 






End 


3277 


GI 


none 






Score 


836 


Exons 


2128. .2242, 


2895. .3277 








Seq. No. 


• 23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No. 


48929 






Strand 


+ 


Start 


1017 






End 


5085 


Name 


OJ990415 12. 


9C10.C45.o2 


• gp 


Method 


AAT/GAP 


Start 


3357 






End 


3460 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


129 


Exons 


3357. .3460 










GI Descrip. 


f 24 98586/sp|Q40638 IMPOl 


ORYSA 


2'. 0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) ; 


•>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










beq. jno. 


23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No. 


48930 






Strand 


+ 


Start 


5044 






End 


5472 


Name 


OJ990415 12. 


9C10.C45.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1094 






End 


1292 


GI 


none 






Score 


215 


Exons 


1094. .1291, 


1101. .1292 








beq . jno . 


23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No. 


48930 






Strand 


+ 


Start 


5044 






End 


5472 


Name 


OJ990415 12. 


9C10.C45.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1104 






End 


2237 


GI 


none 






Score 


184 


Exons 


1104. .1430, 


2088. .2237, 


2094. , 


.2237 




beq . no . 


23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No. 


48930 






Strand 


+ 


Start 


5044 






End 


.5472 . 


Name 


OJ990415 12. 


9C10.C45.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2090 * 






End 


3111 


GI 


none 






Score 


171 


Exons 


2090. .2248, 


2100. .2249, 


2887. , 


.3111, 2919. .3110 


Seq. No. 


23521 






Seq. ID 


OJ990415_12.9C10.C45 


Gene No. 


48930 






Strand 


+ 


Start 


5044 






End 


5472 


Name 


OJ990415 12. 


9C10.C45.ol 


. ts 


Method 


TBLASTX: Soybean 



23743 




Start 


3178 End 


5076 




GI 


none ■ Score 


78 






3178. .3246, 3838. .4080, 3845. .4078, 3996. .4079, 4451. .4540, 




4891. .5076, 4929. .5051 






Seq- No. 


23521 Seq. ID 


OJ990415 12.9C10 


.C45 


Gene No. 


48930 Strand 


+ 




Start 


5044 End 


5472 




Name 


OJ990415 12. 9C10.C45.ol. tm Method 


TBLASTX: Maize 




Start 


48 90 ~ End 


5055/ 




GI 


none Score ' 


202 • 




F.xons 


4890. .5054, 4890. .5054, 4891. .5055, 48 


91. .5055 




Seq. No. 


23521 Seq. ID 


OJ990415 12.9C10 


.C45 


Gene No. 


48930 Strand 


+ 




Start 


5044 End 


5472 




Name 


OJ990415 12.9C10.C45.o3.gp Method 


AAT/GAP 




Start 


5044 ~~ End 


5472 




GI 


4715863 Score 


831 




. Exons 


5044 . .5472 






Sea. No. 


23522 Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48931 Strand 


+ 




Start 


1 End 


2963 




j Name 


OJ990415 12.9C10.C4 6.ol.*np Method 


AAT/NAP 




''I Start 


1 End 


2963 




S GI 


4587599 Score 


515 




Exons 


1..261, 339. .409, 533. .628, 699. .812, 


1451. .1535, 2933. 


.2963 


is 

Kr GI Dgsciid. 


(AC006951) hypothetical protein [Arabidopsis thaliana] 




\\ Sea. No. 


23522 Seq. ID 


OJ990415_12.9C10 


.C46 


"= Gene No . 


48931 Strand 


+ 




T| Start 


1 End 


2963 




Name 


OJ990415 12.9C10.C46.ol.gp Method 


AAT/GAP 




Start 


575 End 


2136 




~i gi 


12582 1.R1084 Score 


1052 




'■•-I Exons 


575. .628, 699. .812, 1451. .1519, 1656.. 


1730, 1831.. 2136 




i^s GI Descrip . 


'1483177/dbj |BAA13135| 3.0e-24 (D86598) antifreeze-like 


protein 




(af70) [Picea abies] 1 






;~ Seq. No. 


23522 Seq. ID 


OJ990415_i2.9C10 


.C46 


•.J Gene No. 


48931 Strand 


+ 




Start 


1 End 


2963 




Name 


OJ990415 12.9C10.C46.ol.gs Method' 


GENSCAN 




Start 


699 End 


1920 




GI 


none Score 


.94 




Exons 


699. .812, 1451. .1519, 1656. .1730, 1831 


. .1920 




Seq. No. 


23522 Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48932 Strand 


+ 




Start 


4 4 68 End 


14014 




Name 


OJ990415 12.9C10.C46.o2.gp Method 


AAT/GAP 




Start 


4393 End 


6059 




GI 


5607469 Score 


700 




Exons 


4393,. 4679, 5979.. 6059 






Seq. No. 


23522 • Seq. ID 


OJ990415_12. 9C10 


.C46 



23744 



Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq." No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48932 
4468 

OJ9904 15_12 . 9C10 . C46 . o2 . np 
4450 
6721520 

4450. .4593, 5914. .6177, 6245. 
7859. .8101, 8696. .9598 

(AP001072) EST AU029428 (E30359 ) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



Strand 
End 

Method 
End 
Score 
.6410, 



+ 

14014 
AAT/NAP 
9598 
1474 
6938. .7472, 



7631. .7734, 



23522 
48932 
4468 

0 J9 9 0 4 1 5_1 2 . 9C1 0 . C4 6 . o3 . gs 
4468 
none 

4468. .4679, 5979. .6410, 6938 
8779.-9568, 9795. .9905, 
10972. .11103, 13784.. 14014 



Seq. ID OJ990415_12.9C10.C46 

Strand + 

End 14014 

Method GENSCAN 

End 14014 

Score . 6 
.7472, 7631. .7734, 7856. .8101, 

10668. .10697, 1084 1 .. 10951 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23522 
48932 
4468 

OJ990415_12.9C10.C46.o3.gp 
7972 
5607470 
7972. .8101, 8696. .8954 

1483177/dbj IBAA13135I 3.0e-24 (D86598) antifreeze-like ■ protein 
(af70) [Picea abies] 



OJ990415_ 
+ 

14014 
AAT/GAP 
8954 
758 



12.9C10.C46 



23522 Seq. ID 

48933 Strand 
2311 End 

0 J9904 15_12 . 9C10 . C4 6 . o2 . gs Method 

2311 End 

none Score 

2311. .2343, 2812. .3174 

23522 

48934 Strand 
14407 End 
OJ9904 15_12 . 9C10 . C4 6 . o4 . tm Method 
368 End 
none Score 



OJ990415_12.9C10.C46 

3174 
GENSCAN 
3174 
.56 



Seq. ID OJ990415_12.9C10.C46 



-15462 

TBLASTX: Maize 

827 

63 



368. .409, 368. .418, 519. .629, 521. .634, 532. .627, 696. .764, 
698. .769, 698. .763, 768. .827, 774. .827 



23522 Seq. ID 

48934 Strand 

14407 End 

OJ9904 15_12 . 9C10 . C4 6.. o2 . ts Method 

2437 End 

none Score 



OJ990415_12.9C10.C46 
15462 

TBLASTX : Soybean 

9594 

173 



6271. .6426, 6936. .6962, 7017. .7169, 7019. .7084, 7169. .7354, 
7170. .7355, 7325.-7456, 7326. .7457, 7631. .7735, 7818. .8105, 



23745 






8736. .8867, 


8741. 


.8866, 


8885. 


.9133, 8886. .8924, 8982;. 9131, 




9128. .9241, 


9266. 


.9325, 


9274. 


.9309, 9344.. 9496, 9379.. 9495, 




9521. .9592, 


9526. 


.9594 








Seq. No. 


23522 








Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 








Strand 




Start 


14407 








End 


15462 


Name 


OJ990415 12 


.9C10. 


C46.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


5995 








End 


6411 


GI 


none 








Score 


. 74 


Exons 


5995. .6189, 


6270. 


.6407, 


6271. 


.6411 




Seq. No. 


23522 








Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 








Strand 




Start 


14407 








End 


15462 


Name 


OJ990415_12 


.9C10. 


C4 6.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6013 








End 


9592 


GI 


none 








Score 


75 


Exons 


6013. .6150, 


6081. 


.6149, 


6270. 


.6410, 6271. .6411, 6936. .6980, 




6998. .7081, 


7011. 


.7247, 


7269. 


.7487, 7280. .7450, 7860. .8033, 




8741. .8854, 


8742. 


.8852, 


8874. 


.8924, 8982. .9041, 9060. .9131, 




9128. .9214, 


9533. 


.9592 








Seq. No. 


23522 








Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 








Strand 




Start 


14407 








End 


15462 


Name 


OJ990415 12 


.9C10. 


C4 6.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6984 








End 


7462 


GI - 


none 








Score 


540 


Exons 


6984. .7460, 


6992. 


.7087, 


7133. 


.7462 




Seq. No. 


23522 








Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 








Strand 




Start 


14407 








End 


15462 


Name 


OJ990415 12 


. 9C10. 


C46.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


7164 








End 


7463 


GI 


none 








Score 


47 


Exons 


7164. .7280, 


7166. 


.7246, 


7265. 


.7450, 7266.-7463 


Seq. No. 


23522 








Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 








Strand 




Start 


14407 








End 


15462 


Name 


OJ990415 12 


.9C10. 


C46.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


.7854 








End 


9122 


GI 


none 








Score 


66 


Exons 


7854. .8033, 


8742. 


.8852, 


8744. 


.8854, 81 


376. .8983, 8878.-8922, 




8900. .9019, 


8982. 


.9020, 


9002. 


.9118, 9060.. 9122 


o e q . in o . 










Seq. ID 


OJ990415_12.9C10.C46 


Gene No. 


48934 


■ - 






Strand 




Start 


14407 








End 


15462 


Name 


OJ990415 12 


.9C10. 


C4 6.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


9113 








End 


9475 


GI 


none 








Score 


39 




Q1 1 ^ Q91 1 


Ctl 1 A 


cn n 


cn 99 


Q917 Q9££ Q^99_. Q974 Q^1fi_ 




9326. .9475, 


9335. 


.9475 









23746 




Seq. No. 


23522 


Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462. 




Name 


OJ990415 12.9C10.C46.o3.tm 


Method 


TBLASTX: Maize 




Start 


9122 


End 


9597 




GI 


none 


Score 


126 




Exons 


9122. .9247, 9257. .9319, 9274. .9318, 9296. .9319, 9335.-9496, 




9338. .9496, 9370. .9519, 9505. .9597, 9509. .9592 




Seq. No. 


23522 


Seq. ID 


OJ990415 12.9C1U 


.C46 


Gene No. 


48934 


Strand 






Start 


14407. 


End 


15462" 




Name 


OJ990415 12.9C10.C46.o4.gs 


Method 


GENSCAN 




Start 


14407 


End 


15396 




GI 


none 


Score 


.98 




Exons 


14407. .15396 








Seq. No. 


23522 


Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462 




Name 


OJ990415 12.9C10.C46.o4.gp 


Method 


AAT/GAP 




Start 


14519 


End 


14983 




GI 


LIB3432-015-P1-K1-G6 


Score 


870 




Exons 


14519. .14983 








GI Descrip. 


, 4826399/emb|CAB42872.1| 2. 


Oe-33 (AJ012423) wall-associated 




kinase 2 [Arabidopsis thaliana] 1 






Seq. No. 


23522 


Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462 




Name 


OJ990415 12.9C10.C46.o3.np 


Method 


AAT/NAP 




Start ' 


14535 


End 


15462 




GI 


3549626 


Score 


755 




Exons 


14535. .15462 








GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis thaliana] 


Seq. No. 


23522 


Seq. ID 


OJ990415_12.9C10 


.C46 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462 




Name' 


OJ990415 12.9C10.C46.ol.tc 


Method 


• TBLASTX: Cress 




Start 


14542 


End 


15406 




GI 


none 


Score. 


97 




Exons 


14542. .14652, 14743 .. 14991, 


14743. .15075, 14 852 .. 15070, 






15094. .15393, 15104 .. 15295, 


' 15104. .15406 




Seq. No. 


23522 


Seq. ID 


OJ990415JL2.9C10 


.C46 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462 




Name 


OJ990415 12.9C10.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


14548 


End 


15393 




GI 


none 


Score 


123 




Exons ' 


14548. .14661, 1474 6 .. 15003, 


14746. .15072, 14852 15067, 






15088. .15393, 15110.. 15298 








Qarr Mo 
~ *- *l • *' *-' " 


23522 


Q^rr T Pi 




rA a 


Gene No. 


48934 


Strand 






Start 


14407 


End 


15462 





23747 



Name OJ9904 15_12 . 9C10 . C4 6 . ol . ts Method TBLASTX : Soybean 

Start 14689 End 15459 

GI none Score 96 

Exons 14689. .15075, 14758 .. 15069, 14 915 .. 15070, 1507 6 15252 , 

15098. .15262, 1524 1 .. 15393, 15424.. 15459 

Seq. No. 23522 Seq. ID OJ9904 15_12 . 9C10 . C4 6 

Gene No. 48934 Strand 

Start 14407 End 15462 

Name OJ9904 15_12 . 9C10 . C4 6 . o3 . tw - Method TBLASTX : Wheat 

Start 14752 ' . End 15018 

GI none Score 71 

Exons 14752. .14886, 14755 .. 14892, 14899. .15018 

Seq. No. 23522 Seq. ID OJ9904 15_12 . 9C10 . C4 6 

Gene No. 48934 Strand 

Start 14407 End 15462 

Name ' OJ990415_12 . 9C10 . C4 6 . ol . tw Method TBLASTX : Wheat 

Start 15020 End 15437 

GI none Score 39 

Exons 15020. .15070, 15082 .. 15408, 15087 .. 15245, 15110 .. 15283, 
15267.. 15437 

Seq. No. 23523 Seq'. ID OJ9904 15_12 . 9C10 .C4 7 

Gene No. 48935 Strand 

Start 1 - End 1584 

Name " OJ990415_12 . 9C10 . C47 . ol .np Method AAT/NAP 

Start 1 End 1584 

GI 4966347 Score 415 

Exons 1..604, 766.. 846, 1535.. 1584 

GI Descrip. (AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 

Seq. No. 23523 Seq. ID OJ990415_12.9C10.C47 

Gene No. 48935 Strand 

Start 1 End" 1584 

Name OJ9904 15_12 . 9C10 . C47 . ol . ts Method TBLASTX : Soybean 

Start 61 End 518 

GI none Score 64 

Exons 61. .99, 132. .269, 132. .278, 133. .288, 267./.419, 450. .518 

Seq. No. 23523 Seq. ID OJ9904 15_12 . 9C10 . C4 7 

Gene No. 48935 Strand 

Start 1 End 1584 

Name 0 J9904 15_12 . 9C10 . C4 7 . ol . tm Method TBLASTX : Mai ze 

Start 64 End 512 

GI none Score 14 7 

Exons 64. .96, 132. .419, 136. .324, 450. .512 

Seq. No. 23523 Seq. ID OJ990415_12.9C10.C47 

Gene No. 48935 Strand 

Start 1 End 1584 

Name OJ9904 15_12 . 9C10/C47 . ol . gs Method GEN SCAN 

Start 78 End 84 6 

GI none Score .84 

Exons 78.. 601, 712.. 846 



23748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23523 
48935 
1 

OJ990415_12. 9C10.C47.ol.tw 

121 

none 



Seq. ID OJ990415_12.9C10.C47 
Strand 
End 

'Method 
End 
Score 



1584 

TBLASTX: Wheat 

463 

66 



121. .411, 131. .271, 132. .434, 136. .309, 293. .463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23523 
48935 
1 

OJ990415_12. 9C10.C47.ol.tc 

132 
none 



Seq. ID OJ990415_12.9C10.C47 
Strand 
End 

Method 
End 
Score 



1584 

TBLASTX: Cress 

1583 

156 



132. .419, 133. .321, 450. .521, 1536. .1583 



23524 
48936 
1524 

OJ990415_12.9C10.C48.o2.np 
1524 
2346984 
1524. .2043 

(AB006604) 2PT2-9 [Petunia x hybrida] 



Seq. ID OJ990415_12.9C10.C48 
Strand + 



End 

Method 

End 

Score 



2043 
AAT/NAP 
2043 
150 



Seq. No. 23524 Seq. ID 

Gene No. 48937 Strand 

Start 2516 End 

Name OJ990415_12 . 9C10 . C48 . o2 . gs Method 

Start 2516 End 

GI hone Score 

Exons 2516.. 3595 



OJ990415_12.9C10.C48 
+ 

3803 
GENSCAN 
3595 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



23524 



Seq. ID OJ990415 12.9C10.C48 



48937 Strand + 

2516 End 3803 

OJ9904 15_12 . 9C10 . C48 . o3 . np Method AAT/NAP 

2522 End 3803 

4886978 Score 301 
2522... 3244, 3686.. 3803 

(AF121908) cytosolic phospholipase A2 beta; cPLA2beta [Homo 
sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



23524 
48938 
438 

OJ990415_12. 9C10.C48.ol.gs 

438 
none 



Seq. ID OJ990415_12.9C10.C4* 
Strand 

End 2130 

Method GENSCAN 

End 2130 

Score .51 



438. .565, 706. .913, 1075. .1191, 1215. .1334, 1576. .2130 



23524 
48939 
4441 



Seq. ID 

Strand 

End 



OJ990415 12.9C10.C48 



4970 



Start 
GI 



4432 
3128177 



End 
Score 



4854 
342 



23749 




Exons 4432.. 4854 

GI Descrip. (AC004521) unknown protein [Arabidopsis thaliana] 



Seq. No. 


23524 








Seq. ID 


OJ990415JL2.9C10. 


C48 


Gene No. 


48939 








Strand 


- 




Start 


4441 








End 


4970 




Name 


OJ990415 12 


.9C10 


.C48.o3 


.gs 


Method 


GENSCAN 




Start 


4441 








End 


4854 




GI 


none 






- 


Score 


.95 




Exons 


4441. .4854 














Seq. No. 


23524 








Seq. ID 


OJ990415_12.9C10. 


C48 


Gene No. 


48939 








Strand 






Start 


4441 








End 


4970 




Name 


OJ990415 12 


.9C10 


,C48.ol 


.gp 


Method 


AAT/GAP 




Start 


4514 








End 


4970 




GI 


•59652 1.R1084 






Score 


860 




Exons 


4514. .4970 














GI Descrip. 


'3128177 1. 


Oe-26 


(AC004521) unknown protein [Arabidopsis 




thaliana] 1 














Seq. No. 


23524 








Seq. ID 


OJ990415_12.9C10. 


C48 


Gene No. 


48940 








Strand 






Start 


5890 








End 


7639 




Name 


OJ990415 12 


.9C10 


.C48.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4459 








End 


4858 




GI 


none 








Score 


139 




Exons 


4459. .4650, 


4481 


. .4612, 


4669. 


.4854, 4676. .4858 




Seq. No. 


23524 








Seq. ID 


OJ990415_12.9C10. 


C48 


Gene No. 


48940 








Strand 






Start 


5890 








End 


7639 




Name 


OJ990415 12 


.9C10 


.C48.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4492 








End 


4854 




GI 


none 








Score 


94 




Exons 


4492. .4650, 


4493 


. .4612, 


4669. 


.4854, 4676. .4849 




Seq. No. 


23524 








Seq. ID 


OJ990415_12. 9C10. 


C48 


Gene No. 


48940 








Strand 






Start 


5890 








End 


7639 




Name 


OJ990415 12 


.9C10 


.C48.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4573 








End 


4866 




GI 


none 








Score 


251 




Exons 


4573. .4866, 


4574 


. .4858 










Seq. No. 


23524 








Seq. ID 


OJ990415_12. 9C10. 


C48 


Gene No. 


48940 








Strand 






Start 


5890 








End 


7639 




Name 


OJ990415 12 


.9C10 


.C48.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4682 








End 


4858 




GI 


none 








Score 


199 




Exons 


4682. .4858, 


4684 


. .4854 










Seq. No. 


23524 








Seq. ID 


OJ990415_12.9C10. 


C48 


Qano NO • 


48940 














Start 


5890 








End 


7639 




Name 


OJ990415_12 


.9C10 


.C48 ,o2 


.gp 


Method 


AAT/GAP 





23750 



Start 
GI 

Exons 

GI Descrip. 



5593 End 6747 

294_7.R1084 , Score 956 

5593.. 5934, 6342.. 6408, 6526.. 6747 

1 322750/pir | IS28420 2.0e-33 ubiquitin / ribosomal protein CEP52 
- wood tobacco >gi_170217 (M74100) ubiquitin fusion protein 
[Nicotiana sylvestris] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23524 Seq. ID 

48940 Strand 

5890 End 
OJ9904 15_12 . 9C10 . C48 . o4 . gs Method 

5890 End 

none Score 

5890. .5934, 6342. .6408, 6526. .6733 

23524 Seq. ID 

48940 Strand 
5890 End 
OJ9904 15_12 . 9C10 . C4 8 . o5 . np Method 
6318 End 
2144734 Score 
6318.. 6408, 6526.. 6733, 7612.. 7639 

polyubiquitin / ribosomal protein CEP52 - Trypanosoma cruzi 
gi 1 162337 (J03945) ubiquitin precursor [Trypanosoma cruzi] 



OJ990415_12.9C10.C48 

7639 
GENSCAN 
6733 
.74 



OJ990415_12.9C10.C48 

7639 
AAT/NAP 
7639 
278 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



23524 
48940 
5890 

OJ990415_12. 

6327 

none 

6327. .6410, 
6639. .6740 



9C10.C48.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904l5_12.9C10.C48 
7639 

TBLASTX: Cress 

6740 

58 



6338.. 6412, 6346.. 6417, 6525.. 6590, 6625.. 6735, 



OJ990415 12.9C10.C48 



Seq. No. 23524 Seq. ID 

Gene No. 48940 Strand 

Start 5890 End 

Name OJ9904 15_12 . 9C10 . C48 . o2 . ts Method 

Start 6327 End 

. GI none Score 

Exons 6327.-. 6410, 6337.. 6417, 6523.. 6591, 6525.. 6590, 6628.. 6735, 
6639. .6740 



7639 

TBLASTX: Soybean 

6740 

71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990415_12.9C10.C48 
Strand 
End 

Method 
End 
Score 

6327. .6410, 6337. .6417, 6338. .6418, 6523. .6585, 6523. .6570, 
6525.. 6590, 6625.. 6735, 6639.. 6740 



23524 
48940 
5890 

OJ9904 15_12 . 9C10 . C48 . o2 . tm. 

6327 

none 



7639 

TBLASTX: Maize 

6740 

75 



Seq. No. 
Gene No. 
S tsrt 
Name 
Start 



23524 Seq. ID 

48940 Strand , 

5890 End 

OJ990415_12 . 9C10 .C48 .ol . tw Method 

6337 End 



OJ990415_12.9C10.C48 
763° 

TBLASTX: Wheat 
6735 



23751 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

6337.. 6417, 6339.. 6410, 6346. 
6625..673S, 6643.-6735 

23525 
48941 
699 

OJ990415_12.9C10.C4 9.ol.np 
699 

1076678 
699. .928 

ubiquitin / ribosomal protein 



Seq. No. 


23525 






Gene No. 


48941 






Start 


699 






Name 


OJ990415 


12.9C10.C49.ol 


. tc 


Start 


700 






GI 


.none 






Exons 


' 700. .816, 


701. .817, 709 


. . 777, 


Seq. No. 


23525 






Gene No . 


48941 






Start 


699 






Name 


OJ990415 


12. 9C10 .C49.ol 


. tm 


Start 


700 






GI 


none 






Exons 


700. .816, 


701. .817, 757 


. .831 


Seq. No. 


23525 






Gene No. 


48941 






Start 


699 






Name 


OJ990415 


12. 9C10.C49.ol 


. tw 


Start 


700 






GI 


none 








700 813 


700 813 700 


810 




760. . 831 






Seq. No. 


23525 






Gene No. 


-48941 






Start 


699 






Name 


OJ990415 


12.9C10.C49.ol 


.ts 


Start 


700 






GI 


none 






Exons 


700. .813, 


701. .829 




Seq. No. 


23525 






Gene No. 


48941 






Start 


699 






Name 


OJ990415 


12.9C10.C49.ol, 


.gs 


Start 


705 






GI 


none 






Exons 


705. .907 






a * - ■ — * 


23526 






Gene No. 


48942 






Start 


9592 







Score 108 

.6417, 6523. .6585, 6525. .6584, 



Seq. ID OJ990415_12.9C10-C49 
Strand 

End 928 

Method AAT/NAP 

End 928 

Score . 125 

S27a - potato (fragment) 

Seq. ID OJ990415_12.9C10.C49 
Strand 

End 928 

Method TBLASTX: Cress 

End 820 

Score 92 

763. .813, 770. .820 

Seq. ' ID OJ990415_12 . 9C10.C4 9 

Strand - 

End 928 

Method TBLASTX : Mai ze 

End 831 

Score 87 



Seq. ID OJ990415_12.9C10.C49 
Strand 

End 928 

Method TBLASTX : Wheat 

End 831 

Score 73 

701. .814, 701. .820, 701. .811, 



Seq. ID OJ990415_12.9C10.C49 

Strand 

End 928 

Method TBLASTX : Soybean 

End 829 

Score 78 



Seq. ID OJ990415_12.9C10.C49 
Strand 

End 928 

Method GENSCAN 

End 907 



Score 



,81 



c^^r t n ri.TQon/iit; io an r* r^n 



Strand + 
End 11025 



23752 



Name 


OJ990415 12 


.9C10 


.C50 . o3. gp 


Method 


AAT/GAP 




Start 


9554 






End 


9755 




GI 


571895 






Score 


372 




Exons 


9554. .9755 












Seq. No. 


23526 






Seq. ID 


OJ990415_12. 


9C10.C50 


Gene No. 


48942 






Strand 


+ 




Start 


9592 






End 


11025 




Name 


OJ990415 12 


. 9C10 


.C50.o3.np 


Method 


AAT/NAP 




Start 


9592 ':. 






End 


11022 




GI 


2244886 






Score 


457 




Exons 


9592. .11022 












GI Descrip. 


(Z97338) UTP-glucose glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


23526 






Seq. ID 




yciu . LOU 


Gene No. 


48942 






Strand 


+ 




Start 


9592 






End 


1 n r\ 0 c 
llU^D 




Name 


OJ990415 12 


. 9C10 


. C50 . o5 . gs 


Method 


GEN SCAN 




Start 


9592 






End 


11025 




GI ' 


none 






Score 


.99 




Exons 


9592. .11025 












Seq. No. 


23526 






Seq. ID 


OJ990415_12. 


9C10.C50 


Gene No. 


48943 






Strand 






Start 


745 






End ' 


1167 




Name 


OJ990415 12 


. 9C10 


.C50.ol.gs 


Method 


GEN SCAN 




Start 


745 






End 


1167 




GI 


none 






Score 


1 




Exons 


745. .1167 












Seq. No. 


23526 






Seq. ID 


OJ990415_12 


9C10.C50 


Gene No. 


48944 






Strand 






Start 


2960 






End 


4580 




Name 


OJ990415 12 


.9C10 


.C50.ol.gp 


Method 


AAT/GAP 




Start 


2763 






End 


3674 




GI 


89744 1.R1084 




Score 


659 




Exons 


2763. .3001, 


3373 


..3437, 3608 


. .3674 






GI Descrip. 


'3128177 1. 


Oe-19 


(AC004521) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


23526 






Seq. ID 


OJ990415JL2 


. 9C10.C50 


Gene No. 


48944 






Strand 






Start 


2960 






End 


4580 ■ 




Name 


OJ990415 12 


.9C10 


.C50.o2.gs 


Method 


GENSCAN 




Start 


2960 






End 


4536 




GI 


none- 






Score 


.9 




Exons 


.2960. .3001, 


3373 


..3415, 3608 


..3815, 4434..4S36 




Seq. No. 


23526 






Seq. ID 


OJ990415_12 


. 9C10.C50 


Gene No. 


48944 






Strand 






Start 


2960 






End 


4580 




Name 


OJ990415 12 


. 9C10 


.C50.ol.np 


Method 


AAT/NAP 




Start 


3349 






End 


4536 




GI 


280386 






Score 


460 






1A^Q 




^fllR AA1A 


A^f, 







GI Descrip. ubiquitin / ribosomal protein CEP52 - Arabidopsis thaliana 
gi|166930 (J05507) ubiquitin extension protein (UBQ1) 



23753 




[Arabidopsis thaliana] gi 1 166932 (J05508) ubiquitin extension 
protein (UBQ2) [Arabidopsis thaliana] gi | 4886268 | emb | CAB43405 . 1 | 
(AL050300) ubiquitin / ribosomal protein CEP52 [Arabidopsis 
thaliana] gi I 6598636 1 gb| AAD21428 . 2 | (AC006921) putative 
ubiquitin/ribosomal p 



Seq. No. 


23526 




Seq. ID 


OJ990415 


_12.9C10 


.C50 


Gene No. 


48944 




Strand 








Start 


2960 




End 


4580 






Name 


OJ990415 12.9C10 


.C50.o2. 


gp Method 


AAT/GAP 






Start 


3686 




End 


4580 






GI 


1944229 




Score 


470 






Exons 


3686. .3815, 4434 


. .4580 










GI Descrip. 


2760345 1.0e-28 


(U84967) 


ubiquitin [Arabidopsis 


thaliana] 


Seq. No. 


23526 




Seq. ID 


'OJ990415 


_12.9C10 


.C50 


Gene No. 


48945 




Strand 








Start 


5328 




End 


5757 






Name 


OJ990415 12.9C10 


.C50.o2. 


ts Method 


TBLASTX: 


Soybean 




Start 


766 




End 


5753 






GI 


none 




Score 


69 






Exons 


766. .939, 788. .8 


74, 991. 


.1167, 992. .1171, 5346. 


.5537, 






5368.. 5520, 5559 


. .5753, 


5569. .5748 








Seq. No. 


23526 




Seq. ID 


OJ990415 


_12.9C10 


.C50 


Gene No. 


48945 




Strand 








Start 


5328 




End 


5757 






Name 


OJ990415 12.9C10 


.C50.o2. 


tc Method 


TBLASTX: 


Cress 




Start 


799 




End 


5744 






GI 


none 




Score 


61 






Exons 


799.. 939, 800.. 871, 991. 


.1167, 1046.. 


1162, 5379 


. .5537, 






5391.. 5537, 5559 


. .5744, 


5623. .5739 









Seq. No. 23526 Seq. ID 

Gene No. 48945 Strand 

Start 5328 End 

Name OJ990415_12 . 9C10 . C50 . o2 . tm Method 

Start 880 End 

GI none Score 
Exons 



OJ990415_12.9C10.C50 
5757 

TBLASTX: Maize 

5757 

73 



880. .939, 936. .977, 972. .1034, 982. .1038, 991. .1170, 992. .1171, 
5460. .5558, 5460. .5558, 5468. .5569, 5535.-5744, 5556. .5615, 
5569. .5757 



Seq. No. 23526 

Gene No. 48945 

Start 5328 

Name OJ990415_12 . 9C10 .C50 . o2 . tw 

Start • 995 
GI . * none 
Exons 



Seq. ID OJ990415_12.9C10.C50 



Strand 
End 

Method 

End 

Score 



5757 

TBLASTX: Wheat 

5748 

191 



995. .1171, 997. .1167, 5572. .5748, 5574. .5744 



Seq. No. 
Gene No. 
Start 

Mama 

Start 
GI 



23526 
48945 
5328 

OJ9904 15 

3367". 

none 



1 9 on n r-RO ^ -hm 



Seq. ID 

Strand 

End 

End 
Score 



OJ990415 12.9C10.C50 



5757 . 

TT3T.Q CTV • Ma i v o 



4543 
82 



23754 




Exons 


3367. .3444, 


3374. 


.3445, 


3605. 


.3667, 3607. .3672, 3707.. 3817, 




3721. .3816, 


3757. 


.3822, 


4430. 


.4540, 4432.-4539, 4496. .4543 


Seq. No. 


23526 








Seq. ID 


OJ990415_12.9C10.C50 


Gene No. 


48945 








Strand 




Start 


5328 








End 


5757 


Name 


OJ990415 12 


.9C10. 


C50.O3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3367 








End 


4539 


GI 


none 








Score 


84 . 


Exons 


3367. .3444, 


3374. 


.3445, 


3605. 


.3673, 3607.. 3672, 3710.. 3817, 




3721. .3816, 


4430. 


;4537, 


4432. 


.4539 




Seq. No. 


23526 








Seq. ID 


OJ990415_12.9C10.C50 


Gene No. 


48945 








Strand 




Start 


5328 








End 


5757 


Name 


OJ990415 12 


.9C10. 


C50.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3581 








End 


4554 


GI 


none 








Score 


44 


Exons 


3581. .3667, 


3583. 


.3672, 


3710. 


.3817, 3721.. 3816, 3722.. 3817, 




4430. .4537, 


4432. 


.4554 








Seq. No. 


23526 








Seq. ID 


OJ990415_12.9C10.C50 


Gene No. 


48945 








Strand 




Start 


5328 








End 


5757 


Name 


OJ990415_12 


.9C10. 


C50.o3 


tw : * 


Method 


TBLASTX: Wheat 


Start 


3605 








End' 


4555 


GI 


none 








Score 


50 


Exons 


3605. .3673, 


3607. 


.3672, 


3707. 


.3817, 3710. .3817, 3710. .3817, 




3721. .3816, 


3721. 


.3816, 


3721. 


.3816, 3757. .3822, 3757.-3822, 




4430. .4543, 


4430. 


.4555, 


4430. 


.4540, 4432. .4551, 4432. .4551, 




4432. .4539 












Seq. No. 


23526 








Seq. ID 


OJ990415_12.9C10.C50 


Gene No. 


48945 








Strand 




Start 










End 


5757 


Name 


OJ990415 12 


.9C10. 


C50.o2 


np 


Method 


AAT/NAP 


Start 


5319 








End 


5744 


GI 


3128177 








Score 


327 


Exons 


5319. .5744 












GI Descrip. 


(AC004521) 

■ • 


unknown protein [Arabidopsis thaliana] . 


Seq. No. 


23526 








Seq. ID 


OJ990415_12.9C10.C50 


Gene No. 


A O A A C 

4 o y4o 








Strand 




Start 


5328 








End 


5757 


Name 


OJ990415 12 


.9C10. 


C50.o3 


gs 


Method 


GENS CAN 


Start 


5328 








End 


5744 


GI 


none 








Score 


.98 


Exons 


5328. .5744 












Seq. No. 


23526 








Seq. ID 


OJ9904 15_12 . 9C10 . C50 


Gene No. 


48946 








Strand 




Start 


7654 








End 


11031 


Name 


OJ990415 12 


.9C10'. 


CSO.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


7654 








End 


10815 . 


GT 










S core 


114 


Exons 


7654. .7734, 


7789. 


.7977, 


7812. 


.7922, 10495. .10554, 10590 .. 10772, 



10591. .10815 



23755 



Seq. No. 23526 
Gene No. 48 94 6 

Start 7654 

Name OJ9904 15_12 . 9C10 . C50 . ol . tm 

Start 7673 
GI none 

Exons . 7673.-7699, 7789.. 7998, 7816.. 7989, 8005.. 8061, 9595.. 9711, 

9931.. 10053, 10213. .10359, 10237 .. 10362, 10420 .. 10572 , 
10422. .10571, 10499. .10645, 10561 .. 108-33, 10575 .. 10772 , 
10804. .11031 



Seq. ID OJ990415_12.9C10.C50 
Strand 

End 11031 

Method TBLASTX : Mai ze 

End 11031 

Score 34 



Seq. No. 23526 

Gene No. 48946 

Start 7654 

Name OJ9904 15_12 . 9C10 . C50 . ol . tc 

Start 7789 

GI none 

Exons 7789. .7956, 10195 .. 10302, 10318 .. 10362 , 104 05 .. 104 91, 
10467. .10553, 10471 10554 , 10578 .. 10772 , 10588. .10893 



Seq. ID OJ990415_12.9C10.C50 
Strand 

End 11031 

Method TBLASTX : Cress 

End 10893 

Score 139 



Seq. No. 23526 

Gene No. 4 8 946 

Start 7654 

Name OJ990415_12 . 9C10 . C50 . ol ..ts 

Start 7789 

GI none 
Exons 



Seq. ID OJ990415_12.9C10.C50 
Strand 

End 11031 
Method TBLASTX : Soybean 
End 10998 
Score 158 

7789.. 8070, 7852. .7992, 9592. .9705, 10410 .. 10472, 10411 10473, 
10474 . . 10554, 10575 .. 10772 , 10576.. 10998 



Seq. No. 23527 
Gene No. 4 8 947 

Start 1 

Name OJ9904 15_12 . 9C10 . C52 . ol . np 

Start 1 . 

GI ' t8128 6 

Exons 1 . . 761 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb I CAA4 6283 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ990415_12.9C10.C52 

Strand + 

End ■ 1378 

Method AAT/NAP 

End 7 61 

Score 122 



Seq. No. 


23527 


Seq. ID 


OJ990415 


Gene No. 


48947 


Strand 


+ 


Start ' 


1 


End 


1378 


Name 


OJ990415 12.9C10.C52.ol.gs 


Method 


GENSCAN 


Start 


5 


End 


1378 


GI 


none 


Score 


.55 


Exons 


5. .222, 1174. .1378 






Seq. No. 


23527 


Seq. ID 


OJ990415 


Gene No. 


48948 


Strand 


+ 


Start 


2072 


End 


3497 


Name 


OJ990415 12.9C10.C52.o3.np 


Method 


AAT/NAP 


Start 


2072 


End 


3497 


GI 


5852084 


Score 


77 


Exons 


2072. .2134, 3409. .3497 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 





23756 




Seq. No. 


23527 






Seq. ID 


OJ990415_12. 


9C10 


.C52 


Gene No. 


48949 






Strand 


+ 






Start 


4231 






End 


5723 






Name 


OJ990415 12 


.9C10.C52.o2 


.gs 


Method 


GENSCAN 






Start 


4231 






End 


5723 






GI 


none 






Score 


.44 






Exons 


4231. .4552, 


5055. .5069, 


5695. 


.5723 








Seq. No. 


23527 






Seq. ID 


OJ990415_12. 


9C10 


.C52 


Gene No. 


48950 






Strand 








Start 


1084 






End 


o c c c\ 






Name 


OJ990415 12 


.9C10.C52.o2 


.np 


Method 


AAT/NAP 






Start 


1084 






End 


2660 






GI 


4680186 






Score 


149 






Exons 


1084. .1160, 


2497. .2660 












GI Descrip; 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


23528 






Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48951 






Strand 


+ 






Start 


3371 






End 


4836 






Name 


OJ990415 12 


.9C10.C53.ol 


.gp 


Method 


AAT/GAP 






Start 


3371 






End 


3587 






GI 


571895 






Score 


279 






Exons • 


3371. .3587 












- 


Seq. No. 


23528 






Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48951 






Strand 


+ 






Start 


3371 






End 


4836 






Name 


OJ990415 12 


.9C10.C53.ol 


.gs 


Method 


GENSCAN 






Start 


3424 






End 


4833 






GI 


none 






Score 


.74 






Exons 


3424. .4217, 


4254. .4833 












Seq. No. 


23528 






Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48951 






Strand 


+ 






Start 


3371 






End 


4836 






Name 


ojyyo4io iz 


.9C10.C53.ol 


.np 


Method 


AAT/NAP 






Start 


3715 






End 


4836 






GI 


4115538 






Score 


464 






Exons 


3715. .4836 














GI Descrip. 


(AB012116) 


UDP-glycose : 


flavonoid glycosyltransf erase [Vigna 




mungo] 














Seq. No. 


23528 






Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48952 






Strand 


+ 






Start 


6636 






End 


11707 






Name 


OJ990415 12 


.9C10.C53.o3 


.np 


Method 


AAT/NAP 






Start 


6636 






End 


11707 






GI 


4680186 • 






Score 


358 . 






Exons 


6636. .7014, 


7126. .7282, 


10642 


. .10937, 


11605. .11707 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


23528 






Seq. ID 


OJ990415_12: 


9C1"0 


.C53 


Gene No. 


48952 






Strand 


+ 






Start 


6636 






End 


11707 






Name 


OJ990415 12 


.9C10.C53.o3 


.gs 


Method 


GENSCAN 






Start 


9218 






End 


10060 







23757 



GI none Score .78 

Exons 9218.. 9480, 9514.. 9872, 9969. .10060 



Seq. No. 


23528 


Seq. ID 


OJ990415_12 


. 9C10 


.C53 


Gene No. 


48953 


Strand 


+ 






Start 


12116 


End 


13059 






Name 


OJ990415 12. 9C10.C53.o5.np 


Method 


AAT/NAP 






Start 


12116 


End 


13059 






GI 


4680184 


Score 


532 






Exons 


12116. .12559, 12602.. 13059 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


23528 


Seq. ID 


OJ990415JL2 


9C10 


.C53 


Gene No. 


48954 


Strand 








Start 


5226 


End 


6121 






Name 


OJ990415 12.9C10.C53.o2.np 


Method 


AAT/NAP 






Start 


5217 


End 


5639 






GI 


3128177 


Score 


323 






Exons 


5217. .5639 










C** T 1"^^ c> /*"• if i y~s 
bi UcoCiip. 


{Hx^uu <i d z ± ) un Known protein 


[Arabidopsis thaliana] 






Seq. No. 


23528 


Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48954 


Strand 








Start- 


5226 


End 


6121 






Name 


OJ990415 12.9C10.C53.o2.gs 


Method 


GENSCAN 






Start 


5226 


End 


6121 






GI 


none 


Score 


.81 






Exons 


5226.. 5652, 5991.. 6121 










Seq. No. 


23528 


1 Seq. ID 


OJ990415_12. 


9C10 


.C53 


Gene No. 


48954 


Strand 








Start 


5226 


End 


6121 






Name 


OJ990415 12.9C10.C53.o2.gp 


Method 


AAT/GAP 






Start 


5333 


End 


5701 






GI 


2280576 


Score 


705 






Exons 


5333.. 5701 










GI Descrip. 


3128177 1.0e-19 (AC004521) 


unknown protein [Arabidopsis 





thaliana] 



Seq. No. 23528 

Gene No. 48955 

Start 10951 

Name OJ9904 15__12 . 9C10 . C53 . ol . tm 

Start 3385 

GI none 

Exons 3385.. 3543, 3427.. 3543, 4051. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_12.9C10.C53 
13059 

TBLASTX: Maize 

4820 

79 



.4176, 4054. .4173, 4216. .4245, 



4218. .4244, 4236. .4280, 4243. .4281, 4300. .4374, 4301. .4366, 
4308. .4373, 4349. .4408, 4388. .4414, 4389. .4463, 4390. .4647, 
4426. .4581, 4503. .4586, 4618. .4818, 4701. .4820 



Seq. No. 23528 

Gene No. 48955 

Start 10951 

Name OJ9904 15__12 . 9C10 . C53 . ol . ts 

Start 3424 

GI none 
Exons 



Seq. ID OJ990415_12.9C10.C53 
Strand 
End 

Method 
End 
Score' 



13059 

TBLASTX: Soybean 

4812 

74 



3424. .3537, 4218. .4280, 4219. .4281, 4300. .4374, 4311. .4367, 



23758 






4389. .4598, 


4390. 


.4812 








Seq. No. 


23528 








Seq. ID 


OJ990415_12.9C10.C53 


Gene No. 


48955 








Strand 




Start 


10951 








End 


13059 


Name 


OJ990415 12 


.9C10. 


C53.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4051 








End 


4707 


GI 


none 








Score 


59 


Exons 


4051. .4116, 


4132. 


.4176, 


4201. 


.4278, 4218. .4277, 4306. .4380, 




. 4308. .4370, 


4392. 


.4595, 


4402. 


.4707 




Seq. No. 


23528 








Seq. ID 


OJ990415_12.9C10.C53 


Gene No. 


48955 








Strand 




Start 


10951 








End 


13059 


Name 


OJ990415 12 


.9C10. 


C53.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4312 








End 


4629 


GI 


none 








Score 


65 


Exons 


4312. .4371, 


4404. 


.4586, 


4405. 


.4629 




Seq. No. 


' 23528 








Seq. ID 


OJ990415_12.9C10.C53 


Gene No. 


48955 








Strand 




Start 


10951 








End 


13059 


Name- 


OJ990415 12 


9C10. 


C53.o2 


.ts 


• Method 


TBLASTX: Soybean 


Start 


5244 








End 


5648 


GI 


none 








Score 


113 


Exons 


5244. .5435, 


5266. 


.5418, 


5454. 


.5648, 5464. .5643 



Seq. No. 23528 

Gene No. 48955 

Start 10951 

Name " OJ990415_12 . 9C10 . C53 . o2 . tc 

Start 5277 

GI none 
Exons 



Seq. ID OJ990415 12.9C10.C53 



Strand 
End 

Method 

End 

Score 



13059 

TBLASTX: Cress 

5639 

97 



5277. .5435, 5278. .5397, 5286. .5435, 5454. .5639, 5464. .5634 



Seq. No. 23528 Seq. ID 

Gene No. 48955 Strand 

Start 10951 End 

Name OJ9904 15_12 . 9C10 . C53 . o2 . tm Method 

Start 5358 End 

GI ' none , Score 

Exons 5358.. 5492, 5358.. 5639, 5359.. 5652 



OJ990415_12.9C10.C53 
13059 

TBLASTX: Maize 

5652 

113 



Seq. No. 23528 Seq. ID 

Gene No. 48955 Strand 

Start 10951 End 

Name OJ990415_12 . 9C10 . C53 . o2 . tw Method 

Start 54 67 ■ End 

GI none Score 

Exons 5467.. 5643, 5469.. 5639 



OJ990415_12.9C10.C53 
13059 

TBLASTX: Wheat 

5643 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23528 
48955 
10951 
Q.J9904 15 

10951 
5777623 



19 qn n 



Seq. ID 

Strand 

End 

Me t hod 

End 

Score 



OJ990415 12.9C10.C53 



13059 

Zi Zi T / M n D 



13059 
156 



23759 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10951. .11194, 12203.. 13059 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



23528 
48955 
10951 

OJ990415_12. 9C10.C53.o4.gs 
11410 
none 

11410. .11480, 12125. .12283, 12305 .. 12505, 12695 
12902. .13006 



Seq. ID OJ990415_12.9C10. 
Strand 

End 13059 

Method GENSCAN 

End 13006 

Score .58 

.12866, 



C53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23529 
48956 
80 

OJ9904 15_12 . 9C10 . C54 . ol . gs 
80 

none 

80. .201, 606. .828 



Seq. ID OJ990415_12.9C10. 

Strand + 

End 828 

Method GENSCAN 

End 828 

Score . 62 



C54 



23529 
48956 
80 

OJ990415_12.9C10.C54.ol.np 
490 

4680183 
490. .657 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990415_12. 9C10. 
Strand + 

828 

AAT/NAP 
657 
52 



C54 



End 

Method 

End 

Score 



23530 
48957 
1 

OJ990415_12. 9C10.C55.ol.np 

1 

4680179 
1. .393 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990415_12. 9C10, 

Strand + 

End 396 

Method AAT/NAP 

End 393 

Score 689 



C55 



End 

Method 

End 

Score 



23530 
48957 
1 

OJ990415_12.9C10.C55.ol.tm 
4 

none 

4. .252,. 6. .215, 106. .234 

23530 
48957 
1 

OJ990415_12 . 9C10 . C55 . ol . tw 
4 

none 

4. .348, 6. .68, 43. ,123, 108. .224, 166. .327 



Seq. ID OJ9904 15_12 . 9C10 . 
Strand + 

396 

TBLASTX: Maize 
252 
287 



C55 



Seq. ID OJ990415_12. 9C10. 

Strand + 

End 396 

Method TBLASTX : Wheat 

End 348 

Score 394 



C55 



Seq. No. 
Gene No. 
Start 



48957 
1 



Seq. ID Q.J99Q415 12.9C10.C55 
Strand + 
End ' 396 



23760 



Name 

Start 

GI 

Exons 



OJ990415_12 . 9C10 . C55 . ol . gs . Method 

94 End 

none Score 
94. .396 




GENSCAN 

396 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23531 
48958 
342 

OJ990415 

342 

none 

342. .623 



12.9C10.C56.ol.gs 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990415_12.9C10.C56 
677 

GENSCAN 

623 

.71 



Seq. No. 23531 Seq. ID OJ990415_12.9C10.C56 

Gene No. 4 8958 Strand 

Start 342 End 677 

Name ' OJ990415_12 . 9C10 . C56 . ol . np Method AAT/NAP 

Start 350 End 677 

GI 4115536 Score 216 

Exons 350.. 677 

GI Descrip. (AB012115) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 



Seq. No. 23531- Seq., ID 

Gene No. 48958 Strand 

Start 342 End 

Name OJ990415_12 . 9C10 . C56 . ol . ts Method 

Start 369 End 

GI none Score 

Exons 369.. 665, 595.. 666, 661.. 675 



OJ990415_12.9C10.C56 
677 

TBLASTX : Soybean 

675 

60 



Seq. No'. 23531 Seq. ID 

Gene No. 48958 Strand 

Start 342 End 

Name OJ990415_12 . 9C10 . C56 . ol . tm Method 

Start 471 End 

GI none Score 
Exons 



OJ990415_12.9C10.C56 
677 

TBLASTX: Maize 

675 

64 



471. .665, 594. .659, 595. .666, 661. .675 



Seq. No. 23532 .V Seq. ID 

Gene No. 48 959 Strand 

Start 93 End 

Name OJ990415_12 . 9C10 . C57 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 251 



OJ990415_12.9C10.C57 
+ 

251 

GENSCAN 

251 

.58 



Seq. No. 23532 Seq. ID 

Gene No. 48960 Strand 

Start 122 End 

Name OJ9904 15_12 . 9C10 . C57 . ol . gp Method 

Start 122 End 

GI 61605_3.R1084 Score 

Exons . 122. .267 

GI Descrip, 1 1402920/emb ! CAA66965 ! 2 . Oe-20 ( X 9 8 3 2 1 ) 
thaliana] ' 



OJ990415_12.9C10.C57 
267 

AAT/GAP 
267 
236 



r 7\ ^ — 1~ 4 -J 



23761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



23533 Seq. ID 

48961 Strand 

1 End 

OJ990415_12.9C10.C59.ol.np Method 

1 End 

6721520 Score 
1..114, 204. .375, 443. .608 

(AP001072) EST AU029428 (E30359) corresponds to a region of the 

predicted gene.; Similar to antifreeze-like protein (D86598) 
. [Oryza sativa] 



OJ990415_12.9C10.C59 
+ 

624 

AAT/NAP 

608 

272 



23533 Seq. ID 

48961 Strand 

1 End 
OJ990415_12.9C10.C59.ol.gp Method 

14 6 End 

5607469 Score 
146. .257 



OJ990415_12.9C10.C59 
+ 

624 

AAT/GAP 

257 

144 



Seq. No. 23533 Seq. ID 

Gene No.,.. . 48961 Strand 

Start 1 End 

Name OJ990415_12 . 9C10 .C59 .ol .gs Method 

Start 177 End 

GI none Score 

Exons 177.. 608 



OJ990415_12.9C10.C59 
+ 

624 

GENSCAN 

608 

.59 



Seq. No. 


23533 






Seq. ID 


OJ990415_12.9C10 


.C59 


Gene No. 


48961 






Strand 


+ 




Start 


1 






End 


624 




Name 


OJ990415 


12.9C10.C59.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


190 






End 


624 




GI 


none 






Score 


173 




Exons 


190. .381, 


213.. 380, 468 


. .605, 


469. . 624 






Seq. No. 


23533 






Seq. ID 


OJ990415_12.9C10 


.C59 


Gene No. 


48961 






Strand 


+ 




Start 


1 






End 


624 




Name 


OJ990415 


12.9C10.C59.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


193 






End 


616 




GI 


none 






Score 


74 




Exons 


193. .387, 


468. .605, 469 


. .609, 


557. .616 






Seq. No. 


23533 






Seq. ID 


OJ990415_12.9C10 


.C59 


Gene No. 


48961 






Strand 


+ 




Start. 


1 






End 


624 




Name 


OJ990415 


12.9C10.C59.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


276 






End 


624 




GI 


none 






Score 


126 




Exons 


276. .374, 


277. .396, 468 


. .605, 


469. . 624 






Seq. No. 


23534 






Seq. ID 


OJ990415_12.9C10 


.C60 


Gene No. 


48962 






Strand 






Start 


386 






End 


808 




Name 


OJ99041.S 


12 s 9C10 a C60 s ol 


. nn 

JT 


Method 


AAT/NAP 




Start 


386 






End ' 


808' 




GI 


3128177 






Score 


322 





23762 




Exons 386.. 808 

GI Descrip. (AC004521) unknown protein [Arabidopsis thaliana] 



Seq. No. 23534 Seq. ID 

Gene No. 48962 Strand 

Start 386 End 

Name OJ990415_12 . 9C10 .C60 . ol . gs Method 

Start 395 End 

GI none Score 

Exons 395. .763 



OJ990415_12.9C10.C60 
808 

GENSCAN 

763 

.92 



Seq. No. 


23534 








Seq. ID 


OJ990415_12. 9C10 


.C60 


Gene No. 


48962 








Strand 






Start 


386 








End 


808 




Name 


OJ990415 


12.9C10.C60 


. ol . 


ts 


Method ■ 


TBLASTX : Soybean 




Start 


413 








End 


808 




GI 


none 








Score 


71 




Exons 


413. .604, 


435. .587, 


626. 


.808, 


636. .806 






Seq. No. 


23534 








Seq. ID 


OJ990415_12.9C10 


.C60 


Gene No. 


48962 








Strand 






Start 


386 








End 


808 




Name 


OJ990415 


12.9C10.C60 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


446 








End 


806 




GI 


none 








Score 


82 




Exons 


446. .604, 


458. .604, 


626. 


.805, 


690. .806 







Seq. No. 23534 

Gene No. 48962 

Start 386 

Name OJ990415_12 . 9C10 . C60 . ol . tm 

Start 527 

GI none 
Exons 



Seq. ID OJ990415_12.9C10.C60 



Strand 
End 

Method 

End 

Score 



808 

TBLASTX: Maize 

808 

92 



527. .625, 527. .625, 535. .636, 602. .808, 623. .682, 636. .806 



Seq. No. 23534 Seq. ID 

Gene No. 48962 Strand 

Start 386 End 

Name OJ990415_12 . 9C10 . C60 . ol . tw Method 

Start 639 End 

GI none Score 

Exons 639.. 806, 641.. 808 



OJ990415_12.9C10.C60 
808 

TBLASTX: Wheat 

808 

194 



Seq. No. 23535 Seq. ID 

Gene No. 48963 Strand 

Start 425 End 

Name OJ9904 15_12 . 9C10 . C61 . ol . gs Method 

Start 425 End 

GI none Score 

Exons 425.. 510 



OJ990415_12.9C10.C61 
510 

GENSCAN 

510 

.67 



Seq. No. 23536 Seq. ID 

Gene No. 48964 Strand 

Start 321 End 

Name OJ990915_10 . 9C17 . C2 . ol . np Method 

Start 321 End 

GI 4680204 > Score 



OJ990915_10. 9C17.C2 

4011 

A AT /NAP 

4011 

1007 



23763 



• 



Exons 


321. .458, 810. .1027, 1121. .1294, 1403.. 


2500, 2575.. 4011 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


23536 


Seq. ID 


OJ990915_10.9C17.C2 


Gene No. 


48964 


Strand 




Start 


321 


End 


4011 


Name 


OJ990915 10. 9C17.C2.o2.gs 


Method 


GENS CAN 


Start 


871 


End 


3996 


GI 


none 


Score 


.73 


Exons 


871. .1027, 1121. .1294, 1403.. 


1679, 1742 


..1858, 1879. .2086, 




2088.. 2233, 2359. .2500, 2575. 


.2694, 2740. .3179, 3336. .3996 


Seq. No. 


23536 


Seq. ID 


OJ990915_JL0.9C17.C2 


Gene No. 


48964 


Strand 




Start 


321 


End 


4011 


Name 


OJ990915 10.9C17.C2.ol.gp 


Method 


AAT/GAP 


Start 


1503 


End 


1979 


GI 


uC-osflcypl7 6f!0bl 


Score 


788 


Exons 


1503. .1979 






GI Descrip. 


1 6041757/gb|AC011806.1 IAC011806 0. Oe+OC 


Genomic Sequence For 


Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


23536 


Seq. ID 


OJ990915_10.9C17.C2 


Gene No. 


48964 


Strand 




Start 


321 


End 


4011 


Name 


OJ990915 10.9C17.C2.o4.np 


Method 


AAT/NAP 


Start 


1797 


End 


4011 


GI 


4680204 


Score 


927 


Exons 


1797. .2500, 2575. .4011 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


23536 


Seq. ID 


OJ990915_10.9C17.C2 


Gene No. 


48965 


Strand 




Start 


4802 


End 


4875 


Name 


OJ990915 10. 9C17.C2.o2.gp 


Method 


AAT/GAP 


Start 


4802 


End 


4875 


GI 


3760640 


Score 


89 


Exons 


4802. .4875 






GI Descrip. 


4176420/dbj |BAA37167| 2.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


23536 


Seq. ID 


OJ990915JL0.9C17.C2 


Gene No. 


48966 


Strand 




Start 


4888 


End 


5580 


Name 


OJ990915 10. 9C17.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


958 


End 


1476 


GI 


none 


Score 


68 


fin 


958. .1029, 1126. .1299, 1133.. 


1258, 1396.. 1476 


Seq. No. 


23536 


Seq. ID 


OJ990915_10.9C17.C2 


Gene No. 


48966 


Strand 




Start 


4888 


End 


5580 


Name 


OJ990915_10.9C17.C2.ol.tw 


Method 


TBLASTX: Wheat 


— . 


o n c c 


End 


3368 


GI 


none 


Score 


84 


Exons 


2965. .3135, 3098.. 3265, 3130. 


.3366, 3217.. 3366, 3228. .3368, 



23764 



3288.-3368 



Seq. No. 


23536 . 


Seq. ID 


OJ990915 


_10. 9C17 


.C2 


Gene No. 


48966 


Strand 








Start 


4888 


End 


5580 






Name 


OJ990915 10.9C17.C2.o3.gs 


Method 


GENSCAN 






Start 


4888 


End 


5580 






GI 


none 


Score 


.69 






Exons 


4888. .5580 










Seq. No. 


23537 


Seq. ID 


OJ990915_ 


JL0.9C17 


.C3 


Gene No. 


48967 


Strand 


+ 






Start 


899 


End 


1316 






Name 


OJ990915 10.9C17.C3.o4.gp 


Method 


AAT/GAP 






Start 


899 


End 


1316 






GI 


LIB3431-028-P1-N1-A10 


Score 


828 






Exons 


899. .1316 










GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3 . Oe 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 










Seq. No. 


23537 


Seq. ID 


OJ990915_ 


10 . 9C17 


.C3 


Gene No. 


48968 


Strand 








Start 


39 


End 


1754 






Name 


OJ990915 10.9C17.C3.ol.gp 


Method 


AAT/GAP 






Start 


39 


End 


1754 






GI 


342 1.R1084 


Score 


2552 






Exons 


39. .545, 655. .752, 835. .854, 


890. .1754 








Gi Descrip. 


M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Ory za 




sativa] 1 










Seq. No. 


23537 


Seq. ID 


OJ990915_ 


10.9C17 


.C3 


Gene No. 


48968 


Strand 








Start 


39 


End 


1754 






Name 


OJ990915 10.9C17.C3.o5.gp 


Method 


AAT/GAP 






Start 


175 


End 


1754 






GI 


342 1.R1084 


Score 


2319 






Exons 


175. .545, 655. .752, 835. .854, 


890. .1754 






GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 










Seq. No. 


23537 


Seq. ID 


OJ990915_ 


_10.9C17 


.C3 


Gene No. 


,48968 


Strand 








Start 


39 


End 


1754 






Name 


OJ990915 10.9C17.C3.ol.np 


Method 


AAT/NAP 






Start 


956 


End 


1754 






GI 


4680203 


Score 


766 






Exons 


956.. 1754 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


23537 


Seq. ID 


OJ990915_ 


/L0.9C17 


.C3 


Gene No. 


48968 


Strand 








Start 


39 


End 


1754 






Name 


OJ990915 10.9C17.C3.ol.gs 


Method 


GENSCAN 






Start 


962 


End 


1600 






GI 


none 


Score 


.85 







Exons 962.. 1600 



23765 



Seq. No. 


23537 




Seq. ID 


OJ990915 


J.0.9C17 


,C3 


Gene No. 


48968 




Strand 








Start 


39 




End 


1754 






Name 


OJ990915 10.9C17 


.C3.ol.tw 


Method 


TBLASTX 


Wheat 




Start 


1010 




End 


1753 






GI 


none 




Score 


52 






Exons 


1010.. 1102, 1011 


..1076, 1091 


. .1171, 1176. .1256, 


1184. .1324, 




1185. .1325, 1272 


..1367, 1304 


. .1363, 1370. ..1414, 


1375. .1410, 




1409. .1753, 1425 


..1745 










Seq. No. 


23538 




Seq. ID 


OJ990915 


_10.9C17, 


.C4 


Gene No . 


4 8969 




Strand 


+ 






Start 


603 




End 


892 






Name 


OJ990915 10.9C17 


,C4 .ol.gp 


Method 


Z\ ZiT 1 /CIS. D 






Start 


603 




End 


892 






GI 


none 




Score 


447 






Exons 


603. .892 












Seq. No. 


23539 




Seq. ID 


OJ990915 


JL0.9C17. 


.C5 


Gene No. 


48970 




Strand 


+ 






Start 


3371 




End 


3835 






Name 


OJ990915 10.9C17 


. C5. ol.gp 


Method 


AAT/GAP 






Start 


3371 




End 


JO OO 






GI 


1560 1.R1084 




Score 


594 






Exons 


3371.. 3402, 3493 


. .3835 










GI Descrip. 


, 5777 612/emb|AJ245900.1|OSA245900 2 . Oe 


-09 Oryza 


sativa. 






chr omo s ome 4 BAC 


q3037-207Fl 


complete 


genome 1 






Seq. No. 


23539 




Seq. ID 


OJ990915 


JL0.9C17, 


.C5 


Gene No. 


48971 




Strand 


+ 






Start 


7438 




End 


ft A (~ 1 

94 61 






Name 


OJ990915 10.9C17 


.C5.ol.np 


Method 


AAT/NAP 






Start 


7438 


End 


9461 






GI 


6721512 




Score 


50 






Exons 


7438.. 7457, 9363 


. .9461 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No ; . 


23539 




Seq. ID 


OJ990915 


_10.9C17. 


.C5 


Gene No. 


48972 




Strand 


+ 






Start 


21128 




End 


22153 






Name 


OJ990915 10.9C17 


.C5.o6.gs 


Method 


GEN SCAN 






Start 


21128 




End 


22153 






GI 


none 




Score 


.•94 






Exons 


21128. .22153 












Seq. No. 


23539 




Seq. ID 


OJ990915_ 


JL0.9C17. 


.C5- 


Gene No. 


48973 




Strand 








Start 


1464 




End 


3112 






Name 


OJ990915 10.9C17, 


.C5.ol.gs 


Method 


GENSCAN 






Start 


1464 




End 


3112 






GI 


none 




Score 


.93 






Exons 


1464. .1478, 2331, 


..2419, 3031, 


. .3112 








Seq. No. 


23539 




Seq. ID 


OJ990915_ 


JL0.9C17. 


,C5 


Gene Mo . 


48974 




r> j- ~ 1 

JLl O.LHJL 








Start 


- 3916 




End 


4571 






Name 


OJ990915_10.9C17. 


.C5.o2.gs 


Method 


GENSCAN 







23766 




Start 


3916 




End 


4571 


GI 


none 




Score 


.77 


Exons 


3916. .4141, 


4255. .4571 






Seq. No. 


23539 




Seq. ID 


OJ990915_10.9C17.C5 


Gene No. 


48975 




Strand 




Start 


6415 




End 


6734 


Name 


OJ990915 10 


.9C17.C5.o3.gs 


Method 


GENSCAN 


Start 


6415 v 




End 


6734 


GI 


none 




Score 


.49 


Exons 


6415. .6567, 


6660. .6734 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23539 Seq. ID OJ990915_10 . 9C17 . C5 

48976 Strand 

15417 End 20232 

OJ990915JL0 . 9C17 . C5 . o2 . np Method AAT/NAP 

15417 End 20232 

6907088 Score 501 

15417. .15689, 19065 .. 19180, 19677 .. 19919, 20095.. 20232 

(AP001129) hypothetical protein [Oryza sativa] 



23540 Seq. ID 

48977 Strand 

306 End 

OJ990915_10 . 9C17 . C6 . ol . gs Method 

306 End 

none Score 
306. .665 



OJ990915_10.9C17.C6 

4- 

665 

GENSCAN 
665 
.74 ' 



Seq. No. 23541 Seq. ID OJ990915_10 . 9C17 . C7 

Gene No. 48978 Strand + 

Start 4590 End 8093 

Name OJ990915JL0 . 9C17 . C7 . o3 . gs Method GENSCAN 

Start 4590 End 8093 

GI none Score . 55 

Exons 4590. .4808, 5518. .5600, 6251. .6614, 7074. .7084, 7361. .7590, 

7683. .7787, 7831. .8093 



Seq. No. 23541 
Gene No. 48979 
Start 10993 ' 

Name OJ990915_10 . 9C17 . C7 . o5 . gs 

Start 10993 
GI none 
Exons 10993 
12996 

14719. .15153, 15214 



Seq. ID OJ990915_10-. 9C17.C7 

Strand + 

End 16609 

Method GENSCAN 

End 16609 

Score . 68 



11379, 12179. .12275, 12455 .. 12534 , 12648, 
13403, 13476. .13551, 1364 0 .. 14302 , 14465, 



15514, 15819. . 15908, 16458, 



,12833, 
, 14625, 
,16609 



Seq. No. 23541 

Gene No. 48980 

Start 37218 

Name OJ990915 

Start 37218 

GI 6539571 

Exons 37218., 37449 

GI Descrip. (AP000836) hypothetical protein 



5_10.9C17.C7.o4 .np 



Seq. ID OJ990915_10.9C17.C7 
Strand + 



End 

Method 
End 
Score 



37449 
AAT/NAP 
37449 
52 



[Oryza sativa] 



23767 




Seq. No. 


23541 


Seq. ID 


OJ990915_ 


10 


.9C17 


.C7 


Gene No. 


A O O O 1 

4e 9ol 


C-t- -r*a T\r\ 










Start 


1247 


End 


2368 








Name 


OJ990915 10.9C17.C7.ol.gs 


Method 


GEN SCAN 








Start 


1247 


End 


2329 








GI 


none 


Score 


1 








Exons 


1247. .2329 












Seq. No. 


23541 


■ Seq. ID 


OJ990915_ 


10 


.9C17 


.C7 


Gene No. 


48981 


: * Strand 










Start 


1247 


End 


2368 








Name 


OJ990915 10.9C17.C7.o2.gp 


Method 


AAT/GAP 








Start 


1853 


End 


2368 








GI 


23753 1.R1084 


Score 


991 








Exons 


1853. .2368 












GI Descrip. 


•24 62784 /gb | U73163 | SEU73163 


4.0e-14 Streptococcus < 


equi M-like 




protein (szPSe) gene, complete cds* 










Seq. No. 


23541 


Seq. ID 


OJ990915_ 


10 


.9C17 


.CI 


Gene No. 


48982 


Strand 










Start . 


2730 


End 


3083 








Name 


OJ990915_10 . 9C17 . C7 . o2 . gs 


Method 


GEN SCAN . 








Start 


2730 


End 


3083 








GI 


none 


Score 


.56 








Exons 


2730 . .3083 












Seq. No. 


23541 


Seq. ID 


OJ990915_ 


10 


.9C17 


.CI 


Gene No. 


48983 


Strand 










Start 


8766 


End 


10257 








Name 


OJ990915 10 . 9C17 . C7 . o4 . gs 


Method 


GENSCAN 








Start 


8766 


End 


10257 








GI 


none 


Score 


.78 








Exons 


8766.. 8900, 9439.-9595, 9786 


..9933, 10170.. 10257 






Seq. No. 


23541 


Seq. ID 


OJ990915_ 


10 


.9C17 


'.CI 


Gene No. 


48984 


Strand 










Start 


16862 


End 


24262 








Name 


OJ990915 10.9C17.C7.o6.gs 


Method 


GENSCAN 








Start 


16862 


End 


19902 








GI 


none 


Score 


.81 








Exons 


16862. .17628, 17977 .. 18779, 


18860. .19902 








Seq. No. 


..■ 

23541 


Seq. ID 


OJ990915_ 


10 


.9C17 


.CI 


Gene No. 


48984 


Strand 










Start 


16862 


End 


24262 








Name 


OJ990915 10.9C17.C7.ol.np 


Method 


AAT/NAP 








Start 


16865 


End 


20797 








GI 


4206306 


Score 


3122 








Exons 


16865. .20797 












GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


23541 . 


Seq. ID. 


OJ990915_ 


10 


.9C17 


.C7 


Gene No. 


48984 


Strand 










Start 


16862 


End 


24262 








Name 


OJ990915 10 ; 9C17;C7.o7.gs • 


Method 


GENSCAN 








Start 


19988 


End 


24262 








GI 


none 


Score 


.42 









23768 



Exons 



19988. .21109, 21155. .21483, 21619 .. 21773, 218 61 .. 21963, 
22109. .22905, 24153.. 24262 



Seq. No. 23541 Seq. ID OJ990915_10 . 9C17 . C7 

Gene No. 48984 Strand 

Start 16862 End 24262 

Name OJ990915JL0 . 9C17 . C7 . o2 . np Method AAT/NAP 

Start 21173 End 23420 

GI 6721562 Score 289 

Exons \ 21173. .21795, 22631 .. 22861 , 2324 9 .. 23420 " 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 |dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23541 
48985 
25825 

OJ990915_10. 9C17.C7.o3.gp 
25825 

3170_1.R1084 

25.825. .26560, 26699.. 27498 
'487317/cibj | D30004 | RICEN5612 
sequence ' 

23541 
48985 
25825 

OJ990915_10.9C17.C7.o8.gs 

26159 

none 

26159. .27255, 27270.. 27408 



Seq. ID OJ990915_10.9C17.C7 
Strand 

End 27498 

Method AAT/GAP 

End 274 98 

Score 2955 



2.0e-34 Rice mRNA EN56, partial 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915___10.9C17.C7 

27498 
GENSCAN 
27408 
.88 



Seq. No. 23541 Seq. ID 

Gene No. 48 985 Strand 

Start 25825 End 

Name OJ990915_10 . 9C17 . C7 . o3 . np Method 

Start 26312 End 

GI 6458143 Score 

Exons 26312. .27190, 27357.. 27482 

GI Descrip. (AE001904) hypothetical protein [Deinococcus radiodurans] 



OJ990915__10.9C17.C7 

27498 
AAT/NAP 
27482 
200 



Seq. No. 


23541 




Seq. ID 


" OJ990915_10.9C17 


.C7 


Gene No. 


48986 




Strand 






Start 


28367 




End 


35379 




Name 


OJ990915 10.9C17.C7 


o9.gs 


Method 


GENSCAN 




Start 


28367 




End 


35379 




GI 


none 




Score 


.4 




Exons 


28367. .28436, 33488 


.33535, 


34070. .34350, 35323.. 35379 




Seq. No. 


23541 




Seq. ID 


OJ990915___10.9C17 


.C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ99091S 10,9017,07 


o 6 . t w 




mr>T 7\ c~irn\r . r.TT j- 




Start 


16874 




End 


17470 




GI 


none . 




Score 


100 





23769 




Exons 


16874. .16999, 17192. 


.17323, 


17351. .17470 




Seq. No. 


23541 




Seq. ID 


OJ990915_10. 9C17 


.C7 


Gene No. 


48 987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o5 . tm 


Method 


TBLASTX : Mai ze 




Start 


17183 




End 


17425 




GI 


none 




Score 


1 3Z 




Exons 


17183. .17425 










Seq. No. 


23541 




Seq. ID 


OJ990915_10. 9C17 


.C7 


Gene No . 


48 987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


17441 




End 


17815 




GI 


none 




Score 


54 




Exons 


17441. .17641, 17448. 


.17618, 


17672. .17815, 17673. .17786 




Seq. No. 


23541 




Seq. ID 


OJ990915_10.9C17 


.C7 


Gene No. 


• 48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


17450 




End 


17818 




GI 


none 




Score 


172 




Exons ' : " 


17450. .17818, 17457. 


.17639, 


17664. .17726 




Seq. No. 


23541 




Seq. ID 


OJ990915_10.9C17 


,C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17588 




End 


17977 




GI 


none 




Score 


53 




Exons 


17588. .17977, 17658. 


.17711, 


17766. . 17933 




Seq. No. 


23541 




Seq. ID 


OJ990915_10.9C17 


.C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17818 




End 


18085 




GI 


none 




Score 


73 




Exons 


17818. .18033, 17819. 


.18085, 


17820.. 17960 




Seq. No. 


23541 




Seq. ID 


OJ990915_10. 9C17 


.C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name . 


OJ990915 10.9C17.C7. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


18287 




End 


18719 




GI 


none 




Score 


172 




Exons 


18287. .18718, 18288. 

- 


.18719 








Seq. No. 


23541 




Seq. ID 


OJ990915_10.9C17 


.C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


18362 




End 


18721 




GI- 


none 




Score 


204 




Exons 


18362.. 18721 











23770 




Seq. No. 


O "3 C A 1 




seq. ID 


A7QOHQ1 c; 1 n 1 


. U / 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


18985 




End 


19368 




GI 


none 




Score 


94 




Exons 


18985. .19368, 19175 


. .19318 








Seq. No. 






Seq. ID 


OJ990915JL0.9C17 


r>~i 
. L, / 


Gene No. 


48987 


- 


Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18994 




End 


19414 




GI 


none 




Score 


113 




Exons 


18994. .19413, 19096 


. .19359, 


19100. .19414 




Seq. No. 


O "5 Q. A 1 




Seq. ID 


OJ990915_10.9C17 


. C / 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7, 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


19087 




End 


19473 




GI 


none 




Score 


215 




Exons 


19087. .19473, 19100, 


. .19429, 


19135. .19449 ■ 




Seq. No. 


2.354 1 




Seq. ID 


OJ990915_10.9C17 


. c / 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19498 




End 


19855 




GI 


none 




Score 


232 




Exons 


19498. .19854, 19499. 


. .19855 








Seq. No. 


OOC/11 

^oo41 




Seq. ID 


OJ990915_10.9C17 


. C / 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7, 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


19528 




End 


19983 




GI 


none 




Score 


280 




Exons . 


19528,. .19983, 19529. 


. .19933 








Seq. No. 






Seq. ID 


OJ990915_10.9C17 


. c / 


Gene No. 


48987 




Strand 






Start 


. 41727 




End 


41973 




Name 


OJ990915 .1.0-9C17.C7. 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20189 




End 


20548 




GI 


none 




Score 


'89 




Exons 


20189. .20410, 20190. 


, .20411, 


20417. .20548 




Seq. No. 


23541 




Seq. ID 


OJ990915_10.9C17 


.C7 


Gene No. 


48987 




Strand 






Start 


41727 




End 


41973 




Name 


OJ990915 10.9C17.C7. 


, o7 . tw 


Method 


TBLASTX: Wheat 




Start 


21341 




End 


21685 




GI;;-- 


none 




Score 


184 




Exons 


21341. .21685 











23771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23541 Seq. ID OJ990915_10 . 9C17 . C7 

48987 Strand 

41727 End 41973, 

OJ990915_10 . 9C17 . C7 . o4 . gp Method .AAT/GAP 

41481 End 41973 

22164_1.R1084 Score 601 

41481. .41771, 41902. .41973 

'4679028/gb|AAD27002.1| 7.0e-38 (AF077207) HSPC021 [Homo 
sapiens] >gi_5106781_gb_AAD39841 . 1_ (AF083243) HSPC025 [Homo 
sapiens] 1 * 



23541 
48987 
41727 

OJ990915_10.9C17.C7.ol0.gs 

41727 

none 

41727. .41771, 41902. .41973 

23542 
48988 
1 

OJ990915_10.9C17.C8.o2.np 
1 

4680214 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_10.9C17.C7 

41973 
GEN SCAN 
41973 
.75 



Seq. ID OJ990915_10.9C17.C8 

Strand + 

End 6127 

Method AAT/NAP . 

End 6118 

Score 258 



1..27, 5017. .5334, 5417. .5573, 5670. .5794, 5840. .6118 
(AF114171) hypothetical protein [Sorghum bicolor] 



23542 
48988 
1 

OJ990915_10 . 9C17 . C8 . o2 . gp 
1653 

LIB3432-059-P1-K1-D8 
1653.. 2094 

•5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990915_10.9C17.C8 

Strand + 

End 6127 

Method AAT/GAP 

End 2094 

Score 711 



Seq. No. 


23542 








Seq. ID 


OJ990915 


Gene No. 


48988 








Strand 


+ 


Start 


1 ■ 








End 


6127 


Name 


OJ990915 10. 


.9C17. 


.C8.o2. 


.gs 


Method 


GENSCAN 


Start 


4912 








End 


6127 


GI 


none 








Score 


.76 ' 


Exons 


4912. .5334, 


5417, 


. .6127 








Seq. No. 


23542 








Seq. ID 


OJ990915 


Gene No.. 


48989 








Strand 


+ 


Start 


6695 








End 


7297 


Name 


OJ990915 10. 


.9017. 


.C8.o3. 


,gs 


Method 


GENSCAN 


Start 


6695 ' 






End 


7297 


GI 


none 








Score 


.96 


Exons 


6695. .7297 












Seq. No. 


23542 








Seq, ID 


OJ990915 


Gene No. 


48990 








Strand 


+ 


Start 


16891 








End 


17136 



23772 



Name 


OJ990915 10.9C17.C8 


.06. gs 


Method 


GEN SCAN 


Start 


16891 




End 


17136 


GI 


none 




Score 


.97 


Exons 


16891. .17136 








Seq. No. 


23542 




Seq. ID 


OJ990915 


Gene No . 






Strand 


+ 


Start 


17525 * 




End 


18119 


Name 


OJ990915 10.9C17.C8 


,o7 .gs 


Method 


GENSCAN 


Start . 


17525 




End 


18119 


GI 


none 




Score 


.59 


Exons 


17525. .17557, 17985 


. .18119 






Seq. No. 


23542 




Seq. ID 


OJ990915 


Gene No. 


48992 




Strand 




Start 


1 




End • 


5631 


Name 


OJ990915 10.9C17.C8 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


5631 


GI 


4679028 




Score 


666 


Exons 


1.-81, 704. .1043, 2588. .2919, 


3519.. 3950, 5599. 


GI Descrip. 


(AF077207) HSPC021 


[Homo sapiens] gi | 5106781 | gb 




(AF083243) HSPC025 


[Homo sapiens]' 




Seq. No. 


23542 




Seq. ID 


OJ990915 


Gene No. 


48992 




Strand 




Start 


1 




End 


5631 


Name 


OJ990915 10.9C17.C8 


-ol- gp 


Method 


AAT/GAP 


Start 


703 




End 


877 


GI 


22164 1.R1084 




Score 


322 


Exons 


703. .877 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 4679028/gb|AAD27002.1| 7.0e-38 (AF077207) HSPC021 [Homo 
sapiens] >gi_51067 81_gb_AAD39841 . 1_ (AF083243) HSPC025 [Homo 
sapiens] ' 



23542 
48992 
1 

OJ990915_10. 9C17 .C8 .ol .gs 

704 

none 



Seq. ID OJ990915_10.9C17.C8 
Strand 

End 5631 

Method GENSCAN 

End 4184 

Score .83 



704. .1043, 2588. .2919, 3323. .3376, 3519. .4184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



23542 
48992 
1 

OJ990915_10.9C17.C8.o3.gp 
2028 
3760640 
2028.. 2103 

4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P^450 
[Arabidopsis thaliana] 



Seq. ID OJ990915_10. 9C17.C8 
Strand 

End 5631 

Method AAT/GAP 

End 2103 

Score 104 



23542 
48992 
1 

OJ990915_10 . 9C17 .C8 . o4 . gp 
3607 



Seq. ID OJ990915_10. 9C17.C8 
Strand 

End 5631 

Method AAT/GAP 

End 4108 



23773 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24752_1.R1084 Score 958 

3607. .4108 

, 4679028/gb|AAD27002.1| 7.0e-19 (AF077207) HSPC021 [Homo 
sapiens] >gi_5106781_gb_AAD39841 . 1_ (AF083243) HSPC025 [Homo 
sapiens] ' 



23542 
48993 
11413 

OJ990915_10 . 9C17 . C8 . o2 . tm 

668 

none 

668. .1045, 697. .1047, 702. 



Seq. ID OJ990915_10.9C17.C8 
Strand 

16414 

TBLASTX: Maize 
1058 
393 



End 

Method 
End 
Score 
,1058 



23542 
48993 
11413 

OJ990915_10.9C17.C8.o2.ts 
668 
none 



End 
• Method 
End 
Score 

668. .1045, 708. .1058, 1092. .1124, 2577. .2654, 2579. .2668, 
2582. .2659, 2584. .2673 



Seq. ID OJ990915_10.9C17.C8 
Strand 

16414 

TBLASTX: Soybean 
2673 
284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23542 
48993 
11413 

OJ990915_10.9C17.C8.o2.tc 

791 

none 



Seq. ID OJ990915_10.9C17.C8 
Strand 

End 16414 

Method TBLASTX : Cress 

End 2712 

Score 207 



791. .1045, 816. .1058, 2579.'. 2710, 2582. .2710, 2584. .2712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23542 
48993 
11413 

OJ990915_10.9C17.C8.ol.tm 

2616 

none 



Seq. ID OJ990915_10.9C17.C8 
Strand 

End 16414 

Method TBLASTX : Maize 

End 3984 

Score 94 



2616. .2720, 2617. .2724, 2618. .2725, 2711. .2920, 2725. .2922, 
2726.. 2920, 3519.. 3983, 3523.. 3984 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



23542 
48993 
11413 

OJ990915_10. 9C17.C8.ol.tc 

2713 

none 



Seq. ID OJ990915_10.9C17.C8 
Strand 

End 16414 

Method TBLASTX : Cress 

End 3984 

Score 89 



2713. .2823, 2714. .2821, 2824. .2922, 2825. .2920, 3519. .3728, 
3523.. 3729, 3738.. 3983, 3745.. 3984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23542 
48993 
11413 

OJ990915_10. 9C17.C8.ol.ts 

3601 

none 



Seq. ID OJ990915_10. 9C17.C8 
Strand 

End . 16414 

Method TBLASTX : Soybean 

End 3984 

c^^v^ 1 qi 



3601. .3729, 3603. .3728, 3738. .3983, 3742. .3984 



23774 



Seq. No. 23542 Seq. ID 

Gene No. 48993 Strand 

Start 11413 End 

Name OJ990915_10 . 9C17 . C8 . o3 . tm Method 

Start 5043 End 

GI none Score 
Exons 



OJ990915_10. 9C17.C8 
16414 

TBLASTX: Maize 

6103 

329 



5043. .5336, 5044. .5337, 5414. .5515, 5419. .5490, 5429. .5515, 
5705. .6040, 5909. .6103, 5911. .5997, 6014. .6055 



Seq. No. 


23542 




Seq. ID 


OJ990915_10.9C17 


.C8 


Gene No. 


48993 




Strand 






Start 


1 1 A 1 O 




End 


16414 




Name 


OJ990915 10.9C17.C8. 


o3 . np 


Method 


AAT/NAP 




Start 


11410 




End 


16414 




GI 


5051776 




Score 


364 




Exons 


11410. .11976, 12115. 


.12270, 


12613. . 12662, 1594 1 .. 1 6083, 






16303. .16414 










GI Descrip. 


(AL078637) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


23542 




Seq. ID 


OJ990915_10.9C17 


. Co 


Gene No. 


48993 




Strand 






Start 


11413 




End 


16414 




Name 


OJ990915 10.9C17.C8. 


o5 . gs 


Method 


GEN SCAN 




Start 


11413 




End 


16196 




GI 


none 




Score 


.96 




Exons 


11413. .12015, 12115. 


.12270, 


12613. .12680, 15941. .16196 




Seq. No. 


23542 




Seq. ID 


OJ990915_10. 9C17 


.C8 


Gene No. 


48993 




Strand 






Start 


1 1 A 1 O 

114 1 J 




End 


16414 




Name 


OJ990915 10.9C17.C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11432 




End 


11845 




GI 


none 




Score 


110 




Exons 


11432. .11719, 11518. 


.11718, 


11740. .11E 


144, 11741. .11845 




Seq. No. 


23542 




Seq. ID 


OJ990915_10.9C17 


.C8 


Gene No . 


48993 




Strand 






Start 


11413 




End 


16414 


- 


Name 


OJ990915 10.9C17.C8. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11806- ~" 




End 


16067 




GI 


none 




Score 


69 




Exons 


11806. .11883, 11807. 


.11902, 


11926. .12018, 11947. .12018, 






12110. .12256, 12115. 


.12270, 


12580. .12681, 12595. .12681, 






15975. .16067 










Seq. No. 


23542 




Seq. ID 


OJ990915__10.9C17 


-C8 


Gene No. 


48993 




Strand 






Start 


11413 




End 


16414 




Name 


OJ990915 10.9C17.C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11827 




End - ' 


12271 




GI 


none 




Score 


57 




Exons 


11827. .11883, 11834. 


.11902, 


1192 6. .12018, 11950. .12018, 






12115. .12270, 12116. 


.12271 








Seq. No. 


23543 




C ~ — m 


A T^AAAi r t r\ /**- 1 "7 


. C9 


Gene No. 


48994 




Strand 


+ 




Start 


1 




End 


2515 





23775 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990915_10 . 9C17 . C9 . ol . np Method AAT/NAP 

1 End 2515 

5042463 Score 173 

1..53, 667. .857, 1519. .1678, 1729. .1855, 2269. .2515 

(AC007789) unknown protein [Oryza sativa] 



23543 
48995 
3966 

OJ990915_10 . 9C17 . C9 . o2 . gs 

3966 

none 

3966. .4152, 4336. .4391 



Seq. ID OJ990915_10.9C17.C9 
Strand 

End 4391 . ■ 

Method GENS (3 AN 

End 4391 

Score .83 



Seq. No. 23544 

Gene No. 48996 

Start 225 

Name OJ990915_10 . 9C17 . CIO . ol . gp 

Start 225 

GI 2310235 

Exons 22S..263, 675.. 814 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990915_10.9C17.C10 
Strand + 

1071 
AAT/GAP 
814 
300 



End 

Method 

End 

Score 



Seq. No. 23544 

Gene No. 48996 

Start 225 

Name OJ990915_10 . 9C17 . C10 . ol . gs 

Start 675 

GI none 

Exons 675.. 1071 



Seq. ID OJ990915_10.9C17.C10 

Strand + 

End 1071 

Method GENS CAN 

End 1071 

Score .55 



Seq. No. 23544 

Gene No. 48996 

Start 225 

Name OJ990915_10 . 9C17 . C10 . ol . np 

Start 675 

GI 5852182 

Exons 675.. 1004 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ990915_10.9C17.C10 

Strand + 

End 1071 

Method AAT/NAP 

End . 1004 

Score 435 



Seq. No. 23545 

Gene No. 48997 

Start 1 

Name OJ990915_10 . 9C17 . Cll . ol . gp 

Start 1 

GI none 

Exons 1..4 68 



Seq. ID OJ990915_10.9C17.C11 
Strand 

End 4 68 

Method AAT/GAP 

End 468 

Score 831 



Seq. No. 23546 

Gene No. 48998 

Start 1 

Name OJ990915_10 . 9C17 . C12 . ol . np 

Start 1 

GI 6539555 Score 266 

Exons 1..22, 627.. 914 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 



Seq. ID OJ990915_10.9C17.C12 

Strand + 

End 1054 

Method AAT/NAP 

End 914 



23776 




sativa] gi | 6539592 | dbj I BAA88208 . 1 | (AP000837) Similar to mariner 





transposase (AF078 934) 


[Oryza 


sativa] 










Seq. ID 


OJ990915 10.9C17.C12 


Gene No. 


48998 




Strand 


+ ~~ 


Start 


1 




End 


1054 


Name 


OJ990915 10.9C17.C12.ol 


.gs 


Method 


GENSCAN 


Start 


471 




End 


1054 


GI 


none 




Score 


.77 


Exons 


471. .592, 627. .676, '717 


. .1054 






Seq. No. 


23546 




Seq. ID 


OJ990915_10 . 9C17 .C12 


Gene No. 


48999 




Strand 


+ 




3554 




End 


3898 


Name 


OJ990915 10.9C17.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


3447 




End 


3898 


GI 


32139 1.R1084 




Score 


860 


Exons 


3447. .3898 








GI Descrip. 


' 4138732/emfc> | CAA76742 . 1 


I l.Oe- 


-08 (Y17332) proline-rich protein 




[Zea mays] 1 








oeq. in o . 


t J J1 u 




Seq. ID 


OJ990915_10.9C17.C12 


Gene No. 


48999 




Strand 


+ 


Start 


3554 




End 


3898 


Name 


OJ990915 10.9C17.C12.o3 


.gs 


Method 


GEN SCAN 


Start 


3554 




End 


3864 


GI 


none 




Score • 


.97 


Exons 


3554. .3864 








Seq. No. 


23546 




Seq. ID 


OJ990915_10.9C17.C12 




48999 




Strand 


+ 


Start 


3554 




End 


3898 


Name 


OJ990915 10.9C17.C12.o2 


.np 


Method 


AAT/NAP 


Start 


3587 




End 


3898 


GI 


6942229 




Score 


233 


Exons 


3S87..3898 








GI Descrip. 


(AF221552) proline-rich 


protein RiP-15 


[Oryza sativa] 


Q A rr Ma 
O e • IN U . 


6 JJ4U 




Seq. ID 


OJ990915_10.9C17.C12 


Gene No. 


49000 




Strand 




Start 


1556 




End 


2074 


Name 


OJ990915 10.9C17.C12.o2 


.gs 


Method 


GEN SCAN 


Start 


1556 




End 


2074 ' 


GI 


none 




Score 


.61 


Exons 


1556. .1729, 1797. .1894, 


1993. 


.2074 




Seq. No. 


23547 




Seq. ID 


OJ990915_10.9C17.C13 


Gene No. 


49001. 




Strand 


+ 


Start 


1188 




End 


3440 


Name 


OJ990915 10.9C17.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


1188 




End 


1690 


GI 


32139 1.R1084 




Score 


921 


Exons 


1188. .1690 








GI Descrip. 


M138732/emb|CAA76742.1 


| l.Oe- 


-08 (Y17332) proline-rich protein 



[Zea mays] ' 



Seq. No. 23547 Seq. ID OJ990915_10.9C17.C13 



23777 




Gene No. 


49001 




Strand 


+ 






CM » y>f 

btdiL 


1 1 QQ 




End 


3440 






Name 


OJ990915 10.9C17. 


.C13.ol.np 


Method 


AAT/NAP 






Start 


1289 




End 


3440 






GI 


4138732 




Score 


528 






Exons 


1289. .2052, 3401. 


.3440 










GI Descrip. 


(Y17332) proline- 


■rich protein 


[Zea mays] 






Seq. No. 


23547 




beq. lu 


oj y yuy io_iu 


.9C17. 


C13 


Gene No . 


4 yuui 




Strand 


+ 






Start 


1188 




End 


3440 






Name 


OJ990915 10.9C17. 


C13.ol.gs 


Method . 


rTKTCP7\M 






Start 


1295 




End 








GI 


none 




Score 


1 






Exons 


1295. .2056 












Seq. No. 


23547 




beq. ID 


/■"\Tnonmc in 


. 9C17. 


C13 


Gene No . 


4 yuuz 




Strand 


+ 






Start 


3751 




End 


4532 






Name 


OJ990915 10.9C17. 


C13.02 .drs 


Method 


GENS CAN 






Start 


3751 




End 


4317 






GI 


none 




Score 


.46 






Exons 


3751. .4317 












Seq. No. 


23547 




Seq. ID 


OJ990915_10 


. 9C17. 


C13 


Gene No. 


49002 




Strand 


+ 






Start 


3751 




End 


4532 






Name 


r\TQQnckic in on i 

ujyyuyio lu.yci/. 


C13.o2.np 


Method 


AAT/NAP 






Start 


3843 




End 


4532 






GI 


84407 




Score 


57 






Exons 


3843. .4178, 4496. 


.4532 










GI Descrip. 


eggshell protein 


- fluke (Schistosoma 


mansoni) gi | 951430 




(M14309) ORF-RF1; 


putative [Schistosoma mansoni] 






Seq. No. 


23547 




Seq. ID 


OJ990915_10 


.9C17. 


C13 


Gene No . 


4 yuuo 




Strand 








Start 


1909 




End 


2358 






Name 


OJ990915 10.9C17. 


C13.o2.gp 


Method 


AAT/GAP 






Start 


1909 




End 


2358 






GI - 


none 




Score 


837 






Exons 


1909. .2358 












Seq. No. 


23547 




Seq. ID 


OJ990915_10, 


.9C17. 


C13 


Gene No . 


A cm C\ A 




Strand 








Start 


4739 




End 


5869 






Name 


OJ990915 10.9C17. 


C13.o3.gs 


Method 


GEN SCAN 






Start 


4739 




End 


5869 






GI 


none 




Score 


.52 






Exons 


4739.. 5253, 5731. 


.5869 










Seq. No. 


23548 




Seq. ID 


OJ990915_10, 


.9C17. 


C14 


Gene No. 


49005 




Strand 


+ 






Start 


1 




End 


3504 






Name 


OJ990915 10.9C17. 


C14.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


i a in 






GI 


3386534 




Score 


140 






Exons 


1. .102, 1129. .1470 











23778 




GI Descrip. (AF078934) mariner transposase [Glycine max] 



Seq. No. 


23548 


Seq. ID 


OJ990915_ 


10. 


9C17 


.C14 


Gene No. 


49005 


Strand 


+ 








Start 


1 


End 


3504 








Name 


OJ990915 10.9C17.C14.ol.gs 


Method 


GENSCAN 








Start 


896 


End 


3504 








GI 


none 


Score 


.54 








Exons 


896.. 1001, 1218.. 1329, 3214 


..3228, 3346.. 3504 








Seq. No. 


23548 


Seql ID 


OJ990915_ 


10. 


9C17 


.C14 


Gene No. 


49006 


Strand 


+ 








Start 


12173 


End 


14950 








Name 


OJ990915 10.9C17.C14.o2.np 


Method 


AAT/NAP 








Start 


12173 


End 


14950 








GI 


5280991 


Score 


51 








Exons 


12173. .12223, 13108 .. 13193, 


14925. .14950 








GI Descrip. 


(Z97338) . putative phosphocholine cyt idylyl trans f erase 






[Arabidopsis thaliana] 












Seq. No. 


23548 


Seq. ID 


OJ990915_ 


10. 


9C17 


.C14 


Gene No. 


49007 


- Strand 










Start 


3765 


End 


5028 








Name 


OJ990915 10.9C17.C14.o2.gs 


. Method 


GENSCAN 








Start 


3765 


End 


5028 








GI 


none * 


Score 


.61 








Exons 


3765. .3871, 4701. .5028 












Seq. No. 


23548 


Seq. ID 


OJ990915_ 


10. 


9C17 


.C14 


Gene No. 


49008 


Strand 










Start 


12712 


End 


13583 








Name 


OJ990915 10.9C17.C14.o4.gs 


Method 


GENSCAN 








Start 


12712 


End 


13583 








GI 


none 


Score 


.49 








Exons 


12712. .12832, 13062 .. 13086, 


13313. .13583 








Seq. No. 


23548 


Seq. ID 


OJ990915_ 


10. 


9C17 


.C14 


Gene No. 


49009 


Strand 










Start 


16788 


End 


16950 








Name 


OJ990915 10.9C17.C14.o5.gs 


Method 


GENSCAN 








Start 


16788 


End 


' 16950 








GI 


none 


Score 


.9 








Exons 


16788.. 16950 












Seq. No. 


23549 


Seq. ID 


OJ990915_ 


10. 


9C17 


.C15 


Gene No. 


49010 


Strand 


+ 








Start 


123 


End 


380 








Name 


OJ990915 10.9C17.C15.ol.gs 


Method 


GENSCAN 








Start 


123 


End 


380 








GI 


none 


Score 


.62 








Exons 


123. .380 












Seq. No. 


23550 


Seq. ID 


OJ990915_ 


10. 


9C17 


-C17 


Gene No. 


49011 


Strand 










Start 


1 


i-ll iva 


c n c 








Name 


OJ990915 10.9C17.C17.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


506 









23779 




GI 342_1.R1084 Score 791 

Exons 1..375, 417.. 506 

GI Descrip. 1 4574406/gb| AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


23550 




Seq. ID 


OJ990915_10.9C17 


.C17 


Gene No. 


. 49011 




Strand 


- 




Start 


1 




End 


506 




Name 


OJ990915 10.9C17.C17.ol. 


np • 


Method 


AAT/NAP 




Start 


1 




End 


506 










Score 






Exons 


1..371, 408. .506 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


23550 




Seq. ID 


OJ990915 10.9C17 


.C17 


Gene No. 


49011 




Strand 


- 




Start 


1 




End 


506 




Name 


OJ990915_10.9C17.C17.ol. 


gs 


Method 


GENSCAN 




Start 


1 / 




End 


"5 d a 

ODD 




GI 


none 




Score 


.52 




Exons 


17. .129, 190. .356 










Seq. No. 


23550 




Seq. ID 


OJ990915JL0.9C17 


.C17 


Gene No. 


49011 




Strand 


- 




Start 


1 




End 


506 




Name 


OJ990915 10.9C17.C17.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


77 




End 


319 




GI 


none 




Score 


54 




Exons 


77.. 319, 135..233. V V' 










Seq. No. 


23550 




Seq. ID 


OJ990915_10.9C17 


.C17 


Gene No. 


49011 




Strand 






Start 


1 




End 


506 




Name 


OJ990915 10.9C17.C17.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


183 




End 


505 




GI 


none 




Score 


122 




Exons 


183. .341, 183. .341, 188. 


.364, 


188. .364 


, 427. .504, 428.. 


505 



Seq. No. 


23551 








Seq. ID 


OJ990915 


Gene No. 


49012 








■ Strand 


+ 


Start 


110 








End 


305 


Name 


OJ990915 


17.9C23.C2 


.ol 


.gs 


Method 


GENSCAN 


Start 


110 








End 


305 


GI 


none 








Score 


.83 


Exons 


110. .122, 


208. .305 










Seq. No. 


23552 








Seq. ID 


OJ990915 


Gene No. 


49013 








Strand 


+ 


Start 


406 








End 


472 


Name 


OJ990915 


17.9C23.C3 


.ol 


.gs 


Method 


GENSCAN 


Start 


406 








End 


472 


GI 


none 








Score 


.57 


Exons 


406. .472 













Seq, No, 23553 Seq. II 

Gene No. 49014 Strand 

Start 101 End 645 



23780 



Name 

Start 

GI 

Exons 



OJ990915_17 . 9C23 . C4 . ol . gs Method GEN SCAN 

101 End 592 

none Score . 9 
101. .163, 248. .382, 461. .592 



Seq. No. 23553 Seq. ID OJ990915_17 . 9C23 . C4 

Gene No. 49014 Strand 

Start 101 End 645 

Name OJ990915_17 . 9C23 . C4 . ol . gp Method AAT/GAP 

Start 347 .End • 64 5 ' 

GI 43870_1.R1084 Score 275 

Exons 347.. 382, 461.. 645 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


23553 


Seq. ID 


OJ990915_17. 9C23.C4 


Gene No. 


49014 


Strand 




Start 


101 


End 


645 


Name 


OJ990915 17.9C23.C4.ol.np 


Method 


AAT/NAP 


Start 


464 


End 


645 


GI 


5738367 


Score 


80 


Exons 


464. .645 






GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23554 


Seq. ID 


OJ990915_17.9C23.C5 


Gene No. 


49015 


Strand 




Start 


1 


End 


4775 


Name 


OJ990915 17.9C23.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1582 


GI 


5738367 


Score 


214 


Exons 


1..27, 90. .326, 418. .518, 1077. .1200, 


1309. .1582 


GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


. 23554 


Seq. ID 


OJ990915_17.9C23.C5 


Gene No. 


49015 


Strand 




Start 


1 


End 


• 4775 


Name 


OJ990915 17.9C23.C5.ol.gp 


Method 


AAT/GAP 


Start 


197 


End 


1483 


GI 


43870 1.R1084 


Score 


931 


Exons 


197. .326, 418. .518, 1077. .1200, 1309.. 


1483 


GI Descrip. 


f 6069643/dbj I AP000616. 1 | AP000616 l.Oe- 


■152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


23554 


Seq. ID 


OJ990915_17.9C23.C5 


Gene No. 


49015 


Strand 




Start 


1 


End 


4775 


Name 


OJ990915 17.9C23.C5.ol.gs 


Method 


GENS CAN 


Start 


1077 


End 


4563 


GI 


none 


Score 


.58 


Exons 


1077. .1163, 1801. .1817, 2155 


..2270, 2916. .2935, 3659. .3917, 




4008. .4563 






Seq. No. 


23554 


Seq. ID 


OJ990915_17 .9C23.C5 . 


Gene No. 


49015 


Strand 




Start 


1 


End 


4775 


Name 


OJ990915 17.9C23.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


3625 


End 


3842 



23781 




GI 


none 






Score 


195 


Exons 


3625. .3804, 


3641, 


..3841, 3657. 


.3842 




Seq. No. 


23554 






Seq. ID 


OJ990915_17.9C23.C5 


Gene No. 


49015 






Strand 




Start 


1 






End 


4775 


Name 


OJ990915 17. 


.9C23. 


,C5.o2 .np 


Method 


AAT/NAP 


Start 


3658 






End 


4775 


GI 


6143888 






Score 


315 


Exons 


3658. .4219, 


4322. 


,.4577, 4739. 


..4775 





GI Descrip. (AC010718) unknown protein [Arabido'psis thaliana] 



Seq. No. 23554 

Gene No. 4 9015 

Start 1 

Name OJ990915J.7 . 9C23 . C5 . ol . tc 

Start 3678 

GI none 

Exons 3678..3863, 3706.. 3804 

Seq. No. 23554 

Gene No. 4 9015 

Start 1 

Name OJ990915_17 . 9C23 .C5.ol.ts 

Start 3687 

GI none 

Exons 3687.. 3929, 3720.. 3923 

Seq. No. 23554 

Gene No. 49015 

Start 1 

Name OJ990915_17 . 9C23 .C5.ol.tm 

Start 4008 

GI none 

Exons 4008.. 4160, 4009.. 4158, 4101, 
4284. .4358, 4284. .4496, 4309. 
4479. .4565, 4481. .4570, 4499. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_17.9C23.C5 
4775 

TBLASTX: Cress 

3863 

74 



OJ990915_17.9C23.C5 
4775 

TBLASTX : Soybean 

3929 

150 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4385, 4149 
.4461, 4338 
.4570 



OJ990915 17.9C23.C5 



4775 

TBLASTX: Maize 
4570 
130 

4295, 4282.. 4365, 
4421, 4339. .4464, 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip, 



23555 Seq. ID 

49016 Strand 

1 End 

OJ990915_17 . 9C23 . C6 . ol . np Method 

1 End 

6143888 Score 



OJ990915_17.9C23.C6 

1304 
AAT/NAP 
913 
384 



1..48, 170. .207, 457. .681, 819. .913 

(AC010718) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23555 
49016 
1 

OJ990915__17.9C23.C6.ol.tm 

156 

none 



Seq. ID OJ990915_17.9C23.C6 
Strand 



End 

Method 

End 

Score 



1304 

TBLASTX: Maize 

939 

83 



156. .209, 156. .209, 163. .213, 482. .553, 482. .526, 484. .531, 
502 = = 681 504. .683, 504. .680 529 ^1. Pi f. qi a n?i ai i 
823. .939' 



23782 




Seq. No. 


23555 


Seq. ID 


OJ990915_17.9C23.C6 


Gene No. 


49016 


Strand 




Start 


1 


End 


1304 


Name 


OJ990915 17.9C23.C6.ol.gs 


Method 


GEN SCAN 


Start 


173 


End 


1304 


GI 


none 


Score 


.71 


Exons 


173. .207, 549. .681, 819. .912, 


1235. .1304 


Seq. No. 


23556 


Seq. ID 


OJ990915_17 . 9C23.C7 


Gene No . . 


49017 


Strand 


+ 


Start 


3830 


End 


4620 


Name 


OJ990915 17.9C23.C7.o2.gs 


Method 


GENSCAN 


Start 


3830 


End 


4620 


GI 


none 


Score 


.91 


Exons 


3830. .4032, 4053.. 4206, 4465. 


.4620 




Seq. No. 


23556 


Seq. ID 


OJ990915_17.9C23.C7. 


Gene No. 


49018 


Strand 




Start 


380 


End 


2834 


Name ' 


OJ990915 17.9C23.C7.o2.np 


Method 


AAT/NAP 


Start 


244 


End 


2753 


GI 


1076802 


Score 


132 


Exons 


244.. 355, 1647.. 1934, 2297.. 2397, 2578 


. .2753 


GI Descrip. 


extensin-like protein - maize 


gi | 600118 |emb|CAA84230 | (Z34 4 65) 



extensin-like protein [Zea mays] gi 1 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



Seq. No. 


.23556 


Seq. ID 


OJ990915_17.9C23. 


C7 


Gene No. 


49018 


Strand 






Start 


380 


End 


2834 




Name 


OJ990915 17.9C23.C7 


.ol.gs Method 


GENSCAN 




Start 


380 


End 


2834 




GI 


none 


Score 


.77 




Exons 


380.. 517, 562.. 702, 


1161. .1317, 1409.. 


1482, 1568.. 1892, 






2653. .2834 








Seq. No. 


23556 


Seq. ID 


OJ990915_17.9C23. 


C7 


Gene No. 


49018 


Strand 






Start 


380 


End 


2834 




Name 


OJ990915 17.9C23.C7 


.ol.np Method 


AAT/NAP 




Start 


429 


End 


1494 




GI 


6143888 


Score 


401 




Exons 


429. .517, 616. .702, 


1161. .1317, 1409.. 


1494 




GI Descrip. 


(AC010718) unknown ; 


protein [Arabidopsis . thaliana] 




Seq. No. 


23556 


Seq. ID 


OJ990915_17.9C23. 


cr ; 


Gene No. 


49019 


Strand 






Start 


6375 


End 


7503 




Name 


OJ990915 17.9C23.C7 


. ol.tc Method 


TBLASTX: Cress 




Start 


464 


End 


1319 




GI 


none 


Score 


65 




Exons 


464. .532, 465. .509, 


589. .705, 602. .700 


, 1161.. 1319, 1165 


. .1317 


Seq. No. 


23556 


Seq. ID 


OJ990915_17.9C23. 


C7 


Gene No , 


49019 








Start 


6375 


End 


7503 




Name 


OJ990915 17.9C23.C7 


. o3.gs Method 


GENSCAN 





23783 




Start 


6375 




End 


7379 




GI 


none 




Score 


.87 




Exons 


6375.. 6485, 6765. .6907, 


7007. 


.7037, 7299.-7379 




Seq. No. 


23556 




Seq. ID 


OJ990915_17.9C23 


.C7 


Gene No. 


49019 




Strand 






Start 


6375 




End 


7503 




Name 


OJ990915 17.9C23.C7.o3. 


np 


Method 


AAT/NAP 




Start 


6876 




End 


7503 




GI 


5257280 




Score 


131 




Exons 


6876.. 7037, 7476. .7503 










GI Descrip. 


(AP000364) Similar to neurofilament triplet M protein. 


(P07197 




[Oryza sativa] 










Seq. No. 


23557 




Seq. ID 


OJ990915_17.9C23 


.C8 


Gene No . 


49020 




Strand 


+ 




Start 


22 




End 


215 




Name 


OJ990915 17.9C23.C8.ol. 


gs 


Method 


GENSCAN 




Start 


22 . 




End 


215 




GI 


none 




Score 


.97 




Exons 


22. .70, 121. .215 










Seq. No. 


23557 




Seq. ID 


OJ990915_17.9C23 


.C8 


Gene No. 


49021 




Strand 






Start 


910 




End 


1427 




Name 


OJ990915 17.9C23.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


910 




End 


1200 




GI 


none 




Score 


161 




Exons 


910.. 1008, 1003. .1200 










Seq. No. 


23557 




Seq. ID 


OJ990915_17.9C23 


.C8 


Gene No . 


49021 




Strand 






Start 


910 




End 


1427 




Name - 


OJ990915 17.9C23.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1087 




End 


1427 




GI 


none 




Score 


55 




Exons 


1087.. 1320, 1090. .1200, 


1280, 


.1309, 1317. .1427 




Seq. No. 


23558 




Seq. ID 


OJ990915_17. 9C23 


.C9 


Gene No. 


49022 




Strand 


+ 




Start 


523 




End 


622 




Name 


OJ990915 17.9C23.C9.ol. 


gs 


Method 


GENSCAN 




Start 


523 




End 


622 




GI 


none 




Score 


.45 




Exons 


523. . 622 










Seq. No. 


23559 




Seq. ID 


OJ990915 17.9C23 


.C12 


Gene No. 


49023 




Strand 


+ 




Start 


1 




End 


1584 




Name 


OJ990915 17.9C23.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


1 


End 


232 




GI 


LIB34 32-022-P1-K1-B9 




Score 


437 




Exons 


1. .232 










GI Descrip. 


, 4539292/emb|CAB39595.1 


I 5.0e 


-42 (AL049480) putative ribosomal 




protein S10 [Arabidopsi 


s thai 


iana] 1 






Seq. - No. 


23559 




Seq. ID 


OJ990915_17.9C23 


.C12 



23784 



Gene No. 


49023 


Strand 


+ 


O Lai l_ 






1 Do ft 


Name 


OJ990915 17.9C23.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1584 


GI 


4539292 


Score 


545 


Exons 


1.-272, 872. .1007, 1507. .1584 






GI Descrip. 


(AL049480) putative ribosomal 

- 


protein 


S10 [Arab 


Seq. No. 


23559 


Seq. ID 


OJ990915 


Gene No. 


49023 


Strand 


+ 


Start 


1 


End 


1584 


Name 


OJ990915 17.9C23.C12.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


1226 


GI 


none 


Score 


.48 


Exons 


61- .272, 872. .963, 1063. .1226 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23559 Seq. ID 

49024 Strand 

94 63 - End 

OJ990915_17 . 9C23 . C12 . o3 . np Method 

94 63 End 

5777621 Score 



OJ990915_17.9C23.C12 
+ 

22653, 
AAT/NAP 
22650 
1556 



9463. .9559, 10111 .. 10659, 11630 .. 11704 , 12057 .. 12342 , 
12879. .12962, 13090 .. 13139, 13523 .. 13608 , 13783 .. 14107, 
20653. .20924, 20982 .. 21045, 2107 6 .. 21194 , 21293 .. 21478 , 
22363. .22650 

(AJ245900) CAA30379.1 protein [Oryza sativa] 



23559 Seq. ID 

49024 Strand 
9463 End 22653 

OJ990915_17 . 9C23 . C12 . o4 . gs Method GENSCAN 
17682 End 22653 

none Score . 7 

17682. .17760, 18981 .. 19080, 19377 19655 , 19772 

20528. .21194, 21293 .. 21478, 22363.. 22653 



OJ990915_17 . 9C23 . C12 
+ 



, 19837, 



23559 Seq. ID 

49024 . Strand 

9463 End 
OJ990915_17 . 9C23 . C12 . o3 . gp Method 

20515 End 

none Score 
20515. .21029 



OJ990915_17.9C23.C12 
+ 

22653 
AAT/GAP 
21029 
990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. . 



23559 
49025 
431 

OJ990915_17.9C23.C12.o2.np 
431 

4006878 



OJ990915 17.9C23.C12 



Seq. ID 
Strand 

End 5022 
Method AAT/NAP 
End 4876 
Score 812 

431. .461, 2438. .2522, 2617. .28.40, 3236.-3539, 3641. .3739, 
4477 . .4613, '4711. .4876 

(Z99707) MAP3K-like protein kinase [Arabidopsis thaliana] 



23559 
49025 



Seq. ID 
Strand 



OJ990915 17.9C23.C12 



23785 




Start 


431 








End 


5022 




Name 


OJ990915 17 


.9C23 


.C12.o2 


.gp 


Method 


AAT/GAP 




Start 


1522 








End 


1838 




GI 


none 








Score 


521 




Exons 


1522. .1838 














Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23 


.C12 


Gene No. 


49025 








Strand 






C 4- -i V--4- 

otart 










End 


5022 




Name 


OJ990915 17 


.9C23 


.C12.o2 


.gs 


•Method 


GENSCAN 




Start 


2129 








End 


5022 




GI 


none 








Score 


.73 




Exons 


2129. .2296, 


2617 


. .2902, 


3190. 


.3539, 3641. .3739, 4477. .4613, 




4711. .4736, 


4780 


. .4835, 


4924. 


.5022 






Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23 


.C12 


Gene No. 


49026 








Strand 






Start 


22501 








End 


23736 




Name 


C\ TQQH Q1 t; 1 1 

uj y y u y i o i / 


. y^/ 3 


. LIZ . OZ 


.tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


1749 




GI 


none 








Score 


355 




Exons 


1..222, 1.. 


81, 3 


. .272, 


3. .224, 137, .271, 155. .289, 872. 


.916, 




966. .1007, 


1523. 


.1639, 


1586. . 


1651, 1581 


3. .1650, 1653. .1703, 




1654. .1704, 


1654 


. .1704, 


1709. 


.1744, 1723. .1749 




Seq. No. 


23559 












.C12 


Gene No . 


4 y d 








Strand 






Start 


22501 








End 


23736 




Name 


OJ990915 17 


. 9C23 


.C12.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


6 








End 


1007 




GI 


none 








Score 


300 




Exons 


6. .224, 7.. 


222, 


966. .1007 








Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23 


.C12 


Liene ino. 










Strand 






Start 


22501 








End 


23736 




Name 


OJ990915 17 


.9C23 


.C12.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


6 








End 


1004 




GI 


none 








Score 


305 




Exons 


6. .224, 7.. 


222,. ; 


24. ;221 


, 137. 


.226, 870 


..890; 966. .1004 




Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23 


.C12 


bene no. 










Strand 






Start 


22501 








End 


23736 




Name 


OJ990915 17 


.9C23 


.C12.61 


.tw 


Method 


TBLASTX: Wheat 




Start 


7 








End 


283 




GI 


none 








Score 


328 




Exons 


7. .222, 7.. 


81, 21. .224, 


137. . 


271, 158., 


.283 




Seq. No. 


23559 








Seq. ID 


OJ990915_17 .9C23 


.C12 


Gene No. 


49026 








Strand 






Start 


22501 








End 


23736 




Name 


OJ990915 17 


. 9C23 


.C12.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


2421 








End 


2811 




GI 


none 










0 no 
<- <j *j 




Exons 


2421. .2525, 


2617. 


. .2811 











23786 




Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No. 


49026 








Strand 




Start 


22501 








End 


23736 


Name 


ojyyuyio i / , 


. 3C23 


. C12 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2605 








End 


4838 


GI 


none 








Score 


93 


Exons 


2605. .2790, 


2617 


. .2829, 


2726. 


.2830, 3235.. 3537, 3237.. 3536, 




3641. .3748, 


3642 


. .3767, 


4478. 


.4579, 4480. .4581, 4581. .4616, 




4749. .4838 












Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No. 


49026 








Strand 




o tar u 










End 


23736 


Name 


OJ990915 17, 


9C23 


.C12.o5. 


.tm ' 


Method 


TBLASTX: Maize 


Start 


2659 








End 


2841 


GI 


none 








Score 


42 


Exons 


2659. .2712, 


2659 


. .2694, 


2694. 


.2762, 2695.. 2841, 2695.. 2835, 




2729. .2836 












Seq. No. 


' 23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No . 


4 yu^ b 








Strand 




Start 


22501 








End 


23736 


Name 


OJ990915 17. 


9C23 


.C12.o2. 


,tw 


Method 


TBLASTX : Wheat 


Start 


3231 








End 


3500 


GI 


none 








Score 


286 


Exons 


3231. .3500 












Seq. No. 


23559 








Seq. ID 


OJ990915_17 . 9C23 .C12 


Gene No . 


4 yu^. 0 








Strand 




Start 


22501 








End 


23736 


Name 


OJ990915 17. 


9C23 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3235 








End 


3745 


GI 


none 








Score 


199 


Exons 


3235.-3426, 


3237 


. .3434, 


3453. 


.3536, 3641. .3745, 3645. .3740 


Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No . 










Strand 




Start 


22501 








End 


23736 


Name 


OJ990915 17. 


9C23 


.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3237 








End 


3710 


GI 


none 








Score 


119 


Exons 


3237. .3536, 


3241, 


. .3444, 


3641. 


.3709, 3645.. 3710 


Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No. 










Strand 




Start 


22501 








End 


23736 


Name 


OJ990915 17. 


9C23, 


,C12.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


10109 








End 


10328 


GI 


none 








Score 


209 


Exons 


10109. .10327 


, 10110.. 10328 






Seq. No. 


23559 








Seq. ID 


OJ990915_17.9C23.C12 


Gene No. 


49026 








Strand 




Start 


22501 








End 


23736 


Name 


OjqqOQIR 17 




PI 0 r^A 


tc 


MCthcd 


TDT 7\ Orpv . n ~ ~ 

X J_/J_t-£10 X /\ . -1- <3 O O 


Start 


10239 








End 


10592 


GI 


none 








Score 


251 



23787 




Exons 


10239. .10541, 10241. 


.10540, 


10529. . 10588, 10530.. 10592 




Seq. No. 


23559 




Seq. ID 


OJ990915JL7.9C23 


.C12 


Gene No . 


H y uz o 




oirana 






Start 


22501 




tiXlG. 


CO 1 JO 




Name 


OJ990915 17.9C23.C12 


. o3. tm 


Kjf 4* r*i /"\ /"J 


1 oJufio i a . ixia 1 z e 




Start 


10334 




fcjna. 


1UDU1 




GI 


none 




Score 


711 
£.11 




Exons 


10334. .10594, 10344. 


.10601 








Seq. No. 


23559 




Seq. ID 


OJ990915_17.9C23 


.C12 


Gene No. 


49026 




Strand 






otart 






End 


23736 




Name 


OJ990915 17.9C23.C12 


.08. tm 


Method 


TBLASTX: Maize 




Start 


12118 




End 


12460 




GI 


none 




Score 


171 




Exons 


12118. .12342, 12125. 


.12343, 


12128. .12352, 12409 .. 124 59, 






12410. .1246.0 










Seq. No. 


23559 




Seq. ID 


OJ9909i5_17.9C23 


.C12 


Gene No. 


49026 




Strand 






Start 


22501 




End 


23736 




Name 


OJ990915_17.9C23.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




C4- -> v>4- 

o tar z 






End 


14090 




GI 


none 




Score 


81 




Exons 


12206. .12343, 12241. 


.12342, 


12256. .12354, 12258 .. 12353, 






12390. .12464, 12409. 


.12465, 


12410. .12463, 12557. .12619, 






12558. .12620, 12583. 


.12621, 


12837. .12914, 12838 .. 12972, 






13522. .13632, 13678. 


.13908, 


13.806. .13880, 14 007 .. 14090. 




Seq. No. 


23559 




Seq. ID 


OJ990915_17.9C23 


.C12 


Gene No . 


4yuzo 




Strand 






Start 


22501 




End 


23736 




Name 


OJ990915 17.9C23.C12 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


12841 




End 


13863 




GI 


none 




Score 


74 




Exons 


12841. .12948, 13522. 


.13620, 


13681. .13863 




Seq. No. 


23559 




Seq. ID 


OJ990915_17. 9C23 


.C12 


Gene No . 






Strand 






Start 


22501 




End . 


23736 




Name 


OJ990915 17.9C23.C12 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


21286 




End 


21499- 




GI 


none 




Score 


223 




Exons 


21286. ,21474, 21287., 


.21499 








Seq. No. 


23559 




Seq. ID 


OJ990915JL7.9C23 


.C12 


Gene No. 


49026 




Strand 






otart 






End 


23736 




Name 


OJ990915 17.9C23.C12. 


. o4 . tm 


Method 


TBLASTX: Maize ' 




Start 


22333 




End 


22644 




GI 


none 




Score 


153 




Exons 


22333. .22428, 22363., 


.22467, 


22368. .22466, 22515 .. 22 61 9, 






22516. .22620, 22617., 


,22643, 


22618. .22644 




Seq. No. 


23559 




Seq. ID 


.OJ990915_17.9C23, 


.C12 


Gene No. 


49026 




Strand 







23788 



Start 
Name 
Start 
GI 

Exons 



22501 End 

OJ990915_17 . 9C23 . C12 . o4 . ts Method 

22351 End 

none Score 



23736 

TBLASTX: Soybean 

22644 

111 



22351. .22428, 22363 .. 22467, 22365 .. 224 66, 2244 6.-22643, 
22447. .22644 



Seq. No. 23559 Seq. ID 

Gene No. 4 9026 Strand 

Start 22501 End 

Name OJ990915_17 . 9C23 . C12 . o4 . gp Method 

Start 22501 End 

GI none Score 

Exons 22501. .22910 



OJ990915_17.9C23.C12 

23736 
AAT/GAP 
22910 
807 



Seq. No. 


23559 




Seq. ID 


OJ990915_ 


_17 


. 9C23 


-C12 


Gene No. 


49026 




Strand 










Start 


22501 




End 


23736 








Name 


OJ990915 17.9C23.C12 


. o5 . gs 


Method 


GENSCAN 








Start 


22790 




End * 


23736 








GI 


none 




Score 


.95 








Exons 


22790. .23124, 23685. 


.23736 












Seq. No. 


23560 




Seq. ID 


OJ990915_ 


_17 


. 9C23 


.C13 


Gene No. 


49027 




Strand 


+ 








Start 


3466 




End 


3704 








Name 


OJ990915 17.9C23.C13 


. ol . gs 


Method 


GENSCAN 








Start 


3466 




End 


3704 








GI 


none 




Score 


.84 








Exons 


3466. .3704 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No ; 

Start 

Name 



23560 Seq. ID OJ990915_17.9C23.C13 

4 9028 Strand + 

4499 End 4889 

OJ990915_17 . 9C23 . C13 . ol . gp Method AAT/GAP 

4431 End 4889 

uC-osrocyp028f lObl ' Score 863 

4431. .4889 

, 1086249/pir| IS52769 5.0e-10 subtilisin-like protease - Alnus 
glutinosa >gi_757522_emb_CAA59964_ (X85975) subtilisin-like 
protease [Alnus glutinosa] ' 



23560 Seq. ID 

49028 Strand 
4499 End 
OJ990915_17 . 9C23 . C13 . ol . np Method 
4489 End 
1086249 Score ' 

4489. .4889 

subtilisin-like protease - Alnus glutinosa 

gi | 757522 | emb | CAA59964 | (X85975)-" subtilisin-like protease [Alnus 
glutinosa] 



OJ990915_17.9C23.C13 
+ 

4889 , 
AAT/NAP 
4889 
175 



23560 
49028 
4499 

OJ990915JL7 . 9C23 . C13 . o2 . gs 



Seq. ID OJ990915 17.9C23.C13 



End 

Method 



4889 
GENSCAN 



'23789 



Start 


4499 




End 


4765 


GI 


none 




Score 


.45 


Exons 


4499. .4765 








Seq. No. 


23560 




Seq. ID 


OJ990915_17.9C23.C13 


Gene No. 


A Q f\ O O 




C4- V -1 — y-J 

brrana 


+ 


Start 


4499 




End 


4889 


Name 


OJ990915 17.9C23.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4571 




End 


4885 


GI 


none 




Score 


73 


Exons 


4571. .4660, 4709. .4885, 


4735. 


.4884 




Seq. No. 


23561 




Seq. ID 


OJ990915_17.9C23.C14 


Gene No. 


49029 




Strand 


+ 


Start 


1 




End 


1466 


Name 


OJ990915_17. 9C23.C14.ol. 


np 


Method 


AAT/NAP 


o car c 


i 
± 




End 


1466 


GI 


1086249 




Score 


746 


Exons 


1..1466 








GI Descrip. 


subtilisin-like protease 


s - Alnus glutinosa 




gi | 757522 | emb | CAA59964 | 


(X85975) subtilisin-like protease [1 




glutinosa] 








Seq. No. 


23561 




Seq. ID 


OJ990915_17.9C23.C14 


Gene No. 


a n a o n 

4yuzy 




Strand 


+ 


Start 


1 




End 


1466 


Name 


OJ990915 17.9C23.C14.ol. 


gs 


Method 


GEN SCAN 


Start 


54 




End 


1455 


GI 


none 




Score 


.89 


Exons 


54. .1455 








Seq. No. 


23561 




Seq. ID 


OJ990915_17 . 9C23 . C14 


Gene No. 


49030 




Strand 


+ 


Start 


8694 




End 


11887 


Name 


OJ990915 17.9C23.C14.o2. 


np 


Method 


AAT/NAP 


Start 


8600 




End 


11881 


GI 


6587806 




Score 


416 


Exons 


8600. .9061, 9219. .9401, 


10283 


. .10411, 


10689. .10902, 



10972. .11090, 11603. .11881 
GI Descrip. (AC010924) Contains similarity to gb|M82916 MRS 2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23561 
49030 
8694 

OJ990915_17. 9C23.C14.o4 .gs 

8694 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8694. .8813, 8912. .9109, 9219. .9401, 10283 .. 104 11, 1068 9 .. 108 19, 
10919: .11090, 11603. .11887 



OJ990915_17.9C23.C14 
+ 

11887 
GEN SCAN 
11887 
.88 



Seq. No. 23561 • Seq. ID 

Gene No. 4 9030 Strand 

Start 8694 End 

Name O J9 9 0 9 1 5_1 7 . 9C2 3 . C 1 4 . o2 . gp Me t hod 



OJ990915_17.9C23.C14 

11887 
AAT/GAP 



23790 




Start 9228 End 11024 

GI uC-osroM202031e04bl Score 980 

Exons 9228.. 9401, 10283 104 11 , 10689 .. 10819, 10931.. 11024 

GI Descrip. ■ 4406759/gb | AAD20070 | 8.0e-15 (AC006836) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49031 Strand 

Start 1 End 4 04 

Name OJ990915_17 . 9C23 . C14 . ol . gp Method AAT/GAP • 

Start 1 End 404 

GI 51564JL.RI084 Score 761 

Exons 1. .404 

GI Descrip. '3142298 8.0e-19 (AC002411) Strong similarity to protein SBT1 

gb_X98929 from Lycopersicum esculentum. [Arabidopsis thaliana] 1 



Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 ' Strand 

Start 13199 . End 13285 

Name OJ990915_17 . 9C23 . C14 . ol . ts Method TBLASTX : Soybean 

Start 1 End 1248 

GI none . Score 181 

Exons 1./192, 24. .179, 298.-435, 460.. 687, 558.. 683, 762.. 881, 
763. .921, 916. .1032, 951. .1031, 1120. .1248, 1168. .1248 



Seq. No. 


23561 


Seq. ID 


OJ990915_17 . 9C23-.C14 


Gene No. 


49032 


Strand 




Start 


13199 


End 


13285 


Name 


OJ990915 17; : 9C23.C14.o3.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


429 


GI 


none 


Score 


184 


Exons 


1..192, 21. .155, 298. .429 






.Seq. No. 


23561 


Seq. ID 


OJ990915_17.9C23.C14 


Gene No. 


49032 


Strand 




Start 


13199 


End 


13285 


Name 


OJ990915 17. 9C23.C14.o4.tm 


Method 


TBLASTX: Maize 


Start 


7 


End 


192 


GI 


none 


Score 


190 


.Exons 


7. .192, 24. .182 






Seq. No. 


23561 


Seq. ID 


OJ990915_17.9C23.C14 


Gene No. 


49032 


Strand 




Start 


13199 


End 


13285 


Name 


OJ990915 17.9C23.C14.o3.tw. 


Method 


TBLASTX: Wheat 


Start 


13 


End 


5715 


GI 


none 


Score 


157 


Exons 


13. .192, 24. .149, 298. .360, 


5611. .5715 




Seq. No. 


23561 


Seq. ID 


OJ990915_17.9C23.C14 


Gene No. 


49032 


Strand 




Start 


13199 


End 


13285 


Name 


OJ990915 17.9C23.C14.ol.tm 


Method . 


TBLASTX: Maize 


Start 


370 


End 


1157 


GI 


nnnp 


• i_/ vj> c; 


1 o -o 
J. *J 


Exons 


370. .498, 378. .440, 558. .701 


, 559. .726, 


568. .714, 721. .804, 




730. .795, .802. .831, 805... 891 


, 807. .884, 


898. .1029, 951. .102! 



23791 




1083. .1157, 1084. .1155 



Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990915_17 . 9C23 . C14 . ol . tc Method TBLASTX : Cress 

Start 558 End 1158 

GI none Score 171 

Exons 558.-683, 559.-687, 739. .891, 756. .890, 916. .1029, 954. .1025, 
1042. .1158 . 

Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990915_17 . 9C23 . C14 . o2 . tw Method TBLASTX: Wheat 

Start 558 End 732 

GI none Score 24 6 

Exons 558.. 701, 559.. 714, 565.. 732 

Seq. No. 23561 ' * Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990915_17 . 9C23 . C14 . o2 . tm Method TBLASTX : Maize 

Start 4140 End 4447 

GI none Score 192 

Exons 4140.,, 4433, 4148.. 4447, 4208. .4444 

Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990 915_17 . 9C23 . C14 . o2 . tc Method TBLASTX : Cress 

Start 4154 End 4468 

GI none Score 14 3 

Exons 4154.. 4468, 4167.. 4457 

Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990915_17 . 9C23 . C14 . ol . tw Method TBLASTX: Wheat 

Start 4157 End • 4447 

GI ' none Score 161 

Exons 4157. .4447, 4191. .4433 

Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 49032 Strand 

Start 13199 End 13285 

Name OJ990 915_17 . 9C23 . C14 . o2 . ts Method TBLASTX : Soybean 

Start 4157 End 4466 

GI none Score 205 

Exons 4157.. 4465, 4164.. 4466 

Seq. No. 23561 Seq. ID OJ990915_17.9C23.C14 

Gene No. 4 9032 Strand 

Start 13199 End . 13285 

Name OJ990915 17 . 9C23 . CI 4 . c3 . tm Method TBLASTX : Mai zs 

Start 9312 ~ End 11770 

GI none Score 104 



23792 



Exons 



9312. .9413, 9338. .9412, 10277 .. 10411, '10278 10412, 
10280. .10414, 10282. . 10416, 10282 . 10455 , 11007 .. 11078 , 
11609.. 11770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

.Exons 



23561 
49032 
13199 

OJ990915_17. 

9330 

none 



Seq. ID OJ990915_17.9C23.C14 



9C23.C14.o3.ts 



Strand 
End 

Method 

End 

Score 



13285 

TBLASTX: Soybean 

11773 

71 



9330. .9395, 10298 10414, 10312 v. 104 16, 11016 .. 11078 , 
11609. .11773 



Seq. No. 23561 Seq. ID 

Gene No. 4 9032 Strand 

Start 13199 End 

Name OJ990915JL7 . 9C23 . C14 . o5 . gs Method 

Start 13199 End 

GI none Score 

Exons 13199.. 13285 



OJ990915_17.9C23.C14 

13285 
GENSCAN 
13285 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23562 Seq. ID 

49033 Strand 

111 End 
OJ990915_17 . 9C23 . C15 . ol . gs Method 

111 End 

none Score 

111. .1678, 2220.. 2379 



OJ990915_17.9C23.C15 
+ 

2384 
GENSCAN 
2379 
.91 



23562 
49033 
111 

OJ990915_17 . 9C23 . C15 . o2 . tm 

469 

none 



Seq.' ID 
. Strand 
End 

Method 
End 
Score 

469. .540, 471. .677, 563. .676, 666. .812, 679. .795, 733.-825, 
757. .825, 762. .1055, 829. .1008, 880. .1062, 884. .1057, 891. .1070 



OJ990915_17.9C23.C15 
+ 

2384 

TBLASTX: Maize 

1070 

57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23562 
49033 
111 

OJ990915_17 . 9C23 . C15 . ol . tm 
1088 
none 
1088. 
1230. 
1551. 



,1234, 1089. .1232, 1096. 
,1382, 1250.. 1543, 1266. 
,1673, 1554.. 1679, 1555. 



2238.. 2384, 2247.. 2381 

23563 
49034 
281 

OJ990915_17.9C23.C17.ol.gs 

281 

none 

281. .769, 1718. .1963 



Seq. ID OJ990915_17.9C23.C15 

Strand + 

End 2384 

Method TBLASTX: Maize 

End 2384 

Score 111 

.1248, 1098. .1259, 1228. .1356, 
.1538, 1417. .1539, 1546. .1677, 
.1677, 2203.. 2379, 2230.. 2379, 



Seq. ID OJ990915_17.9C23.C17 

Strand + 

End 1963 

Method GENSCAN 

End 1963 



23793 



Seq. No. 


23564 




Seq. ID 


OJ990915 


Gene No. 


49035 




Strand 


+ 


Start 


274 




End 


2361 


Name 


OJ990915 17. 


9C23.C19. 


ol.gs Method 


GEN SCAN 


Start 


274 




End 


1862 


GI 


none 




Score 


.58 


Exons 


274. .792, 1153. .1233, 


1608. .1862 




Seq. No. 


23564 




Seq. ID 


OJ990915 


Gene No. 


49035 




Strand 


+ 


Start 


274 




End 


2361 


Name 


OJ990915 17. 


9C23.C19. 


ol.gp Method 


AAT/GAP 


Start 


1431 




End 


2361 


GI 


6547 5.R1084 




Score 


1802 


Exons 


1431. .2361 








GI Descrip. 


'5257255/dbj 


IAP000364 


.1IAP000364 l.Oe- 


163 Oryza 



17.9C23.C19 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23564 Seq. ID OJ990915_17.9C23.C19 

49036 Strand 

2015 End 2490 

OJ990915_17 . 9C23 . CI 9 . ol . np Method AAT/NAP 

2015 End 2490 

6907106 • Score 345 

2015. .2184, 2255. .2490 

(AP001129) EST AU068291(C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23564 
49036 
2015 

OJ990915_17.9C23.C19.ol.tm 

2109 

none 

2109. .2279, 2115. .2159, 2118. 
2244..2339, 2332.. 2433, 2357. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 17.9C23.C19 



2490 

TBLASTX: Maize 
2462 
81 

.2165, 2171. .2224, 2229. .2315, 
.2410, 2424. .2462 



Seq. No. 23565 Seq. ID OJ990915_17.9C23.C20 

Gene No. 4 9037 Strand . - 

Start 1 End 4112 

Name OJ990915_17 . 9C23 . C20 . ol . gp Method AAT/GAP 

Start 1 End 629 

GI 48401_1.R1084 Score 1212 

Exons 1..629 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1.0e-39 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23565 
49037 
1 

OJ990915_17 . 9C23 . C20 . ol . gs 
82 

none 



Seq. ID OJ990915_17.9C23.C20 
Strand 

End 4112 

Method GENSCAN 

End 3961 

Score .71 



82. .305, 411. .592, 830. .1282, 1395. .1745, 1845. .2026, 
2120. .2246- 2571,, 2783- 3242. .3370, 3506. .3961 



Seq. No. 



23565 



Seq. ID OJ990915_17.9C23.C20 



23794 




Gene No. 


49037 








Strand 




Start 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


719 








End 


1068 


GI 


none 








Score 


184 


Exons 


719. .1036, 


722. . 


1018, 754.. 1068 




Seq. No. 


23565 








Seq. ID 


OJ990915_17.9C23.C20 


Gene No. 


49037 








Strand 




Start. 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.ol 


.np 


Method 


AAT/NAP 


Start 


725 








End 


4112 


GI 


3298542 








Score 


928 


Exons 


725. .1251, 


1370. 


.1745, 


1845. . 


2016, 2098.. 2244, 2584.. 2818, 




3153. .3370, 


3506 


. .3850, 


3881. 


. 4112 




GI Descrip. 


(AC004681) 


putative cellulose 


synthase 


[Arabidopsis thaliana 


Seq. No. 


23565 








Seq. ID 


OJ990915_17.9C23.C20 


Gene No. 


49037 








Strand 


- 


Start 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.O2 


.tc 


Method - 


TBLASTX: Cress 


Start 


1073 








End 


2798 


GI 


none 








Score 


114 


Exons 


1&73. .1255, 


1392 


. . 1748, 


1543. 


.1743, 18 


42. .1931, 2154. .2240, 




2676. .2798, 


2683 


. .2781 








Seq. No. 


23565 








Seq. ID 


OJ990915_17 . 9C23.C20 


Gene No. 


49037 








Strand 


_ 


Start 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.ol 


.ts 


' Method 


TBLASTX : Soybean 


Start 


1344 








End 


2240 


GI 


none 








Score 


112 


Exons 


1344. .1757, 


1567 


. . 1761, 


1576. 


.1761, 18 


42. .1916, 1963. .1995, 




2115. .2240, 


2134 


. .2235 








Seq. No. 


23565 








Seq. ID 


OJ990915_17.9C23.C20 


Gene No. 


49037 








Strand 




Start 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.ol 


.tm 


Method 


TBLASTX: Maize 


'Start 


1446 








End 


2033 


GI 


none 








Score 


286 


Exons 


1446. .1778, 


1447 


. .1746, 


1842. 


.1928, 18 


43. .1914, 1950. .2033, 




1951. .2025 












Seq. No. 


23565 








Seq. ID 


OJ990915_17.9C23.C20 


Gene No. 


49037 








Strand 




Start 


1 








End 


4112 


Name 


OJ990915 17 


.9C23 


.C20.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


.2589 








End 


2775 


GI 


none 








Score 


119 


Exons 


2589. .2765, 


2589 


. .2774, 


2621. 


.2767, 2686.-2775 


Seq. No. - 


23565 








Seq. ID 


OJ990915_17.9C23.C20 


Gene No. 


49037 








Strand 




Start 


1 








End 


/no 

"3 -b J. 6- 


Name 


OJ990915 17" 


.9C23 


.C20.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3576' 








End 


3988 



23795 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 64 

3576. .3710, 3578. .3721, 3731. .3844, 3881. .3988 



Seq. ID OJ990915_17.9C23.C20 
Strand 

4112 

TBLASTX: Cress 
3988 
87 



End 

Method 
End 
Score 
.3988 



23565 
49037 
1 

OJ990915_17.9C23.C20.ol.tc 
3578 
none 

3578.. 3721, 3731/. 3835, 3881, 

23565 
49037 
1 

OJ990915_17.9C23.C20.o3.tm 
3578 
none 

3578. .3721, 3579. .3710, 3731. .3844, 3881. .3988 



Seq. ID OJ990915_17.9C23.C20 
Strand 

4112 

TBLASTX: Maize 
3988 
69 



End 

Method 

End 

Score 



23566 
49038 
266 

OJ990915_17.9C23.C21.ol.np 
266 

5295951 



Seq. ID OJ990915_17.9C23.C21 

Strand + 

End 3656 

Method AAT/NAP 

End 3656 

Score 83 



266. .308, 377. .544, 3638. .3656 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds,. (U23857) [Oryza sativa] 



Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49039 








Strand 




Start 


12 








End 


121 


Name 


OJ990915 17 


.9C23. 


C21.ol 


.gs 


Method 


GENSCAN 


Start 


12 






End 


121 


GI 


none 








Score 


1 


Exons 


12. .121 












Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49040 








. Strand ■ 




Start 


874 








End 


8294 


Name 


OJ990915 17 


.9C23. 


C21.o2 


.gs 


Method 


GENSCAN 


Start 


874 








End 


8260 


GI 


none 








Score 


.68 


Exons 


874. .1020, 


1268. . 


1386, 


1433. . 


1540, 3235/. 3457, 3761. .3800, 




3986. .4151, 


5351. 


.5563, 


5698. 


.5752, 5934. .6059, 7772.. 8260 


Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49040 








Strand 




Start 


874 








End 


8294 


Name 


OJ990915 17 


■9C23. 


C21.o2 


. tm 


Method 


TBLASTX :Maize 


Start 


3074 








End 


3428 


GI 


none 








Score 


71 


Exons' 


3074. .3166, 


3077. 


.3166, 


3164. 


.3427, -3183. .3428 


Seq, Mo. 


23566 








o — m 




Gene No. 


49040 








Strand 




Start 


874 








End 


8294 



23796 



Name OJ990915_17 . 9C23 . C21 . o2 . np 

Start 3080 

GI 3298541 

Exons 3080.. 3618, 3791.. 4151, 4250.. 

5384. .5563, 5698. .5826, 5934.. 

GI Descrip. (AC004681) putative cellulose 

Seq. No. 23566 

Gene No. 49040 

Start 874 \ • ' 

Name OJ990915_17 . 9C23 . C21 . o3 . np 

Start 3080 

GI 3298542 

Exons 3080.. 3603, 3777.. 4151, 4250.. 

5363.. 5563, 5698.. 5826, 5934.. 

GI Descrip. (AC004681) putative cellulose 

Seq. No. 23566 

Gene No. 49040 

Start 874 

Name OJ990915_17 . 9C23 . C21 . o2 . tc 

Start 3416 

GI none 

Exons 3416.. 3607, 3798.. 4157, 3964, 
4603. .4683, 5456. .5560, 5680. 

Seq. No. .23566 

Gene No. 49040 

Start 874 

Name OJ990915_17 . 9C23 . C21 . o3 . tm 

Start 3431 

GI none 

Exons 3431.. 3607, 4603.. 4683, 5456. 

7833. .7976, 8008. .8109, 8201. 



Method AAT/NAP 
End 6061 
Score 728 

4326, 4409. .4547, 4594. .4713, 
6061 

synthase [Arabidopsis thaliana] 

Seq. ID OJ990915_17.9C23.C21 
Strand 

End- 8294 
Method AAT/NAP 
End 8294 
Score 1126 

4307, 4390. .4547, 4594. .4692, 
6059, 7772.. 8116, 8202.. 8294 
synthase [Arabidopsis thaliana] 

Seq. ID OJ990915_17.9C23.C21 
Strand 

End 8294 
Method TBLASTX : Cress 
End ■ 5790 
Score 111 

.4149, 4047. .4154, 4247. .4303, 
.5790, 5681. .5779 

Seq. ID OJ990915_17.9C23.C21 
Strand 

End 8294 

Method TBLASTX : Mai ze 

End 8293 

Score 87 

.5560, 5680. .5775, 7817. .7966, 
.8293 



Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49040 








Strand 




Start 


874 








End 


8294 


Name 


OJ990915 17, 


. 9C23. 


C21.ol 


.ts 


Method 


TBLASTX: Soybean 


Start . 


3777 








End 


4683 


GI 


none 








Score 


99 


Exons 


3777. .4154, 


3919. 


.4155, 


4247. 


.4336, 4564. .4683 


Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49040 








Strand 




Start 


874 








End 


8294 


Name 


OJ990915 17, 


.9C23. 


C21.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


3852 








End 


4455 


GI 


none' 








Score 


291 


Exons 


3852.". 4154, 


3853. 


.4158, 


3883. 


.4152, 4243. .4296, 4247. .4306, 




4248. .4307, 


4405. 


.4455 








Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23.C21 


Gene No. 


49040 








Strand 




Start 


874 










o o n a 

V Z> ** 


Name 


OJ990915 17. 


9C23. 


C21.03. 


.ts 


Method 


TBLASTX: Soybean 


Start 


5351 








End 


5555 



23797 



GI 


none 








Score 


92 


Exons 


5351. .5554, 


5459 


. .5545, 


5466. . 


5555 




Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23 


Gene No. 










Strand 




Start 


874 








End 


8294 


Name 


OJ990915 17 


.9C23 


.C21.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7817 








End 


8293 


GI 


none 








Score 


68 


Exons 


7817. .7966, 


7881 


. .7976, 


8008. . 


8109, 8036. .8107, 8162. .8: 


Seq. No. 


23566 








Seq. ID 


OJ990915_17.9C23 


Gene No . 


a on a n 

4 yu4 u 








Strand 




Start 


874 








End 


8294 


Name 


OJ990915 17 


.9C23 


-C21.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7823 








End 


8293 


GI 


none 








Score 


106 


Exons 


7823. .7966, 


7836 


. .7976, 


8008. . 


,8118, 8036. .8128, 8201. .8: 


Seq. No. 


23567 








Seq. ID 


OJ990915_17.9C23 


Gene No. 


49041 








Strand 






4 0 i7 0 








End 


j jii 


Name 


OJ990915 17 


.9C23 


.C22.ol. 


np 


Method 


7\ 7\ T / M Z\ P 


Start 


4596 








End 


J Jll 


GI 


5042454 








Score 


1 7 Q 


Exons 


4596. .4649, 


5038 


. .5210, 


5421. . 


,5511 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


s at i va J 


Seq. No. 


23568 








Seq. ID 


OJ990915JL7.9C23 


Gene No. 


49042 








Strand 


X 


OLdiT. 


X 








End 




Name 


OJ990915 17 


.9C23 


.C23.ol. 


np 


Method 


7\ t\ m / vt n D 


Start 


1 








End 


888 


GI 


6815052 








Score 


475 


Exons 


1..30, 156. 


.319, 


401. .475, 770. .888 




GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23568 








Seq. ID 


OJ990915_17.9C23 


Gene No . 


49042 








Strand 


+ 


Start 


1 








End 


2603 


Name 


OJ990915 17 


.9C23 


.C23.ol. 


gs 


Method 


GENSCAN 


Start 


166 








End 


2603 


GI 


none 








Score 


.48 


Exons 


166.. 236, 770.. 8 


14, 1007 


'..1039, 1148.. 


1224, 2530.. 2603 


Seq. No. 


23568 








Seq. ID 


OJ990915_17.9C23 


Gene No . 


49043 








Strand 




Start 


3627 








End 


3641 


Name 


OJ990915 17 


.9C23 


.C23.o2. 


gs- 


Method 


GENSCAN 


Start 


3627 








End 


3641 


GI 


none 








Score 


.52 


Exons 


3627. .3641 












Seq. No. 


23569 








Seq. ID 


OJ990915JL7.9C23 


Gene No. 


49044 








Strand 


j- 


Start 


212 








End 


601 


Name 


OJ990915 17 


.9C23 


.C24.ol. 


gs 


Method 


GENSCAN 



23798 



Start 212 End 601 

GI none Score . 9 

Exons 212.. 601 



Seq. No. 


23570 Seq. ID 


OJ990915_17 


.9C23 


.C25 


Gene No. 


49045 Strand 


+ 






Start 


661 End 


6927 






Name 


OJ990915 17. 9C23.C25.ol.gs Method 


GENSCAN 






Start 


661 End 


6682 






GI 


none Score 


.55 






Exons 


661.. 858, 3545.. 3613, 3836.. 4003, 6538 


. . 6682 






Seq. No. 


23570 Seq. ID 


OJ990915_17 


.9C23 


.C25 


Gene No. 


49045 Strand 


+ 






Start 


661 End 


6927 






Name 


OJ990915 17.9C23.C25.ol.np Method 


AAT/NAP 






Start 


384 9 End 


6927 






GI 


4006879 Score 


289 






Exons 


3849. .4003, 6538. .6682, 6906. .6927 








GI Descrip. 


(Z99707) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23571 Seq. ID 


OJ990915_17 


.9C23 


.C26 


Gene No. 


4 904 6 Strand 


+ 






Start 


1 End 


3221 






Name 


'OJ990915 17. 9C23.C26.ol.np Method 


AAT/NAP 






Start 


1 End 


2983 






GI 


3242705 Score 


1087 






Exons 


1..37, 321. .430, 505. .621, 1178. .1269, 


1684. .1876, 


2008 


. .2142, 




2222. .2320, 2461. .2569, 2714. .2826, 2909.. 2983 






GI Descrip. 


(AC003040) unknown protein [Arabidopsis thaliana] 






Seq. No. 


23571 Seq. ID 


OJ990915_17 


. 9C23 


.C26 


Gene No. 


4 904 6 Strand 


+ 






Start 


1 End 


3221 






Name 


OJ990915 17.9C23.C26.ol.gs Method 


GENSCAN 






Start 


329 End 


2934 






GI 


none Score 


.89 






Exons 


329. .430, 505. .621, 1178. .1236, 1702.. 


1876, 2008.. 


2142, 






2204. .2320, 2461. .2560, 2714. .2826, 2872. .2934 






Seq. No. 


23571 ' Seq. ID 


OJ990915_17 


.9C23 


.C26 


Gene No . 


49046 • Strand 


+ 






Start 


1 End 


3221 






Name 


OJ990915 17. 9C23.C26.o2.tm Method 


TBLASTX: Maize 




Start 


512 End 


2079 






GI 


none Score 


52 






Exons 


512. .553, 513. .554, 514. .585, 517. .597, 551. .619, 


555. . 


614, 




556. .624, 559. .666, 1175. .1240, 1177.. 


1248, 1178.. 


1261, 





1702. .1875, 1703. .1876, 2004. .2078, 2005. .2079, 2007. .2078, 
2011.. 2079 



Seq. No. 23571 Seq. ID 

Gene No. 4 904 6 Strand 

Start 1 End 

Name OJ990915_17 . 9C23 . C26 ol t s Method 

Start 1178 End 

GI none Score 



OJ990915_17.9C23.C26 
+ 

'3221 
TBLASTX: 
2986 

6-1 



23799 



Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



1178. .1234, 1700. .1876, 1702. 

1988. .2134, 2004.. 2123, 2005. 

2210. .2338, 2458. .2574, 2458. 

2710. .2847, 2712. .2828, 2746. 

23571 
49046 
1 

OJ990915_17.9C23.C26.ol.tc 
1702 ,■: ; . ■ " 
none * 

1702. .1875, 1703. .1876, 1703. 
2007.. 2144, 2210.. 2323, 2210. 



.1881, 1702. .1875, 1800. .1877, 

.2151, 2007. .2144, 2209. .2322, 

.2559, 2460. .2606, 2463. .2564, 

.2838, 2906. .2986, 2917. .2985 

Seq. ID OJ990915_17.9C23.C26 

Strand + 

End 3221 

Method TBLASTX : Cress 

End * .2323 

Score 226 

.1885, 2004. .2123, 2005. .2151, 
.2311, 2221.. 2322 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



23571 Seq. ID OJ990915_17.9C23.C26 

49046 Strand + 

1 End 3221 

OJ990915_1 7 . 9C23 . C26 . ol . gp Method AAT/GAP 

1723 ■ End ' 3221 

23776_1.R1084 Score 1653 

1723. .1876, 2008. .2142, 2222. .2320, 2462. .2569, 2714. .2826, 

2909.. 3221 

'3242705 4.0e-52 (AC003040) putative nicotinate 
phosphoribosyltrahsf erase [Arabidopsis thaliana]. 1 



Seq. No. 23571 

Gene No. 4 904 6 

Start 1 

Name OJ990915_17 . 9C23 . C26 . ol . tm 

Start 2236 

GI none 
Exons 



Seq. ID OJ990915_17.9C23.C26 

Strand + 

End 3221 

Method TBLASTX : Maize 

End 3086 

Score 148 



2236. .2316, 2237. .2320, 2237. .2326, 2458. .2580, 2460. .2567, 
2709. .2828, 2710. .2847, 2710. .2829, 2906. .2989, 2917. .2988, 
3040.. 3075, 3042.. 3086 



Seq. No. 23571 Seq. ID 

Gene No. 4 904 6 Strand 

Start 1 End 

Name OJ990915_17 . 9C23 . C26 . o2 . tc Method 

Start 2458 . End 

GI none Score 

Exons 2458.. 2580, 2463.. 2564, 2710.. 2847, 2712.. 2828, 2906.. 3004, 
2917. .3003 



OJ990915_17.9C23.C26 
+ 

3221 

TBLASTX: Cress 
3004 
144 



Seq. No. 23572 Seq. ID OJ990915_17.9C23.C27 

Gene No. 49047 Strand + 

Start 1212 End 3766 

Name OJ990915_17 . 9C23 . C27 . ol . gs Method GENSCAN 

Start 1212 End 3766 

GI none Score .41 

Exons 1212.. 1277, 1500.. 1631, 1696.. 1821, 2182.. 2291, 2580.. 2635, 
3753. .3766 



Seq. No. 23572 

Gene No. 49048 

Start 4801 

Name OJ990915_17 . 9C23 . C27 . ol . gp 



Seq. ID OJ990915_17.9C23.C27 
Strand 

End 5188 " ' 

Method AAT/GAP 



23800 



Start 


4801 


GI 


3061110 


Exons 


4801. .5188 


Seq. No. 


23572 


Gene No. 


49049 


Start 


5179 


Name . 


OJ990915_17 


Of ^ v-+- - 

o car l 


0 1 OH 


GI 


2262143 


Exons 


5164. .5475, 




6648. .6818, 


GI Descrip. 


(AC002330) ; 




thaliana] 


Seq. No. 


23572 


Gene No. 


49049 


o tar u 


ji / y 


Name 


OJ990915 17 


Start 


5179 


GI 


none 


Exons 


5179. .5864, 




7890. .8045 


Seq. No. 


23572 


Gene No. 


49050 


Start 


9214 


Name 


OJ990915 17 


Start 


5697 


GI 


none 


Exons 


5697. .5864, 




6312. .6392, 




6650. .6820, 




7113. .7325, 




7889. .7942, 




7990. .8037, 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 



.9C23.C27.ol.np 



End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
■ Score 



518E 
749 



OJ990915_17, 
+ 

8045 
AAT/NAP 
8013 
1214 



9C23.C27 



5502. .5557, 
6900. .7029, 



5618. 
7116. 



,5864, 6280. .6384, 
,7325, 7887. .8013 



6459. .6581, 



9C23.C27.ol.tm 



5698. .5865, 6275. 

6456. .6581, 6457. 

6651. .6818, 6900. 

7113. .7340, 7118. 

7890.. 7973, 7935. 

7999. .8079, 8157. 



23572 
49050 
9214 

OJ990915_17 . 9C23 . C27 . o2 . ts 

5701 

none 

5701.. 5862, 5706.. 5861 

23572 
49050 
9214 

OJ990915_17 . 9C23 . C27 . ol . tc 

5818 

none 

5818.. 5865, 6277.. 6384, 6278. 
6456.. 6587, 6649.. 6819, 6653, 

23572 
49050 
9214 * 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6581, 6900 



OJ990915_17.9C23.C27 
+ 

8045 
GENSCAN 
8045 
.98 

7029, 7116.. 7325, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 17.9C23.C27 



9445 

TBLASTX: Maize 
8254 
278 

6391, 6277.. 6384, 6311.. 6415, 
6582, 6457.. 6582, 6595.. 6819, 
7034, 6901. .7035, 6911. .7036, 
7339, 7118. .7342, 7225. .7341, 
8003, 7938. .8003, 7965. .8030, 
8252, 8195.. 8254 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,6391, 6311. .6415, 
,6790, 6654. .6818 



OJ990915_17.9C23.C27 
9445 

TBLASTX : Soybean 

5862 

209 



OJ990915_17 . 9C23.C27 
9445 

TBLASTX: Cress 

6819 

66 

6436. .6588, 



Strand 
End 



'94 4 5 



23801 




Name 


ojyyuyio i / . 9C23.C27 .oi . 


. ts 


Method 


TBLASTX : Soybean 


Start 


6280 




End 


7301 


GI 


none 




Score 


164 


Exons 


6280. .6375, 6281. .6391, 


6456. 


.6497, 64S7..6498, 6499. .6582, 




6501. .6581, 6595. .6819, 


6657. 


.6818, 6900. .7031, 6901. .7035, 




6901. .7032, 7113. .7301, 


7115. 


.7282 




Seq. No. 


23572 




Seq. ID 


OJ990915_17.9C23.C27 


bene wo . 


4 yuou 




Strand 




Start 


9214 




End 


9445 


Name 


OJ990915 17.9C23.C27.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6290 




End 


6918 


GI 


none 




Score 


103 


Exons 


6290. .6391, 6463. .6513, 


6529. 


.6582, 6625. .6777, 6901. .6918 


Seq. No. 


23572 




Seq. ID 


OJ990915_17.9C23.C27 


Gene No . 


4 y uju 




Strand 




Start 


9214 




, End 


9445 


Name 


OJ990915 17.9C23.C27-.-o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6912 




End 


7328 


GI 


none 




Score 


161 


Exons 

- 


6912.. 7028, 6913.. 7035, 


7113. 


.7325, 7121. .7279, 7224. .7328 


Seq. No. 


23572 




Seq. ID 


OJ990915_17.9C23.C27 


bene no. 


4 yuou 




Strand 




Start 


9214 




End 


9445 


Name 


OJ990915 17. 9C23.C27.o3. 


gs 


Method 


GENSCAN 


Start 


9214 




End 


9445 


GI 


none 




Score 


.4 


Exons 


9214. .9249, 9359.. 9445 








Seq. No. 


23573 




Seq. ID 


OJ990915_17.9C23.C28 


Gene No. 


49051 




Strand 


+ 


Start 


153 




End 


1152 


Name 


riTQQflQI*"* 1*7 Qroi nOQ /^1 


gp 


Method 


AAT/GAP 


Start 


153 




End 


1107 


GI 


LIB3432-022-P1-K1-B9 




Score 


704 


Exons 


153. .251, 369. .417, 865. 


.1107 






GI Descrip. 


' 4539292/emb | CAB39595 .1 | 


5.0e- 


-42 (AL049480) putative ribosoi 




protein S10 [Arabidopsis 


thaliana] 1 




Seq. No. 


23573 




Seq. ID 


OJ990915_17.9C23.C28 


Gene No. 


49051 




Strand 


+ 




153 




End 


1152 


Name 


OJ990915 17.9C23.C28.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


215 




End 


1149 


GI 


none 




Score 


79 


Exons 


215. .250, 216. .251, 368. 


.415, 


369. .416, 


369. .416, 864. .1097, 




864. .956, 881. .1099, 1012. .1146, 1024.. 


1149 


Seq. No. 


23573 




Seq. ID 


OJ990915_17.9C23.C28 


Gene No. 


49051 




Strand 


+ 


Start 


153 




End 


1152 


Name 


OJ990915 17.9C23.C28.ol. 


gs 


Method 


GENSCAN 


Start 


249 


m i 


III 9 


GI 


none 




Score 


.73 



Exons 249. .299, 369. .417, 865. .1119 



23802 




Seq. No. 


1 O C "7 O 




Seq. ID 


OJ990915_17 . 9C23 .C28 


Gene No. 


49051 




Strand 


+ 


Start 


153 




End 


1152 


Name 


OJ990915 


17.9C23.C28.ol.ts 


Method 


TBLASTX: Soybean 


Start 


357 




End 


1119 


GI 


none 




Score 


79 


Exons 


357. .416, 


368. .430, 368. .415, 


864. .1097, 884. .1099, 1012. .1119 


Seq. No. 


23573 




Seq. ID 


ojyyuyio i/.yc23.C28 


Gene No . 


4 9Ud1 




Strand 


+ 


Start 


153 




End 


1152 


Name 


OJ990915 


17.9C23.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


360 




End 


1 1 4 y 


GI 


none 




Score 


o a 
O D 


Exons 


360. .416, 


368. .418, 368. .412, 


369. .419 


, 864. .1097, 864. .956, 




866. .1147 


, 881.. 1099, 1015.. 1146, 1024 


T "1 A C\ 

. . 1 14 y 


Seq. No. 


23573 




Seq. ID 


OJ990915 17.9C23.C28 


Gene No . 


49051 




Strand 


+ 


Start 


153 ' 




End 


1152 


Name 


OJ990915 


17.9C23.C28.ol.np 


Method 


AAT/NAP 


Start 


366 




End 


1152 


GI 


4539292 




Score 


436 


Exons 


366. .417, 


865. .1152 






GI Descrip. 


(AL049480) putative ribosomal 


protein 


S10 [Arabidopsis thaliana] 


Seq. No. 


23573 




Seq. ID 


OJ990915 17.9C23.C28 


Gene No. 


49051 




Strand 


+ 


Start 


153 




End 


1152 


Name 


OJ990915 


17.9C23.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


369 




End 


1123 


GI 


none 




Score 


59 


Exons 


369. .416, 


864. .1097, 884. .1099, 1046.. 


1123 



Seq. No. 23574 Seq. ID 

Gene No. 49052 Strand 

Start 1 End 

Name OJ990325_01 . 9C03 .CI . ol . np Method 

Start 1 End 

GI 4966364 Score 

Exons 1..57, 374.. 601 

GI Descrip. (AC006341) Similar to gb|AJ224359 surfeit locus protein 5 

(surf 5b) from Homo sapiens. [Arabidopsis thaliana] 



OJ990325_01.9C03.C1 
+ 

643 

AAT/NAP 
601 
196 



Seq. No. 23574 Seq. ID 

Gene No. 4 9052 Strand 

Start 1 End 

Name . OJ990325_01 . 9C03 . CI . ol . ts Method 

Start 364 End 

GI 4396058 Score 

Exons 364. .462, 365. .583, 376. .582, 484. .591 
GI Descrip. 



OJ990325_01.9C03.C1 
+ 

643 

TBLASTX: Soybean 

591 

51 



24 98 977/sp_Q6227 6_SUR5_MOUSE 1.0e-12 SURFEIT LOCUS ( PROTEIN 5 
>gi_1150512_emb_CAA59453_ (X85169) SURF-5 protein '[Mus musculus] 



Seq. No. .23574 Seq. ID OJ990325_01 . 9C03 . CI 

Gene No.. 49052 Strand + 

23803 



Start 
Name 
Start 
GI 

Exons 



OJ990325_01 . 9C03 . CI . ol . gs 

374 

none 

374. .607 



End 

Method 
End . 
Score 



643 

GEN SCAN 

607 

.96 



Seq. No. 23574 Seq. ID 

Gene No. 4 9052 Strand 

Start 1 End 

.Name . OJ990325_01 . 9C03 .CI . ol . tc Method 

Start 374 End 

GI none Score 

Exons 374.. 580, 382.. 525 



OJ990325_01.9C03.C1 
+ 

643 

TBLASTX: Cress 

580 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23574 Seq. ID OJ990325_01 . 9C03 . CI 

49052 Strand + 

1 End 643 

OJ990325J31 . 9C03 . CI . ol . gp Method AAT/GAP 

375 End 643 

5455511 ' Score 482 

375. .643 

4966364/gb|AAD34695.1 |AC006341_23 3/0e-35 (AC006341) Similar to 

gb_AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] 



23575 Seq. ID 

49053 Strand 

1 End 

OJ990325_01 . 9C03 . C4 . ol . np Method 

1 End 

6729033 Score 
1..114, 149. .295 

(AC009177) unknown protein [Arabidopsis thaliana] 



OJ990325_01.9C03.C4 
+ 

295 

AAT/NAP 
295 
106 



23575 
49054 
3372 

OJ990325_01 . 9C03 . C4 . o3 . gs 

3372 

none 

3372.. 3721, 3836.. 3948, 4139. 
6060.. 6129, 6135.. 6267 



Seq. ID OJ990325_01.9C03.C4 

Strand + 

End 6267 

Method GEN SCAN 

End 6267 

Score .61 

.4267, 5314. .5478, 5519. .5694, 



Seq. No. 23575 Seq. ID 

Gene No. 49055 Strand 

Start 3164 End 

Name OJ990325_01 . 9C03 . C4 . ol . tm Method 

Start 741 End 

GI none Score 

Exons 741.. 788, 748.. 786, 748.. 792 



OJ990325_01.9C03.C4 
3991 

TBLASTX: Maize 

3909 

73 



805. .840, 810. .926, 811. .885, 
1492. .1671, 1517. .1630, 1567. .1635, 3393. .3461, 3417. .3461, 
3418.. 3504, 3424.. 3465, 3486.. 3626, 3486.. 3626, 3487.. 3627, 
3808. .3909, 3810. .3851, 3841. .3906 



Seq. No. 
Gene No. 
Start 



23575 
49055 
3164 



Strand 
End 



3991 



23804 



Name OJ990325_01 . 9C03 . C4 . ol . gp Method AAT/GAP 

Start 3164 End 3991 

GI 18989_1.R1084 Score 1189 

Exons 3164.. 3625, 3818.. 3991 

GI Descrip. * 4 09007/bbs | 132625 4.0e-32 BBI-M=Bowman-Birk trypsin 

inhibitor-related protein [Zea mays=corn, Peptide, 102 aa] 

>gi_447268_prf 1914141A trypsin inhibitor-related protein [Zea 

mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23575 Seq. ID OJ990325_01 . 9C03 . C4 

49055 Strand . - 

3164 End 3991 

OJ990325_01 . 9C03 . C4 . o2 . np Method AAT/NAP 

3417 End 3905 

400077 Score 337 

3417.. 3625, 3818.. 3905 

BOWMAN- B I RK TYPE WOUND INDUCED PROTEINASE INHIBITOR WIP1 
PRECURSOR gi | 486850 Ipir | IS36236 wound-induced protein WIP1 
precursor - maize gi 1296180 | emb | CAA50519 | (X71396) wound induced 
protein [Zea mays] 



Seq. No. 23576 Seq. ID 

Gene No- 49056 Strand 

Start 671 End 

Name OJ990325_01 . 9C03 . C8 . ol . gs Method 

Start 671 End 

GI none Score 

Exons 671.. 714, 804.. 881, 932.. 1062 



OJ990325_01.9C03.C8 

1062 
GENSCAN 
1062 
.47 



Seq. No. 


23577 




Seq. ID 


OJ990325_ 


_01. 


9C03 


.C9 


Gene No. 


49057 




Strand 


+ 








Start 


494 




End 


701 








Name 


OJ990325 


01.9C03.C9.ol.gs . 


Method 


GENSCAN 








Start 


494 




End 


701 








GI 


none 




Score 


.43 








Exons 


494. .538, 


555. .701 












Seq. No. 


23578 




Seq. ID 


OJ990325_ 


_01. 


9C03 


.C1L 


Gene No. 


49058 




Strand 


+ 








Start 


134 




End 


362 








Name 


OJ990325 


01.9C03.Cll.ol.gs 


Method 


GENSCAN 








Start 


134 




End 


362 








GI 


none 




Score 


.56 








Exons 


134. .362 















Seq. No. 23579 Seq. ID 

Gene No. 49059 Strand 

Start 1 End 

Name OJ990325_01 . 9C03 . C15 . ol . np Method 

Start 1 End 

GI 6752919 Score 

Exons 1..195 

GI Descrip. (AF225708) CRS2 [Zea mays] 



OJ990325_01.9C03.C15 
+ 

195 

AAT/NAP 

195 

165 



Seq. No. 
Gene No. 
Start 



23579 
49060 
1985 



Strand 
End 



+ 

4130 



23805 



Name OJ990325_01 . 9C03 .C15 .ol . gp Method AAT/GAP 

Start 1985 End 4130 

GI uC-osflcypl79e09al Score 819 

Exons 1985.. 2025, 3744.. 4130 

GI Descrip. ■ 4 966364/gb | AAD34695 . 1 1 AC00634 1_23 3.0e-35 (AC006341) Similar to 
gb_AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23579 
49061 
10374 

OJ990325_01.9C03.C15.o2.np 
10374 
6715717 
10374.. 10863 

(AC016447) putative zinc finger protein [Arabidopsis thaliana] 



Seq. ID OJ990325_01.9C03.C15 

Strand + 

End 10863 

Method AAT/NAP 

End 10863 

Score 278 



23579 Seq. ID 

49061 Strand' 

10374 End 

OJ990325_01.9C03.C15-ol.tc Method 

10598 End 

none Score 



OJ990325_01.9C03.C15 
+ 

10863 

TBLASTX: Cress 
10850 

159 . ' 



105.98. .10678, 10599. 
10797. .10850 



,10682, 10758. .10829, 107 61 .. 108 14 , 



Seq. No. 23580 

Gene No. 4 9062 

Start 5732 

Name OJ990325_01 . 9C03 .C18 . ol . gs 

Start 5732 

GI none 

Exons 5732 
9866 



Seq. ID OJ990325_01.9C03.C18 
Strand + 

10167 
GEN SCAN 
10099 
.45 



End 

Method 
End 
Score 

5842, 6865. .7018, 7953. .8088, 8206. .8440, 8529. .8594, 
10099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23580 Seq. ID 

49062 Strand 

5732 End -'■ 

OJ990325_01 . 9C03 . C18 . ol . np Method 

8285 End 

4966364 Score 



OJ990325_01.9C03.C18 
+ 

10167 
AAT/NAP 
10093 
391 , 



8285. .8440, 8529. .8594, 9866. .10093 * 

(AC006341)' Similar to gb|AJ224359 surfeit locus protein 5 
(surf 5b) from Homo sapiens. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23580 Seq. ID 

49062 Strand 
5732 End 

OJ990325_01 . 9C03 . C18 . ol ,gp ' Method 
83.29 End 
5455511 Score 



OJ990325_01.9C03.C18 
+ 

10167 
AAT/GAP 
10167 
835 



8329. .8440, 8529. .8594, 9866. .10167 

4966364/gb|AAD34695.1|AC006341_23 3.0e-35 (AC006341). Similar to 
gb_AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] 



Seq. No. 



23580 



Seq. ID OJ990325_01.9C03.C18 



23806 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49062 Strand 

5732 End 

. OJ990325_01 . 9C03 . C18 . ol . tc Method 

8351 End 

none Score 



+ 

10167 

TBLASTX: Cress 

10072 

87 



8351. .8437, 8353. .8442, 8523. .8597, 8528. .8587, 9866. .10072, 
9874. .10017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. • No. 
Gene No. 
Start * 
Name- 
Start 
GI 

Exons 



23580 
49062 
5732 

OJ990325_01.9C03.C18.ol.ts 

8353 

4396058 



Seq. ID. OJ990325_01.9C03.C18 

Strand + 

End 10167 

Method TBLASTX : Soybean 

End 10075 

Score 89 



8353. .8442, 8354. .8437, 8523. .8597, 8528.-8599, 9857. .10075, 
9868. .10074 

2498977/sp_Q62276_SUR5_MOUSE 1.0e-12 SURFEIT LOCUS PROTEIN 5 
>gi_1150512_emb_CAA59453_ (X85169) SURF-5 protein [Mus musculus] 



23581 
49063 
7860 

OJ990325_0l'. 9C03.C19.o2.gs' 

7860 

none 



Seq. ID OJ990325_01.9C03.C19 

Strand + 

End 14793 

Method GENSCAN 

End 14793 . 

Score .53 



7860. .8177, 8297. .8602, 8689. .8812, 8958.-9236, 9441. .9812, 
9845.-9987, 11404 .. 11499, 12530 .. 12584 , 13050 .. 13141, 
13207. .13384, 14051. .14793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990325_01.9C03.C19 
Strand 

End 4 633 

Method AAT/GAP 

End 4 633 

Score 781 



23581 
49064 
4100 

OJ990325_01.9C03.C19.ol.gp 
4100 

LIB3433-007-Q6-K1-A1 
4100. .4464, 4569.-4633 

•6015437/dbj IAB008112.1 IAB008112 3.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



23582 
49065 
1 

OJ990325JD1. 9C03 . C20 . ol . np 
1 

1184075 ■ 



Seq. ID OJ990325_01.9C03.C20 
Strand 

End 3633 

Method AAT/NAP 

End 3633 

Score 1140 



1..64, 237. .2681, 2745. .3028, 3263.-3633 

(U42444) Cf-2il [Lycopersicon pimpinellif olium] 

gi 1 1587673 | prf | I2207203A Cf-2 gene [Lycopersicon esculentum] 



23582 
49065 
1 

OJ990325_01.9C03.C20.ol.gs 
90 

none 

90. .3452 



Seq. ID OJ990325_01.9C03.C20 
Strand 

End 3633 

Method GENSCAN 

End 3452 



23807 



Seq. No. 23582 
Gene No. 49065 
Start 1 

Name OJ990325_01 . 9C03 . C20 . ol . ts 

Start 265 
GI none 

Exons 265.. 675, 273.. 683, 330.. 599, 

921. .1052, 924. .1043, 930. .104 
1137. .1199, 1143. .1193, 1146.. 
1218. .1388, 1323.. 1403, 1407.. 
1488. .1622, 1506. .1574, 1659.. 
1740. .1904, 1740. .1865, 1818.. 
1956.. 2345, 1956.. 2216, 2025.. 
2723. .2740, 2772. .2897, 2772.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 01.9C03.C20 



3633 

TBLASTX: Soybean 
2909 
217 

423. .620, 726. .827, 867. .1058, 
0, 1047. .1178, 1068. .1121, 
1196, 1182.. 1256, 1212.. 1331, 
1580, 1440. .1484, 1440. .1478, 
1847, 1677. .1718, 1731. .1904, 
2039, 1953. .2150, 1956. .2072, 
2297, 2028.. 2294, 2178.. 2390, 
2873, 2772. .2897, 2808. .2909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23582 
49065 
1 

OJ990325_01 . 9C03 . C20 . ol . tw 

270 

none 



Seq. ID OJ990325_01.9C03.C20 
Strand 

End 3633 

Method TBLASTX : Wheat 

End 2897. 

Score 65 



270. .326, 303. .680, 424. .675, 918. .1040, 1452;. 1580, 1884. .2144, 
2772. .2897 



Seq. No. 23582 
Gene No. 49065 
Start 1 

Name OJ990325_01 . 9C03 . C20 . ol . tc 

Start 303 
GI none 
Exons 303.. 

351. . 

423. , 

918. . 

930. . 

1494, 

1740, 

1884, 

2098, 

2772, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 01.9C03.C20 



623, 318.. 626, 339.. 623, 
620, 351. .623, 394. .519, 
533, 498. .623, 774. .824, 
1037, 918. .1040, 930.. 104 
1040, 1146. .1325, 1146. .1 
.1592, 1506.. 1586, 1677.. 
.2135, 1740.. 1907, 1810.. 
.2495, 1953.. 2435, 2028 
.2259, 2166.. 2510, 2170 
.2897, 2772.. 2873, 3375 



3633 

TBLASTX: Cress 
3614 
63 

345. .623, 345. .533, 351. .623, 
417. .614, 420. .620, 423. .656, 
816. .1112, 918. .1043, 918. .1034, 
3, 930.. 1034, 930.. 1043, 
196, 1203. .1331, 1452. .1580, 
1739, 1677. .1730, 1740. .2441, 
1917, 1878.. 2522, 1884.. 2495, 
2522, 2076.. 2522, 2089.. 2253, 
2361, 2305. .2382, 2769. .2891, 
3413, 3462. .3614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23582 
49065 
1 

OJ990325_01 . 9C03 . C20 . ol . tm 

343 

none 



Seq. ID OJ990325_01.9C03.C20 
Strand 

End 3633 

Method TBLASTX : Mai ze 

End 2522 

Score 74 



343. .435, 345. .626, 345. .623, 349. .591, 351. .623, 351. .614, 
417.. -623, 423.. 533, 444.. 623, 484.. 591, 816.. 1106, 918.. 1034, 
930. .1028, 1053. .1109, 1137. .1247, 1506. .1580, 1734. .2189, 
1740. .2318, 1744. .2187, 1755. .2426, 1884. .2147, 1971. .2459, 
2070. .2522, 2151. .2186, 2196. .2471 



Seq. No. 23583 

Gene No. 49066 

Start 43 

Name OJ990325_01 . 9C03 . C.2.1 . ol . gs 



Seq. ID OJ990325_01.9C03.C21 



End 

Method 



234 

GENSCAN 



23808 




Start 


43 


End 


234 








GI 


none 


Score 


.89 








Exons 


43. .234 












Seq. No. 


23584 


Seq. ID 


OJ990325 


_01. 


9C03 


.C23 


Gene No. 


49067 


Strand 










otart 


i 

L 


ttna 


a Rn 

4 OU 








Name 


OJ990325 01.9C03.C23-.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


450 








GI 


5852093 


Score 


70 








Exons 


1..20, 340. .450 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 










Seq. No. 


23584 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C23 


Gene No. 


a c\ rs c o 


Strand 










Start 


685 


End 


1087 








Name • • 


OJ990325 01. 9C03.C23.ol.gs 


Method 


GEN SCAN 








Start 


685 


End 


1087 








GI 


none 


Score 


.48 








Exons 


685. .798, 1024. .1087 












Seq. No. 


23585 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C25 


Gene No. 


a a Pi c o 


Strand 


+ 








Start 


285 


End 


4376 








Name 


OJ990325 01.9C03.C25.ol.gs 


Method 


GENS CAN 








Start 


285 


End 


4376 








GI 


none 


Score 


. 6 








Exons 


285. .345, 1352. .1481, 2651 


..2705, 2858 


..2976, 4076. 


.4376 


Seq. No. 


23586 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C26 


Gene No. 


a c\ r\ ^ r\ 
4 9U /U 


Strand 










Start 


113 


End 


1626 








Name 


OJ990325 01.9C03.C26.ol.gs 


Method 


GENS CAN 








Start 


113 


End 


1626 








GI 


none 


Score 


.71 








Exons 


113. .225, 614. .798, 1592.. 


1626 










Seq. No. 


23586 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C26 


Gene No. 


4 90/1 


Strand 










Start 


3319 


End 


3793 








Name 


OJ990325 01.9C03.C26.o2.gs 


Method 


GENSCAN 








Start 


3319 


End 


3793 








GI 


none 


Score 


.51 








Exons 


3319.. 3732, 3749.-3793 












Seq. No. 


23587 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C27 


Gene No. 


49072 


Strand 


+ 








Start 


596 


End 


732 








Name 


OJ990325 01.9C03.C27.ol.gs 


Method 


GENSCAN 








Start 


596 


End 


732 








GI 


none ' 


Score 


.49 








Exons 


596. .732 












Seq. No. 


23587 


Seq. ID 


OJ990325_ 


_01. 


9C03 


.C27 


Gene No. 


49073 


<j j- anu 










Start 


3582 


End 


4379 








Name 


OJ990325 01.9C03.C27.ol.gp 


Method 


AAT/GAP 









23809 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3489 End 4379 

10883_1.R1084 Score 1710 

3489. .4379 

'5002212/gb|AAD37363.1|AF144078_l 1.0e-46 (AF144078) 
alpha-xylosidase precursor [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987.1_AC008075_20 (AC008075) Identical to 
gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb_W43892 / gb_N96165, gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA5 97852 c' • 



23587 Seq. ID 

49073 Strand 

3582 End 
OJ990325JD1 . 9C03 . C27 . o2 . gs Method 

3582 End 

none Score 
3582. .4109 



OJ990325_01.9C03.C27 
+ 

4379 
GENSCAN 
4109 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23587' ■ 

49074 

4587 

OJ990325_01, 

4587 

none 

4587. .4768, 
6354. .6478, 



9C03.C27.o3.gs 



4799. 
6719. 



.4816, 
.6785 



5672. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5811, 



OJ990325_ 
+ 

6785 
GENSCAN 
6785 
. 64 

5852. . 6121, 



01.9C03.C27 



6181. .6308, 



Seq. No. 23588 Seq. ID 

Gene No. 4 9075 Strand 

Start 2607 End 

Name OJ990325_01 . 9C03 . C28 . o2 . gs Method 

Start 2607 End 

GI none Score 

Exons 2607.. 2971 



OJ990325_01.9C03.C28 

2971 
GENSCAN 
2971 
.58 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23589 
49076 
1685 

OJ990325_01 . 9C03 . C29 . o2 . tm 

746 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

746. .811, 758. .847, 856. .891, 856. .897, 964. .1017, 964. .1017, 
965. .1018, 1189. .1260, 1190. .1300, 1190. .1300, 1335. .1382, 
1350. .1409, 1404. .1514, 1406. .1516 



OJ990325_01.9C03.C29 
+ 

3351 

TBLASTX: Maize 
1516 
56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



23589 Seq. ID 

49076 Strand 

1685 End 

OJ990325_01 . 9C03 . C29 . ol . np Method 

1685 End 

3434973 Score 
1685.. 2065, 3334.. 3351 

(AB008106) ethylene responsive element binding factor 4 
[Arabidopsis thaliana] 



0 J9 9 0 3 2 5_0 1 . 9C0 3 - C2 9 
+ 

3351 
AAT/NAP 
3351 
146 



23589 



Seq. ID OJ990325_01.9C03.C29 



23810 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



49076 Strand 

1685 End 

OJ990325_01 . 9C03 . C2 9 . ol . tm Method 

1755 End 

none Score 



+ 

3351 

TBLASTX: Maize 

2521 

215 



1755. .1850, 1757. .1918, 1758. .1919, 2003. .2029, 2088. .2273, 
2112. .2276, 2384. .2434, 2388. .2441, 2500. .2520, 2501. .2521 



Seq. No. t 23589 Seq. ID OJ990325_01.9C03.C29 

Gene No. 4 907 6 Strand + 

Start 1685 End 3351 

Name OJ990325_01-9C03.C29.ol.gp Method AAT/GAP 

Start 1779 End 2869 

GI 939_1.R1084 Score 2043 

Exons 1779.. 2869 

GI Descrip. ' 5051932/gb | AF14 1965 . 1 | AF14 1965 1.0e-108 Oryza sativa MADS-box 
protein FDRMADS8 mRNA, complete cds 1 



'■h 



u 
C3 

£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23590 ■.■ 

49077 

1525 

OJ990325JD1. 9C03 . C30 . ol . gs 

1525 

none 

1525.. 1650, 2236.. 2343 

23591 
49078 
1 

OJ990325_01. 9C03.C31.ol.np 
1 

6729033 



Seq. ID OJ990325_01.9C03.C30 

Strand + 

End 2343 

Method GENSCAN 

End 2343 

Score . 65 



Seq. ID OJ990325 01.9C03.C31 



Strand 
End 

Method 

End 

Score 



+ 

1749 
AAT/NAP 
1743 
244 



1..50, 282. .370, 828. .881, 1441 .. 1527 , 1621 .. 1743 
(AC009177) unknown protein [Arabidopsis thaliana] 



23591 
49078 
1 

OJ990325_01. 9C03.C31.ol. tc 

305 

none 

305. .373, 821. .871, 825. .887, 
1616. .1684, 1617. .1733, 1618. 



Seq. ID OJ990325_01.9C03.C31 

Strand + 

End 1749 

Method TBLASTX: Cress 

End 1740 

Score 84 

1438. .1515, 1440. .1514, 
1740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23591 Seq. ID 

49078 Strand 

1 End 

OJ990325_01 . 9C03 . C31 . ol . gs Method 

308 End 

none Score 



OJ990325_01.9C03.C31 
+ 

1749 
GENSCAN 
1749 
.91 



308. .417, 828. .881, 1441. .1527, 1621. .1749 



Seq. No. 23592 Seq. ID 

Gene No. 49079 Strand 

Start 324 End 

Name OJ990325_01 . 9C03 . C33 . ol . gs Method 

Start 324 End 



OJ990325_01.9C03.C33 
+ 

521 

GENSCAN 
521 



23811 




GI 


none 






Score 


.62 




Exons 


324. .521 












Seq. No. 


23592 






Seq. ID 


OJ990325_01.9C03 


.C33 


Gene No. 


49080 






Strand 






o Lai U 


i 
± 






End 


1789 




Name 


OJ990325 01 


.9C03.C33.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


1-789 




GI 


6730751 






Score 


69 




Exons 


1..65, 1659 


..1789 










GI Descrip. 


(AC016529) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23592 






Seq. ID 


OJ990325_01 . 9C03 


.C33 


bene jno. 


49080 






Strand 






Start 


1 






End 


i ^ o n 

1789- 




Name 


OJ990325 01 


.9C03.C33.o2. 


.gs 


Method 


/"» PM O /"I TV XT 

GEN SCAN 




Start 


901 






End 


1378 




GI 


none 






Score 


.76 




Exons 


901.. 936, 1325.. 1378 










Seq. No. 








Seq. ID 


OJ990325_01 . 9C03 


.C34 


Gene No . 


a an q i 
4 y u o i 






Strand 






Start 


1 £1 C 

lOlO 






End 


2139 




Name 




. yUUo . Lo4 . Ol . 


,gp 


Method 


AAT/GAP 




Start 


1 A O A 
1 4 Z 4 






rp _ _] 

End 


1855 




GI 


3 bU / 4 jy 






Score 


843 




Exons 


1424. .1855 












Seq. No. 








Seq. ID 


OJ990325_01.9C03 


.C34 


Gene No . 


a o n o i 

4 yuoi 






Strand 






Start 


1 bio 






End 


2139 




Name 


OJ990325 01 


9C03 C34 ol 


.gs 


Method 


GEN SCAN 




Start 


1615 






End 


2139 




GI 


none 






Score 


1 




Exons 


1615. .2139 












Seq. No. 


23593 






Seq. ID 


OJ990325_01.9C03 


.C34 


Gene No. 


49081 






Strand 






oLarc 


1615 






End 


2139 




Name 


OJ990325 01 


.9C03.C34.ol. 




Method 


.TBLASTX: Maize 




Start 


1654 






End 


1900 




GI 


none 






Score 


143 




Exons 


1654. .1782, 


1655. .1780, 


1777. 


.1872, 1792. .1851, 1870. .1899, 




1871. .1900 












Seq. No. 


23594 






Seq. ID 


OJ990325_01.9C03. 


.C35 


Gene No . 


49082 






Strand 






Start 


322 






End 


407 




Name 


OJ990325 01 


.9C03.C35.ol. 


gs 


Method 


GENSCAN 




Start 


322 




End 


407 




GI 


none 






Score 


.91 




Exons 


322. .407 












Seq. No. 


23595 






Seq. ID 


OJ990325_01.9C03, 


.C36 


Gene No. 


49083 






Strand* 






Start 


186 






End 


335 




Name 


OJ990325 01, 


.9C03.C36.ol. 


gs 


Method 


GENSCAN 





23812 






Start 


186 




End 


335 






GI 


none 




Score 


.69 






Exons 


186. .335 












Seq. No. 


23596 




Seq. ID 


OJ990325_01.9C03 


.C38 




bene no. 


49084 




Strand 


+ 






Start 


259 




End 


1476 






Name 


OJ990325 01 


.9C03 


.C38.ol.gs Method 


GEN SCAN 






Start 


259 




End 


1476 






GI 


none 




Score 


.54 






Exons 


259.. 389, 440.. 543, 1351.. 1476 








Seq. No. 


zoo y o 




beq. ID 


OJ990325 01.9C03, 


.C38 




Gene No. 


4 yuo o 




Strand 


+ 








4 U4 U 




End 


6240 






Name 


r\ to an *5 0 k m 


. y^u o 


. Loo.oi.np Metnoa 


AAT/NAP 






Start 


A C\ A C\ 
4 U4 U 




End 


6240 






GI 


4 lo Jy y / 




Score 


809 






Exons 


4040. .4251, 


4710 


..5368, 6166.. 6240 








GI Descrip. 


(AF087483) 


alpha- 


-xylosidase precursor 


[Arabidopsis thaliana] 




Seq. No. 


z Jo9o 




Seq. ID 


OJ990325_01 . 9C03! 


.C38 




Gene No. 


4 yuo o 




Strand . 


+ 




n 

sis. 


Start 


4U4 U 




End 


6240 




Name 


r\ tqq n *3 o c: n i 


. yuu J , 


. Coo.ol.tc Method 


TBLASTX: Cress 






Start 


oUoo 




End 


5370 






GI 


. none 




Score 


454 




ru 


Exons 


5053. .5370, 


5058. 


. .5369 






Up 


Seq. No. 


zjjy b 




Seq. ID 


OJ990325_01.9C03. 


,C38 




Gene No. 


4 yuoo 




Strand 


+ 






Start 


4 U4 U 




End 


6240 






Name 


ojyyujzo ui 


. yCOo , 


.C38.ol.ts Method 


TBLASTX: Soybean 




!3 


Start 


CI 1 Q 




End 


5376 






GI 


none 




Score 


395 






Exons 


5119. .5370, 


5121. 


..5369, 5224. .5376 






j ; 


Seq. No. 


23596 




Seq. ID 


OJ990325_01.9C03. 


C38 




Gene No. 


49085 




Strand 


+ 




rj 


Start 


4040 




End 


6240 




f i 


Name 


OJ990325 01 


.9C03. 


,C38.ol.tm Method 


TBLASTX: Maize 






Start 


5175 




End 


5377 






GI 


none 




Score 


341 






Exons 


5175. .5369, 


5176. 


.5370, 5294.. 5377 








Seq. No. 


23597 




Seq. ID 


OJ990325_01.9C03. 


C39 




Gene No. 


49086 




Strand 


+ 






OLdLL 


1 




End 


1211 






Name 


OJ990325 01 


.9C03. 


C39.ol.np Method 


AAT/NAP 






Start 


1 




End 


1211 






GI 


4163997 




Score 


650 






Exons 


1..28, 742.. 


.1211 










GI Descrip. 


(AF087483) alpha- 


■xylosidase precursor 


[Arabidopsis thaliana] 




Seq. No. 


23597 




£#=rr t n 

1 - — — ■ 




n n o 




Gene No. 


49086 




Strand 








Start 


1 




End 


1211 





23813 



Name 

Start 

GI 

Exons 



OJ990325_01 . 9C03 . C39 . ol . tc Method 
721 End 
none " Score 

721. .963, 733. .1209, 746. .1210 



TBLASTX: Cress 

1210 

91 



Seq. No. 23597 Seq. ID 

Gene No. 49086 Strand 

Start 1 End 

Name OJ990325_01 . 9C03 . C39 . o2 . ts Method 

Start 742 End 

GI none Score 

Exons 742.. 843, 746.. 862 



OJ990325_01.9C03.C39 
+ 

1211 

TBLASTX : Soybean 

862 

189 



Seq. No. 23597 Seq. ID 

Gene No. 49086 Strand 

Start 1 End 

Name OJ990325_01 . 9C03 . C39 . ol . tm Method 

Start 745 End 

GI none Score 

Exons 745.-939, 7.46.. 940, 897.. 941 



OJ990325_01.9C03.C39 
+ 

1211 

TBLASTX: Maize 

941 

352 



Seq. No. 23597 Seq. ID 

Gene No. 49086 Strand 

Start .1 End 

Name OJ990325_01 . 9C03 .C39 . ol . gs Method 

Start 747 End 

GI none Score 

Exons 747.. 1138 



OJ990325_01.9C03.C39 
+ 

1211 
GENSCAN 
1138 
.62 



Seq. No. 23597 

Gene No. 49086 

Start 1 

Name O J990325_01 . 9C03 . C39 . o2 . tm 

Start 1027 

GI none 

Exons 1027.. 1125, 1028.. 1126, 1124. 
1152. .1211 



Seq. ID OJ990325_01.9C03.C39 

Strand + 

End 1211 

Method TBLASTX : Mai ze 

End 1211 

Score 187 

.1210, 1126. .1209, 1127. .1210, 



Seq. No. 23597 Seq. ID 

Gene No. '■ 49086 - Strand 

Start 1 End 

Name OJ990325_01 . 9C03 . C39 . ol . ts Method 

Start 1084 End 

GI none Score 

Exons 1084.. 1209, 1085.. 1210 



OJ990325_01.9C03.C39 
+ 

1211 

TBLASTX: Soybean 

1210 

209 



Seq. No. 23598 

Gene No. 49087 

Start 24 

Name OJ990325_01 . 9C03 . C40 . ol . gs 

Start 24 

GI none 

Exons 24.. 109, 276.'. 282 

Seq. No. 23599 

Gene No. 49088 

Start 89 



Seq. ID OJ990325_01.9C03.C40 

Strand 

End 282 

Method GENSCAN 

End 282 

Score .76 



Seq. ID ' OJ990325 01.9C03.C41 
Strand + ~~ 
End 373 



23814 



Name 

Start 

GI 

Exons 



OJ990325_01 . 9C03 . C4 1 . ol . gs Method GENSCAN 

89 End 373 

none Score .86 
89. .373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons - 



23600 Seq. ID 

49089 Strand 

1 End 
OJ990325_01 . 9C03 . C4 4 . ol . np Method 

1 End 

4163997 Score 
1. .1872 

(AF087483) alpha-xylosidase precursor [Arabidopsis thaliana] 



OJ990325_01.9C03.C44 
+ 

2010 
AAT/NAP 
1872 
2234 



23600 Seq. ID 

49089 Strand 

1 End 
OJ990325_01 . 9C03 . C44 . ol . gs Method 

107 End 

none Score 
107. .751 



OJ990325_01.9C03.C44 
+ 

2010 
GENSCAN 
751 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23600 Seq. ID 

49089 Strand 

1 End 
OJ990325_01 . 9C03 . C44 . o2 . gs Method 

847 End 

none Score • 

847.. 1809, 1939.. 2010 



OJ990325_01.9C03.C44 
+ 

2010 
GENSCAN 
2010 
. 69 



23600 Seq. ID OJ990325_01.9C03.C44 

49089 Strand + 

1 End 2010 

OJ990325_01 . 9C03 . C44 . ol . gp Method AAT/GAP 

936 End 1379 

2311478 Score 804 

936.. 1379 

5002212/gb|AAD37363.1|AF144078_l 1.0e-46 (AF144078) 
alpha-xylosidase precursor [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987.1_AC008075_20 (AC008075) Identical to 
gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb_W43892, gb_N96165, gb_T46694," gb_N37141, 
gb_R64965, gb_R90271 / gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA597852 c 



Seq. No. 


23600 








Seq. ID 


OJ990325_01.9C03. 


C44 


Gene No. 


49090 








Strand 






Start 


1541 








End 


2041 




Name 


■ OJ990325 01 


.9C03.C44 


. o3 . 


.tm 


Method 


TBLASTX: Maize 




Start 


1 








End . 


188 




GI 


none 








Score 


332 




Exons 


1.-186, 2.. 


187, 2..1 


87, 


144, 


, .188 






Seq. No. 


23600 








Seq. ID 


OJ990325_01.9C03. 


C44 


Gene Mo . 


4 9090 








Strand 






Start 


1541 








End 


2041 




Name 


OJ990325 01 


.9C03.C44 


.o2. 


,tc . 


Method 


TBLASTX: Cress 





23815 



Start 


2 


End 


652 


GI 


none 


Score 


703 


Exons 


2. .496, 4. .495, 518. .652, 518 


..649, 520. .651 


Seq. No. 


23600 


Seq. ID 


OJ990325_01.9C03.C44 


Gene No. 


49090 


Strand 




Start 


1541 


End 


2041 


Name 


OJ990325 01.9C03.C44.ol.tm 


Method 


TBLASTX: Maize 


Start 


274 


End 


1286 


GI 


none 


Score 


187 


Exons 


274. .372, 275.-373, 275. .373, 


371. .721, 


372. .533, 373. .723, 




374. .721, 654. .731, 714. .1286 


, 721. .1284 


Seq. No. 


23600 


Seq. ID 




Gene No. 


49090 


Strand 




Start 


1541 


End 


2U4 1 


Name 


OJ990325 01.9C03.C44.ol.ts 


Method 


TBLASTX : boyoean 


Start 


427 


End 


1 o c *d 
18 DO 


GI 


none 


Score 


73 


Exons 


427. .486, 428. .478, 517. .705, 


518. .721, 


518. .721, 711. .1454, 




712.. 1701, 1545.. 1700, 1753.. 


1863 




Seq. No. 


23600 


Seq. ID 


OJ990325_01.9C03.C44 


Gene No. 


49090 


Strand 




Start. 


1541 


End 


2041 


Name 


OJ990325 01.9C03.C44.ol.tc 


Method 


TBLASTX: Cress 


Start 


711 


End 


1452 


GI 


none 


Score 


971 


Exons 


711. .1397, 712. .1398, 1390. .1452, 1401. 


.1451 


Seq. No. 


23600 


Seq. ID 


OJ990325_01.9C03.C44 


Gene No. 


49090 


Strand 




Start 


1541 


End 


2041 


Name 


OJ990325 01.9C03.C44.o2.tm 


Method 


TBLASTX: Maize 


Start 


1326 


End 


1892 


GI 


none 


Score 


614 


Exons 


1326. .1739, 1327. .1743, 1486. 


.1743, 1709. .1882, 1735. .1884, 




1788. .1883, 1819. .1887, 1836. 


.1892 




Seq. No. 


23600 


Seq. ID 


OJ990325_01.9C03.C4 4 


Gene No. 


49090 


Strand 




■Start 


1541 


End 


2041 


Name 


OJ990325 01.9C03.C44.o3.tc 


Method 


TBLASTX: Cress 


Start 


1486 


End 


1869 


GI 


none 


Score 


178 


Exons 


I486.. 1713, 1533.. 1673, 1780. 


.1869, 1794. .1868 


Seq. No. 


23600 


Seq. ID 


OJ990325_01.9C03.C44 


Gene No. 


49090 


Strand 




Start 


1541 


End 


2041 


Name 


OJ990325 01. 9C03.C44.o2.gp 


Method 


AAT/GAP 


Start 


1541 


End 


2041 


GI 


40932 1.R1084 


Score 


949 


Exons 


1541. .2041 






GI Descrip. 


! 500?212/gb!AAD37363.1IAF144078 1 4 . Oe- 


10 (AF144078) 




alpha-xylosidase precursor [Arabidopsis 


; thaliana] . 



>gi_5734722_gb_AAD49987.1_AC008075_20 (AC008075) Identical to 



23816 




gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb_W43892, gb_N96165, gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA597852 c' 



Seq. No. 


23601 




Seq. ID 


OJ990615_05.9C14.C1 


Gene No. 


49091 




Strand 


+ 


Start 


465 




End 


656 


Name 


OJ990615 05.9C14.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


465 




End 


656 


rr 


none 




Score 


.4 


Exons 


465. .656 








Seq. No. 


23601 




Seq. ID 


OJ990615_05.9C14.C1 


Gene No. 


49092 




Strand 




Start 


1 




End 


739 


Name 


OJ990615 05.9C14.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


739 


GI 


6358762 




Score $ 


r-306' 


Exons 


1. .206/ 282... 607, 683. . 


739 




GI Descrip. 


(AC011665) hypothetical 


protein [Arabidopsis thaliana] 


oeq. wo. 


23602 




Seq. ID 


OJ990615_05. 9C14 ,C2 


Gene No. 


49093 




Strand 




Start 


491 




End 


13254 


Name 


OJ990615 05.9C14.C2.ol. 


gs 


Method 


GENSCAN 


Start 


491 




End 


12786 


GI 


none 




Score 


.74 


Exons 


491. .564, 1834. .2059, 2287. .2394, 2509 


..2666, 2742. .3038, 




3834. .4295, 4377. .4520, 


4671. 


.4838, 4932. .5174, 5250. .5402, 




6182.. 6290, 6853.. 6984, 


7428. 


.7586, 7826. .7893, 8195. .8497, 




8965.. 9189, 9425.. 9877, 


10412 


. .10510, 


10742. .10936, 




11000. .11110, 12046. .12102, 12730.. 12786 


Seq. No. 


23602 




Seq. ID 


OJ990615_05.9C14".C2 


Gene No. 


49093 




Strand 




Start 


491 




End 


13254 


Name 


OJ990615 05.9C14.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1769 




End 


5369 


GI 


6358762 




Score 


1238 


Exons 


1769.. 2059, 2287.. 2370, 


2509. 


.2666, 2742. .3038, 3834. .4295, 




4377. .4520, 4671. .4838, 


4932. 


.5174, 5250. .5369 


GI Descrip. 


(AC011665) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


23602 




Seq. ID 


OJ990615_05.9C14.C2 


Gene No . 


4 9093 




Strand 




Start 


491 




End 


13254 


Name 


OJ990615 05.9C14.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2577 




Erid 


2966. 


GI 


none 




Score 


46 


Exons 


2577. .2660, 2632. .2667, 


2725. 


.2856, 2757. .2870, 2916. .2966 


Seq. No. 


23602 




Seq. ID 


OJ990615__05.9C14.C2 


Gene No. 


49093 




Strand 




Start 


491 




End 


13254 


Name 


OJ990615 05.9C14.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2982 




End 


4211 



23817 



GI 

Exons 



none 

2982. .3038, 2983. .3045, 2984, 
3842. .4210 



Score 85 

.3040, 3831. .4211, 3837. .4208, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23602 Seq. ID 

49093 Strand 
491 End 13254 

OJ990615_05 .9C14.C2.o2. np Method AAT/NAP 

7427 End 13254 

6358772 Score 1497 

7427..7S79, 7819. .7893, 8195. .8497, 8965. .9189, 

10742. .10936, 11000 11110, 11731, 



OJ990615 05.9C14.C2 



9311. . 9877, 
.11876, 



10412. .10510, 
12955. .13254 

(AC011665) putative menaquinone biosynthesis protein 
[Arabidopsis thaliana] 



OJ990615_05.9C14.C3 

1790 
GENS CAN 
1790 
.75 



OJ990615_05.9C14.C7 
+ 

289 

GENSCAN 

289 

.84 



OJ990615_05.9C14.C8 
508 

GENSCAN 

508 

.67 



OJ990615_05.9C14.C10 
+ 

272 

GENSCAN 

272 

.42 



OJ990615_05.9C14.C11 
+ 

•413 

GENSCAN 

413 

.98 



OJ990615 05.9C14.C11 



Seq. No. 


23603 








Seq. ID 


Gene No . 


A A r\ Cl a 

4 9094 








Strand 


Start 


676 








End 


Name 


OJ990615 


_05.9C14.C3. 


ol. 


gs 


Method 


Start 


676 








End 


GI 


none 








Score 


Exons 


676. .793, 


876. .1072, 


1398. . 


1790 


Seq. No. 


23604 








Seq. ID 


Gene No . 


4 9095 








Strand 


Start 


188 








End 


Name 


OJ990615 


_05.9C14.C7. 


ol. 


gs 


Method 


Start 


188 








End 


GI 


none 








Score 


Exons 


188. .289 










Seq. No. 


23605 








Seq. ID 


Gene No. 


49096 








Strand 


Start 


84 








End 


Name 


OJ990615 


_05.9C14.C8. 


ol. 


gs 


Method 


Start 


84 








End 


GI 


none 








Score 


Exons 


84. .218, 


317. .431, 454. 


.508 




Seq. No. 


23606 








Seq. ID 


Gene No. 


49097 








' Strand 


Start 


86 








End 


Name 


OJ990615 


05.9C14.C10 


.ol 


.gs 


Method 


Start. 


86 








End 


GI 


none 








Score 


Exons 


86. .272 










Seq. No. 


23607 








Seq. ID 


Gene No. 


49098 








Strand 


Start 


196 








End 


Name 


OJ990615 


05.9C14.C11 


.ol 


.gs 


Method 


Start 


196 








End 


GI 


none 








Score 


Exons 


196, ,413 










Seq. No. ' 


23607 








Seq. ID 



23818 




Gene No. 


a o r\ c\ n 

4 yuyy 


Strand 










Start 


1094 


End 


1187 








Name 


OJ990615 05.9C14.Cll.o2.gs 


Method 


GEN SCAN 








Start 


1094 


End 


1187 








GI 


none 


Score 


.83 








Exons 


1094. .1187 












Seq. No. 


23608 


Seq. ID 


OJ990615_ 


_05. 


9C14 


.C12 


Gene No. 


49100 


Strand 


+ 








Start 


71 


End 


2437 








Name 


OJ990615 05.9C14.C12.ol.gp 


Method 










Start 


71 


End 


432 








GI 


LIB3433-048-P1-K1-F6 


Score 


561 








Exons 


71. .432 












GI Descrip. 


'5777612/emb|AJ24 5900. 1IOSA24 5900 4 . Oe 


-47 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome ' 








Seq. No. 


23608 


Seq. ID 


OJ990615_ 


05. 


9C14 


.C12 


bene no. 


49100 


Strand 


4- 








Start 


71 


End 


2437 








Name 


OJ990615 05.9C14.C12.ol.gs 


Method 


GENSCAN 








Start 


127. 


End 


2437 








GI 


none 


Score 


.41 








Exons 


127. .540, 1873. .1914, 2092. .2183, 2275 


..2437 








Seq. No. 


o *3 c n o 


Seq. ID 


OJ990615_ 


_05. 


9C14 


.C12 


Gene No. 


a q i n i 


Strand 










Of -i >~4- 

btart 


1 


End 


2871 








Name 


€J990615 05.9C14.C12.ol.np 


Method 


AAT/NAP 








Start . 


1 


End 


2871 








GI 


5777619 


Score 


100 








Exons 


1.-55, 169. .366, 2770. .2871 












GI Descrip. 


(AJ245900) CAA30377.1 protein 


[Oryza sativa] 








Seq. No. 


23608 


Seq. ID 


OJ990615_ 


_05. 


9C14 


.C12 


Gene No . 


49102 


Strand 










Start 


3001 


-End 


3958 








Name 


OJ990615 05.9C14.C12.o2.gs 


Method 


GENSCAN 








Start 


3001 


End 


3958 








GI 


none 


Score 


.97 - . 








Exons 


3001.. 3726, 3926.. 3958 












Seq. No. 


23609 


Seq. ID 


OJ990615 


_05. 


9C14 


.C17 


Gene No. 


49103 


Strand 


+ 








Start 


26 


End 


147 








Name 


OJ990615 05.9C14.C17.ol.gs 


Method 


GENSCAN 








Start 


26 


End 


147 








GI 


none 


Score 


.88 








Exons 


26.. 147 












Seq. No. 


23610 


Seq. ID 


OJ990615_ 


05. 


9C14 


.C19 


Gene No. 


49104 


Strand 


+ 








Start 


787 


End 


1127 








Name 


OJ990615 05.9C14.C19.ol.gs 


Method 


GENSCAN 








Start 


787 


End 


i 1 on 








GI 


none 


Score 


.45 








Exons 


787. .796, 928. .1127 













23819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



23610 
49105 
3203 

OJ990615_05. 

3203 

none 

3203. .3313, 
3502. .374 4, 

23610 
49105 
3203 

OJ990615_05. 

3499 

none 

3499. .3738, 

23610 
49105 
3203 

OJ990615_05. 

3508 

none 

3508. .3744, 
4296. .4520, 

23610 
49106 
4700 

OJ990615_05. 

4700 

none 

4700. .4807, 
6859. .6909 



9C14.C19.ol.tw 



3205. .3336, 
4035. .4175, 



3205. 
4052. 



.ts 



9C14.C19.ol 
3500.. 3742, 3500 

9C14.C19.ol. tin 



3509. .3736, 
4297. .4527, 



4047. 
4526. 



.tc 



9C14.C19.ol. 
4701. .4808, 6502. 



Seq. ID OJ990615_05.9C14.C19 
Strand 

End 4702 

Method TBLASTX : Wheat 

End 4177 

Score 164 

.3300, 3500.. 3736, 3500.. 3739, 
.4177 

Seq. ID OJ990615_05.9C14.C19 
Strand 

End 4702 

Method TBLASTX : Soybean 

End 3761 

Score 231 
.3760, 3501. .3761 

Seq. ID OJ990615_05.9C14.C19 
Strand 

End 4 702 

Method TBLASTX : Mai ze 

End 4 702 

Score . 285 
.4172, 4052. .4204, 4293. .4520, 
.4702, 4593. .4697, 4610. .4699 

Seq. ID OJ990615_05.9C14.C19 
Strand 

End 6909 

• Method TBLASTX : Cress 

End 6909 

Score 7 9 

.6648, 6503. .6655, 6730.. 6756, 



23611 Seq. ID. 

49107 Strand 
1428 End 
OJ990615_05 . 9C14 . C20 . ol . gp Method 
1428 . End 

358_4.R1084 Score 
1428. .1471, 3432. .3903 

, 2492487/sp|Q43470| 143B_HORVU 4.0e-75 14-3-3-LIKE PROTEIN B 
(14-3-3B) >gi_1070354_emb_CAA63658_ (X93170) Hvl4-3-3b [Hordeum 
vulgare] * 



OJ990615_05.9C14.C20 
+ 

3903 
AAT^GAP 
390f ' ; 
965 



23611 
49107 
1428 

OJ990615_05. 9C14.C20.ol.np 

1919 

5051763 

1919. .2251, 2285. .2404 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_05.9C14.C20 
-f- 

3903 
AAT/NAP 
2404 
280 



23611 



pUtCitiVe protein [Aj.abldOpsis Liia-L-LcUlci. j 

Seq. ID OJ990615_05.9C14.C20 



23820 



Gene No. 49107 Strand 

Start 1428 End 

Name OJ990615_05.9C14.C20.o2.tc Me t hod 

Start 2018 End 

GI none Score 

Exons 2018.. 2251 



+ 

3903 

TBLASTX: Cress 

2251 

218 



Seq. No. 23611 

Gene No. 49107- 

Start 1428 

Name OJ990615_05 . 9C14 . C20 . o2 . ts 

Start 2027 

GI none 

Exons 2027.. 2251, 2161.. 2250 



Seq. ID OJ990615_05.9C14.C20 

Strand + 

End 3903 

Method TBLASTX : Soybean 

End 2251 

Score 216 . 



Seq. No. 23611 Seq. ID 

Gene No. 49107 Strand 

Start' 1428 End 

Name OJ990615_05.9C14.C20.ol.tw* Method 

Start 3446 End 

GI none Score 

Exons 3446.. 3886, 3486.. 3887 



OJ990615_05.9C14.C20 
+ 

3903 

TBLASTX: Wheat 

3887 

593 



Seq. No. 23611 Seq. ID OJ990615_05.9C14.C20 

Gene No. 49107 Strand +■ 

Start 1428 " End 3903 

Name OJ990615_05 . 9C14 . C20 . o2 . np Method AAT/NAP 

Start 3474 End 3903 

GI 2492487 Score 659 

Exons 3474.. 3903 

GI Descrip. 14-3-3-LIKE PROTEIN B (14-3-3B) gi | 1070354 | emb | CAA63658 | 
(X93170) Hvl4-3-3b [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



23611 
49107 
1428 

OJ990615_05.9C14.C20.ol.tc 
3479 

none ,. ■ 

3479. .3886, 3495. .3887 

23611 
49107 
1428 

OJ990615_05.9C14 .C20.ol.ts 

3485 

none 

3485.-3886, 3486. .3887 

23611 
49107 
1428 

OJ990615_05.9C14.C20.ol.tm 

3490 
none 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_05.9C14.C20 
+ 

3903 

TBLASTX: Cress 

3887 

591 



OJ990615_05.9C14.C20 
+ 

3903 

TBLASTX : Soybean 

3887 

594 



Seq. ID OJ990615 05.9C14.C20 



Strand 
End 

Method 
End 



+ 

3903 

TBLASTX: Maize 
3887' 



3490. .3519, 3490. .3519, 3522. .3887, 3563. .3886 



23821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23612 
49108 
1 

OJ990615_05 . 9C14 . C21 . ol . gp 
1 

358 2.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..127, 288. .410, 1072. .1188, 1283. .1816 

1 2811014/ sp | 002414 | DYL1_ANTCR 8.0e-14 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 1 



OJ990615_05.9C14.C21 
+ 

3849 
AAT/GAP 
1816 
1535 



23612 
49108 
1 

OJ990615_05.9C14.C21.ol.np 
1 

2492487 



Seq. ID OJ990615_05.9C14.C21 

Strand + 

End 3849 

Method AAT/NAP 

End 1339 

Score 4 98. 



1..127, 288. .410, 1072. .1188, 1283. .1339 

14-3-3-LIKE PROTEIN B (14-3-3B) gi I 1070354 | emb | CAA63658 | 
(X93170) . Hvl4-3-3b [Hordeum vulgare] 



23612 
49108 
1 

OJ990615JD5 . 9C14 . C21 . ol . gs 
32 

none 



Seq. JD OJ990615_05.9C14.C21 

Strand +. 

End 3849 

Method GENSCAN 

End 384 9 

Score .69 



32. .127, 288. .410, 1072. .1188, 1452. .1601, 1619. .1789, 
3007. .3206, 3517. .3633, 38.07. .3849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23612 
49109 
3992 

OJ990615_05 . 9C14 . C21 . o2 . tc 
41 

none 



Seq. ID OJ990615_05.9C14.C21 
Strand 

End 7544 

Method TBLASTX: Cress 

End 1220 

Score 126 . 



41. .139, 46. .129, 264. .410, 267. .413, 283. .414, 284. .412, 
284. .430, 1061. .1180, . 1069. .1188, 1071. .1220 

23612 ' Seq. ID OJ990615_05.9C14.C21 

49109 Strand 

3992 End 7544 

OJ990615_05 . 9C14 .C21 . o2 . ts Method TBLASTX : Soybean 

41 End 1205 

none Score 123 

41. .139, 46. .144, 276. .410, 284, .430, 1069. .1188, 1070. .1174, 
1071. .1205 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23612 Seq. ID 

49109 Strand 
3992 End . 

OJ990615_05 . 9C14 . C21 . o2 . tm Method 
4 6 End 
none Score 

46: : 123, 47. .139, 263. .430, 264. .410, 287. .412, 1058. .1177, 
1061. .1189, 1069. .1188, 1071. .1205, 1277. .1345, 1281. .1355 



OJ990615_05 . 9C14 .C21 
7544 

TBLASTX: Maize 
1355 
139 ■ 



23822 



Seq. No. 23612 

Gene No. 49109 

Start 3992 

Name OJ990615_05 . 9C14 . C21 . ol . tw 

Start 264 

GI none 

Exons 264. .410, 287. .403, 326. .415, 
1067. .1183, 1131. .1193 



Seq. ID OJ990615_05.9C14.C21 
Strand 
End 

Method 
End 
Score 

331. .411, 1061. .1186, 1066. .1188, 



7544 

TBLASTX: Wheat 

1193 

207 

1061. .1186, 1066. 



Seq. No. 23612 Seq. ID OJ990615_05.9C14.C21 

Gene No. 49109 Strand 

Start 3992 End 7544 

Name OJ990615_05 . 9C14 . C21 . o2 . gp Method AAT/GAP 

Start 3992 End 7215 

GI 287148 Score 689 

Exons 3992.. 4255, 7107.. 7215 

GI Descrip. 2811014 /sp | O024 14 | DYL1_ANTCR 8.0e-14 DYNE IN LIGHT CHAIN LC6, 

FLAGELLAR OUTER ARM >gi_2208 914_db j_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 



Seq. No. 23612 
Gene No. 49109 
Start 3992 

Name OJ990615_05 . 9C14 . C21 . ol . ts 

Start 4088 
GI 4302625 

Exons 4088.. 4258, 4103.. 4267, 4104 

GI Descrip. 2811014 /sp_O02 41 4_DYL1_ANTCR 

FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525 
arm dynein LC6 [Anthocidaris crassispina] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615 05.9C14.C21 



7544 

TBLASTX: Soybean 
4267 
121 

.4262, 4189.. 4263 
1.0e-10 DYNEIN LIGHT CHAIN LC6, 

(AB004830) outer 



Seq. No. 


23612 








Seq. ID 


OJ990615J35.9C14 


.C21 


Gene No. 


49109 








Strand 






Start 


3992 








End 


7544 




Name 


OJ990615 05. 


.9C14 


.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4094 








End 


4270 




GI 


none 








Score 


219 




Exons 


4094. .4258, 


4095 


. .4256, 


4103. 


.4270 






Seq. No. 


■ 23612 








Seq. ID 


OJ990615_05.9C14 


.C21 


Gene. No. 


49109 








Strand 






Start 


3992 








End 


7544 




Name 


OJ990615 05. 


.9C14 


.C21.o2 


.gs 


Method 


GENSCAN 




Start 


4094 






End . 


7544 




GI 


none 








Score 


.89 




Exons 


4094. .4255, 


7107 


. .7544 










Seq. No. 


23612 








Seq. ID 


OJ990615_05.9C14 


.C21 


Gene No. 


49109 








Strand 






Start 


3992 








End 


7544 




Name 


OJ990615 05. 


, 9C14 


.C21.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4112 








End 


4280 




GI 


none 








Score 


151 




Exons 


4112. .4276, 


4113 


. .4280 










Seq. No. 


23612 








Seq. ID 


OJ990615_05.9C14 


.C21 


Gene No. 


49109 








Strand 







23823 




Start 3992 End 7544 

Name OJ990615_05 . 9C14 . C21 . o2 . np Method AAT/NAP 

Start 4121 End 7244 

GI 2811014 Score 142 

Exons 4121.. 4255, 7107.. 7244 



GI Descrip. DYNEIN LIGHT CHAIN LC6, FLAGELLAR OUTER ARM 

gi I 2208914 | dbj |BAA20525| (AB004830) outer arm dynein LC6 
[Anthocidaris crassispina] 



Cart M/"-\ 

oeq. wo. 


i jDIj 








beq. iu 




poo 


Gene No. 


49110 








Strand 






Start 


1369 








End 


1890 




Name 


OJ990615 05. 


9C14 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


1369 








End 


1824 




GI 


none 








Score 


.84 




Exons 


1369. .1824 














beq. WO. 










Seq. ID 


oj y yuoio_uo . yci4 . 


CZ2 


Gene No. 


49110 








Strand 






Start 


1369 








End 


1890 




Name 


OJ990615 05. 


9C14, 


.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1381 L 








End 


1890 




GI 


none 








Score 


546 




Exons 


1381. .1890, 


1382, 


. .1885 










Seq. No. 


23613 








Seq. ID 


OJ990615_05.9C14. 


C22 


Gene No. 


49110 








Strand 






Start 


1369 








End 


1890 




Name 


OJ990615 05. 


9C14. 


.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1381 








End 


1890 




GI 


none 








Score 


408 




Exons 


1381. .1890, 


1388, 


, .1870, 


1729. 


.1884 






Seq. No. 


23613 








Seq. ID 


OJ990615_05.9C14. 


C22 


Gene No. 


49110 








Strand 






Start 


1369 








End 


1890 




Name 


OJ990615 05. 


9C14. 


,C22.ol. 


np 


Method 


AAT/NAP 




Start 


1384 








End 


1890 




GI 


1946331 








Score 


649 




Exons 


1384. .1890 















GI Descrip. (U69155) prohibitin [Arabidopsis thaliana] gi 14097692 (U66593) 



prohibit in 3 [Arabidopsis thaliana] 



Seq. No. 


23613 






Seq. ID 


OJ990615_05.9C14 


.C22 


Gene No. 


49110 






Strand . 






Start 


1369 






End 


1890 




Name 


OJ990615 05. 


.9C14 .C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1403 






End 


1890 




GI 


none 






Score 


378 ' 




Exons 


1403. .1885, 


1405. .1890, 


1762. 


.1890 






Seq. No. 


23613 






Seq. ID 


OJ990615_05.9C14 


.C22 


Gene No. 


49110 






Strand 






Start 


1369 






End 


1890 




Name 


O.TQQOfilS OR 




•hT.T 


Method 


TDT AO mv . TVT-U j_ 




Start 


1642 






End 


1890 




GI 


none 






Score 


53 





23824 




Exons 


1642. .1890, 


1793 


. .1855 








Seq. No. 


23614 








Seq. ID 


OJ990615_05.9C14.C24 


Gene No . 


4 9111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


-9C14 


.C24.ol 


.gs 


Method 


GENS CAN 


Start 


509 








End 


2490 


GI 


none 








Score 


.96 


Exons 


509. .1316, 


1367. 


.1393, 


1429. . 


1499, 1601. .2167, 2245. .2490 


Seq. No. 


23614 








Seq. ID 


OJ990615_05.9C14.C24 


Gene No. 


49111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


-9C14 


.C24.ol 


.np 


Method 


AAT/NAP 


Start 


662 








End 


2418 


GI 


5454204 








Score 


707 


Exons 


662. .972, 1000.. 


1134, 1183. .1316, 1429 


..1523, 1601.. 2159, 




2231. .2418 












GI Descrip. 


(AC005698) 


T3P18 


.18 [Arabidopsis. thaliana] 


Seq. No. 


23614 








, Seq. ID 


OJ990615_05.9C14.C24 


Gene No. 


49111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


. 9C14 


.C24.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


767 








End 


1502 


GI 


none 








Score 


66 


Exons 


767. .814, 767. .808, 881 


. . 964, 


887. .955 


, 1040. .1108, 1048. .1107, 




1148. .1192, 


1244 


. .1318, 


1428. 


.1502 




Seq. No. 


23614 








Seq. ID 


OJ990615_05.9C14.C24 


Gene No. 


49111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


. 9C14 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1247 








End 


2155 


GI 


none 








Score 


75 


Exons 


1247. .1318, 


1427 


. .1501, 


1428. 


.1502, 1598.. 1705, 1841.. 1912, 




1910. .2155, 


1915 


. .2148 








Seq. No. 


23614 








Seq. ID 


OJ990615_05.9C14.C24 


Gene No. 


49111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


. 9C14 


.C24.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1841 








End 


2164 


GI 


none 








Score 


93 


Exons 


1841. .1912, 


1862 


. .2164, 


2017. 


.2139 




Seq. No. 


23614 








Seq. ID 


OJ990615_05.9C14.C24 


Gene No. 


49111 








Strand 


+ 


Start 


509 








End 


2591 


Name 


OJ990615 05 


. 9C14. 


.C24.o"l 


.gp 


Method 


AAT/GAP 


Start 


2034 








End 


2591 


GI 


3761937 








Score 


867 


Exons 


2034. .2167, 


2245, 


. .2591 








Seq. No. 


23615 








c-v~ t r\ 

U V. ■ -1- L-/ 




Gene No. 


49112 








Strand 


+ ~~ 


Start 


79 








End 


464 



23825 




Name 


OJ990615 05.9C14.C25.ol 


.gs 


Method 


GENSCAN 


Start 


79 




End 


464 


GI 


none 




Score 


.82 


Exons 


79. .210, 327. .464 








Seq. No. 


23615 




Seq. ID 


OJ990615_05.9C14.C25 


Gene No. 


49113 




Strand 




C 4- r» v+- 

b rart 


1 




End 


470 


Name 


OJ990615 05.9C14.C25.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


470 


GI 


6118338 




Score 


45 


Exons 


1..132, 284. .470 








GI Descrip. 


(AF190125) TonB2 [ Pseudomonas 


aeruginosa] 


Seq. No. 


23616 




Seq. ID 


OJ990615_05.9C14.C27 


Gene No. 


49114 




Strand 


+ 


Start 


1025 




End 


4051 


Name 


OJ990615 05 . 9C14 . C27 . ol 


.gs 


Method 


GENSCAN 


Start 


1025 




End 


3537 


GI 


none 




Score 


.91 


Exons 


1025.. 2162, 2262.. 2624, 


3422 . 


.3537 




Seq. No. 


23616 




Seq. ID 


OJ990615_05.9C14.C27 


Gene No. 


49114 




Strand 


+ 


btart 


1025 




End 


4051 


Name 


OJ990615_05. 9C14 .C27.ol 


.np 


Method 


AAT/NAP 


Start 


1215 




End 


4051 


GI 


6856199 




Score 


35 


Exons 


1215. .1251, 3377. .3475, 


4019. 


.4051 




GI Descrip. 


(AF180023) photosystem 


I P700 


apoprotein Al [Psilotum nudum] 


Seq. No. 


23617 




Seq. ID 


OJ990615_05.9C14.C28 


Gene No. 


49115 




Strand 


+ 


Start 


600 




End 


854 


Name 


OJ990615_05 . 9C14 . C28 . ol 


.gp 


Method 


AAT/GAP 


Start 


600 




End 


854 


GI 


27 97034 




Score 


366 


Exons 


600. .85.4 








Seq. No. 


23617 




Seq. ID 


. OJ990615_05.9C14.C28 


Gene No. 


49116 




Strand 




Start 


2535 




End 


3631 


Name 


OJ990615 05.9C14.C28.o2 


.gp 


Method 


AAT/GAP 


Start 


2271 




End 


3111 


GI 


27115 1.R1084 




Score 


1638 


Exons 


2271.. 3111 








GI Descrip. 


1 4 678321/emb|CAB4 1132.1 


I 2.0e- 


-36 (AL049658) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


23617 




Seq. ID 


OJ990615_05.9C14.C28 


Gene No. 


49116 




Strand 




Start 


2535 




End 


3631 


Name 


OJ990615 05.9C14.C28.ol 


.gs 


Method 


GENSCAN 


Start 


2535 




End 


3631 


GI 


none 








Exons 


2535.-3484, 3604. .3631 









23826 




Seq. No. 


23617 






Seq. ID 


OJ990615_05. 


, 9C14 


.C28 


Gene No. 


49116 






Strand 








Of 3 yf 








End 


3631 






Name 


OJ990615 05 


.9C14.C28.ol 


.np 


Method 


AAT/NAP 






Start 


2538 






End 


3114 






GI 


4678321 






Score 


312 






Exons 


2538. .2792, 


2823. .3114 












GI Descrip. 


(AL049658) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. " 


23617 






Seq. ID 


OJ990615_05. 


9C14 


.C28 


Gene No. 


49116 






Strand 








o car l 


^ JJJ 






End 


3631 






Name 


OJ990615 05 


.9C14.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2712 






End 


3444 






GI 


none 






Score 


249 






Exons 


2712. .2942, 


2713. .2937, 


O "7 O *3 


..2956, 3002.. 3082, 3009.. 3083, 




3113. .3184, 


3264. .3383, 


jzy / 


. .3404, 3337. .3444 






Seq. No. 


23618 






Seq. ID 


OJ990615_05. 


9C14 


.C29 


Gene No . 


49117 






Strand 


+ • 






Start 


666 






End 


2916 






Name 


OJ990615 05 


.9C14.C29.ol 


.gs 


Method 


GENSCAN 






Start 


666 






End 


2916 






GI 


none 






Score 


.63 






Exons 


666. .791, 2905. .2916 












Seq. No. 


23618 






Seq. ID 


OJ990615_05. 


9C14 


.C29 


Gene No. 


49118 






Strand 








Otdlt 


1 






End 


348 






Name 


OJ990615 05 


.9C14.C29.ol, 


.np 


Method 


AAT/NAP 






Start 


1 






End 


348 






GI 


4678321 






Score 


58 






Exons 


1..149, 274 


. .348 












GI Descrip. 


(AL049658) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


23618 






Seq. ID 


OJ990615_05. 


9C14 


.C29 


bene no . 


49119 






Strand 








Start 


3379 






End 


6478 






Name 


OJ990615 05 


.9C14.C29.o2, 


.gs 


Method 


GENSCAN 






Start 


3379 




■ End 


6471 






GI 


none 






Score 


.62 






Exons 


3379. .4315, 


5084. .5217, 


5550 


..5604, 6152. .6471 






Seq. No. 


23618 






Seq. ID 


OJ990615_05. 


9C14 


.C29 


Gene No. 


49119 






Strand 








OLdl L 


3379 






End 


6478 






Name 


OJ990615 05 


.9C14.C29.o2. 


np 


Method 


AAT/NAP 






Start 


3409 






End 


6478 






GI 


4490323 






Score 


1126 






Exons 


3409. .4315, 


6152. .6478 












GI Descrip. 


(AJ1314 64) nitrate transporter [Arabidopsis thaliana] 




Seq. No. 


23618 






Seq. ID 


OJ990615_05.- 


9C14 


.C29 


Gene No. 


49119 






Strand 








Start 


337Q 






iJUU 


/T a n n 
\j*± i u 






Name 


OJ990615 05 


.9C14.C29.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3502 






End 


3820 







23827 



GI 

Exons 



none Score 
3502.. 3630, 3631.. 3819, 3632.. 3820 



90 



Seq. No. 23618 

Gene No. 49119 

Start 3379 

Name OJ990615_05 . 9C14 . C29 . ol . tm 

Start 3505 

GI none 
Exons 



Seq. ID OJ990615_05.9C14.C29 
Strand 

End 6478 

Method TBLASTX : Mai ze 

End 4206 

Score 184 



3505. .3630, 3631. .3825, 3632. .3820, 3847.. 3999, 4093. .4206, 
4100.. 4183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23618 
49119 
3379 

OJ990615_05.9C14.C29.ol.ts 

3508 

none 



Seq. ID OJ990615_05.9C14.C29 
Strand 

End 6478 

Method TBLASTX : Soybean 

End 4119 

Score 171 



3508. .3621, 3631. .3828, 3644 .. 3829, 38 65 3999, 4093. .4119 



23618 
49119 
3379 

OJ990615_05.9C14.C29.ol.tc 

3685 

none 



Seq. ID OJ990615_05.9C14.C29 
Strand 

End. 6478 
Method TBLASTX : Cress 
End 6405 
Score 179 

3685. .3828, 3689. .3829, 3853. .4002, 3854. .3928, 4093. .4206, 
4097. .4183, 4270. .4317, 6151. .6405, 6233. .6403 



23618 
.49119 
3379 

OJ990615_05 . 9C14 . C29 . o2 . tm 

6148 

none 

6148.. 6477, 6149.. 6478 



Seq. ID OJ990615__05.9C14.C29 
Strand 

End 6478 

Method TBLASTX : Mai ze 

End 6478 

Score 293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



23618 
49119 
3379 

OJ990615_05 . 9C14.C29.o2. ts 

6193 

none 

6193.. 6462, 6233.. 6472 



Seq. ID OJ990615_05.9C14.C29 
Strand 

End 6478 

Method TBLASTX : Soybean 

End 6472 

Score 91 



23619 
49120 
1 

OJ990615_05.9C14 .C30.ol.np 
1 

4490323 
1..314, 431. .482 

(AJ1314 64) nitrate transporter [Arabidopsis thaliana] 



Seq. ID OJ990615_05.9C14.C30 
Strand 

1830 
AAT/NAP 
482 
331 



End 

Method 

End 

Score 



23619 
49120 
1 



Strand 
End 



1830 



23828 



Name 


OJ990615 05.9C14.C30.ol.gs 


Method 


GENS CAN 


Start 


97 


End 


1830 


GI 


none 


Score 


.52 


Exons 


97. .314, 431. .548, 789. .826, 


1057.. 1205, 1468.. 1617, 1716.. 1830 


Seq. No. 


23619 


Cpn t n 




L»ene mo. 


yl Q1 on 

h y i z u 


on d I i\J. 




Start 


1 


End 


1830 


Name 


OJ990615 05.9C14.C30.ol.ts 


1*1 C L.11\JU 


TRT.A9TX • ^n\7h<=^n 


Start 


130 


End 


494 


GI 


none 


Score 


158 


Exons 


130. .315, 140. .292, 426. .494, 


*a c i ■ • *i o J 




Seq. No. 


23619 






Gene No . 


A Q 1 o n 


J II CL1 1U 




Start 


1 


HillU 




Name 


OJ990615 05.9C14.C30.ol.tc 


11C LHUU 


TRT.A9TY - rrpc!^ 

1 J-> J-liiO 1 /\ • ^/I COO 


Start 


133 


End 


494 


GI 


none 


Score 


• 216 


Exons 


133. .315, 140. .292, 247. .315, 


426. .494 


, 427. .483 


Seq. No. 


23620 


Seq. ID 


OJ990615_05.9C14.C31 


Gene No. 


49121 


Strand 


+ 


otart 




End 


4694 


Name 


OJ990615 05.9C14.C31.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


4694 


GI 


none 


Score 


.4 


Exons 


61. .174, 195. .349, 1053. .1210 


, 2834.. 2880, 3431. .3503, 




4535. .4694 






Seq. No. 


23620 


Seq. ID 


OJ990615_05.9C14.C31 


Gene No. 


49121 


Strand 


+ 


o Lai u 


61 


End 


4694 


Name 


OJ990615 05.9C14.C31.ol.np 


Method 


AAT/NAP 


Start 


2216 


End 


4240 


GI 


6721512 


Score 


75 


Exons' 


2216.. 2259, 4116. .4240 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23621 


Seq. ID 


OJ990615_05.9C14.C32 . 


Gene No. 


49122 


Strand ' 


+ 


Start 


464 


End 


11676 


Name 


OJ990615 05.9C14.C32.ol.np 


Method 


AAT/NAP 


Start '-Vr 


4 64 


End 


8889 




6692267 


Score 


2651 


Exons 


464. .744, 841. .1032, 2159. .2314, 2843. 


.3136, 3389.. 3.606, 




3692.. 3766, 3872. .3938, 4218. 


.4513, 4965. .5204, 5285. .5543, 




7049.. 7304, 7397. .7495, 7596. 


.7654, 8.511. .8616, 8728.-8889 


GI Descrip. 


(AC010870) putative phosphatidylinositolglycan class N short 




form [Arabidopsis thaliana] 






Seq. No. 


23621 


Seq. ID 


OJ990615_05.9C14.C32 


Gene No. 


49122 


Strand 


+ 


Start 


464 


End 


11676 


Name 


OJ990615 05.9C14.C32:Ol=gs 


Method 


GEN SCAM 


Start 


522 


End 


11676 


GI 


none 


Score 


.43 



23829 



Exons 



522.. 744, 841.. 1032, 2159.. 2314, 2843.. 3136, 3389.. 3606, 
3872..3938, 4218. .4355, 5800. .6001, 6918. .7020, 7397. .7495, 
7541. .7654, 8728.-8784, 9678. .10115, 10657 .. 10932, 10981 11201, 
11397. .11523, 11662. .11676 



Seq. No. 


23621 


Seq. ID 


OJ990615 


_05.9C14.C32 


Gene No. 


49122 


Strand 


+ 




Start 


464 


End 


11676 




Name 


OJ990615 05.9C14.C32.ol.gp 


Method 


AAT/GAP 




Start 


9980 


End 


10305 




GI 


6674 1.R1084 


Score 


630 




Exons 


9980. .10305 








GI Descrip. 


, 295500/gb|L14444 | WHTHSP169C 


4.0e-19 Triticum aestivum heat 




shock protein 16. 9C (hspl6.9C) mRNA, 3 


' ■ end 1 




Seq. No. 


ZobZl 


Seq. ID 


OJ990615 


_05.9C14.C32 


Gene No. 


4 y izo 


Strand 






Start 


IZboo 


End 


17516 




Name 


OJyyUDlo 05 . 9C14 . C32 . ol . tc 


Method 


TBLASTX: 


Cress 


Start 


582 


End' 


938 






none 


Score 


248 




Exons 


oo^. . /4 j, bzb. . / o / , ooj. . yu / , 


840. .938 






Seq. No. 


z JoZl 


Seq. ID 


OJ990615 


_05.9C14.C32 


Gene No. 


4 y 1Z 3 


Strand 






Start 




End 


17516 




Name 


OJyyUblo Do . 9C14 . CJz . oZ . tm 


Method 


TBLASTX: 


Maize 


Start 


4336 


End 


5207 




GI 


none 


Score 


215 




Exons 


4336. .4374, 4345. .4542, 4358. 


.4543, 4361. .4540, 


4914. .5204, 




4915. .5205, 4965. .5207, 4970. 


.5206 






Seq. No. 


23621 


Seq. ID 


OJ990615 


_05.9C14.C32 


Gene No. 


49123 


Strand 






Start 


12638 


End 


17516 




Name 


OJ990615 05.9C14.C32.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


8491 


End 


8937 




GI 


none 


Score 


168 




Exons 


8491. .8604, 8508. .8618, 8508. 


.8618, 8716.. 8937, 


8726. .8890, 




8727.. 8891, 8734.. 8937 








Seq. No. 


23621 


Seq. ID 


OJ990615 


_05.9C14.C32 


Gene No. 


49123 


Strand 






Start 


12638 


End 


17516 




Name 


OJ990615 05.9C14.C32.o2.gs 


Method 


GENS CAN 




Start 


12638 


End 


17516 




GI 


none 


Score 


.51 




Exons 


12638. .12760, 13012 .. 13115, 13199 .. 13396, 13752 


. .13824, 




14056. .14370, 17415.. 17516 








Seq. No. 


23621 


Seq. ID 


OJ990615 


_05. 9C14.C32 


Gene No. 


49123 


Strand 






Start . 


12638 


End 


17516 




Name 


OJ990615 05.9C14.C32.o2.np 


Method 


AAT/NAP 




Start 


14055 


End 


15888 




GI 


6907106 


Score 


267 




Exons 


14055. .14343, 15859. .15888 









23830 



GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23622 
49124 
486 

OJ990615_05.9C14.C33.ol.gs 

486 

none 



Seq. ID OJ990615_05.9C14.C33 



Strand 
End 

Method 

End 

Score 



+ 

3234 
GENS CAN 
3234 
.46 



486. .531, 1706. .1857, 2229. .2348, 2476. .2622, 3133. .3234 



Seq. No. 23622 Seq. ID 

Gene No. 49124 Strand 

Start 486 End 

Name OJ990 615_05 . 9C14 . C33 . ol . gp Method 

Start 2059 End 

GI none Score 

Exons 2059.. 2672 



OJ990615_05.9C14.C33 
+ 

3234 
AAT/GAP 
2672 
1221 



Seq. No. 23622 r '.Seq. ID 

Gene No. 49125 'strand 

Start 84 4 6 End 

Name OJ990615_05 . 9C14 .C33. o2 . gp Method 

Start 84 4 6 End 

GI none Score 

Exons 8446..8947 



OJ990615_05.9C14.C33 

8947 
AAT/GAP 
8947 
853 



Seq. No. 


23622 




Seq. ID 


OJ990615_05. 9C14 


.C33 


Gene No. 


49126 




Strand 






Start 


9100 




End 


9249 




Name 


OJ990615 05.9C14, 


.C33.ol.tm 


Method 


TBLASTX : Maize 




Start 


9100 




End 


9249 




GI 


none 




Score 


230 




Exons 


9100.. 9249, 9100, 


. .9249 








Seq. No. 


23623 




Seq. ID 


OJ990615_05.9C14 


.C34 


Gene No. 


49127 




Strand 






Start 


1 




End 


1308 




Name 


OJ990615 05.9C14. 


.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


932 




GI 


1065484 




Score 


124 




Exons 


1..36, 426. .648, 


834. .932 








GI Descrip. 


(U40415) similar 


to S. cerevisiae LAG1 


(SP:P38703) 





' [Caenorhabditis elegans] 



Seq. No. 23623 

Gene No. 49127 

Start 1 

Name OJ990615_05 . 9C14 . C34 . ol . 

Start 459 

GI none 

Exons 459.. 647, 463.. 651, 465. 

1074. .1274, 1077. .1205, 

Seq. No. 23623 

Gene No. 49127 

Start 1 



Seq. ID OJ990615_05.9C14.C34 
Strand 

End 1308 

tm Method TBLASTX : Maize 

End 1274 

Score 243 
.650, 830. .991, 833. .991, 1072. .1212, 
1078. .1212 

Seq, ID OJ990615 05.9C14.C34 

Strand - ~ 

-End 1308 



23831 




Name 


OJ990615 05.9C14.C34.ol 


.gs 


Method 


GENSCAN 


Start 


463 




End 


1298 


GI 


none 




Score 


.57 


Exons 


463. .648, 834. .989, 1075. .1298 




Seq. No. 






Seq. ID 


OJ990615 05.9C14.C34 


Gene No. 


4 9127 




Strand 


- 


Start 


1 




End 


1308 


Name 


OjyyUblo \jd . 9C14 . C34 . Ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4o3 




End 


1274 


GI 


none 




Score 


110 


Exons 


483. .650, 538. .651, 822 


. .992, 


833. .985 


, 1066. .1212, 1072. .1 




inio iri"7vi iot/i 

1U/3..123/, 1074. .1274 








Seq. No. 


O "3 C O "3 

23623 




Seq. ID 


OJ990615_05.9C14.C34 


Gene No. 


4 9127 




Strand 




Start 


i 
1 




End 


1308 


Name 


OJ990615 05 . 9C14 . C34 . ol 


.gp. 


Method 


AAT/GAP 


Start 


944 




End 


1308 


GI 


none 




Score 


^ 458 


Exons 


944. .989, 1074. .1308 








Seq. No. 


23623 




Seq. ID 


OJ990615_05.9C14.C34 


Gene No. 


49127 




Strand 




Start 


1 




End 


1308 


Name 


OJ990615 05 . 9C14 . C34 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1090 




End 


1244 


GI 


none 




Score 


160 


Exons 


T A f\ A I'll*"! 1 rtrtrt 1 O "1 A 

1090. .1212, 1090. .1212, 


1092 . . 


1244 




Seq. No. 


23624 




Seq. ID 


OJ990615JD5 . 9C14 .C35 


Gene No. 


vi a i a o 

49128 




Strand 




Start 


353 




End 


3637 


Name 


/~\ -r /\ A A /" 1 r AC A y~i 1 yl /-i Of - "1 

OJ990615 05 . 9C14 . C35 . ol 


gs 


Method 


GENSCAN 


Start 


353 




End 


3637 


GI 


none 




Score 


.53 


Exons 


^ A A C C C C /- -\ -1 A /I A 

353.-445, 555. .631, 942 


. 1017 , 


1248. .1465, 3631. .3637 


Seq. No. 


23624 




Seq. ID 


OJ990615_05.9C14.C35 


Gene No. 


49128 




Strand 




Start 


353 




End 


3637 


Name 


OJ990615 05 . 9C14 . C35 . ol 


gp 


Method 


AAT/GAP 


Start 


1248 




End 


1493 


GI 


none 




Score 


429 


Exons 


1 A jl A i i AO 

1248 . . 1493 








Seq. No. 


23625 




Seq. ID 


OJ990615_05.9C14.C42 


Gene No. 


49129- 




Strand 




Start 


432 




End 


639 


Name 


OJ990615 05.9C14.C42.ol. 


gs 


Method 


GENSCAN 


Start 


432 




End 


639 


GI 


none 




Score • 


.72 


Exons 


432. .639 








Seq. No. 


23626 




Cs^t t n 

t^-^v^ . J. 1> 


OJ330415 07.9C03.C2 


Gene No. 


49130 




Strand 


+ 


Start • 


3 




End 


537 



23832 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



OJ9904 15_07 . 9C03 . C2 . ol . np Method AAT/NAP 

3 End 537 

6721508 Score 64 

3. .192, 478. .537 

(AP001072) hypothetical protein [Oryza sativa] 



23627 
49131 
1 

OJ9904 15_07 . 9C03 . C3 . ol . np 
1 

6691125 
1..27, 620. .885, 1099. .1200 

(AF213696) FH protein NFH2 [Nicotiana tabacum] 



Seq. ID OJ990415_07.9C03.C3 

Strand + 

End 1200 

Method AAT/NAP 

End 1200 

Score 268 



23627 Seq. ID 

49131 Strand 
1 End 
OJ990415_07. 9C03.C3.ol.tc Method 

637 , End 
none Score 

637. .861, 639.-878, 640. .873 



OJ990415_07 .9C03.C3 
+ 

1200 

TBLASTX: Cres.s 

878 

219 



Seq. No. . •.. 23627 

Gene No. 49131 

Start 1 

Name OJ9904 15^07 . 9C03 . C3 . ol . ts 

Start 637 

GI none 

Exons 637.. 846, 639.. 884, 640.. 882 

Seq. No. 23627 

Gene No. 49131 

Start 1 

Name OJ9904 15_07 . 9C03 . C3 . ol . gs 

Start 641 

GI none 

Exons 641.. 885 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_07.9C03.C3 
+ 

1200 

TBLASTX : Soybean 

884 

221 



OJ990415_07.9C03.C3 
+ 

1200 
GENSCAN 
885 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23627 
49131 
1 

OJ9904 15_07 . 9C03 . C3 . ol . tm 

748 

none 



Seq. ID OJ990415_07.9C03.C3 

Strand + 

End 1200 

Method TBLASTX : Mai ze 

End 1200 

Score 200 



748. .885, 751. .885, 1080. .1199, 1093. .1200, 1097. .1171, 
1101. . 1196 



23628 
49132 
1 

OJ990415JD7.9C03.C5.ol.np 
1 

2462838 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. (AF000657) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990415_07...9C03.C5 

Strand + ' 

End 2011 

Method AAT/NAP 

End 2011 

Score 634 



23833 



4 



Seq. No. - 


23628 


Seq. ID 


OJ990415 


_07.9C03 


.C5 


rano Mo 


49132 


Strand 








Start 


1 


End 


2011 






Name 


OJ990415 07.9C03.C5.ol.gs 


Method 


GENS CAN 






Start 


134 


End 


1900 






GI 


none 


Score 


.98 






Exons 


134... 204, 468. .743, 1474. .1670, 1759.. 


1900 






Seq. No. 


23628 


Seq. ID 


OJ990415 


_07.9C03 


.C5 


Gene No. 


49132 


Strand 


+ : 






uldi L 


1 


End 


2011 






Name 


OJ990415 07.9C03.C5.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1506 


End 


1902 






GI 


none 


Score 


197 






Exons 


1 S06 1670 1S07 1674 1613 


.1675, 1732. .1902, 


1754. .1900 




1797 1901 










Seq. No. 


23628 


Seq. ID 


OJ990415 


_07.9C03 


.C5 






Strand 


+ 






Start 


1 


End 


2011 






Name 


OJ990415 07.9C03.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1650 


End 


1902 






GI 


none 


Score 


38 






Exons 


1650.. 1673, 1748.. 1900, 1755. 


.1901, 1757. .1900, 


1759. .1902 


Seq. No. 


23629 


Seq. ID 


OJ990415 


_07.9C03 




Gene No. 


49133 


Strand 


+ 






U Ldl L 


1 


End 


1482 






Name 


OJ990415 07.9C03.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1482 






GI 


2462838 


Score 


127 






Exons 


1..144, 462. .510, 1300. .1482 










GI Descrip. 


(AF000657) unknown protein [Arabidopsis thaliana] 




Seq. No. 


23629 


Seq. ID 


OJ990415 


_07.9C03 


.C6 


belle 1NU . 


49133 


Strand 


+ 






Start 


1 


End 


1482 






Name 


OJ990415 07. 9C03.C6.ol.gs 


Method 


GEN SCAN 






Start • 


72 


End 


804 






GI 


none 


Score 


.76 






Exons 


72. .144, 462. .510, 792. .804 










Seq. No. 


23630 


Seq. ID 


OJ990415 


J37.9C03 


,C8 


Gene No. 


49134 


Strand 


+ 






Start 


1 


End 


114 






Name 


OJ990415 07. 9C03.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


114 






GI 


5042454 


Score 


87 






Exons 


1..114 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


23630 


Seq. ID 


OJ990415 


_07. 9C03 


.C8 


Gene No. 


49135 


Strand 


+ 






Start 


61 


End 


231 






Name 


OJ99041.5 07,9003,08.01.93 


Method 


0;I7M00 7\ XT 






Start 


61 


End 


231 






GI 


none 


Score 


.62 







23834 




Exons . 61. .231 



Seq. No. 


- 23631 


Seq, ID 


OJ990415_07.9C03.C9 


Gene No. 


49136 


Strand 


+ 


Start 


638 


End 


1657 


Name 


OJ990415 07.9C03.C9.ol.gs 


Method 


GEN SCAN 


Start 


638 


End 


1657 


GI 


none 


Score 


1 


Exons 


638. .1657 






Seq. No. 


23631 


Seq. ID 


OJ990415 07 9P03 C9 


Gene No. 


49136 


Strand 


+ ^ 


Start 


638 


End 


1657 


Name 


OJ990415 07.9C03.C9.ol.np 


Method 


AAT/NAP 


Start 


644 


End 


1645 


GI 


3337095 


Score 


637 


Exons 


644 . .1645 






GI Descrip. 


(AB016206) polygalacturonase 


inhibitor 


(PGIP) [Citrus iyo] 


Seq. No. 


23631 


Seq. ID 


OJ990415_07.9C03.-C9 


Gene No. 


49136 


Strand 


+ 


Start 


638 


End 


1657 


Name 


OJ990415 07.9C03.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


725 


End 


1648 


GI 


none 


Score 


76 



Exons 725. .835, 920. .1069, 971. .1063, 1022. .1216, 1076. .1222, 

1085. .1372, 1087. .1371, 1244. .1342, 1313. .1414, 1394. .1501, 
1523. .1648, 1555. .1635 



Seq. No. 23631 
Gene No. 49136 
Start 638 

Name OJ990415_07 . 9C03.C9. ol. tm 

Start 725 - 

GI none 
Exons 725., 

1043. 

1088. 

1157. 

1244. 

1385. 



Seq. ID OJ990415_07. 9C03.C9 

Strand + 

End 1657 

_ Method TBLASTX: Maize 

:v '. End 164 8 

Score 43 ; r : 

808, 803. .835, 916. .1059, 917 .. 1060, 971 .. 1063, 1015. .1146, 



.1231, 1079.. 1228, 1079. 

,1207, 1097.. 1150, 1097. 

,1210, 1228.. 1368, 1229. 

,1342, 1250. .1291, 1258. 

,1552, 1394. .1648, 1448. 



,1216, 1082.. 1207, 1085.. 1210, 

,1150, 1099.. 1218, 1136.. 1207, 

,1372, 1240.. 1284, 1241.. 1282, 

,1341, 1313.. 1342, 1315.. 1359, 
,1618 



Seq. No. 23631 Seq. ID 

Gene No. 49136 Strand 

Start 638 End 

Name OJ990415_07 . 9C03 . C9 . ol . ts Method 

Start 785 End 

GI none Score 
Exons 



OJ990415_07.9C03.C9 
+ 

1657 

TBLASTX : Soybean 

1648 

62 



-785.. 829, 917. -.1069, 958.. 1065, 971.. 1063, 971.. 1072, 971.. 1021, 
976.. 1149, 107'6..1372, 1078. .1206, 1082. .1210, 1151. .1207, 
1244.. 1312, 1252.. 1362, 1301.. 1414, 1391.. 1534, 1394.. 1648, 
1448.. 1567, 1463.. 1528, 1555.. 1635 



Seq. No. 23632 

Gene No. 49137 

Start 235 

Name OJ990415_07 . 9C03 . C10 . ol . gs 



Seq. ID OJ990415_07. 9C03.C10 

Strand. + 

End 366 

Method GEN SCAN 



23835 




Start 


235 


End 


366 


GI 


none 


Score 


.98 


Exons 


235. .366 






Seq. No. 


23633 


Seq. ID 


OJ990415 07.9C03.C11 


Gene No. 


49138 


Strand 


- 


Start 


1 


End 


507 


Name 


OJ990415 07.9C03.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


507 


GI 


"6069646 


Score- • 


360 




1. .507 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F-9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


23:633 


Seq. ID 


OJ990415_07.9C03.C11 


uene ino . 


49i38 


Strand 




Start 


1 


End 


507 


Name 


OJyyU415 07 . 9C03 . Cll . ol . tm 


Method 


TBLASTX: Maize 


Start 


80 


End 


496 


GI 


none 


Score 


217 


Exons 


80. .496, 81. .494 






Seq. No. 


23633 


Seq. ID 


OJ990415_07.9C03.C11 


uene lno . 


49138 


Strand 




Start 


1 


End 


507 


Name 


OJ990415 07.9C03.Cll.ol.gs 


Method 


GENSCAN 


Start 


82 


End 


474 


GI 


none 


Score 


.52 


Exons 


82. .474 






Seq. No. 


23634 


Seq. ID 


OJ990415_07.9C03.C12 




49139 


Strand 


t 


Start 


1008 


End 


1100 


Name 


OJ990415 07.9C03.C12.ol.gs 


Method 


GENSCAN 


Start 


1008 


End 


1100 


GI 


none 


Score 


.53 


Exons 


1008. .1100 






Seq. No. 


23635 


Seq. ID 


OJ990415_07.9C03..C14 


Gene No. 


49140 


Strand 


+ 


Start 


1 


End 


547 


Name 


OJ990415 07.9C03.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


381 


GI 


3192102 


Score 


197 



Exons 1..4 9-, 131.. 381 

GI Descrip. (AB013397) polygalacturonase inhibitor [Citrus jambhiri] 

Seq. No. 23635 Seq. ID OJ990415_07.9C03.C14 

Gene No. 49140 Strand + 

Start 1 End 547 

Name OJ9904 15_07 . 9C03 . C14 . ol . ts Method TBLASTX : Soybean 

Start 37 End 375 

GI none Score 66 

Exons 37. .123, 52. .174, 61. .111, 124. .315, 192. .314, 196. .255, 



23836 




199. .327, 322. .375 



Seq. No. 23635 

Gene No. 49140 

Start 1 

Name OJ990415_07 . 9C03 . C14 . ol 

Start 4 6 

GI none 

Exons 4 6.. 393 

Seq. No. 23635 

Gene No. 49140 

Start 1 

Name OJ990415_07 . 9C03.C14 .ol 

Start 58 

GI none 

Exons 58. .138, 61. .153, 127.. 

Seq. No. . 23635 

Gene No. 49140 

Start 1 

Name OJ990415_07 . 9C03 . C14 . ol 

Start 291 

GI 4969189 

Exons 291.. 547 





Seq. ID 


OJ990415_07.9C03.C14 




Strand 


+ 




End 


547 


.gs 


Method 


GENSCAN 




End 


393 




Score 


.83 




Seq. ID 


OJ990415_07.9C03.C14 




Strand 


+ 




End 


547 


.tc 


Method 


TBLASTX: Cress 




End 


381 




Score 


64 


243, 


265. .315, 


321. .380, 322. .381 




Seq. ID 


OJ9.90415_07 . 9C03 . C14 




Strand 


+ 




End 


547 


.gp 


Method 


AAT/GAP 




End 


547 




Score 


430 



Seq. No. 23636 Seq. ID 

Gene No. 4 9141 Strand 

Start 962 End 

Name OJ9904 15_07 . 9C03 . C15 . ol . gs Method 

Start 962 End 

GI none Score 

Exons 962.. 1171 



OJ990415_07.9C03.C15 
+ 

1225 
GENSCAN 
1171 
.93 



Seq. No. 23636 Seq. ID 

Gene No. 4 9141 Strand 

Start 962 End 

Name OJ990415_07 . 9C03 . C15 . ol . np Method 

Start 962 End 

GI 6523097 Score 

Exons 962.. 1225 

GI Descrip. (AL133315) putative protein [Arabidopsis thaliana] 



OJ990415_07.9C03.C15 
+ 

1225 
AAT/NAP 
1225 
218 



Seq. No. 23636 

Gene No. 49142 

Start 594 

Name OJ9904 15_07 . 9C03 .C15.ol.gp 

Start 594' 

GI 2496_1.R1084 

Exons 594.. 1546 

GI Descrip. 1 6091733/gb | AAF034 4 5 . 1 | AC010797 
protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990415_07.9C03.C15 

1546 
AAT/GAP 
1546 
1871 



21 3.0e-17 (AC010797) unknown 



Seq. No. 23636 

Gene No. 4 914 2 

Start 594 

Name OJ990415 07 . 9C03 . C15 . ol . tc 



Seq. ID OJ990415_07.9C03.C15 



End 

Method 



1546 

TBLASTX: Cress 



23837 



Start 
GI 

Exons 



947 
none 

947. .1147, 961. .1146 



End 
Score 



1147 
205 



Seq. No. 23636 

Gene No. 49142 

Start 594 

Name OJ9904 15_07 . 9C03 . C15 . ol . tm 

Start 947 

GI none 

Exons 947.. 1132, 961.. 1146 

Seq. No. 23636 

Gene No. 49142 

Start 594 

Name OJ990415_07 . 9C03 .C15.ol . ts 

Start 961 

GI none 

Exons 961.. 1179, 962.. 1165 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_07.9C03.C15 
1546 

TBLASTX: Maize 

1146 

262 



OJ990415_07.9C03.C15 
1546 

TBLASTX : Soybean 

1179 

269 



Seq. No. 23636 

Gene No. 49142 

Start 594 

Name OJ9904 15_07 . 9C03 . C15 . ol . 

Start 961 

GI none 

Exons 961.. 1158, 962.. 1159 

Seq. No. 23637 

Gene No. 49143 

Start 1 

Name OJ9 904 15_07 . 9C03 . CI 6 . ol . 

Start 1 

GI 5281045 

Exons 1 . .414 

GI Descrip. (AL080318) hypothetical 

Seq. No. 23637 

Gene No. 49143 

Start . 1 

Name OJ990415_07 . 9C03.C16. ol . 

Start 3 

GI none 

Exons 3.. 254, 5.. 259, 7.. 309, 



tw 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_07.9C03.C15 
1546 

TBLASTX: Wheat 

1159 

242 



Seq. ID OJ990415_07.9C03.C16 

Strand 

End 414 

Method AAT/NAP 

End 414 

Score 241 



protein [Arabidopsis thaliana] 

Seq. ID OJ990415_07.9C03.C16 

Strand 

End 414 

tm Method TBLASTX :Maize 

End ■ 411 

Score 204 
10. .258, 201. .338, 309. .386, 316. .411 



Seq. No. 


23637 












Seq. ID 


OJ990415 


Gene No. 


49143 












Strand 




Start 


1 












End 


414 


Name 


OJ990415 


_07. 


9C03 


.C16 


.ol 


.gs 


Method 


GENSCAN 


Start 


70 












End 


257 


GI 


none 












Score 


.89 


Exons 


70. .257 
















Seq. No. 


23637 












Seq. ID 


OJ990415 


Gene No. 


49143 
















Start 


1 












End 


414 


Name 


OJ990415 


_07. 


9C03 


C16 


.ol 


gp 


Method 


AAT/GAP 



23838 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990415_07.9C03.C18 



97 End 414 

none Score 625 
97. .414 

23638 

49144 Strand + 

442 End 2059 

OJ9904 15_07 . 9C03 . C18 . ol . gs Method GENSCAN 

442 End . 2050 

none Score .81 

442.. 503, 659.. 701, 1104.. 1275, 1312.. 2050 , 



23638 Seq. ID 

49144 Strand 

442 End 

OJ9904 15_07 . 9C03 . C18 . ol . np Method 

556 End 

5042454 Score 



OJ990415_07.9C03.C1S 
+ 

2059 
AAT/NAP 
2059 
939 



556.. 705, 1205.. 1311, 1365.. 2059 

(AC007789) putative polyprotein [Oryza sativa] 



23639 . Seq. ID 

49145 'Strand 
1 End 
OJ990415_07. 9C03.C19.ol.np Method 
1 End 
6498441 Score 
1..726, 824. .883 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type ■ 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990415_07.9C03.C19 
+ 

883 

AAT/NAP 

883 

1177 



23639 
49145 
1 

OJ9904 15_07 . 9C03 . C19 . o2 . tw 
1 

none 

1..213, 1..204 

23639 
49145 
1 

OJ9904 15_07 . 9C03 . C19 . ol. gs 

116 

none 

116. .706 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_07.9C03.C19 
+ 

883 

TBLASTX: Wheat 

213 

188 



OJ990415_07.9C03.C19 
+ 

883 

GENSCAN 

706 

.63 



Seq. No. % 23639 

Gene No. 49145 

Start 1 

Name OJ990415_07 . 9C03 . C19 . ol . tw 

Start 463 

GI none 

Rv-ono /I C"5 -7 CO COO 7 C C 



Seq. ID OJ990415_07.9C03.C19 

Strand + 

End 883 

Method TBLASTX : Wheat 

End 759 

Score 285 



Seq. No. 



23640 



Seq. ID OJ990415_07.9C03.C20 



23839 



Gene No. 4 914 6 Strand + 

Start 1 End 185 

Name OJ990415_07 . 9C03 .C20 . ol .np Method AAT/NAP 

Start.. 1 End 185 

GI 6498441 Score 205 

Exons 1 . . 185 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23640 
49146 
1 

OJ990415_07.9C03.C20.ol.tw 
8 

none 

8. .184, 9. .185 

23641 
49147 
28 

OJ990415_07.9C03.C21.ol.gs 
28 

none 

28. . 60, 171, .245, 542. .622 



Seq. ID OJ990415_07.9C03.C20 

Strand + 

End 185 

Method TBLASTX : Wheat 

End 185 

Score 199 



Seq. ID- -OJ990415_07.9C03.C21 
Strand 

End 68 6 

Method GENSCAN 

End 622 

Score .9 



23641 Seq. ID 

49147 Strand . 

28 End 
OJ990 4 1 5_07 . 9C03 . C2 1 . ol . tm Method 

34 8 End 

none Score 

348. .428, 349. .438, 349. .438, 536. .658, 
554. .655 



OJ990415_07 . 9C03 .C21 
686 

TBLASTX: Maize 

686 

64 

540. .644, 540. .686, 



Seq. No. 


23642 








Seq. ID 


OJ990415_ 


_07. 


9C03 


.C22 


Gene No. 


49148 








Strand 










Start 


137 








End 


354 








Name 


OJ990415 


07.9C03.C22 


.ol, 


.gs 


Method 


GENSCAN 








Start 


137 








End 


354 








GI • 


none 








Score 


.82 








Exons 


137. .169, 


280. .354 
















Seq. No. 


23643 








Seq. ID 


OJ990415_ 


_07. 


9C03 


.C23 


Gene No. 


49149 








Strand 










Start 


445 








End 


481 








Name 


OJ990415 


07.9C03.C23 


.ol, 


,gs 


Method 


GENSCAN 








Start 


445 








End 


481. 








GI 


none 








Score 


1 








Exons 


445. .481 


















Seq. No. 


23644 








Seq. ID 


OJ990415_ 


_07. 


9C03 


.C24 


Gene No. 


49150 








Strand 










Start 


153 








End 


375 








Name 


OJ990415 


07. 9C03:C24 


_ ol . 


n q 

. ~j ~ 


Method 


S_l 1—1 LIU li- 1 ! 








Start 


153 








End 


375 








GI 


none 








Score 


.77 









23840 




Exons 


153. .375 








Seq. No. 


23644 


Seq. ID 


OJ990415_07.9C03 


.C24 


Gene No. 


49150 


Strand 








153 


End 


375 




Name 


OJ990415 07.9C03.C24.ol.np 


Method 


AAT/NAP 




Start 


156 


End 


356 




GI 


2281092 


Score 


193 




Exons 


156. .356 








GI Descrip. 


(AC002333) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


O "3 C A A 


Seq. ID 


OJ990415_07. 9C03 


.C24 


Gene No . 


A O 1 C 1 

4 y loi 


Strand 






Start 


C A A 

o4 4 


End 


624 




Name 


OJ9y0415 07 . 9C03 . C24 . ol . tm 


Method 


.TBLASTX: Maize 




Start 


1 


End 


364 




GI 


none 


Score 


239 




Exons 


153. .203, 159. .347, 160. .348, 


167. .364, 247. .363 




Seq. No. 


O *3 C A A 

2. oo4 4 


Seq. ID 


OJ990415_07. 9C03 


.C24 


Gene No. 


A C\ 1 C 1 

4 9151 


Strand 






Start 


54 4 


End 


624 . 




Name 


OJy9U41o 0 / . 9C03 . Cz4 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


loo 


End 


347 




GI 


none 


Score 


176 




Exons 


168 . . 347 , 178 . . 342 








Seq. No. 


23644 


Seq. ID 


OJ990415_07.9C03 


.C24 


Gene No . 


49151 


Strand 






Start 


C A A 

o4 4 


End 


624 




Name 


OJ9904 15_07 . 9C03 . C24 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 O /I 

184 


End 


362 




GI 


none 


Score 


164 




Exons 


i O < O vl O 1 Of! O/TO 

Io4..o4o, 189. .Joz 








Seq. No. 


23644 


Seq. ID 


OJ990415_07. 9C03 


.C24 


Gene No. 


49151 


Strand 






Start 


C A A 

o4 4 


End 


624 




v* dint. 


OJ990415_07 . 9C03 .C24 . ol . gp 


Method 


AAT/GAP 




Start 


544 


End 


624 




GI 




Score 


103 




Exons 


544.. 624 








GI Descrip. 


? 4097947/gb|U72255|OSU72255 2 


. 0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds ' 




Seq. No. 


1 23645 


Seq. ID 


OJ990415JD7.9C03 


.C2 6 


Gene No . 


49152 


Strand 


+ 




Start 


14588' 


End 


14816 




Name 


OJ990415 07.9C03.C26.o6.-gp 


Method 


AAT/GAP 




Start 


14588 


End 


14816 




GI 


none 


Score 


418 




Exons 


14588. .14816 








Seq. No. 


23645 


Seq. ID 


OJ990415_07.9C03 


.C26 


Gene No. 


4 9153 


Strand 






Start 


1 


End 


12506 




Name 


OJ990415 07.9C03.C26.ol.np 


Method 


AAT/NAP 





23841 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



2496 
399 



6539568 
1..265, 2240.. 2496 

(AP000836) ESTs AU081247 (C50004 ) , AU06894 0 (C51113 ) correspond to 
a region of the predicted gene.; Similar to pyruvate kinase 
(Q42954) [Oryza sativa] 



23645 
4 9153 
1 

0 J9 904 1 5_07 . 9C03 . C2 6 . o2 . gs 
2179 
none 

2179. .2615, 7874. .7975, 8054 
10406. .10480, 11171. .11349, 11480 
12172. .12285, 12407.. 12506 



OJ990415_07.9C03.C26 

12506 
GENSCAN 
12506 
.74 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8158, 8252.. 8603, 
11719, 11901, 



9984. .10079, 
. 11996, 



OJ990415 07.9C03.C26 



23645 Seq. ID _ 

49153 Strand 
1 End 12506 

OJ990415_07.9C03.C26.ol.gp Method AAT/GAP 
2242 End 2619 

44866_1.R1084' Score 719 

2242. .2619 

, 5852170./emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 

23645 Seq. ID OJ990415_07.9C03.C26 

49153 Strand 

1 End 12506 

OJ9904 15_07 . 9C03 . C2 6 . o2 . gp Method AAT/GAP 

3458 End 3540 

LIB3477-003-P1-K1-E9 Score 133 

3458. .3540 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



23645 
49153 
1 

OJ990415_07 .9C03.C26.o3.gp 
5692 

25552_1.R1084 

5692.. 6163, 6251.. 6302, 6389 
7203. .7260, 7874. .7975, 8054 



OJ990415 07.9C03.C26 



Seq. ID _ 
Strand 

End 12506 
Method AAT/GAP 
End 8173 
Score 1811 

6450, 6557.. 6644, 7006.. 7074, 
8173 

•2104691 4.0e-19 (U92794) alpha glucosidase II, beta subunit 
[Mus musculus] ' 



23645 
49153 
1 

OJ990415_07 . 9C03.C2 6.o2.np 

7845 

6539569 



Seq. ID OJ990415_07.9C03.C26 
Strand 

End 12506 

Method AAT/NAP 

End 12506 



7845. .7975, 8054. .8158, 8252. .8603, 9984. .10079, 10406 .. 10480, 
11171. .11349, 11480. .11719, 11901 . .11996, 12172 .. 12285, 



23842 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 

G'i 

Exons 

GI Descrip. 



12407. .12506 

(AP000836) EST C19724 (E10840) corresponds to a region of the 
predicted gene.; Similar to protein kinase C substrate (P14314) 
[Oryza sativa] 



23645 
49153 
1 

OJ990415_07.9C03.C26.o4.gp 
8444 

53729 1.R1084 



Seq. ID OJ990415_07.9C03.C26 
Strand 

End 12506 

Method AAT/GAP 

End 11926 

Score 1435 



8444. .8603, 9984. .10079, 10406 .. 10480, 11171 1134 9, 
11480. .11719, 11901. .11926 

'2104691 2.0e-10 (U92794) alpha glucosidase II, beta subunit 
[Mus musculus] ' 



Seq. No. 


23645 








Seq. ID 


OJ990415_07.9C03.C26 


Gene No. 


49154 








Strand 




OLaiL 


1 J U 1 fi 








End 


14816 


Name 


OJ990415 07 


.9C03. 


,C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2240 








End 


2873 


GI 


none 








Score 


288 


Exons 


2240. .2314, 


2243. 


, .2467, 


2249. 


.2359, 2251. .2481, 2795. .2836, 




2826. .2873 












Seq. No. 


23645 








Seq. ID 


OJ990415_07.9C03.C26 


bene ino • 










Strand 




Start 


13014 








End 


14816 


Name 


OJ990415 07 


.9C03. 


C26.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2243 








End 


2476 


GI 


none 








Score 


220 


Exons 


2243. .2476, 


2251. 


.2475 








Seq. No. 


23645 








Seq. ID 


OJ990415_07.9C03.C26 


Gene No. 


49154 








Strand 




Start 


13014 








End 


14816 


Name 


OJ990415 07, 


.9C03. 


C26.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


2243 








End 


2506 


GI 


none 








Score 


321 


Exons 


2243. .2506, 


2249. 


.2446, 


2251. 


.2505 




Seq. No. 


23645 








Seq. ID 


OJ990415_07.9C03.C26 


Gene No. 


49154 








Strand 




Start 


13014 








End 


14816 


Name 


OJ990415 07. 


,9C03. 


C26.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


2243 








End 


2466 


GI 


none 








Score 


293 


Exons 


2243. .2452, 


2249. 


.2449,- 


2251. 


.2466 




Seq. No. 


23645 








Seq. ID 


OJ990415_07.9C03.C26 


Gene No. 


49154 








Strand 




Start 


13014 








End 


14816 


Name 


OJ990415 07. 


9C03. 


C26.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6233 








End 


8507 


GI 


none 










n n 


Exons 


6233. .6301, 


6249. 


.6302, 


6351. 


.6452, 6380. .6475, 6382. .6456, 




6548. .6643, 


6555. 


.6644, 


6555. 


.6659, 6556.. 6645, 7005.. 7076, 



23843 



7006. .7074, 7007. .7075, 7193. 
7861. .7983, 8055. .8159, 8056. 
8264..8467, 8269. .8304, 8361. 

Seq. No. 23645 
Gene No. 49154 
Start 13014 

Name OJ9904 15_07 . 9C03 . C26 . o2 . ts 

Start 6233 
GI none 

Exons 6233.. 6301, 6249.. 6302, 6380. 

6555.. 6641, 6556.. 6645, 6556. 
7005. .7079, 7193. .7261, 7201. 
7874. .7978, 8055. .8147 



.7261, 7201. .7260, 7860.. 7988, 
.8160, 8060. .8161, 8264. .8299, 
.8507, 8363. .8407, 8373.. 8420 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990415 07.9C03.C26 



14816 

TBLASTX: Soybean 
8147 
62 

6451, 6382. .6456, 6548. .6640, 
6645, 6563.. 6652, 6943.. 7077, 
7251, 7860. .7976, 7873. .7977, 



Seq. No. 


23645 




Seq. ID 


OJ990415 


_07.9C03. 


X26 


Gene No. 


49154 




Strand 








Start 


13014 




End 


14816 






Name 


OJ990415 07.9C03.C26 


. o3. tm 


Method 


TBLASTX : 


Maize 




Start 


10406 




End 


12503 






bl 


none 




Score 


64 






Exons 


10406. .10468, 10407. 


.10466, 


11166. .11261, 11173 


. .11265, 






11334. .11351, 11479. 


.11706, 


11480. . 11719, 11484 


. .11741, 






11540. .11719, 11565. 


.11726, 


11902. .11997, 11912 


. .11998, 






12170. .12286, 12223. 


.12288, 


12408. .12503, 12409 


. . 12444 




.Seq. No. 


23645 




Seq. ID 


OJ990415 


_07.9C03. 


,C26 


Gene No. 


4 9154 




Strand 








Start 


13014 




End 


14816 






Name 


OJ990415 07.9C03.C26 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


11479 




End 


11708 






GI 


none 




Score 


196 






Exons 


11479. .11706, 11480. 


.11707, 


11484. .11708, 11484 


. .11708 




Seq. No. 


23645 




Seq. ID 


OJ990415 


J37.9C03. 


C2 6 


Gene No. 


49154 




Strand 








Start 


13014 




End 


14816 






Name 


OJ990415 07.9C03.C26 


.o3. ts 


Method 


TBLASTX:, 


Soybean 




Start 


11544 




End 


12220 




GI ■ 


none 




Score 


91 






Exons 


11544. .11720,^ 11562. 


.11726, 


11902. .11958, 12176 


. .12220 




Seq. No. 


23645 




Seq. ID 


OJ990415 


_07.9C03. 


C2 6 


Gene No. 


49154 




Strand 








Start 


13014 




End 


14816 






Name 


OJ990415 07.9C03.C26, 


. o3 ,np 


Method 


AAT/NAP 






Start 


13014 


End 


14816 






GI 


6539570 




Score 


351 






Exons 


13014. .13143, 14718., 


.14816 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23646 




Seq. ID 


OJ990415_ 


J)7.9C03. 


C27 


Gene No. 


49155 




Strand 


+ 






Start 


7578 




End 


9024 






Name 


OJ990415 07/9C03.C27. 




J. aw ullVU 








Start 


7578 




End 


9024 






GI 


none 




Score 


. 69 







23844 



Exons 


7578.. 7713, 7753.. 7874, 


8932. .9024 


Seq. No. 


23646 


Seq. ID 


Gene No. 


49155 


Strand 


C f- -a r*+- 


f D / O 


tina 


Name 


OJ990415 07.9C03.C27.o2. 


np Method 


Start 


7578 


End 


GI 


6539571 


Score 


Exons 


7578. .7713, 7753.. 7874, 


8932. . 9021 


GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


Seq. No. 


23646 


Seq. ID 


Gene No. 


49156 


Strand 


Start 


14853 


End 


Name 




gp Method 


Start 


14853 


End 


GI 


77434 1.R1084 


Score 


Exons 


14853. .14918 




GI Descrip.' 


, 2827528/emb|CAA16536.1 1 


2.0e-10 (AL02: 




[Arabidopsis thaliana] ' 




Seq. No. 


23646 


Seiq. ID 


Gene No. 


49157 


Strand 


Start 


1 


End 


Name 


OJ990415 07.9C03.C27.ol. 


gp Method 


Start 


1 


End 


GI 


LIB3433-051-P1-K1-G11 


Score 


Exons 


1. .228 




GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 2.0e-: 




indica (GLA4) genomic DNA, chromosome 4, 


Seq. No. 


23646 


Seq. ID 


Gene No. 


49157 


Strand 


Start 


1 


End 


Name 


OJ990415 07.9C03.C27.ol. 


np Method 


Start 


1 


End 


GI 


6539570 


Score 


Exons 


1. .90, 641. .707, 867. .1027, 3253. .3292 


GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 



OJ990415_07.9C03.C27 
+ 

9024 
AAT/NAP 
9021 
577 



OJ990415_07.9C03.C27 
+ 

14918 
AAT/GAP 
14918 
86 



OJ990415 07.9C03.C27 



3292 
AAT/GAP 
228 
418 



OJ990415 07.9C03.C27 



3292 
AAT/NAP 
3292 
509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23646 Seq. ID OJ990415_07.9C03.C27 

49158 Strand 

11316 End 21559 

OJ990415_07 . 9C03 . C27 . o2 . gp Method AAT/GAP 

10246 End 10751 

4714679 Score 868 

10246.. 10751 

5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



23646 
49158 
11316 

OJ990415_07. 9C03.C27.o2.tm 
10397 
none 

10397. .10468, 10494 



Seq. ID OJ990415_07.9C03.C27 
Strand 
End 

Method 



21559 

TBLASTX: Maize 



Score 109 
10679, 10499. .10687 ' 



23845 




Seq. No. 


23646 




Seq. ID 


OJ990415 


_07.9C03 


.C27 


Gene No. 


49158 




Strand 








O -f i >-+- 

OtdiL 


lijib 




End 


21559 






Name 


OJ990415 07.9C03.C27 


. o3 . gs 


Method 


GENSCAN 






Start 


11316 




End 


21388 






GI 


none 




Score 


.47 






Exons 


11316. . 11521, 13495. 


.13623, 


14089. .14114, 15441 


. .15704, 






15938. .16249, 16476. 


.16799, 


18722. .18840, 20114 


...20199, 






20824. .20918, 20928. 


.21388 










Seq. No. 


23646 




Seq. ID 


OJ990415 


_07.9C03 


.C27 


Gene No. 


49158 




Strand 








Start 


11316 




End 


21559 






Name 


OJ990415 07.9C03.C27 


.o3.np 


Method 


AAT/NAP 






Start 


11319 




End 


21559 






GI 


6539572 




Score 


3350 






Exons 


11319. .11521, 13495. 


.13623, 


14089. .14114, 15441 


. .15704, 






15938. .16249, 16476. 


.16799, 


18722. .18840, 20114 


. .20199, 






20824. .21389, 21527. 


.21559 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


O 1 C A C 




Seq. ID 


OJ990415 


_07.9C03 


.C27 


Gene No . 






Strand 








Start 


11316 




End 


21559 






Name 


OJ990415 07.9C03.C27 


. ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


20810 




End 


21071 






GI 


none 




Score 


66 






Exons 


onoin ortocn onoin 
z(Jo 1U . . zUo by , ^(JolU. 


o r\ o c a 


20863. .21042, .20870 


. .21043,- 






.21033 .. 21068, 21033. 


.21071 










beq. wo. 


23646 




Seq. ID 


OJ990415 


u / . ycuo 


. CZ / 


Gene No. 


49158 




Strand 








Start 


11316 




End 


21559 






Name 


OJ990415 07.9C03.C27 


..ol . ts 


Method 


TBLASTX : ; 


Soybean 




Start 


20887 




End 


21071 






GI 


none 




Score 


118 






Exons 


20887. .21033, 20912. 


.21034, 


21036. .21071 






beq. no. 


23646 




Seq. ID 


OJ990415 


_07.9C03 


- CZ I 


Gene No. 


49158 




Strand 








Start 


11316 




End 


21559 






Name 


OJ990415 07.9C03.C27 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


20890 




End 


21074 






GI 


none 




Score 


127 






Exons 


20890. .21033, 20894. 


.21034, 


21036. .21074 






beq. no. 


23647 




Seq. ID ( 


OJ990415 


_07.9C03 


- C28 


Gene No. 


49159 




Strand 


^+ 






Start 


2179 




End 


3543 






Name 


OJ990415 07.9C03.C28 


. ol.gs 


Method 


GENSCAN 






Start 


2179 




End 


3543 






GI 


none 




Score 


.91 






Exons 


2179. .3543 












Seq. No. 


23647 




Seq. ID 


OJ990415_ 


_07.9C03 


.C28 


Gene No. 


4 9159 




Strand 


+ 







23846 



Start 


2179 






End 


3543 


Name 


OJ990415 07 


.9C03.C28.ol 


. np 


Method 


AAT/NAP 


Start 


2179 






End 


3540 


GI . 


6539573 






Score 


2474 


Exons 


2179. .3540 










GI Descrip. 


(AP000836) 


Similar to H 


-protein promoter' binding factor-2a 




(AF079503) 


[Oryza sativa] 






Seq. No. 


23647 






Seq. ID 


OJ9904 15_07 . 9C03 . C28 


"Hptip No 


4 9160 






Strand-" ' 


- 


Start 


4520 






End 


10077 


Name 


OJ990415 07 


9C03 C28 o3 


. tm 


Mp1~ hnH 

I 1C L11UU 


TRT.A^TX • i 7p 

X D±Jf\kJ J. /\ • Lid J- 


Start 


2365 






End 


2601 


GI 


none 






Score 


348 


Exons 


2365. .2601, 


2379 2570 








Seq. No. 


23647 






Seq. ID 


OJ990415_07.9C03.C28 


("Ip,nP No 


49160 






Strand 


- 


Start 


4520 






End 


10077 


Name 


OJ990415 07 


.9C03.C28.o3 


.ts 


Method 


TBLASTX : Soybean 


Start' 


2379 






End 


2568 


GI 


none 






Score 


312 


Exons 


2379. ..2567, 


2380 2568 








Seq. No. 


23647 






Seq. ID 


OJ990415_07.9C03.C28 


Gene No. 


49160 






Strand 




Start 


4 R?0 

*3 *J C. \J 






End 


10077 


Name 


OJ990415 07 


.9C03.C28.ol 


. tc 


Method 


TBLASTX: Cress 


Start' 


2383 






End 


3534 


GI 


none 






Score 


323 


Exons 


2383. .2586, 


2385 2579 


3052 . 


.3096, 3222.. 3293, 3223.. 3312, 




3283. .3408, 


j j j j . t jii^f 


^4 


.3534 




Seq. No. 


23647 






Seq. ID 


OJ990415_07.9C03.C28 


fipnp No 


4 9160 






Strand 




Start 


4520 






End 


10077 


Name 


OJ990415 07 


.9C03.C28.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3196 






End 


3543 


GI 


none 






Score 


182 


Exons 


3196. .3441, 


"3 ? 4 Q ^14 


J J C. I • 


.3446, 3466. .3543, 3483. .3539 


Seq. No. 


23647 






Seq. ID 


OJ990415_07.9C03.C28 


Gene No. 


49160 






Strand 






4520 






End 


10077 


Name 


OJ990415 07 


.9C03.C28.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


4352 






End 


4741 


GI 


none 






Score 


71 


Exons 


4352. .4399, 


4392. .4460, 


4393. 


.4467, 4394. .4468, 4549. .4737, 




4550. .4738, 


4550. .4741 








Seq. No. 


23647 






Seq.' ID 


OJ9904 15_07 . 9C03 . C28 


Gene No. 


49160 






Strand 




Start 


4520 






End 


10077 


Name. 


OJ990415 07 


.9C03.C28.o2 


. gs 


Method 


GENSCAN 


Start 


4520 






End 


9990 


GI 


none 






Score 


.73 


Exons 


4520. .4736, 


5625. .6083, 


6311. 


.6530, 6630.. 6753, 6849.. 7557, 



23847 





8748. .9084, 


9135 


. .9990 








Seq. No. 


23647 








Seq. ID 


OJ990415_07. 


Gene No. 


49160 








•Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07 


.9C03 


.C28.o2 


,np 


Method 


AAT/NAP 


ol.cI.ll 


4523 








End 


10077 


GI 


6539574 








Score 


4975 


Exons 


4523. .4736, 


5625 


. .6083, 


6311. 


.6530, 6630.. 6753, 684 




8748. .9084, 


9135 


. .10077 








GI Descrip. 


(AP000836) 


Similar to chromaffin granule ATPase II 




(U75321) [Oryza 


sativa] 








Seq. No. 


O *3 C A T 

2ob4 / 








Seq. ID 


OJ990415_07. 


bene wo. 


4 yibu 








Strand 


- 


Start 


a o n 








End 


10077 


Name 


ojyyu4iD u/ 


. ycu j 


.C28.ol 


tm 


Method 


TBLASTX : Mai z 


Start 


5591 








End 


6092 


GI 


none 








Score 


116 


Exons 


ooy i . . dUov , 


C CO A 


CQI 1 

. . oy i i , 


a a a 


.6092 




Seq. No. 


O O ^ A 1 

zJb4 / 








Seq. ID 


OJ990415_07. 


Gene No . 


4 yibu 








Strand 




Start - 


a c; o n 








End 


10077 


Name 


ojy y(J4 lo U / 


. ycuo 


.C28.o5. 


ts 


Method 


TBLASTX :Soyb 


Start 


ooiy 








End 


6068 


GI 


none 








Score 


110 


Exons 


5819. .6064, 


5819 


. .6067, 


5820. 


.6068 




Seq. No. 










Seq. ID 


OJ990415_07. 


Gene No . 


4 yibu 








Strand 




Start 


A C O A 








End 


10077 


Name 


uj y yu4 io u / 


. ycuj 


.C28.o4. 


tm 


Method 


TBLASTX: Mai z 


Start 


C O C\ o 








End 


6914 


GI 


none 








Score 


158 


Exons 


6298. .6531, 


6305 


. .6532, 


6628. 


.6744, 6629.. 6754, 684 


Seq. No. 


2 J647 








Seq. ID 


OJ990415_07. 


Gene No. 


49160 








Strand 




o car l 


4520 








End 


10077 


Name 


OJ990415 07 


. 9C03 


.C28.ol. 


ts 


Method 


TBLASTX :Soyb 


Start 


6305 








End 


6911 


GI 


none 








Score 


248 


Exons 


6305. .6532, 


6308 


. .6529, 


6310. 


.6531, 6614.. 6745, 662 




6846. .6911 












Seq. No. 


23647 








Seq. ID 


OJ990415_07. 


Gene No. 


49160 








Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07 


.9C03 


C28.o2. 


tm 


Method 


TBLASTX : Maiz< 


Start 


7053 








End 


7427 


GI 


none 








Score 


88 


Exons 


7053. .7232, 


7053 


.7427, 


7063. 


.7425 




Seq. No. 


23647 








Q^^r T H 


0 J990 4 15 07 . 


Gene No. 


49160 








Strand 




Start 


4520 








End 


10077 



v_, w • V-/^ U 



23848 



Name 


OJ990415 07. 


.9C03 


.C28.o3, 


.tc 


Method 


TBLASTX: Cress 


Start 


7054 








End 


7271 


GI 


none 








Score 


156 


Exons 


7054. .7245, 


7056 


. .7250, 


7083. 


.7271 




Seq. No. 


23647 








Seq. ID 


OJ990415_07.9C03.C28 




a qi fin 












Start 


4520 








End 


10077 


Name 


OJ990415 07. 


9C03 


.C28.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


7062 








End 


7430 


GI 


none 








Score 


79 


Exons 


7062. .7430, 


7065 


. .7232, 


7069. 


.7428 




Seq. No. 


23647 








Seq. ID 


OJ990415_07.9C03.C28 


Gene No. 


49160 








Strand 






*i 3 Z \J 








End 


10077 


Name 


OJ990415 07. 


9C03 


.C28.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


7422 








End 


9022 ' * 


GI 


none 








Score 


72 


Exons 


7422. .7562, 


7438 


. .7509, 


7452. 


.7562, 8748.-8834, 8750. .9022, 




8750. .9022 












Seq. No. 


23647 








Seq. ID 


OJ990415_07.9C03.C28 


uene ino . 


A QI £fi 








Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07. 


9C03 


.C28.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7494 








End 


9031 


GI 


none 








Score 


62 


Exons 


7494. .7559, 


8747 


. .8908, 


8748. 


.8828, 8894. .9031, 8895. .9005 


Seq. No. 


23647 








Seq. ID 


OJ990415_07.9C03.C28 


bene ino . 


a qi fin 








Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07. 


9C03 


.C28.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


8745 








End 


8947 


GI 


none 








Score 


89 


Exons 


8745. .8834, 


8747 


. .8902, 


8900. 


.8947, 8904. .8945 


Seq. No. 


23647 








Seq. ID 


OJ990415_07.9C03.C28 


bene ino . 










Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07. 


9C03, 


.C28;o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


9172 








End 


9459 


GI 


none 








Score 


54 


Exons 


9172. .9459, 


9176, 


. .9283, 


9311. 


.9430 




Seq. No. 


23647 








Seq. ID 


OJ990415_07 . 9C03 . C28 


bene ino . 


A QI £H 
<i J 1 DU 








Strand 




Start 


4520 








End 


10077 


Name 


OJ990415 07. 


9C03, 


,C28.o8. 


ts 


Method 


TBLASTX : Soybean 


Start 


9553 








End 


9849 


GI 


none 








Score 


181 


Exons 


9553. .9849 












Seq. No. 


23647 








Qo^ t n 


OJ990415_07.9C03.C28 


Gene No. 


49160 








Strand 




Start 


4520 








End 


10077 



23849 




Name 


OJ990415 07.9C03.C28.o8.tm 


Method 


TBLASTX: 


Maize 


Start - 


9586 


End 


9855 




GI 


none 


Score 


184* 




Exons 


9586. .9855 








Seq. No. 


23647 


Seq. ID 


OJ990415 


_07.9C03.C28 




a qi fin 


c-j- t ^ n H 






Start 


4520 


End 


10077 




Name 


OJ990415 07. 9C03.C28.o6.ts 


Method 


TBLASTX: 


Soybean 


Start 


9886 


End 


10077 




GI 


none '* v 


Score 


142 




Exons 


9886. .10077, 9887. .10069 








Seq. No. 


23648 


Seq. ID 


OJ990415 


_07.9C03.C29 


Gene No. 


49161 


Strand 


+ 




Start 


5357 


End 


14203 




Name 


OJ990415 07.9C03.C29.o2.np 


Method 


AAT/NAP 




Start 


5357 


End 


14200 




GI 


6721504 . 


Score 


2231 




Exons 


5357. .5404, 5524. .5767, 7190. 


.7517, 8578. .8770, 


9898. .10301, 




10672. .10720, 13918. .13948, 14076.. 14200 




GI Descrip. 


(AP001072) hypothetical protein' [Oryza 


sativa] 




Seq. No. 


23648 


Seq. ID 


OJ990415 


_07.9C03.C29 


Gene No. 


49161 


Strand 


+ 






5357 


End 


14203 




Name 


OJ990415 07.9C03.C29.o3.gs 


Method 


GENSCAN 




Start 


5357 


End 


14203 




GI 


none 


Score 


.79 




Exons 


5357.. 5404, 5524 .. 5763, 6560 . 


.6581, 7190. .7517, 


8578. .8770, 




9898.. 10301, 10672. .10720, 13918.. 1394* 


h 14076. 


.14203 


Seq. No. 


23648 


Seq. ID 


OJ990415 


_07. 9C03.C2 9 


Gene No. 


49161 


Strand 


+ 




Start 


5357 


End 


14203 




Name 


OJ990415 07.9C03.C29.ol.gp 


Method 


AAT/GAP 




Start 


5488 


End 


7353 




GI 


uC-osflcypl79h01bl 


Score 


816 




Exons 


5488..5767, 7190. .7353 









GI Descrip. ' 2827715/emb | CAA16688 | 2.0e-26 (AL021684) receptor protein 



kinase - like protein [Arabidopsis thaliana] 1 



Seq. No. 


23648 








Seq. ID 


OJ990415_ 


_07.9C03.C29 


Gene No. 


49162 








Strand 






Start 


1565. 








End 


4634 




Name 


OJ990415 07 


.9C03. 


C29.o2 


.gs 


Method 


GENSCAN 




Start 


1565 








End 


4634 




GI 


none 








Score 


.64 




Exons 


1565. .1762, 


3335. 


.3431, 


3707. 


.3875, 4152. .4237, 


4606. .4634 


Seq. No. 


23648 








Seq. ID 


OJ990415_ 


_07.9C03.C29 


Gene No. 


49162 








Strand 






Start 


1565 








End 


4634 




Name 


OJ990415 07 


. 9C03. 


C29.ol 


.np 


Method 


AAT/NAP 




Start 


1568 








End 


4634 




GI 


6539575 








Score 


860 




Exons 


1568. .1762, 


3335. 


.3431, 


3707. 


.3875, 4152. .4237, 


4606. .4634 



23850 




GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 

gi I 6721503 | dbj IBAA89545.il (AP001072) hypothetical protein 





[Oryza sativa] 










Seq. No. 


9 1&A ft 

£. JO'S O 








Seq. ID 


OJ990415_07.9C03.C29 


Gene No. 










Strand 


- 


Start 


ft fid ^ 

004 j 








End 


9145 


Name 






C29.o2 


.gp 


Method 


AAT/GAP 


Start 


ft ^ ~ 








End 


9145 


GI 


none 








Score 


930 


Exons 


8645. .9145 












Seq. No. 


23648 








Seq. ID 


OJ990415_07 . 9C03 . C29 


Gene No. 


49164 








Strand 


- 


Start 


15410 








End 


16044 


Name 


OJ990415 07. 


9C03. 


C29.o4 


.gs 


Method 


GEN SCAN 


Start 


15410 








End 


16044 


GI 


none 








Score 


.43 


Exons 


15410. .15528, 16038.. 16044 






Seq. No. 


23648 








Seq. ID 


OJ990415_07.9C03.C29 












Strand 




Start 


l 3 j j / 








End 


19794 


Name 






CO Q n1 


. L.IUI 


Method 


TBLASTX: Maize 


Start 










End 


8773 


GI 


none 








Score 


239 


Exons 


0 DZi . .3 / DO/ 


R fi9fi 


• D 1 1 D i 


T1 QC 

/ 10 0 . 


.7514, 7189..7515> 7191. .7517, 




7192. .7536, 


8530. 


.8631, 


8552. 


.8638, 8574. .8636, 8627. .8740, 




8632. .8757, 


8637. 


.8756, 


8738. 


.8773 




Seq. No. 










Seq. ID 


OJ990415_07.9C03.C29 


Gene No. 










Strand 




Start 


19537 








End 


19794 


Name 


OJ990415 07. 


9C03. 


C29.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5629 








End 


7350 


GI 


none 








Score 


206 


Exons 


5629. .5784, 


5631. 


.5768, 


7185. 


.7340, 7191. .7349, 7192. .7350 


Seq. No. 


23648 








Seq. ID 


OJ990415_07.9C03.C29 


Gene No. 


49165 








Strand 




Start 


19537 








End 


19794 


Name 


OJ990415 07. 


9C03. 


C29.ol 


.ts 


Method 


•TBLASTX: Soybean 


Start 


5631 








End 


7517 


GI 


none 








Score 


194 


Exons 


5631. .5768, 


5632. 


.5769, 


7185. 


.7502, 7191. .7517, 7192. .7515 


Seq. No. 


23648 








Seq. ID 


OJ990415_07.9C03.C29 


Gene No. 


49165 








Strand 




Start 


19537 








End 


19794 


Name , 


OJ990415 07. 


9C03. 


C29.o5, 


. gs 


Method 


GENSCAN 


Start 


19537 






End 


19794 


GI 


none 








Score 


.74 


Exons 


19537. .19794 












Seq. No. 


23648 










n.iQQCiA i r 07 arm poq 


Gene No. 


49165 








Strand 




Start 


19537 








' End 


19794 



23851 



Name 


OJ9904 15_07 . 9C03 . C2 9 . o3 . 


.np 


Method 


AAT/NAP 


Start 


19540 




End 


19794 


GI 


6721505 




Score 


432 


Exons 


19540. . 19794 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23649 




Seq. ID 


OJ990415 


Gene No. 


49166 




Strand 




Start 


1 




End 


291 


Name 


OJ9904 15_07 . 9C03 . C30 . ol . 


.np: 


Method 


AAT/NAP 


Start 


1 




End 


291 


GI 


6721505 




Score 


408 


Exons 


1. .291 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2364 9 




Seq. ID 


OJ990415 


Gene No. 


49166 




Strand 




Start 


1 




End 


291 


Name 


OJ990415 07 . 9C03.C30.ol. 


gs 


. Method 


•GENSCAN 


Start 


64 




^■V : Encf 


291 


GI 


none 




Score 


.72 


Exons 


64. .291 








Seq. No. 


23650 




Seq. ID 


OJ990415 


Gene No. 


49167 




Strand 


+ 


Start 


803 




End 


6925 


Name 


OJ990415 07 . 9C03.C31.ol. 


gs 


Method 


GENSCAN 


Start 


-803 




End 


6925 


GI 


none 




Score 


.67 


Exons 


803. .989, 1799. .1988, 24 


183. 


.2732, 5975 


..6122, 6 


Seq. No. 


23650 




Seq. ID 


OJ990415 


Gene No. 


49168 




Strand 


+ 


Start 


8290 




End 


10397 


Name 


OJ990415_07. 9C03.C31.o2. 


np 


Method 


AAT/NAP 


Start 


8290 




End 


10397 


GI 


6721507 




Score 


603 


Exons 


8290. .8383, 9628. .9778, 


10036. .10110, : 


10319. .10: 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23650 




Seq. ID 


OJ990415_ 


Gene No. 


49169 ■ 




Strand 


+ 


Start 


10913 




End 


16724 


Name 


OJ990415 07.9C03.C31.o3. 


np 


Method 


AAT/NAP 


Start 


10913 




End 


16724 


GI 


6721508 




Score 


1143 


Exons 


10913. .11107, 11705. .11848, 


12553. . 12739, 16516 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 23650 

Gene No. 49170 

Start 22259 

Name OJ990415_07 . 9C03 . C31 . o4 . gs 

Start 22259 

GI none 
Exons 



Seq. ID OJ990415_07.9C03.C31 

Strand ' + 

End 24104 

Method GENSCAN 

End 24104 

Score :73 



22259. .22334, 23582 .. 23725, 24007.. 24104 



23852 



Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07.9C03 


-C31 


Gene No. 


49171 


Strand 








Start 


1 


End 


6045 






Name 


OJ990415 07.9C03.C31.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


6045 






GI 


6721506 


Score 


639 






Exons 


1..53, 799. .971, 3617. .3751 


, 5989. .6045 






GI Descrip. 


(AP001072) EST AU069682 (C1560 ) corresponds to a 


region < 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07.9C03 


.C31 


Gene No. 


49172 


Strand 








Of -5 V+- ^ 

otan 


7813 


End 


12894 






Name 


OJ990415 07.9C03.C31.o2.gs 


Method 


GENS CAN 






Start 


7813 


End 


12894 






GI 


none 


Score 


.66 






Exons 


7813.. 7993, 8434.. 8467, 9310.. 9467, 10094 .. 10183, 10457 


. .10586, 




11766. .11840, 12546. .12658, 


12887. . 12894 






Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07.9C03 


-C31 


Gene No . 


49173 


Strand 








Start 


17894 


End 


19001 






Name 


OJ990415 07.9C03.C31.o3.gs 


Method 


GENS CAN 






Start 


17894 


■ End 


19001 






GI 


none 


Score 


.95 






Exons 


17894. .18095, 18925. .19001 










Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07. 9C03 


.C31 


Gene No. 


49173 


Strand 










17894 


End 


19001 






Name 


OJ990415 07.9C03.C31.o4.np 


Method 


AAT/NAP 






Start 


17897 


End 


19001 






GI 


6721509 


Score 


442 






Exons 


17897. .18095, 18925. .19001 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23650 


Seq. ,ID 


OJ990415_ 


07.9C03 


.C31 


Gene No. 


49174 


Strand 








Start 


23537 


End 


35674 






Name 


OJ990415 07.9C03.C31.ol.gp 


Method 


AAT/GAP 






Start 


23537 


End 


25720 






GI 


24354 1.R1084 


Score 


882 






Exons 


23537. .23604, 23688 24071, 


25489. .25527, 25675. 


.25720 




GI Descrip. 


, 3882211/dbj | BAA34 4 65.il 9. 


0e-ll (AB018288) KIAA0745 protein 




[Homo sapiens] ' 










Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07.9C03 


.C31 


Gene No. 


49174 


Strand 








Start 


23537 


End 


35674 






Name 


OJ990415- 07.9C03.C31.o5.np 


Method 


AAT/NAP 






Start 


23925 


End 


35674 






GI 


6721510 


Score 


2744 . 






Exons 


23925. .24071, 25489 .. 25527 , 


25675. .25773, 25850. 


.25978, 






26544. .26690, 27584 . .27714, 


28568. .287! 


37, 28929. 


.29016, 






29092 . . 29204 , 29298 .. 29327 , 


OQQ7n onmo 


. -J u x u , 






30833. .30920^ 31004 .. 31161 \ 


35128. .35223, 35321. 


.35430,. 






35530. .35674 - ' 











23853 



GI Descrip. (AP001072) EST AU082118 (E20525 ) corresponds to a region of the 
predicted gene.; Similar to KIAA0745 protein. (AB018288) [Oryza 
sativa] 



Seq. No. 23650 
Gene No. 49174 
Start 23537 

Name OJ9904 15_07 . 9C03 . C31 . ol . tm 

Start 23934 
GI none 

Exons 23934. .24029, 23935 .. 24075, 

25481. .25534, 25489 .. 25530, 

25679. .25786, 25847 .. 25981, 

26527. .26691, 2654 4 .. 26705, 

27581. .27739, 27584 .. 27733, 

28571. .28801, 288 91 .. 29025, 

29083. .29205, 2 9087 .. 29212, 

29358. .29492, 29363.-29497, 

29585. .29656, 29586.-29657, 



Seq. ID OJ990415_07.9C03.C31 
Strand 

End 35674 

Method TBLASTX : Maize 

End 29659 

Score 90 
23937. ..24074, 23938 .. 24 087 , 
25657. .25776, 25669 .. 25785, 
25851. .25922, 25852 .. 25980, 
26550. .26693, 27567 .. 27716, 
28548. .28790, 2854 9 .. 28788 , 
28920. .29027, 28921 .. 29025, 
29088. .29231, 29094 .. 2 9204 , 
29364..29498, 29583.-2 9657, 
29591. .29659, 29593.-29658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23650 
49174 
23537 

OJ990415_07.9C03.C31.ol.ts 

23935 

none 



Seq. ID OJ990415_07.9C03.C31 
Strand. 

End 35674 " 

Method TBLASTX : Soybean 

End 26681 

Score 122 



23935. .24087, 23937 .. 24074 , 25657 .. 2577 6, 25669. . 25770, 
25847. .25981, 25854 .. 25922, 25936 .. 25989, 26544 .. 26681, 
26545.-26664 



Seq. No. 23650 
Gene No. 49174 
Start 23537 

Name OJ9904 15_07 . 9C03 . C31 . o5 . gs 

Start 24537 
GI none 
Exons 24537 

26323 

28929 



25080, 25219. 

26358, 26544. 

29016, 29092. 

30079. .30183, 30833. 

32384. .32479, 32823. 

35128. .35223, 35321. 



25223, 
26690, 
29204, 
30920, 
32909, 
35430, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23650 
49174 
23537 

OJ990415_07. 9C03.C31.o2.gp 
25861 

uC-'osflM202035cllbl 



Seq. ID OJ990415_07.9C03.C31 
Strand 

End 35674 

Method GENSCAN 

End 35644 

Score . 68 
25675. .25773, 25850 .. 25978, 
27584. .27714, 28568 .. 28787 , 
29298. .29327, 29870 .. 29974 , 
31004. .31161, 31201. ...31260, 
34066. .34133, 34500 /. 34623, 
35530.. 35644 



OJ990415 07.9C03.C31 



Seq. ID 
Strand 

End 35674 
Method AAT/GAP 
End 28674 
Score 942 

2586L. .25978, 26544 .. 26690, 27584 .. 27714 , 28568.. 28674 
, 3882211/dbj IBAA34465.il 8.0e-28 (AB018288) KIAA0745 protein 
[Homo sapiens] 1 



Seq. No. 23650 Seq. ID 

Gene No. 49174 Strand 

Start 23537 . End 

Name OJ990415 07 . 9C03 . C31 . o2 . tm Method 



OJ990415_07.9C03.C31 
35674 

TBLASTX: Maize 



23854 




Start 


30076 


End 


31110 






GI 


none 


Score 


153 






Exons 


30076. .30186, 30080 .. 30187 , 


30821. .30910, .30833. 


.30922, 






30834. .30917, 30995 .. 31105, 


31009. .31110, 31018. 


.31107 




Seq. No. 


23650 


Seq. ID 


OJ990415_ 


07.9C03 


.C31 


Gene No. 


49174 


Strand 








C*4- — i -V+- 

start 




End 


35674 






Name 


OJ990415 07.9C03.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


32384 


End 


32732 






GI 


none 


Score 


57 






Exons 


32384. .32455, 32384 .. 32455, 


32559. .32732, 32576. 


.32731, 






32577. .32732 










Seq. No. 


23651 


Seq. ID 


OJ990415_ 


07.9C03 


,C32 


Gene No. 


49175 


Strand 


+ 






o tar l 


2409 


End 


3188 






Name 


OJ990415 07.9C03.C32.o2.np 


Method 


AAT/NAP 






Start 


2409 


End 


3188 






GI 


6721511 


Score 


1038 






Exons 


240ft. .2474, 2661.. 3188 










GI Descrip. 


(A£'001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23651 


Seq. ID 


OJ990415_ 


07.9C03 


.C32 


Gene No . 


49176 


Strand 


+ 






Start 


9408 


End 


9756 






Name 


OJ990415 07.9C03.C32.ol.gp 


Method 


AAT/GAP 






Start 


9408 


End 


9756 






GI 


none 


Score 


595 






Exons 


9408. .9756 










Seq. No. 


23651 


Seq. ID 


OJ990415_ 


07.9C03 


.C32 


Gene No. 


49177 


Strand 


+ 






Start 


10414 


End 


13352 






Name 


OJ990415 07.9C03.C32.o4.np 


Method 


AAT/NAP 






Start 


10414 


^nd 


13352 






GI 


6721513 


Score 


860 






Exons 


10414. .10554, 10630. .10748, 


11606. .11738, 12209. 


.12258, 






13221. .13352 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23651 


Seq. ID 


OJ990415_ 


07.9C03 


.C32 


Gene No. 


49178 


Strand 


+ 






Start 


13651 


End 


13835 






Name 


OJ990415 07.9C03.C32.o2.gp 


Method 


AAT/GAP 






Start 


13651 


End 


13835 






GI 


286958 


Score 


370 






Exons 


13651. .13835 










Seq. No. 


23651 


Seq. ID 


OJ990415_ 


07.9C03 


.C32 


Gene No. 


49179 


Strand 








Start 


1 


End 


1818 






Name 


OJ990415 07.9C03.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1818 






GI 


6721510 


Score 


721 






Exons 


1..24, 519. .584, 902. .1062, 


1569. .1818 








GI Descrip. 


(AP001072) EST AU082118 (E20525 ) corresponds to a 


region 


of the 



23855 



predicted gene.; Similar to KIAA0745 protein. (AB018288) [Oryza 
satival 



Seq. No.. 


23651 




Seq. ID 


OJ990415 


_07.9C03.C32 


Gene No. 


49180 




Strand 






Start 


4828 




End 


12804 




Name 


OJ990415 07.9C03.C32.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


938 




End 


1917 




GI 


none 




Score 


154 




LAUllO 


938.. 1066, 938.. 1060, 960.. 


, J. U / j , lODfl. 


.1917, 1568. .1867 


Seq. No. 


23651 




Seq. ID 


OJ990415 


_07.9C03.C32 


Gene No. 


49180 




Strand 






Start 


4828 




End 


12804 




Name 


OJ990415 07.9C03.C32.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


944 




End 


1800 




GI 


none 




Score 


219 




Exons 


944.. 973, 989.. 1057, 1565.. 


1798, 1570. 


.1800 




o c q . in u . 


Z J DDI 




Seq. ID . 


OJ990415 


_U / . yOU J . Co_ 


Gene No. 


yl Q1 QA 

4 y lou 




Strand 






Start 


4828 




End 


12804 




Name 


OJ990415 07.9C03.C32.o2, 


.gs 


Method 


GENSCAN 




Start 


4828 




End 


12804 




GI 


none 




Score 


.47 




Exons 


4828. .5129, 5276. .5380, 


6560. .6599, 6712. .6748, 


O / y 1 . . b3Zo , 




6953. .7145, 7340. .7443, 


7857. .8014, 9430. .9565, 


yo / 4 . . y fool , 




10983. .11255, 12768. .12* 


304 








O C \^ • IN \J « 


23651 




Seq. ID 


OJ990415 


_07 . 9C03.C32 


Gene No. 


49180 




Strand 






Start 


4828 




End 


12804 




Name 


OJ990415 07.9C03.C32.o3. 


.np 


Method 


AAT/NAP 




Start 


4831 




End 


9698 




GI 


6721512 




Score 


2047 




Exons 


4831.. 5129, 5276.. 5380, 


6560.. 6599, 6712.. 6748, 


6791. .6925, 




6953. .7145, 7340. .7443, 


7857. .8014, 9430.. 9698 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


23652 




Seq. ID 


OJ990415 


_07.9C03.C33 


Gene No. 


49181 




Strand 


+ 




Start , 


1 




End 


391 




Name 


OJ990415 07.9C03.C33.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


391 




GI 


11343 1.R1084 




Score 


758 




Exons 


1. .391 











GI Descrip. 1 2224 663/dbj | BAA20816 | 5.0e-74 
sapiens] 1 



(AB002359) KIAA0361 [Homo 



Seq. No. 23652 Seq. ID 

Gene No. 4 9181 Strand 

Start 1 End 

Name OJ990415JD7 . 9C03 . C33 . ol . tm -Method 

Start 1 End 

GI none Score 

Exons 1..213, 1..210, 159.. 212' 



OJ990415_07.9C03.C33 
+ 

391 

TBLASTX: Maize 
213 



23856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990415_07.9C03.C33 

Strand + 

End 391 

Method AAT/NAP 

End 391 

Score 4 90 



23652 
49181 
1 

OJ990415_07. 9C03.C33.ol.np 
1 

6939228 
1. .391 

(AC020579) putative phosphoribosylf ormylglycinamidine synthase 
[Arabidopsis thaliana] 



23652 
49181 
1 

OJ990415_07.9C03.C33.ol.ts 
1 

none 

1. .390, 1. .375, 6. .380 



Seq. ID OJ990415_07.9C03.C33 

Strand + 

End 391 

Method TBLASTX : Soybean 

End 390 

Score 487 



Seq. No. 23652 

Gene No. 49181 

Start 1 

Name OJ990415_07 . 9C03 . C33 . ol . gs 

Start 13 

GI none 

Exons 13.. 302 



Seq. ID OJ990415_07.9C03.C33 

Strand + 

End 391 

Method GENSCAN 

End 302 

Score .94 



Seq. No. 23653 

Gene No. 4 9182 

Start 76 

Name OJ990415_07 . 9C03 .C34 .ol .gs 

Start 76 

GI none 

Exons 7 6.. 304 



Seq.. ID OJ990415_07.9C03.C34 

Strand + 

End 304 

Method GENSCAN 

End 304 

Score .76 



Seq. No. 23653 

Gene No. 49183 

Start 1 

Name OJ990415_07 . 9C03.C34 .ol.np 

Start 1 

GI 6539586 

Exons 1. .318 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990415_07.9C03.C34 
Strand 

End 318 

Method AAT/NAP 

End 318 

Score 304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 



23654 
49184 
386 

OJ990415_07.9C03.C37.ol.gp 
386 

4714679. 
386. .644 

5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. ID OJ990415_07.9C03.C37 

Strand + 

End 64 4 

Method AAT/GAP 

End 64 4 

Score 4 42 



23654 
49184 
386 

OJ990415 07.9C03.C37.ol.tm 



Seq. ID OJ990415_07.9C03.C37 



End 

Method 



644 

TBLASTX: Maize 



23857 



Start 


450 


End 


64 4 






GI 


none 


Score 


179 






Exons 


450.. 63.8, 458.. 643, 501.. 644 










Seq. No. 


23655 


Seq. ID 


OJ990415J37 


.9C03 


.C38 






Strand 


+ 






Start 


92 


End 


106 






Name 


OJ990415 07.9C03.C38.ol.gs 


Method 


GENS CAN 






Start 


92 


End 


106 






GI 


none 


Score 


.7 






Exons 


92. .106 










Seq. No. 


23656 


Seq. ID 


OJ990415_07 


.9C03 


.C39 




A Q1 R 
H z? J. 0 D 


oLidnu 








Start 


286 


End 


618 






Name 


OJ990415 07.9C03.C39.ol.gp 


Method 


AAT / GAP 






Start 


286 


End 


618 






GI 


2800642 


Score 


602 






Exons 


286. .618 










Seq. No. 


23657 


Seq. ID 


OJ990415_06, 


. 9C10 


.CI 


ucllc LNtJ . 


A Q1 8 7 


Strand 


+ 






Start 


226 


End 


486 






Name 


OJ990415 06.9C10.Cl.ol.gs 


Method 


GENSCAN 






Start 


226 


.End 


486 






GI 


none 


Score 


.56 






Exons 


226. .297, 356.-486 










Seq. No. 


23658. 


Seq. ID 


OJ990415_06. 


.9C10 


.C4 


uene ino • 


^ J. O O 


otrana 


+ 






Start 


15 


End 


239 






Name 


OJ990415 06.9C10.C4.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


239 






GI 


none 


Score 


.76 






Exons 


15. .46, 163. .239 










Seq. No. 


23659 


Seq. ID 


OJ990415_06. 


9C10 


.C5 


ucUc 1NO . 


fl y 1 0 


otrana 


. + 






Start 


844 


End 


965 






Name 


OJ990415 06.9C10.C5.ol.gs 


Method 


GENSCAN . 






Start 


844 


End 


965 






GI 


none 


Score 


.6 






Exons 


844. .965 










Seq. No. 


23660 


Seq. ID 


OJ990415J36. 


9C10. 


.C6 


Gene No. 


49190 


Strand 


+ 






Start 


1 


End 


J u 0 






Name 


OJ990415 06.9C10.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


908 






GI 


5669782 


Score 


394 






Exons 


1..191, 264. .908 










GI Descrip. 


(AF108010) HvlLRR2 [Hordeum vulgare] 








Seq. No. 


23660 


Seq. ID 


OJ990415_06. 


9C10. 


.C6 


Gene No. 


49190 


C+- -» — , /-J 

k-f t_ J_ U11U 








Start 


1 


End 


908 






Name 


OJ990415 06. 9C10.C6.ol.tw 


Method 


TBLASTX: Wheat 





23858 




Start 


350 


End 


652 




GI 


none 


Score 


214 




Exons 


350. .652, 508. .612 








Seq. No. 


23660 


Seq. ID 


OJ990415_06.9C10, 


.C6 


bene no . 


A Q1 Qfl 


oLiana 


T 




Start 


1 


End 


908 




Name 


OJ990415 06.9C10.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


353 


End 


844 




GI 


none 


Score 


190 




Exons 


353. .700, 674..844 








Seq. No. 


23660 


Seq. ID 


OJ990415_06.9C10, 


.C6 


bene wo. 


A Q 1 Q f\ 

h y ± y u 


oirana 


i 

T 




Start 


1 


End 


908 




Name 


OJ990415 06.9C10.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


572 


End 


903 




GI 


none 


Score 


99 




Exons 


572.--.898, 573.. 881, 575.. 901, 


730. .903 






Seq. No. 


23661 


Seq. ID 


OJ990415_06.9C10. 


,C9 


bene jno . 


4 y i y i 


Strand 






Start 


337 


End 


437 




Name 


OJ990415 06.9C10.C9.ol.gs 


Method 


GENSCAN 




Start 


337 


End 


437 




GI ' 


none 


Score 


.47 




Exons 


337. .437 








Seq. No. 


23662 


Seq. ID 


OJ990415JD6.9C10. 


.C10 


Gene No . 


h y i y z 


Strand 






Start 


1 


End 


503 




Name 


OJ990415 06.9C10.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


503 




GI 


none 


Score 


107 




Exons 


1..78, 1..81, 3. .83, 293. .502, 


330. .503 




Seq. No. 


23663 


Seq. ID 


OJ990415_06.9C10, 


,C12 


Gene No. 


49193 


Strand 


+ 




Start 


1 


End 


3606 




Name 


OJ990415 06\9C10.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3025 




GI 


1653291 


Score 


527 




Exons 


1..85, 565. .655, 1106. .1273, 1463. .1624 


; , 1726. .1919, 2236. .2386, 




2837. .3025 








GI Descrip. 


(D90912) hypothetical protein 


[Synechocystis sp. ] 




Seq. No. 


23663 


Seq. ID 


OJ990415_06.9C10, 


,C12 


Gene No. 


49193 


Strand 


+ 




otart 


1 


End 


3606 




Name 


OJ990415 06.9C10.C12.ol.gs 


Method 


GENSCAN 




Start 


568 


End 


3606 




GI 


none 


Score 


.87- 




Exons 


568. .628, 1091. .1273, 1463. .1624, 1726. 


.1919, 2236. .2354, 




2433. .2460, 2815. .2999, 3542.. 


3606 






Seq. No. 


23663 


Seq. ID 


OJ990415_06.9C10. 


C12 


Gene No. 


49194 


Strand 


+ 





23859 




Start 


6251 


End 


9527 








Name 


OJ990415 06.9C10.C12.o3.gs 


Method 


GEN SCAN 








Start 


6251 


End 


9527 








GI 


none 


Score 


.41 








Exons 


6251.. 6586, 7840.. 8079, 8738 


t . .8900, 9109. .9527 








Seq. No. 


23663 


Seq. ID 


OJ990415 


_06 


.9C10. 


.C12 


Gene No. 


49194 


Strand 


+ 








Start 


6251 


End 


9527 - 








Name 


OJ990415 06.9C10.C12.o2.gp 


Method 


AAT/GAP 








Start 


6408 


End 


8115 








GI 


2428351 


Score 


851 








Exons 


6408. .6586, 7840. .8115 












Seq. No. 


23663 


Seq. ID 


OJ990415 


_06 


.9C10. 


,C12 


Gene No. 


49195' 


Strand 


+ 








Start 


12082 


End 


12245 








Name 


OJ990415 06.9C10.C12.o2.np 


Method 


AAT/NAP 








Start 


'12082 


End 


12245' 








GI 


5852172 


Score 


112 








Exons 


12082. .12245 












GI Descrip. 


(AL117265) zhb00.02.1 [Oryza 


sativa] 










Seq. No. 


23663 


Seq. ID 


OJ990415_ 


_06. 


. 9C10. 


C12 


Gene No . 


49196 


Strand 


+ 








Start 


12974 


End 


14496 








Name 


OJ990415 06.9C10.C12.o5.gs 


Method 


GEN SCAN 








Start 


12974 


End 


14496 








GI 


none 


Score 


.65 








Exons 


12974. .13109, 13836. .14062, 


14067. .14154, 14183, 


. . 14496 




Seq. No. 


23663 


Seq. ID 


OJ990415_ 


_06. 


, 9C10. 


C12 


Gene No . 


49197 


Strand 


+ 








Start 


16075 


End 


16436 








Name 


OJ990415 06.9C10.C12.o6.gs 


Method 


GENSCAN 








Start 


16075 


End 


16436 








GI 


none 


Score 


.46 








Exons 


16075. .16200, 16248. .16436 












Seq. No. 


23663 


Seq. ID 


OJ990415_ 


_06. 


9C10. 


C12 


Gene No . 


49198 


Strand 


+ 








Start 


29115 


End 


29734 








Name 


OJ990415 06.9C10.C12.ol0.gs 


Method 


GENSCAN 








Start 


29115 


End 


29734 








GI 


none 


Score 


.48 








Exons 


29115. .29207, 29285.. 29734 












Seq. No. 


23663 


Seq. ID 


OJ990415_ 


06. 


9C10. 


C12 


Gene No. 


49199 


Strand 


+ 








Start' 


32894 


End 


33410 








Name 


OJ990415 06.9C10.C12.o5.gp 


Method 


AAT/GAP 








Start 


32894 


.End 


33410 








GI 


none 


Score 


990 








Exons 


32894. .33410 












Seq. No. 


23663 


Seq. ID 


OJ990415_ 


06. 


9C10. 


C12 


Gene No. 


49200 


Strand 











23860 



Start 
Name 
Start 
GI 

Exons 



43919 End 53204 

OJ9904 15_06 . 9C10 . C12 . ol2 . gs Method GENSCAN 

43919 End 53204 

none Score . 56 

43919. .43972, 44879. . 45018, 45486 45553, 4 6504 .. 4 6585, 

46694. .46821, 48368 .. 48426, 48536 .. 48603, 4 8809 .. 4 8919, 

49036. .49112, 50999 .. 51114 , 51882 .. 51938, 53097. .53204 



Seq. No. 


23663 




Seq. ID 


OJ990415_06.9C10.C12 


Gene No. 


49200 




Strand 


+ 


Start 


43919 




End 


53204 


Name 


OJ990415 06.9C10.C12 


. 08 . gp 


Method 


AAT/GAP 


Start 


44972 




End 


47589 


GI 


426290 




Score 


716 


Exons 


44972. .45097, 45486. 


.45553, 


46504. .46585, 46694 .. 4 6777, 




47550. .47589 








GI Descrip. 


3415134 1.0e-45 (AF082024) 


Phybl [Pimpinella brachycarpa] 


Seq. No. 


23663 




Seq. ID 


OJ990415_06 . 9C10 .C12 


Gene. No. 


4 9200 




■ Strand 


+ 


Start 


43919 




' End 


53204 


Name 


OJ990415 06.9C10.C12 


. o5 . np 


Method 


AAT/NAP 


Start 


45039 




End 


49351 


GI 


3415134 




Score 


569 


Exons 


45039. .45097, 45486. 


.45553, 


46504. .46585, 4 6694 .. 4 6777, 



47550. .47589, 48168 .. 4 8213, 48368 .. 4 8426, 48536 .. 4 8603, 
48809. .48876, 49032 .. 4 9134 , 49297. .49351 
GI Descrip. (AF082024) Phybl [Pimpinella brachycarpa] 



Seq. No. 23663 

Gene No. 4 9201 

Start 3550 

Name OJ9904 15_06 . 9C10 . C12 . ol . gp 

Start 3550 

GI uC-osflcypl35g02al 

Exons 3550.. 3848 

GI Descrip. ' 5852172/emb | CAB55410 . 1 | ■ 4 . 0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 1 



Seq. ID OJ990415_06.9C10.C12 
Strand 

End 3848 

Method AAT/GAP 

End 3848 

Score 586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



23663, 

49202 

4788 

OJ990415_06. 9C10.C12.o2.gs 

4788 

none 



23663 
49203 
10635 

OJ990415_06. 9C10.C12.o4.gs 

10635 

none 



Seq. ID OJ990415_06.9C10.C12 
Strand 

End 6136 

Method GENSCAN 

End 6136 

Score .53 



4788.-4972, 5361. .5970, 5978. .6136 



Seq. ID OJ990415_06.9C10.C12 
Strand 

End 12405 

Method GENSCAN 

End 12402 

■ Score . 4 



10635. . 10651, 10737. .10839, 11092.. . 11166, 12217.. 12402 



23663 
49203 



Seq. ID OJ990415_06.9C10.C12 
Strand 



23861 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



10635 End 

OJ9904 15_06 . 9C10 . C12 . o3 . gp Method 

12068 End 

427610 Score 



12405 
AAT/GAP 
12405 
269 



12068. .12114, 12142. .12205, 12310. .12405 
5852172/emb|CAB55410.1| 4.0e-ll (AL117265) 
sativa] 



zhb0002.1 [Oryza 



Seq. No. 23663 Seq. ID 

Gene No. 4 9204 Strand 

Start 17539 End 

Name OJ9904 15_06 . 9C10 . C12 . o7 . gs Method 

Start 17539 End 

GI none Score 

Exons 17539. .18093 



OJ990415_06.9C10.C12 

18093 
GEN SCAN 
18093 
.65 



Seq. No. 23663 

Gene No. 49205 

Start 21991 

Name OJ990415_06. 9C10.C12 .o9.gs 

Start 21991 

GI none 

Exons 21991. .22169, 22195 . .22373, 
24618. .26774, 27369.. 27396 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_06.9C10.C12 

27396 
GENSCAN 
27396 
.62 



22390. .22758, 23354 .. 23513, 



Seq. No. 23663 

Gene No. 4 9206 

Start 30840 

Name OJ990415_06. 9C10.C12 .oil .gs 

Start 30840 

GI none 
Exons 



Seq. ID OJ990415_06.9C10.C12 
Strand 

End 40784 

Method GENSCAN 

End 40784 

Score .71 



30840. .30845, 31010 .. 31283, 33434 .. 3348 9, 34008 .. 34289, 

34452. .34612, 34688.-34922, 35661 .. 3574 4 , 35823 .. 35918, 

36134. .36856, 39324 .. 39787 , 40128 .. 40197 , 40725. . 40784 

Seq. No. 23663 Seq. ID OJ990415_06.9C10.C12 

Gene No. 4 9206 Strand 

Start 30840 End 40784 

Name OJ990415_06. 9C10.C12 .o4 .gp Method AAT/GAP 

Start 32117 End 32234 

GI • LIB3477-003-P1-K1-E9 Score 143 

Exons 32117. .32234 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



r*T r> J — . 



23663 
49206 
30840 

OJ990415_06.9C10.C12.o4.np 

33850 

4836950 

33850. .34289, 34452 .. 34612, 
35823. .35918, 36134 .. 36856, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_06.9C10.C12 

40784 
AAT/NAP 
39787 
1194 



34688. .34922, 35661 .. 35690, 
39324. .39584, 39689.. 39787 
(AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



23663 



Seq. ID OJ990415_06.9C10.C12 



23862 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49206 Strand 
30840 End 40784 

OJ9904 15_06 . 9C10 . C12 . 06 . gp Method AAT/GAP 
34184 End 34750 

LIB3432-023-P1-K1-G4 Score 576 

34184. .34289, 34452 .. 34612, 34688.. 34750 
'4836950/gb|AAD30652.1|AC006085_25 3.0e-17 (AC006085) 
Hypothetical protein [Arabidopsis thaliana] 1 



23663 Seq. ID 

49206 Strand 

30840 End 

OJ9904 15_06 . 9C10 . C12 . o7 . gp Method 

36178 End 

51076J..R1084 Score 
36178. .36856, 39324.. 39533 

f 3415134 1.0e-45 (AF082024) Phybl [Pimpinella brachycarpa] ■ 



OJ990415_06.9C10.C12 

40784 
AAT/GAP 
39533 
1713 



23663 Seq. ID 

49207 Strand 
49199 End 
' OJ9904 15_06 . 9C10 . C12 . ol . ts Method 
553- End 
none Score 
553. .636, 569. .670, 1118. .1273, 1118. 
1126. .1275, 1429. .1482, 1493. .1594, 



OJ990415_06> 9C10.C12 
55021 

TBLASTX: Soybean 
• 1594 
117 

..1273, 1119. .1274, 
1498. .1557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



23663 
49207 
49199 

OJ990415_06. 9C10.C12.o3.tm 

1103 

none 

1103. .1273, 1108. .1275, 1126. 
1500. .1631, 1503. .1625, 1660. 
2234.. 2392, 2237.. 2386, 2352. 

23663 
49207 
49199 

OJ9904 15_0 6 . 9C10 . C12 . o3 . tc 

1109 

none 

1109.. 1273, 1109.. 1273, 1123. 
1485. .1625, 1660.. 1860, 1723. 

23663 
49207 
49199 

OJ990415_06.9C10.C12.o2.ts 

2834 

none 

2834.. 2995, 2836.. 2976 

23663 
49207 
49199 



Seq. ID OJ990415__06.9C10.C12 
Strand 

End 55021 
Method TBLASTX : Maize 
End 3007 
Score 250 

.1269, 1499. .1624, 1499. .1624, 
.1926, 1723. .1929, 2224. .2328, 
.2387, 2833. .3006, 2834. .3007 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1284, 1460 
. 1833 



OJ990415 06.9C10.C12 



55021 

TBLASTX: Cress 
1860 
235 

1624, 1462. .1626, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Strand 
End 



OJ990415_06.9C10.C12 
55021 

TBLASTX: Soybean 

2995 

231 



55021 



23863 



Name 


OJ990415 06.9C10.C12 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


2834 




End 


3001 




GI 


none 




Score 


139 




Exons 


2834. .2920, 2836. .2919, 2923. .3000, 2924.. 3001 




Seq. No. 


23663 




Seq. ID 


OJ990415_06. 9C10 


.C12 


Gene No. 


49207 




Strand 






Start 


49199 




End 


55021 




Name 


OJ990415 06 9C10 C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


23842 _ 




End 


34868 




GI 


none 




Score 


76 






23842 23916 23843 


. 23917, 


23845. .23919, 2384 6 .. 23917 , 






23922 23963 23929 


23970 


23970. .24131, 23980 .. 24090, 






23981 24145 23987 


24130 


24377. .24502, 24378 .. 24 458 , 






24389 24478 34005 


34292 


34006. .34293, 34010 .. 34294 , 






34452. .34613, 34452. 


.34628, 


34459. .34614, 34 68 9 .. 348 68 , 






34690. .34863 










Seq. No. 


23663 




Seq. ID 


OJ990415JD6.9C10 


.C12 


Gene No. 


4 9207 




Strand 






O Ldl L. 


4 9199 

*i Z7 X ^ J 




End 


55021 




Name 


OJ990415 06 9C10 C12 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


24386 ~ 

*i j o vJ 




End- 


34928 




GI 


none 




Score 


93 




Exons 


24386. .24502, 34447. 


.34614, 


34452. .34 628, 34722. .34 928, 






34738 34923 










Seq. No. 


£ JUUJ 




Seq. ID 


OJ990415_06.9C10 


.C12 


itl n \7 
ocllc NO . 


4 Q?fi7 




Strand 






Start 


4 9199 




End 


55021 




Name 


OJ990415 06 9C10 CI? 


• o4 . tm 


Method 


TBLASTX: Maize 




Start 


26248 _ 




End 


26673 




GI 


none 




Score 


219 




Exons 


26248. .26301, 26372. 


.26614, 


26377. .26673, 26417.. 26665 




Seq. No. 


23663 




Seq. ID 


OJ990415_06. 9C10 


.C12 


Gene No. 


49207 




Strand 








4 9199 




End 


55021 




Name 


OJ990415 06 9C10 C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


358 39- ~" 

~j ■*) \j ^) j 




End 


36650 




GI 


none 




Score 


107 




Exons 


35839. .35916, 35839. 


.35919, 


35841. .35921, 36073 .. 36648 , 






361 31 "3664 9 ^61 68 










Seq. No. 


t JOUJ 




Seq. ID 


OJ990415_06.9C10 


.C12 


ocllti LNO . 


4 9207 

1 Z7 \J t 




Strand 






Start 


49199 




End 


55021 




Name 


OJ990415 06.9C10.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


36161 




End 


36604 




GI 


none 




Score 


224 




Exons 


36161. .36232, 36251. 


.36604 








Seq. No. 


23663 




Seq. ID 


OJ990415JD6.9C10 


.C12 


Gene No. 


49207 




Strand 






Start • 


49199 




End 


55021 




Name 


OJ990415 06.9C10.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


36650 ■ 




End. 


39421 





23864 




GI 


none 




Score 


138 






Exons 


36650. .36784, 36651. 


.36794, 


36708. .36857, 36776 


. .36859, 






36785. .36859, 39285. 


.39359, 


39323.. 39421 






Seq. No. 


23663 




Seq. ID 


OJ990415 


_06.9C10 


.C12 


Gene No. 


49207 




Strand 








Start 


49199 




End 


55021 






Name 


OJ990415 06.9C10.C12 


. ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


45483 




End 


48589 






GI 


none 




Score 


63 






Exons 


4o4oJ .. 40301 , 4o4oo. 


A C C C 1 

. 4 DOO-L, 


45487. .45552, 45487 


. . 4 DDDZ , 






46491. .46586, 46503. 


.46586, 


46504. .46587, 46504 


. .46587, 






46688. .46780, 46689. 


.46781, 


46692. .46781, 46693 


. .46782, 






47551. .47592, 48165. 


.48215, 


48165. .48212, 48167 


. .48214, 






48352. .48429, 48352. 


.48435, 


48357. .48437, 48365 


. .48448, 






48527. .48589, 48530. 


.48589 










Seq. No. 


23663 




Seq. ID 


OJ990415 


_06.9C10 


.C12 


Gene No. 


49207 




Strand 








Start 


A Q 1 Q Q 

4 y iy y 




End 


55021 






Name 


OJ990415 06.9C10.C12 


. o5. tc 


Method 


TBLASTX: 


Cress 




Start 


45486 




End 


46781 






GI 


none 




Score 


113 






Exons 


45486. .45551, 45487. 


.45552, 


46502. .46585, 46503 


. .46586, 






46689. .46781, 46692. 


.46781 










Seq. No. 


23663 




Seq. ID 


OJ990415 


JD6.9C10 


-C12 


Gene No. 


49207 




Strand 








Start 


49199 




End 


55021 






Name 


OJ990415 06.9C10.C12 


. 06 . np 


Method 


AAT/NAP 






Start 


49199 




End 


55021 






GI 


4519258 




Score 


1151 






Exons 


49199. .49235, 50421. 


.51030, 


51068. .51418, 51562 


. .51830, 






54973.. 55021 












GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 








Seq. No. 


23663 




Seq. ID 


OJ990415 


_06.9C10 


.C12 


Gene No. 


49207 




Strand 








Start 


49199 . 




End 


55021 






Name 


OJ990415 06.9C10.C12 


.o!3.gs 


Method 


GEN SCAN 






Start 


54455 




" End 


54790 






GI 


none 




Score 


.94 






Exons 


54455. .54790 












Seq. No. 


23664 




Seq. ID 


OJ990415_ 


_06.9C10 


-C14 


Gene No. 


49208 




Strand 


+ 






Start 


3207 




End 


6895 






Name 


OJ990415 06.9C10.C14 


. ol.gs 


Method 


GENS CAN 






Start 


3207 




End 


5387 . 






GI 


none 




Score 


.99 






Exons 


3207. .5387 












Seq. No. 


23664 




Seq. ID 


OJ990415_ 


_06.9C10 


.C14 


Gene No. 


49208 




Strand 


+ 






Start 


3207 




End 


68 95 






Name 


OJ990415 06.9C10.C14 


. ol . np 


Method 


AAT/NAP 






Start 


3207 




End 


6895 







23865 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI-. 

Exons 

GI Descrip. 



4680181 Score 484 

3207. .3572, 4551. .4742, 4839.-5343, 6865. .6895 
(AF111709) unknown [Oryza sativa subsp. indica] 



23664 
49208 
3207 

OJ990415_06.9C10.C14.ol.gp 
5015 

LIB3433-034-P1-K1-E6 
5015. .5471 

' 2832636/emb | CAA16765 . 1 | 7.0e-20 (AL021711) hypothetical protein 
[Arabidopsis thaliana] ? 



Seq. ID OJ990415_06.9C10.C14 

Strand + 

End 68 95 

Method AAT/GAP 

End 5471 

Score 888 



Seq. No. 


23664 




Seq. ID 


OJ990415 


_06. 9C10. 


,C14 


Gene No. 


49209 




Strand 


+ 






Start 


10908 




End 


11758 






Name 


OJ990415 06. 


9C10.C14 .o3.gs 


Method 


GENS CAN 






Start 


10908 




End 


11758 






GI 


none 




Score 


.63 






Exons 


10908. .10993, 11656.. 11758 










Seq. No. 


23664 




Seq. ID 


OJ990415 


_06.9C10. 


C14 


Gene No. 


49210 




Strand 


- 






Start 


9713 . 




End 


12446 . 






Name 


OJ990415 06. 


9C10.C14.ol.tm 


Method 


TBLASTX: 


Maize 




Of a >-■§- 

o car l 


3303 




End 


O *7 O C 






GI ■ 


none 




Score 


36 






Exons 


3303. .3407, 


3432.. 3602, 3621. 


.3725 








Seq. No. 


23664 




Seq. ID 


OJ990415 


_06.9C10. 


C14 


Gene No. 


49210 




Strand 


- 






Start 


9713 




End 


12446 






Name 


OJ990415 06. 


9C10.C14.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5127 




End 


5360 






GI 


none 




Score 


243 






Exons 


5127. .5360, 


5249. .5359 










Seq'. No. 


23664 




Seq. ID 


OJ990415 


JD6.9C10. 


C14 


Gene No. 


49210 




Strand 








Start 


9713 




End 


12446' 






Name 


. OJ990415 06. 


9C10.C14.o2.np 


Method 


AAT/NAP 






Start 


9713 




End 


12446 






GI 


6721512 




Score 


51 






Exons 


9713. . 9736, 


11052. .11180, 12393. .12446 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23665 




Seq. ID 


OJ990415 


_06. 9C10. 


C15 


Gene No. 


49211 




Strand 








Start 


1 




End 


2706 






Name 


OJ990415 06. 


9C10.C15.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2706 






GI 


5042463 




Score 


89 






Exons 


1..40, 1319. 


.1472, 2677. .2706 










GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


23665 




Seq. ID 


OJ990415^ 


_06.9C10. 


C15 



23866 




Gene No. 


49212 








Strand 




Start 


3908 








End 


<j j i \j 


Name 


OJ990415 06 


.9C10 


.C15.o2 


. np 


Method 


AAT/NAP 


Start 


3908 








End 


5346 


GI 


4519936 








Score 


564 


Exons 


3908. .5346 












GI Descrip. 


(AB019186) 


RPR1 


[Oryza 


sativa] 




Seq. No. 


23665 








Seq. ID 


OJ990415_06.9C10.C15 


Gpne No 


49212 








Strand 




Start 


3908 








End 


5346 


Name 


OJ990415 06 


. 9C10 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5053 








End 


5332 


GI 


none 








Score 


66 


Exons 


5053. .5226, 


5055 


. .5324, 


5058. 


.5318, 5075. .5332, 5290. .5325 


Seq. No. 


23666 








Seq. ID 


OJ990415_06.9C10.C16 


Gene No. 


49213 








Strand 




Start 


3815 








End • 


6118 


Name 




. 9C10 


.C16.ol 


. np 


Method 


AAT/NAP 


Start 


3815 








End 


6118 


GI 


6721157 








Score 


96 


Exons 


3815. .3862, 


5306 


. .5416, 


585,0. 


.6118 




GI Descrip. 


(AC016829) 


putative GDSL-motif lipase/acylhydrolase [Arabidopsis 




thaliana] 












Seq. No. 


23667 








Seq. ID 


OJ990415_06.9C10.C17 


Gene No. 


49214 








Strand 


+ 


Start 


-L J \J f 








End 


9962 


Name 


OJ990415 06 


.9C10 


.C17.ol 


.gs 


Method 


GENSCAN 


Start 


1307 






End 


9962 


GI 


none 








Score 


.52 


Exons 


1307. .1349, 


1368 


. .1507, 


5838. 


.5909, 5968. .6098, 7218. .7406, 




7673. .7876, 


9270 


. .9432, 


9477. 


.9962 




Seq. No. 


23667 ■ 








Seq. ID 


OJ990415_06.9C10.C17 




4Q91 4 








Strand 


+ 


Start 


1307 








End 


9962 


Name 


OJ990415 06 


. 9C10 


C17.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6136 








End 


6372 


GI 


none 








Score 


196 


Exons 


6136. .6372 












Seq. No. 


23667 








Seq. ID 


OJ990415_06.9C10.C17 




4 9214 








Strand 


+ 


Start 


1307 








End 


9962 


Name 


OJ990415 06 


9C10. 


C17.ol 


tm 


Method 


TBLASTX: Maize 


Start 


6451 








End 


6744 


GI 


none 








Score 


154 


Exons 


6451. .6648, 


6459. 


.6647, 


6643. 


. 6744 




Seq. No. 


23668 








Seq.. ID 


OJ990415_06.9C10.C18 


Gene No. 


49215 








Strand 


+ 


Start 


98 








End 


149 


Name 


OJ990415 06. 


9C10. 


C18.ol. 




Method 


GEMS CAN 


Start 


98 






End 


149 . 


GI 


none 








Score 


.79 



23867 



Exons 



98. .149 



Seq. No. 


23668 


Seq. ID 


OJ990415_06. 9C10 


.C18 


Gene No. 


49216 


Strand 


- 




Start 


913 


End 


1441 




Name 


OJ990415 06.9C10.C18.o2.gs 


Method 


GENSCAN 




Start 


913 


End 


1441 




GI 


none 


Score 


.56 




Exons 


913. .1441 




'■ ■ - 




Seq. No. 


23669 


Seq. -ID 


OJ990415_06.9C10 


.C19 


Gene No. 


49217 


Strand 


- 




Start 


219 


End 


388 




Name 


OJ990415 06.9C10.C19.ol.gs 


Method 


GENSCAN 




Start 


219 


End 


388 




GI 


none 


Score 


.95 




Exons 


219. .388 








;Seq. No. 


23670 


Seq. ID 


OJ990415_06.9C10 


.C27 


Gene No. 


49218 


Strand 


+ 




Start 


134 


End 


632 




Name 


OJ990415 06.9C10.C27.ol.gs 


Method 


GENSCAN 




Start 


134 


End 


632 




GI 


none 


Score 


.82 




Exons 


134. .227, 348. .632 








Seq. No. 


23671 


Seq. ID 


OJ990415_06. 9C10 


.C34 


Gene No. 


49219 


Strand 


- 




Start 


702 


End 


761 




Name 


OJ990415 06.9C10.C34.ol.gs 


Method 


GENSCAN 




Start 


702 


End 


761 




GI 


none 


Score 


.78 




Exons 


702. .761 








Seq. No. 


23672 


Seq. ID 


OJ990715_09.9C01 


.C5 


Gene No. 


49220 


Strand 


+ 




o tar l 


964 


End 


18502 




Name 


OJ990715 09. 9C01.C5.ol.gs 


Method 


GENSCAN 




Start 


964 


End 


18502 




GI 


none 


Score 


.51 




Exons 


964. .1165, 2853. .2998, 4678. 


.4879, 6274. .6334, 6697. .78 


89, 




8526.. 9643, 9698.. 10066, 10162 .. 10523, 


12881. . 13145, 






13244. .13464, 13910 .. 14036, 


14088. .1418 9, 14 341. .14 524, 






14801. .14929, 15589. .15661, 


17593. .1774 9, 18327. .18502 




o e q . in o ■ 


23672 


Seq. ID 


OJ990715_09. 9C01 


• L,D 


Gene No. 


49220 


Strand 


+ 




Start 


964 


End 


18502 




Name 


OJ990715 09.9C01.C5.ol.np 


. Method 


AAT/NAP 




Start 


4985 


End 


9776 




GI 


5091513 


Score 


2530 




Exons 


4985. .5026, 6567. .7780, 8612 


..9463, 9602. .9776 




GI Descrip. 


(AB0234 82) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


23672 


Seq. ID 


O-J9907 15 09.9CC1 


tr 


Gene No. 


49220 


Strand 






Start 


964 


End 


18502 





23868 



Name 


OJ990715 09.9C01.C5.ol.gp 


Method 


QAT /pa D 


Start 


5872 


End 


6008 


GI 


. 5816518 


Score 


156 


Exons 


5872. .6008 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


23672 


Seq. ID 


OJ990715_09. 9C01.C5 


Gene No. 


49220 


Strand 


+ 


Start 


964 


End 


18502 


Name 


OJ990715 09.9C01.C5.o2.gp 


Method 




Start 


5986 


End 


6243 


GI 


3761181 


Score 


430 


Exons 


5986. .6243 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


23672 


Seq. ID 


OJ990715_09. 9C01.C5 


Gene No. 


49220 


Strand 


+ 


Start 


964 


End 


18502 


Name 


OJ990715 09.9C01.C5.o4.gp 


Method 


7\ 7\ rp /PAD 


Start . 


12306 


End 


12563 


GI 


3761181. 


Score 


430 


Exons 


12306. .12563 






GI Descrip. 


4521193/dbj | AB013450 . 1 1 AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


23672 


Seq. ID 


OJ990715_09.9C01.C5 


Gene No. 


49220 


Strand 


+ 


Start 


964 


End 


18502 


Name 


OJ990715 09.9C01.C5.o2.np 


Method 


AAT/NAP 


Start 


12992 


End 


15776 


GI 


1402888 


Score 


764 


Exons 


12992. .13145, 13256 .. 134 64 , 13910 1404 1, 14108 14177, 




14341. .14524, 14801 .. 14 941, 15542. .15776 


GI Descrip. 


(X98130) unknown [Arabidopsis 


thaliana] 


Seq. No. 


23672 


Seq. ID 


OJ990715_09.9C01.C5 


Gene No. 


49221 


Strand 




Start 


12192 


End 


12297 


Name 


OJ990715 09.9C01.C5.o3.gp 


Method 


AAT/GAP 


Start 


12192 


End 


12297 


GI 


5816518 


Score 


155 


Exons 


12192. .12297 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e- : 


40 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


23672 


Seq. ID 


OJ990715_09.9C01 .C5 


Gene No. 


49222 


Strand 




Start 


13294 


End 


13470 


Name 


OJ990715 09.9C01.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


13294 


End 


13470 


GI 


none 


Score 


194 


Exons 


13294. .13470, 13353. .13466 






Seq. No. 


23672 


Seq. ID 


OJ990715_09. 9C01.C5 


Gene No. 


49223 


Strand 





23869 



Start 
Name 
Start 
GI 

Exons 



• 



14779 End 

OJ990715_09. 9C01.C5.ol.tm Method 

14779 End 

none Score 



15782 

TBLASTX: Maize 

14957 

165 



14779. .14955, 14780 .. 14 950, 14784 .. 14 954 , 14787 .. 14957, 
14800. .14955 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23672 
49223 
14779 

OJ990715_09. 9C01.C5.ol.ts 

14856 

5126733 

14856. .14942, 15552.. 15782 



23673 
49224 
420 

OJ9907 15_09 .,9001 . C6 . ol . tm 

226 

none 



Seq. ID OJ990715_09.9C01.C5 
Strand 

End ■ 15782 

Method TBLASTX : Soybean 

End 15782 

Score 76 



Seq. ID OJ990715_09.9C01.C6 

Strand ■ + 

End 614 

Method TBLASTX : Mai ze 

End 614 

Score 57 



226. .300, 228. .293, 404 . . 4 96, ' 409 . . 585 , 409. .588, 411. .614 



Seq. No. 23673 Seq. ID 

Gene No. 49224 Strand 

Start 420 ' End 

Name OJ990715_09. 9C01 .C6.ol - ts Method 

Start 396 End 

GI none Score 

Exons 396.. 569, 397.. 573 



OJ990715_09.9C01.C6 

+ 

614 

TBLASTX: Soybean 

573 

178 



Seq. No. 23673 Seq. ID 

Gene No. 4 9224 Strand 

Start 420 End 

Name OJ990715_09. 9001 .C6.ol.gs Method 

Start 420 End 

GI none Score 

Exons 420.. 606 



OJ990715_09.9C01.C6 
+ 

614 

GENSCAN 

606 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23674 
4 9225 
1 

OJ990715_09. 9C01.C7.ol.np 
1 

5091513 
1. .790 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990715_09.9C01.C7 
Strand 

End 7 90 

Method AAT/NAP 

End 7 90 

Score 994 



23674 
49225 
1 

OJ990715_09.9C01.C7.ol.gs 
65 

none 
65. .779 



Seq. ID OJ990715_09. 9C01.C7 
Strand 

End 7 90 

Method GENSCAN 

End 779 

Sroro 71 



23870 




Seq. No. 


23675 


Seq. ID 


OJ990715JD9. 9C01 


.C9 






o l r ana. 






Start 


304 


End 


793 




Name . 


OJ990715 09.9C01.C9.ol.gs 


Method 


GENSCAN 




Start 


304 


End 


784 




GI 


none 


Score 


.65 




Exons 


304. .340, 544. .595, 728. .784 








Seq. No. 


23675 


Seq. ID 


OJ990715_09. 9C01 


.C9 


Conp Mo 




our anu 






Start 


304 


End 


793 




Name 


OJ990715 09.9C01.C9.ol.gp 


Method 


AAT/GAP 




Start 


528 


End 


793 




GI 


2442485 


Score 


465 




Exons 


528. .793 








Seq. No. 


23676 


Seq. ID 


OJ990715_09.9C01 


.C10 


Gene No. 


49227 


Strand 


+ 




Start 


1 . . 


End 


2222 - 




Name 


OJ990715 09."9C01.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2222 




GI 


2244929 


Score 


140 




Exons 


1..26, 258. .381, 844. .907, 1688. .1889, 


2193. .2222 




GI Descrip. 


(Z97339) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23676 


Seq. ID 


OJ990715_09. 9C01 


.C10 




49227 


Strand 


+ 




Start 


1 


End 


2222 




Name 


OJ990715" 09.9C01.C10.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


2045 




GI 


none 


Score 


.74 




Exons 


58. .381, 844. .1124, 1201. .1434, 1491. .2045 




Seq. No. 


23677 


Seq. ID 


OJ990715_09.9C01 


.Cll 


Gene No. 


49228 


Strand 


+ 




Start 


1 


End 


2340 




Name 


OJ990715 09.9C01.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2325 




GI 


6056403 


Score 


208 




Exons 


1. .196, -274. .390, 766. .952, ' 


1483. .1637, 


2137. .2325 




GI Descrip. 


(AC009525) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23677 


Seq. ID 


OJ990715_09. 9C01 


.Cll 


CariQ Mo 


49228 


Strand 


+ 




Start 


1 


End 


2340 




Name 


OJ990715 09. 9C01.Cll.ol.gs 


Method 


GENSCAN 




Start 


95 


End 


2340 




GI 


none 


Score 


.7 




Exons 


95. .196, 274. .434, 792. .952, 


1510. .1637 


, 2137.. 2340 




Seq. No. 


23677 


Seq. ID 


OJ990715_09. 9C01 


.Cll 


Gene No. 


49229 


Strand 






Start 


5514 


End 


7621 




Name 


OJ990715 09.9C01.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1478 


F.nd 


2374 




GI 


none 


Score 


126 




Exons 


1478.. 1531, 1517.. 1630, 1521 


..1637, 1523. .1642, 1527. .1637, 



23871 






1567. .1641, 2123. .2341, 2140. .2325, 2141. .2374 




Seq. No. 


23677 Seq. ID 


OJ990715_09.9C01. 


Cll 


Gene No . 


4yzzy ocrana 






Start 


00X4 hina 


/ OZ 1 




Name 


ujyyu/xo uy . youx . cxx . oz . gs Metnoa 


GEN SCAN 




Start 


tjnu 


/ bZ X 




GI 


none ocore 


. b4 




Exons 


C CI /I CT1 1 T / Q1 

3014.. 0 / XI/ /40l, , /DZl 






Seq. No. 


23678 Seq. ID 


OJ990715_09.9C01. 


C12 


bene wo . 


/ QOOfl C +■ v =i ri A 

^yzou otrana 


+ 




Start 


Z4oy Lna 


ZoZ b 




Name 


ujyyu/io u y . ycu x . uxz . ox . gs Metnoa 






Start 


z^oy Lna 


Z o Z b 




GI 


none Score 


. / / 




Exons 








Seq. No. 


23678 Seq. ID 


OJ990715_09.9C01. 


C12 


Gene No. 


49231 Strand 






btart 




Z bo b 




Name 


ujyyu/xo u y . yuux . lxz . ox . np Metnoa 


AAT/NAP 




Start 


zzyy hna 


O CO c 
Z DO 0 




GI 


Xb44ZJZ bcore 


0 1 




Exons 


zzyo . . z bo d 






GI Descrip. 


IDb/Ubb; N-WAor [bos taurusj 






Seq. No. 


23679 Seq. ID 


OJ990715_09.9C01. 


C13 


Gene No. 


4 9232 Strand 


+ 




Start 


803 End 


9262 




Name 


OJ990715 09.9C01.C13.ol.np Method 


AAT/NAP 




Start 


803 End 


9262 




GI 


2498778 Score 


486 




Exons 


803. .1183, 8279. .8416, 9118. .9262 






GI Descrip. 


PIR7A PROTEIN gi | 6297 99 | pir || S4708 6 pir7a protein - rice 




gi | 498744 | emb | CAA84025 | (Z34271) Pir7a 


[Oryza sativa] 




Seq. No. 


23679 Seq. ID 


OJ990715_09.9C01. 


C13 


bene no . 


49232 Strand 


+ 




Start 


803 End 


9262 




Name 


OJ990715 09. 9C01.C13.ol.tm Method 


TBLASTX: Maize 




Start 


809 End 


1156 




GI 


none Score 


165 




Exons 


809. .991, 823. .948, 1031. .1156, 1042.. 


1155 




Seq. No. 


23679 Seq. ID 


OJ990715_09. 9C01- 


C13 


Gene No . 


49232 Strand 


+ 




Start 


803 End 


9262 




Name 


OJ990715 09. 9C01.C13.ol.ts Method 


TBLASTX : Soybean 




Start 


818 End 


1147 




GI 


none Score 


179 




Exons 


818. .985, 829. .963, 1037. .1147 






Seq. No. 


23679 Seq. ID 


OJ990715_09.9C01. 


C13 


Gene No. 


49232 . Strand 






Start 


803 End 


9262 




Name 


OJ990715 09.9C01.C13.ol.tc Method 


TBLASTX: Cress 





23872 



Start 


830 


End 


1147 


GI 


none 


Score 


189 


Exons 


830. .991, 832. .963, 1031. .1147 




Seq. No. 


23679 


Seq. ID 


OJ990715_09.9C01.C13 


tjene mo . 


49232 


Strand 


+ 


Start 


803 


End 


9262 


Name 


OJ990715 09.9C01.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


856 


End 


1189 


GI 


none 


Score 


114 


Exons 


8S6..963, 857. .964, 1031. .1189, 1045.. 


1164 


Seq. No. 


O "3 C q n 


Seq. ID 


OJ990715_09.9C01.C14 


Gene No. 




Strand 


+ 






End 


5697 


Name 


ujyyu/io uy . ycui . c±4 . oz . gs 


Method 


GENSCAN 


Start 


ZOO 1 


End 


5697 


GI 


■ none 


Score 


.8 


Exons 


2881.. 2960, 3078.. 3188, 3226 


..3368, 3496. .3709, 4071. .4197, 




5620. .5697 






Seq. No. 


23680 


Seq. ID 


OJ990715_09.9C01.C14 


Gene No . 


49234 


Strand 


+ 


Start 


6408 


End 


12988 


Name 


OJ990715 09.9C01.C14.o3.gs 


Method 


GENSCAN 


Start 


6408 


End 


12276 


GI 


none 


Score 


.7 


Exons 


6408.. 6869, 9406.. 9472, 9920, 


..9954, 10377. .10514, 11983. .12; 


Seq. No. 


23680 


Seq. ID 


OJ990715_09.9C01.C14 


Gene No. 


49234 


Strand 


+ 


Start 


6408 


End 


12988 


Name 


OJ990715 09.9C01.C14.o2.np 


Method 


AAT/NAP 


Start 


6492 


End 


12267 


GI 


629800 


Score 


627 


Exons 


6492.. 6896, 10401 .. 10514 , 11983.. 12267 




GI Descrip. 


pir7b protein - rice gi | 498747 | emb | CAA84024 | (Z34270) Pir7b 




[Oryza sativa] 






Seq. No. 


23680 


Seq. ID 


OJ990715_09.9C01.C14 


Gene No. 


49234 


Strand 


+ 


OCaiL 


6408 


End'- 


12988 


Name 


OJ990715 09.9C01.C14.o3.np 


Method 


AAT/NAP 


Start 


11497 


End 


12988 


GI 


5852093 


Score 


62 


Exons 


11497. .11552, 12882. .12988 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


23680 


Seq. ID 


OJ990715_09.9C01.C14 


Gene No. 


49234 


Strand 


+ 


Start 


6408 


End 


12988 


Name 


OJ990715 09.9C01.C14.ol.gp 


Method 


AAT/GAP 


Start 


12469 


End 


12555 


GI 


5867 1.R1084 


Score 


123 


Exons 


12469.. 12555 






GI Descrip. 


'464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 



23873 




CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 


23680 






Seq. ID 


OJ990715 09 


.9C01 


.C14 


Gene No. 


49235 






Strand 


- 






Start 


28 






End 


2338 






Name 


OJ990715 09. 


■9C01.C14.ol 


.gs 


Method 


GENSCAN 






Start 


28 




End 


2338 






GI 


none 






Score 


.77 






Exons 


28. .233, 357. .631, 2327 


. .2338 










Seq. No. 


23680 






Seq. ID 


OJ990715_09 


. 9C01 


C14 


Gene No. 


- 49236 






Strand 








Start 


2787 






End 


5471 






Name 


OJ990715 09. 


9C01.C14.ol 


.np 


Method 


AAT/NAP 






Start 


2787 






End 


5471 






GI 


6539570 






Score 


94 






Exons 


2787. .2807, 


3550. .3602, 


5039. 


.5094, 5255.. 5471 






GI Descrip. i 


^(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


bo U 






Seq. ID 


OJ990715_09 


. 9C01. 


C14 


Gene No. 


4 9237 






Strand 








Start 


6483 






End 


6833 






Name 


OJ990715J39. 


9C01.C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


d4 o J 






End 


6833 






GI 


none 






Score 


160 






Exons 


6483. .6665, 


6506. .6550, 


6510. 


.6659, 6720.. 6833 






Seq. No. 


23680 






Seq. ID 


OJ990715_09 


9C01. 


C14 


Gene No. 


49237 






Strand 








Start 


6483 






End 


6833 






in aiue 


OJ990715 09. 


9C01.C14.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


6501 






End 


6833 






GI 


none 






Score 


157 






Exons 


6501. .6662, 


6506. .6646, 


6723. 


.6833, 6746. .6832 






Seq. No. 


23681 






Seq. ID 


OJ990715_09. 


9C01. 


C15 


Gene No. 


49238 






Strand 








Start 


2422 






End" 


474 6 






Name 


OJ990715 09. 


9C01.C15.ol. 


gp 


Method 


AAT/GAP 






Start 


2008 






End 


2191 






GI • 


2798039 






Score 


349 






Exons 


2008. .2191 














Seq. No. 


23681 






Seq. ID 


OJ990715_09. 


9C01. 


C15 


Gene No. 


49238 






Strand 








Start 


2422 






End 


4.74 6 






Name 


OJ990715 09. 


9C01.C15.ol. 


gs 


Method 


GENSCAN 






Start 


2422 






End 


4746 






GI 


none 






Score 


.73 






Exons 


2422. .4746 














Seq. No. 


23681 






Seq. ID 


OJ990715_09. 


9C01. 


C15 


Gene No. 


49238 






Strand 









23874 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2422 End 4746 

OJ990715_09. 9C01.C15.ol.np Method AAT/NAP 

2425 End 4743 

6729531 Score 3517 
2425. .4743 

(AL132977) anthranilate phosphoribosyltransf erase-like protein 
[Arabidopsis thaliana] 



23681 
49238 
2422 

OJ990715_09 . 9C01.C15.o2. gp 
2543 

13969_1.R1084 
2543. .3686 

'4539452/emb|CAB39932.1| 1.0e-154 (AL049500) putative 
phosphoribosylanthranilate transferase [Arabidopsis thaliana] ' 



Seq. ID OJ990715_09.9C01.C15 
Strand 

End 4746 

Method AAT/GAP 

End 368 6 

Score 2190 



Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


.9C01 


.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2230 








End 


3165 


GI 


none 








Score 


82 


Exons 


2230. .2331, 


2231 


. .2329, 


2249. 


.2335, 2395. .3165, 2417. .3163 


Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene .No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


. 9C01 


.CIS.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2414 








End 


3292 


GI 


none 








Score 


846 


Exons 


2414. .3292, 


2420 


. .2512, 


2422. 


.3291 




Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


.9C01 


.CIS.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2521 








End 


3185 


GI 


none 








Score 


577 


Exons 


2521. .3174, 


2522 


. .3175, 


2952. 


.3185 




Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


. 9C01 


.C15.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3169 








End 


3391 


GI 


none 








Score 


196 


Exons 


3169. .3390, 


3170 


. .3391, 


3176. 


.3391 




Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


. 9C01 


.C15.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3187 








-3 


i n a a 


GI 


none 








Score 


38 


Exons 


3187. .3216, 


3191 


. .3214, 


3209. 


.3430, 3220.. 3429, 3227.. 3430, 



23875 






3409. .3585, 


3409 


. .3600, 


3410. 


.3601, 3410. .3601, 3598. .3828, 




3599. .3829, 


365i 


. .3842, 


3662. 


.3844 




Seq. No. 


23681 








Qorr T H 

064 . 1U 


rjTQQmi ^ no Qpm r*i r 
uu^yu / 1 j u j . y\*v x • x d 




A QO'JQ 
4 O 3 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09 


9C01 


.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3194 








End 


3592 


GI 


none 








Score 


606 


Exons 


3194. .3592, 


3194 


. .3580, 


.319.6. 


.3591 




Seq. No. 


23681 








oeq . iu 


nTQQfl71 ^ HQ QPfll r*i R 












Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09. 


9C01 


,C15.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


3310 








End 


3478 


GI 


none 








Score 


158 


Exons 


3310. .3477, 


3311 


. .3478 








Seq. No. 


23681 








oeq . x u 




VaGIltr 1NU • 










Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09. 


9C01 


,C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3392 








End 


3942 


GI 


none 








Score 


818 


Exons 


3392. .3940, 


3394 


.3942, 


3394. 


.3942 




Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Q+- a r-+- 


0799 
0 / zz 








End 


9146 


Name 


OJ990715 09. 


9C01 


C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


3478 








End 


4288 


GI 


none 








Score 


279 


Exons 


3478. .3798, 


3485 


.3784, 


3814. 


.4002, 3814. .4212, 4037. .4180, 




4204. .4287, 


4205 


.4288 








Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 












Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09. 


9C01. 


C15.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


3845 








-End 


4206 


GI 


none 








Score 


299 


Exons 


3845. .4195, 


3853. 


.4194, 


3877. 


.4206 




Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Of 3 y-f 










End 


9146 


Name 


OJ990715 09. 


9C01. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3943 








End 


4647 ' 


GI 


none 








Score 


133 


Exons 


3943. .4029, 


3944 . 


.4027, 


4029. 


.4133, 4031. .4141, 4033. .4143, 




4033. .4143, 


4573. 


.4647, 


4574. 


.4639, 4576.-4647 


Seq. No. 


23681 








Seq. ID 


OJ990715_09.9C01.C15 


Gene No. 


49239 








Strand 




Start 


8722 








End 


9146 


Name 


OJ990715 09. 


9C01. 


C15.o3 


tm 


Method 


TBLASTX: Maize 



23876 




Start 


4144 








End 


4573 






GI 


none 








Score 


525 






Exons 


4144. .4392, 


4145 


. .4573, 


4145. 


.4573 








Seq. No. 


23681 








Seq. ID 


OJ990715 


_09.9C01 


.C15 


Gene No . 


a n o o ft 








Strand 








Start 


8722 








End 


9146 






Name 


OJ990715 09 


.9C01 


,C15.o5 


tc 


Method 


TBLASTX: 


Cress 




Start 


4210 








End 


4405 






GI 


none 








Score 


63 






Exons 


4210. .4281, 


4213 


. .4281, 


4214. 


.4282, 4301.. 4405, 


4309. .4395 


Seq. No. 


23681 








Seq. ID 


OJ990715 


_09.9C01 


.C15 


Gene No . 


a n o o ft 








Strand 








Start 


8722 








End 


9146 






Name 


OJ990715 09 


.9C01 


.C15.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4315 








End 


4608 






GI 


none 








Score 


92 






Exons 


4315. .4416, 


4315 


. .4392, 


4319. 


.4606, 4444.. 4608 






Seq. No. 


23681 








Seq. ID 


OJ990715 


_09.9C01 


.C15 


Gene No. 


49239 








Strand 








Start 


o7 22 








End 


9146 






Name 


OJ990715 09 


. 9Cbr.C15.o4. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4406 








End 


4726 






GI 


none 








Score 


259 






Exons 


4406. .4639, 


4444 


. .4686, 


4460. 


.4645, 4617.. 4703, 


4678. .4725, 




4688. .4726 
















Seq. No. 


23681 








Seq. ID 


OJ990715 


_09.9C01 


.C15 


Gene No. 


A ft O "0 ft 

4 92 39 








Strand 








Start 


8722 








End 


9146 






Name 


OJ990715 09 


.9C01 


.C15.o3. 


gs 


Method 


GENSCAN 






Start 


8722 








End 


9146 






GI 


none 








Score 


.99 






Exons 


8722. .9146 
















Seq. No. 


23682 








Seq. ID 


OJ990715 


_09.9C01 


.C16 


Gene No . 


49240 








Strand 


+ 






Start 


629 








End 


1600 






Name 


OJ990715 09 


.9C01 


.C16.ol. 


gs 


Method 


GENSCAN 






Start 


629 








End 


1600 






GI 


none 








Score 


.9 






Exons 


629. .631, 1436. .1600 












Seq. No. 


23682 








Seq. ID 


OJ990715 


_09. 9C01 


.C16 


Gene No . 


49241 








Strand 


+ 






Start 


4561 








End 


6613 






Name 


OJ990715 09 


.9C01 


.C16.o2. 


gs 


Method 


GENSCAN 






Start 


4561 








End 


5281 






GI 


none 








Score 


.91 






Exons 


4561. .4851, 


4875 


.5168, 


5186. 


.5281 








Seq. No. 


23682 








Seq. ID 


OJ990715_ 


_09. 9C01 


.C16 


Gene No, 


40-941 








Strand 








Start 


4561 








End 


6613 






Name 


OJ990715 09 


9C01 


C16.ol. 


np 


Method 


AAT/NAP 







23877 



Start 


4627 




End 


6613 




GI 


3426060 




Score 


140 




Exons 


4627. .5248, 65.91. .6613 








GI Descrip. 


(AJ007586) src2-like protein [Arabidopsis thaliana] 




Seq. No. 


23682 




Seq. ID 


OJ990715 09.9C01 


.C16 


Gene No. 


49242 




Strand 


+ 




Dial L 


13409 




End 


24892 




Name 


OJ990715 09.9C01.C16 


. o2 . np 


Method 


AAT/NAP 




Start 


13375 


End 


24892 




GI 


4263522 




Score 


1086 




Exons 


13375. .13415, 23050. 


.23214, 


23530. .24892 




GI Descrip. 


(AC004044) hypothetical protein J Arabidopsis thaliana] 




Seq. No. 


23682 




Seq. ID 


OJ990715 09.9C01 


.C16 


Gene No . 


49242 




Strand 


+ 




Start 


13409 




End 


24892 




Name 


OJ990715 09 . 9C01 .CI 6 


. o4 .gs 


Method 


GENSCAN 




Start 


134 09 




End 


14642 




GI 


none , 




Score 


.63 




Exons 


13409 .. 13618 , 14592. 


. 14 642 








Seq. No. 


23682 




Seq. ID 


OJ990715_09.9C01 


.C16 


Gene No. 


49242 




Strand 


+ 




Start 


13409 




End 


24892 




Name 


OJ990715 09 . 9C01 .CI 6 


ol.gp 


Method 


AAT/GAP 




Start 


14938 




End 


22346 




GI 


none 




Score 


1291 




Exons 


14938 .. 15112, 16039. 


16362, 


22117. .22346 




Seq. No. 


23682 




Seq. ID 


OJ990715_09. 9C01 


.C16 


Gene No. 


4 9243 




Strand 






btart 


17273 




End 


20336 




Name 


OJ990715 09.9C01.C16 


o5 . gs 


Method 


GENSCAN 




Start 


17273 




End 


20336 




GI 


none 




Score 


.6 




Exons 


17273 .. 17995, 18550. 


18668, 


18703. . 19344, 19920 .. 20108 , 






20279. .20336 










Seq. No. 


23682 




Seq. ID 


OJ990715_09.'9C01 


.C16 


Gene No. 


49244 




Strand 






Start 


25042 




End 


25125 




Name 


OJ990715 09.9C01.C16 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


18728 




End 


19457 




GI 


none 




Score 


148 




Exons 


18728. .18868, 18920.. 


19456, 


18920. .19456, 19170. .19457 




Seq. No. 


23682 




Seq. ID 


OJ990715_09.9C01 


.C16 


bene no . 


49244 




Strand 






Start 


25042 




End 


"25125 




Name 


OJ990715 09.9C01.C16. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18863 




End 


19405 




GI 


none 




Score 


46 




Exons 


18863. .19099, 18891.. 


18986, 


19100. .19405, 19107.. 19322 




Seq. No. 


23682 




Seq. ID 


OJ990715_09.9C01 


.C16 


Gene No. 


49244 




Strand 







23878 




Start 


25042 






End 


25125 




Name 


OJ9907 


15_09.9C01.C16 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18923 






End 


19285 




GI 


none 






Score 


122 




Exons 


18923. 


.19285, 19017. 


.19274 








Seq. No. 


23682 






Seq. ID 


OJ990715_09.9C01 


.C16 


Gene No. 


49244 






Strand 






Start 


25042 






End 


25125 




Name 


uj yyu / 


io_uy . yuui .lid 


. oi . tm 


Method 


TBLASTX: Maize 




Start 


23066 






End 


24634 




GI 


none 






Score 


142 




Exons 


23066. 


.23323, 23258. 


.23353, 


23360. .24052, 23426 .. 23647 , 






23429. 


.23749, 23747. 


.24115, 


23762. .24634, 23897 .. 24079, 






23969. 


.24139, 24070. 


.24609 








Seq. No. 


23682 






Seq. ID 


OJ990715JJ9.9C01 


.C16 


Gene No. 


49244 






Strand 






Start 


25042 






End * 


25125 




Name 




13 uy.ycui.LiD 




Method 


TBLASTX : Cress 




Start 


23066 






End 


24280 




GI 


none 






Score 


96 




Exons 


23066. 


.23245, 23075. 


.23305, 


23258. .23641, 2342 9 .. 23659, 






23437. 


.23637, 23666. 


.24055, 


23666. .24052, 23780 .. 24052 , 






23936. 


.24139, 23936. 


.24076, 


24053. .24175, 24176. .24280 




Seq. No. 


23682 






Seq. ID 


OJ990715_09.9C01 


.C16 


Gene No. 


49244 






Strand 






Of -> vf 

o tar t 


25042 






End 


25125 




Name 


OJ990715 09.9C01.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


23069 






End 


24196 




GI 


none 






Score 


100 




Exons 


23069. 


.23284, 23432. 


.23710, 


23666. .238 


36, 23726. .24196, 






24028. 


.24195 










Seq. No. 


23682 




• 


Seq. ID 


OJ990715_09. 9C01 


.C16 


Gene No. 


49244 






Strand 






otart 


25042 






End 


25125 




Name 


OJ990715 09.9C01.C16 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


23348 






End 


24055 




GI 


none 






Score 


288 




Exons 


23348. 


.23707, 23349. 


.23387, 


23396. .23608, 234 37 .. 23706, 






23756. 


.24055 










Seq. No. 


23682 






Seq. ID 


OJ990715_09. 9C01 


.C16 


Gene No . 


49244 






Strand 






Start 


25042 






End 


25125 




Name 


OJ990715 09.9C01.C16 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


24059 






End 


24595 




GI 


none 






Score 


427 




Exons 


24059. 


.24595, 24067. 


.24576 








Seq. No. 


23682 






Seq. ID 


OJ990715__09.9C01 


.C16 


Gene No. 


49244 






Strand 






Start 


25042 






End 


25125 




Name 


OJ990715 09.9C01.C16 


ol.tc 


Method 


TBLASTX: Cress 




Start 


24367 






End 


24902 





23879 




GI 


none 


Score 


553 




Exons 


24367. .24894, 24368 .. 24895, 


24726. .24902, 24749. .24895 




Seq. No. 


23682 




O.TQQ071 ^ HQ QPHI 


.C16 


bene ino ■ 


A QO A A 


C+- v- 3n H 

jLI dilO. 






Start 


25042 




Z 3 1 Z D 




Name 


OJ990715 09.9C01.C16.o3.ts 


Mq 4" V - * s~\ s~A 
L v itr LllOQ 


fpDT ZiQTV • C^wKonn 

I oJjMO 1 A . oOyDcan 




Start 


24602 




o/tpqc 

Z fi O _?3 




GI 


none 


Score 


O fi O 




Exons 


24602. .24895, 24688. .24894 








Seq. No. 


23682 


Qorr T H 

oeq . j. u 




.C16 


bene no. 


A Q O A A 


o urana 






Start 


25042 




ZOIZD 




Name 


OJ990715 09.9C01.C16.o2.tm 


WT ^ ^ V» /^s 


i d.lj/\o i a : Max ze 




Start 


24635 


CjUQ 


o / on 7 




GI 


none 


Score 


*31 1 
jl / 




Exons 


24635. .24907, 24688. .24897 








Seq. No. 


23682 


Seq. ID 


OJ990715_09.9C01 


.C16 


Gene No. 


49244 


Strand 






Start 


25042 


End 


25125 




Name 


OJ990715 09.9C01.C16.o2.gp 


Method 


AAT/GAP 




Start 


25042 


End 


25125 




GI 


5867 1.R1084 


Score 


121 




Exons 


25042.. 25125 








GI Descrip. 


M64986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


23683 










Seq. ID 


OJ990715_ 


_09. 


9C01 


.C17 


Gene No. 


49245 










Strand 


+ 








Start 


4030 










End 


4423 








Name 


OJ990715 09, 


. 9C01 


.C17 


.ol. 


gp 


Method 


AAT/GAP 








Start 


4030 










End 


4423 








GI 


none 










Score 


742 








Exons 


4030. .4423 




















Seg. No. 


23683 










Seq. ID 


OJ990715_ 


_09. 


9C01 


.C17 


Gene No. 


49246 










Strand 










Start 


1129 










End 


2670 








Name 


OJ990715 09. 


, 9C01 


.C17, 


.ol. 


gs 


Method 


GENSCAN 








Start 


1129 








End 


2670 








GI 


none 










Score 


.85 








Exons 


1129. .2670 




















Seq. No. 


23684 










Seq. ID 


OJ990715_ 


_09. 


9C01 


.C18 


Gene No. 


49247 










Strand 


+ 








Start 


1 










End 


839 








Name 


OJ990715 09. 


9C01 


.C18. 


.ol. 


np 


Method^ 


AAT/NAP 








Start 


1 










End 


o o n 

U J J 








GI 


6815099 










Score 


82 








Exons 


1..61, 732.. 


839 



















23880 



GI Descrip.. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 23684 

Gene No. 49248 

Start 1782 

Name OJ990715_09 . 9C01 .C18 . o2 . np 

Start 1782 

GI 4582435 

Exons 1782.. 2663 

GI Descrip. (AC007196) putative selenium-binding protein [Arabidopsis 
thaliana] 



Seq. ID OJ990715_09.9C01.C18 

Strand + 

End 4453 

Method AAT/NAP 

End 2663 

Score 599 



Seq. No. 23684 

Gene No. 49248 

Start 1782 

Name OJ990715_09 . 9C01 .C18 . ol . gs 

Start 1916 

GI none 

Exons 1916.. 2099, 4263.. 4453 



Seq. ID OJ990715_09.9C01.C18 

Strand + 

End 4453 

Method GENSCAN 

End 4453 

Score .55 



Seq. ID OJ990715_09.9C01,C1 V 8 
Strand - . . ~. ' •' * 



Seq. No. 23684 

Gene No. 4 924 9 

Start 281 

Name OJ990715_09 . 9C01 . C18 . ol . gp 

Start 281 

GI 69953_1.R1084 

Exons 281.. 360 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome' 6, clone : P0681F10, complete sequence' 



End 
Method 
End 
Score 



360 
AAT/GAP 
360 
103 



Seq. No. 


23684 








Seq. ID 


OJ990715_09.9C01.C18 


Gene No. 


49250 








Strand 




Start 


1768 








End 


2449 


Name 


OJ990715 09 


. 9C01, 


.C18.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


1768 








End 


2449 


GI 


none 








Score 


108 


Exons 


1768. .1935, 


1774, 


. .1938, 


1780. 


.1938, 1786. .1908, 1858. .1935, 




1942. .2442, 


1943, 


. .2449, 


1946. 


.2011 




Seq. No. 


23684 








Seq. ID 


OJ990715_09.9C01.-C18 


Gene No. 


49250 








Strand 




Start 


1768 








End 


2449 


Name 


OJ990715 09 


. 9C01, 


,C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start - 


1780 








End 


2068 


GI 


none 








Score 


124 


Exons 


1780. .1932, 


1940. 


, .2068, 


1942. 


.2067 




Seq. No. . 


23684 








Seq. ID 


OJ990715_09.9C01.C18 


Gene No. 


49250 








Strand 




Start 


1768 








End 


2449 


Name 


OJ990715 09 


.9C01. 


C18.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1795 








End 


2446 


GI 


none 








Score 


38 


Exons 


1795. .1827, 


1876. 


.1938, 


1940. 


.2446, 1942.. 2442 


Seq. No. 


23684 








Seq. ID 


OJ990715_09.9C01.C18 


Gene No. 


49250. 








Strand 





23881 




Start 


1768 






End 


2449 




Name 


OJ990715 09.9C01 


.C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1930 






End 


2449 




GI 


none 






Score 


407 




Exons 


1930.. 2448, 1931 


. .2449 










Seq. No. . 


23684 






Seq. ID 


OJ990715_09.9C01 


.C18 


OCllC Vi\J * 


H J *J J. 






C4- y- anH 
OL.I OIILI 






Start 


2486 






End 


2678 




Name 


OJ990715 09.9C01 


.C18.02 


. tm 


Method 


TBLASTX : Maize 




Start 


2486 






"End 


2678 




GI 


none 






Score 


216 




Exons 


2486.. 2668, 2496 


. .2675, 


2502. 


.2678 






Seq. No. 


23684 






Seq. ID 


OJ990715_09.9C01 


.C18 


Cono NT c\ 








C +- ranH 
oLX dllu. 






Start 


2486 






End 


2678 




Name 


OJ990715 09.9C01 


.C18.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2502 






End 


2666 




GI 


none 






Score 


233 




Exons 


2502.. 26.66, 2504 


. .2665 










'Seq. No: ■ 


23684 ,V- fc -V 






Seq'. ID 


- • - ■ 

'OJ990715_09.9C01 


.C18 


kjene ino . 


ft 3Zj J. 






Strand 






Start 


2486 






End 


2678 




Name 


OJ990715 09.9C01 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2514 






End 


2666 




GI 


none 






Score 


214 




Exons 


2514.. 2666, 2522 


. .2665, 


2526. 


.2666 






Seq. No. 


23685 






Seq. ID 


OJ990715_09.9C01 


.C23 


Gene No. 


49252 






Strand 






9t Art- 


1 






End 


7679 




Name 


OJ990715 09.9C01 


.C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


1103 




GI 


5902444 






Score 


340 




Exons 


1..30, 305. .1103 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


23685 






Seq. ID 


Og|90715_09.9C01 


.C23 


Gene No. 


49252 






Strand 






Start 


1 






End 


7679 




Name 


OJ990715 09.9C01. 


,C23.ol 


.gs 


Method 


GENSCAN 




Start 


326 






End 


7679 




GI 


none 






Score 


.6 




Exons 


326. .567, 673. .753, 941, 


. .1042 


, 2082. .2165, 2263.'. 2430, 






2517.. 2693, 4239. 


. .4251, 


4888. 


.5065, 5136. .5369, 6108. .6300, 




7088. .7229, 7624. 


. .7679 










Seq. No. 


23685 






Seq. ID 


OJ990715_09.9C01 


.C23 


Gene No. 


49252 






Strand 






Start 


1 






End 


7679 




Name 


OJ990715 09.9C01. 


.C23.ol. 


• gp 


Method 


AAT/GAP 




Start 


1830 






End 


2698 




GI 


52090 1.R1084 






Score 


i 23 9 




Exons 


1830.. 2165, 2263. 


.2430, 


2517. 


.2698 







GI Descrip. ■ 5031981/ref | NP_005796 . 1 | pPOHl | 3.0e-60 26S 



23882 



proteasome-associated padl homolog >gi_1923256 (U86782) 26S 
proteasome-associated padl homolog [Homo sapiens] 1 



Seq. No. 23685 
Gene No. 4 9252 

Start 1 

Name OJ9907 15_09 . 9C01 . C23 . o2 . np 

Start 1977 
GI • 6630689 

Exons 1977.. 2165, 2263.. 2430, 2517. 

5136. .5262 

GI Descrip. (AP000969) ESTs D39011 (R0609) 
region of the predicted gene. 
non-ATPase subunit. (Y13071) 



Seq. ID OJ990715_09.9C01.C23 
Strand 

End 7 67 9 

Method AAT/NAP 

End 5262 

Score 1422 
.2693, 4170. .4251, 4888. .5065, 

, AU032023 (R3215) correspond to 
; Similar to 26S proteasome, 
[Oryza sativa] 



Seq. No. 23685 Seq. ID OJ990715_09.9C01.C23 

Gene No. 4 9252 Strand 

Start 1 End 7679 

Name OJ990715_09-9C01.C23.o2.gp . Method AAT/GAP 

Start 4838 End . 5363 

GI 16148_2.R1084 Score 763 

Exons 4838. .5065, .5136. .5363 - • 

GI Descrip. ' 2505940/emb j CAA735'14 | 4.'0e-41 (Y13071) 26S proteasome,, 
non-ATPase subunit [Mus musculus] 1 



Seq. No. 23685 ^ Seq. ID 

Gene No. 4 9253 ' Strand 

Start 9858 End 

Name OJ9907 15_0 9 . 9C01 . C23 . ol . tm Method 

Start 1922- End 

GI none Score 
Exons 



OJ990715_09.9C01.C23 
9947 

TBLASTX: Maize 

4261 

144 



1922. .1951, 1956. .2090, 1956. .2171, 2020. .2166, 2248. .2328, 

2261. .2434, 2262. .2435, 2263. .2439, 2516. .2695, 2517. .2696, 

2517. .2696, 2518. .2697, 4170. .4250, 4170. .4253, 4171. .4254, 
4175. .4261 



Seq. No. 23685 

Gene No. 49253 

Start 9858 

Name . OJ990115_09.9C01.C23io2.tc' - 

Start . 1954 

GI none 

Exons 1954.. 2100, 1968.. 2084, 1974, 



Seq. ID 

Strand 

End 

'Method 

End' 

Score 



OJ990715_09.9C01.C23 
9947 

TBLASTX: Cress 

2126" 

99 



.2126, 2023.. 2100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23685 
49253 
9858 

OJ990715_09. 9C01.C23.ol.ts 

1961 

none 

1961.. 2086, 1972.. 2166, 1974, 
2248.-2328, 2261. .2419, 2262. 
2267. .2434, 2377. .2433, 2516. 
2518. .2697, 4170. .4223, 4171. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 09.9C01.C23 



9947 

TBLASTX: Soybean 
4224 
99 

2090, 1974.. 2171, 2023.. 2169, 
2420, 2262. .2420, 2263. .2433, 
2695, 2517. .2696, 2517. .2696, 

4224 



Seq. No. 
Gene No. 



23685. 
49253 



Seq. ID 
Strand 



OJ990715 09.9C01.C23 



23883 




Start 


9858 








End 


9947 




Name 


OJ990715 09 


9C01 


.C23.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Olol L 


9910 








End 


5271 




GI 


none 








Score 


151 




Exons 


2270. .2434, 


2270 


. .2434, 


2272. 


.2442, 2509. .2694, 


2517. .2696, 




2517. .2696, 


2518 


. .2697, 


.4169. 


.4252, 4170.. 4253, 


4170. .4253, 




4171. .4254, 


4883 


. .4936, 


4887. 


.5057, 4888.-4983, 


4902. .5066, 




4955.. 5086, 


5134 


. .5268, 


5135. 


.5269, 5197.. 5271, 


5223. .5270 


Seq. No. 


23685 








Seq. ID 


OJ990715 


__09.9C01.C23 


Gene No. 


49253 








Strand 






Of- a -rt 


Zs O *J O 








End 


9947 




Name 


OJ990715 09. 


9C01 


.C23.o2 


.tm 


Method 


TBLASTX : 


Maize 


Start 


4883 








End 


5270 




GI 


none 








Score 


61 




Exons 


4883. .4936, 


4887 


. .5057, 


4888. 


.4983, 4902. .5066, 


5134. .5265, 




5135. .5266, 


5220 


. .5270 










Seq. No. 


23685 








Seq. ID 


OJ990715 


_09.9C01.C23 


Gene No. 


49253 . 








Strand 






O Lai L 


JO JO 








End 


9947 




Name. 


OJ990715 09. 


9C01 


.C23.ol 


. tc 


Method 


TBLASTX: 


Cress . 


Start 


4887 . 






■ 


ilnd 


5262' 




GI 


none 








Score 


136 




Exons 


4887. .5057, 


4888 


. .4983, 


4902. 


.5012, 5134. .5229, 


5135. .5230, 




* 5227. .5262 














Seq. No. 


23685 








Seq. ID 


OJ990715 


_09.9C01.C23 


Gene No. 


49253 








Strand 






C -1- yf- 

O Lai U 


"OJO 








End 


9947 




Name 


OJ990715 09. 


9C01 


.C23.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4887 








End . 


5265 




GI 


none 








Score 


134 




Exons 


4887. .5057, 


4888 


. .4983, 


4902. 


.5018, 5102. .5224, 


5134. .5184, 




5227. .5265 














Seq. No. 


23685 








Seq. ID 


OJ990715 


_09.9C01.C23 




49253 








Strand 






-Start 


9858 








End 


9947 




Name 


OJ990715'-.6$..'9C01 


.C23lo2 


. gs ■ : 


' Method 


JGENSGAN - • 




Start 


9858 ' * 








End 


'9947 




GI 


none 








Score 


.65 * 




Exons 


9858. .9947 














Seq. No. 


23686 








Seq. ID 


OJ990715 


_09.9C01.C24 


Gene No. 


49254 








Strand 


+ 




Start 


1069 








End 


3089 




Name 


OJ990715 09. 


9C01 


.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1069 








End 


3089 




GI 


6056403 








Score 


112 




Exons 


1069. .1092, 


2310 


. .2382, 


2475. 


.2571, 3071.. 3089 




GI Descrip. 


(AC009525) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


23687 








Seq. ID 


OJ990915 


_07.9C03.C1 


Gene No. 


49255 








Strand 


-j- 




Start 


174 








End 


311 




Name 


OJ990915 07. 


9C03 


Cl.ol.gs 


Method 


GENSCAN 





23884 




Start 


174 




End 


311 




GI 


none 




Score 


.78 




Exons 


174. .311 










Seq. No. 


23688 




Seq. ID 


OJ990915_07.9C03 


.C2 


Gene No. 


49256 




Strand 






Start 


1 




End 


556 




Name 


HTQQHQ1 ^ m QPH*5 CO 

ujyyuyij u/ . yLuj.tz 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


556 




GI 


3810596 




Score 


260 




Exons 


1. .556 










GI Descrip. 


(AC005398) putative 


retroelement pol polyprotein [Arabidop 




thaliana] 










Seq. No. 


23688 




Seq. ID 


OJ990915 07.9C03 


.C2 




A QO R £ 




Strand 


- 




Start 


1 




End 


556 




Name 


OJ990915 07.9C03.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


511 




GI 


none 




Score 


0 / 




Exons 


2. .157, 3. .137, 188 


. .511, 


231. .509 






Seq. No. 


23688* * ' 




Seq. iD 


OJ990915_07.9C03 


.C2 


bene ino . 






Strand 


- 




Start 


1 




End 


556 




Name 


OJ990915 07.9C03.C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


5 




End 


151 




GI 


none 




Score 


109 




Exons 


5. .151, 9. .146 










Seq. No. 


23688 




Seq. ID 


OJ990915_07.9C03 


.C2 


bene jno . 






Strand 


- 




Start 


1 




End 


556 




Name 


OJ990915 07.9C03.C2 


.ol.gs 


Method 


GENSCAN 




Start 


98 




End 


544 




GI 


none 




Score 


. 57 




Exons 


98. .544 










Seq. No. 


23688 




Seq. ID 


OJ990915_07.9C03 


.C2 


bene ino . . 


A Q9 R a " 




■ Strand 






Start 


1 




End 


556 




Name 


OJ990915 07.9C03.C2 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


185 




End 


499 




GI 


none 




Score 


134 




Exons 


185. .499, 219. .491 










Seq. No. 


23689 




Seq. ID 


OJ990915_07.9C03 


.C3 


bene lno . 


A Q 0 R 7 

4 y z d / 




Strand 


+ 




Start 


766 




End 


1125 




Name 


OJ990915 07.9C03.C3 


ol . gs 


Method 


GENSCAN 




Start 


766 




End 


1125 




GI 


none 




Score 


.93 




Exons 


766. .851, 965. .1125 










Seq. No. 


23689 




Seq. ID 


OJ990915_07.9C03 




Gene No. 


49258 




Strand 






Start 


1465 




End 


9378 





23885 



Name 

Start 

GI 

Exons 



OJ990915_07. 9C03.C3.o2.gs Method GENSCAN 

1465 End 9378 

none Score -55 

1465. .1882, 2607. .2754, 3869. .4005, 6001. .6089, 6637. .6751, 
7505.. 7795, 9323.. 9378 



Seq. No. 23690 Seq. ID 

Gene No. 49259 Strand 

Start * 174 End 

Name . OJ990915_07 . 9C03.C4 .ol .gp Method 

Start 174 End 

GI none Score 

Exons 174.. 640 



OJ990915_07.9C03.C4 

6492 
AAT/GAP 
•64 0 
784 



Seq. No. 23690 

Gene No. 49259 

Start 174 

Name OJ990915_07 . 9C03 . C4 . ol . gs 

Start 371 

GI none 

Exons 371.. 779, 885.. 1000, 3188, 
5355. .5425, 5930. .6025 



Seq. ID OJ990915_07. 9C03.C4 



Strand 
End 

Method 
End 
Score 
,3252, 4238. 



6492 
GENSCAN 
6025 
.58 

.4294, 4696. 



.4765, 



Seq. No. '23690 Seq. ID OJ990915_07 . 9C03 . C4 

Gene No. 49259 Strand 

Start 174 End 64 92 

Name OJ990915_07 . 9C03 . C4 . o2 . gp Method AAT/GAP 

Start 1247 End 1342 

GI uC-osflcyp022c06b2 Score 142 

Exons 1247.. 1342 

GI Descrip. ' 5042437/gb | AC007789 . 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■■■ 

GI Des'crip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23690 Seq. ID 

49259 Strand 

174 End 

OJ990915_07 .9C03.C4.o3.gp Method 

4404 End 

21540 1.R1084 Score 



OJ990915_07.9C03.C4 

6492 
AAT/GAP 
6052 
1169 



44Q4.. 4-765, 4850 .. 4941, ■ 5355 542-5, 5930.. 6052 

'-4835237/emb | CAB42915.il 2.0e-34 (AL049862) putative clathrin 

coat assembly protein [Arabidopsis thaliana] 1 



23690 
49259 
174 

OJ990915JD7 . 9C03 . C4 . ol . tm 

4670 

none 

4670.. 4768, 4695. 
5310.. 5426, 5352. 
5932. .6027 



,4766, 4697. 
,5435, 5353. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4768, 
.5427, 



OJ990915 07.9C03.C4 



6492 

TBLASTX: Maize 
6027 
65 

4846. .4944, 4849. 
5931.. 6026, 5931. 



4944, 
6026, 



Seq. No. 23690 Seq. ID 

Gene No. 49259 Strand 

Start 174 End 

Name OJ990915_07 . 9C03 . C4 . ol . np Method 



OJ990915_07.9C03.C4 

6492 
AAT/NAP 



23886 



Start 4849 End 6492 

GI 4835237 Score 285 

Exons 4849. .4941, 5355. .5425, 5930., 6026, 6395. .6492 

GI Descrip. (AL049862) putative clathrin coat assembly protein [Arabidopsis 
thaliana] 



Seq. No. 


23691 




Seq. ID 


OJ990915 


Gene No. 


49260 




Strand 


+ 


Start 


564 




End 


1887 


Name ' 


OJ990915 07.9C03 


.C5.ol.gs 


Method 


GENSCAN 


J LQI L. 


564 




End 


1887 


GI 


none 




Score 


.55 


Exons 


564. .688, 1771.. 


1887 






Seq. No. 


23691 




Seq. ID 


OJ990915 


Gene No. 


49261 




Strand 


+ 


Start 


5771 




End 


7481 


Name 


OJ990915 07.9C03 


.C5.ol.np 


Method 


AAT/NAP 


OUdlt 


5765 




End 


6757 


GI 


2505879 




Score 


289 


Exons 


5765.-6463, 6545 


..6757 






GI Descrip. 


'(Y12776) hypothetical protein 


[Arabidopsis thai 


Seq.' No. 


23691 




Seq. ID 


OJ990915_ 


Gene No. 


49261 




Strand 


+ 


Start 


5771 




End 


7481 


Name 


OJ990915 07.9C03 


.C5.o2.gs 


Method 


GENSCAN 


Start 


5771 




End 


6772 


GI 


none 




Score 


.83 


Exons 


5771.. 6418, 6521 


. . 6772 






Seq. No. 


23691 




Seq. ID 


OJ990915_ 


Gene No. 


49261 




Strand 


+ 


Start 


5771 




End 


7481 


Name 


OJ990915 07.9C03 


.C5.ol.gp 


Method 


AAT/GAP 


Start 


5863 




End 


6015 


GI 


none 




Score 


279 


Exons 


5863. .6015 








Seq. No. 


23691 




Seq. 1 ID- 


O'J990915_ 


Gene No: 


49261 




Strand 


+ 


Start 


5771 




End 


7481 


Name 


OJ990915 07.9C03 


.C5.o2.np 


Method 


AAT/NAP 


Start 


6173 




End 


7481 


GI 


5777617 




Score 


103 


Exons 


6173.. 6238, 7357 


. .7481 







GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 23691 Seq. ID 

Gene No. 49262 Strand 

Start 6629 End 

Name OJ990915_07 . 9C03 . C5 . o2 . gp Method 

Start 6629 End 

GI none Score 

Exons 6629, = 7100 



OJ990915_07. 9C03.C5 

7100 
AAT/GAP 
7100 
888 



Seq. No. 



23691 



Seq. ID OJ990915 07.9C03.C5 



23887 



Gene No. 


49263 


Strand 




btart 


"7 O O R 


End 


10501 


Name 


OJ990915 07.9C03.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5821 


End 


6364 


GI 


none 


Score 


110 


Exons 


5821.. 5925, 5822.. 5950, 6032 


..6163, 6040.. 6135, 6164.. 6217, 




6239. .6364 






Seq. No. 


23691 


Seq. ID 


OJ990915_07.9C03.C5 


Gene No. 




Strand 




Start 


7225 


End 


10501 


Name 


OJ990915 07.9C03.C5.o3.gs 


Method 


GENSCAN 


Start 


7225 


End 


10501 


GI 


none 


Score 


.58 


Exons 


7225.. 7373, 7720.. 7899, 8122 


..8434, 8450. .8590, 10337. .10501 


Seq. No. 


23692 


Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49264 


Strand 


+ 


jldl L 


500 ;; - • 


End 


2817 


Name 


OJ990915 07.9C03.C7.ol.np 


Method 


AAT/NAP 


Start 


500 


End 


2817 . 


GI 


4678934 


Score. 


308 


Exons 


500. /589, 643. .778, 1986.. 2044, 2337.. 


2381, 2698.. 2817 


GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] ' 


Seq. No. 


23692 


Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49264 


Strand 


+ 


Start 


500 


End 


2817 


Name 


OJ990915 07.9C03.C7.ol.gp 


Method 


AAT/GAP 


otdit 


661 


End 


2782 


GI 


11619 1.R1084 


Score 


730 


Exons 


661. .778, 1444. .1494, 1986.. 


2044, 2337 


..2381, 2516.. 2590, 




2698. .2782 






GI Descrip. 


, 4678934/emb|CAB41325.1| 2.0e-21 (AL049711) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


23692 


Seq. ID 


OJ990915_07.9C03.C7 


t^ene no . 


49264 


Strand 


+ 


Start 


500 


End 


2817 


Name 


OJ990915 07.9C03.C7.ol.gs 


Method 


GENSCAN 


Start 


670 


End 


2814 ' 


GI 


none 


Score 


.91 


Exons 


670. .778, 1444. .1494, 1986.. 


2044, 2516 


..2590, 2698. .2814 


Seq. No. 


23692 


Seq. ID 


OJ990915_07. 9C03.C7 


Gene No . 


49265 


Strand 


+ 


Start 


8137 


End 


8821 


Name 


OJ990915 07.9C03.C7.o3.gs 


Method 


GENSCAN 


Start 


8137 


End 


8821 


GI 


none 


Score 


.47 


Exons 


8137. .8230, 8643. .8821 






Seq. No. 


23692 


Seq. ID 


OJ990915_07 . 9C03.C7 


Gene No. 


49266 


Strand 




Start 


3119 


End 


374 4 


Name 


OJ990915 07.9C03.C7.o2.gp 


Method 


AAT/'GAP 


Start 


3119 


. End 


3744 



23888 



GI 8022_1.R1084 Score 1135 

Exons 3119. .3744 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 


23692 




Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49267 




Strand 




Start 


3767 




End 


7086 


Name 


OJ990915 07 


.9C03.C7.o2.gs 


Method 


GENSCAN 


Start* 


3767 " 




End 


7086 




none 




Score 


.45 


Exons 


3767. .4471, 


4519.. 4917, 5107 


..5193, 6590. .6699, 7014. .7086 


Seq. No. 


23692 




Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49267 




Strand 




Start 


3767 




End 


7086 


Name 


OJ990915 07 


. 9C03.C7.o2.np 


Method 


AAT/NAP 


Start 


3863 




End 


4923 


GI 


3641838 




Score 


977 


Exons 


3863. .4489, 


4555. .4923 






GI Descrip. 


(AL023094) 


putative protein 


(fragment) 


[Arabidopsis thaliana] 


Seq. No. • ' 


23692 




Seq. ID. 


OJ990915_07.9C03.C7' 


Gene No. 


49267 




Strand 




Start 


3767 




End 


7086 


Name 


OJ990915 07 


. 9C03.C7.o3.gp 


Method 


AAT/GAP 


Start 


6049 




End 


6147 


GI 


LIB3477-003 


-P1-K1-E9 


Score 


135 


Exons 


6049. .6147 









GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons : - 



23692 
4 9268 
7014 

OJ990915_07 . 9C03 . C7 . o2 . tc 
46 

none 



Seq. ID OJ990915_07. 9C03.C7 
Strand 

End 7221 

Method TBLASTX: Cress 

End 2044 

Score 72 . 



46.. 99, 493.. 546, 493.. 612, 497.. 583, 663.^758, 669.. 779, 
"670. .780/ r 1442. .1501, 1976.. 2044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23692 
49268 
7014 

OJ990915_07 . 9C03 . C7 . o4 . tm 

521 

none 



Seq. ID OJ990915_07 . 9C03.C7 

Strand . 

End' 7221 

Method TBLASTX : Mai ze 

End 1493 

Score 109 



521. .586, 521. .586, 523. .612, 663. .776, 667. .774, 669. .779, 
670. .780, 1442. .1492, 1443. .1490, 1443. .1493 



Seq. No. 23692 

Gene No. 4 9268 

Start 7014 

Name OJ990<315_07 s 9C03.C7.o3.tra 

Start 2510 

GI none 



Seq. ID OJ990915JD7. 9C03.C7 
Strand 

End 7221 



End 
Score 



2898 
110 



23889 




Exons 


2510. .2590, 


2510. 


..2590, 2511. 


.2591, 2691.. 2849, 2695.. 2898 




2695. .2853, 


2697. 


. .2897 






Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 07 


.9C03, 


.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3896 






End 


4956 


GI 


none 






Score 


323 


Exons 


3896. .4297, 


38 97. 


..4298, 4215. 


.4334, 4298.'. 4474, 4314. .4469 




4555. .4665, 


4648. 


..4956, 4727. 


.4930 




Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No . 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 07 


.9C03. 


,C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


38.96 






End 


4142 


GI 


none 






Score 


92 


Exons 


3896. .4141, 


3897. 


.4142 






Seq. No. 


23692 






Seq. ID 


OJ990915_07'.9C03.C7 


Gene No . 


49268 






Strand 




Start . 


7014 






End 


7221 


Name 


OJ990915 07 


.9C03. 


C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3932 






End 


4665 


GI 


none 






Score 


171 


Exons 


3932. .4471, 


3948. 


.4274, 4061. 


.4288, 4317. .4469, 4567. .4665 


Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No . 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 07 


.9C03. 


C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


3998 






End 


4387 


GI 


none 






Score 


67 


Exons 


3998. .4387, 


4062. 


.4169 






Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No . 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 0.7 


.9C03. 


C7.o3..tc 


Method 


TBLASTX: Cress 


Start 


4409 






End 


4911 


GI 


none 






Score 


137 


Exons . 


4409. .4471, 


4567. 


.4665, 4726. 


.4911 




Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No . 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 07, 


.9C03. 


C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4561 






End 


4929 


GI 


none 






Score 


65 


Exons 


4561. .4665, 


4651. 


.4929, 4781. 


.4921 




Seq. No. 


23692 






Seq. ID 


OJ990915_07.9C03.C7 


Gene No. 


49268 






Strand 




Start 


7014 






End 


7221 


Name 


OJ990915 07. 


.9C03. 


C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


4744 






End 


7089 



23890 



GI 


none 


Score 


256 


Exons 


47-44.-4962, 4748. .4966, 7016. 


.7087, 7018. .7089 


Seq. No. 


23692 


Seq. ID 


OJ990915 07 9C03 C7 






JLl Cli LKJL 




Start 


7014 


Fnd 


1771 


Name 


OJ990915 07.9C03.C7.o4.gp 


Mpt" hod 


AAT/GAP 


Start 


7014 


End 


7221 


GI 


4714658 


Score 


388 


Exons 


7014. .7221 






Seq. No. 


23693 


Seq. ID 


OJ990915 07 9CCH CIO 




49269 


Strand 




Start 


324 


End 


1612 


Name 


OJ990915 07.9C03.C10.ol.gs 


Method 




Start 


324 


End 


1 612 


GI 


none 


Score 




Exons 


324. .482, 652. .846, 1559. .1612 




Seq. No. 


23693 


Seq. ID 


OJ990915_07.9C03.C10- 


Gene No. 


49270 


Strand 


+ 


Start.: 


4410 




10929 


Name 


OJ990915 07.9C03.C10.o2\np 


Method 


AAT/NAP 


tO UQ1 I— 


3970 


End 


10908 


GI 


2935342 


Score 


1477 


Exons 


3970. .4078, 4547. .4666, 4835. 


.5159, 5263. .5415, 8229. .8480, 




8629. .8721, 9514. .9592, 9690. 


.9818, 10684.. 10908 


GI Descrip. 


(AF044216) steroid 22-alpha-hydroxylase; DWF4 ; CYP90B1 




[Arabidopsis thaliana] 






Seq. No. 


23693 


Seq. ID 


OJ990915_07.9C03.C10 


Gene No. 


49270 


Strand 


+ 


OLai. L, 


4410 


End 


10929 


Name 


OJ990915 07.9C03.C10.o2.gs 


Method 


GENSCAN 


Start 


4410 


End 


10929 


GI 


none 


Score 


.88 


Exons 


4410.. 4666, 4835.. 5159, 5263. 


.5415, 8229. .8480, 9514. .9592, 




9690. .9796, 10684. .10929 






Seq. No. 


23693 


Seq. ID 


OJ990915_07.9C03.C10 


Gene No. 


49270 


Strand 


+ 


Start 


4410 


End 


10929 




OJ990915 07.9C03.C10.ol.gp 


Method 


AAT/GAP 


Start 


9428 


End 


10828 


GI 


LIB3432-008-P1-K1-D6 


Score 


762 


Exons 


9428.. 9592, 9690.. 9796, 10684 


. .10828 




GI Descrip. 


f 2935342 2.0e-42 (AF044216) steroid 22 


-alpha-hydroxylase ; DV 




CYP90B1 [Arabidopsis thaliana 


] ' 




Seq. No. 


23693 


Seq. ID 


OJ990915 07.9C03.C10 


Gene No. 


49271 


Strand 


+ 


Start 


14890 


End 


15654 


Name 


OJ990915 07.9C03.C10.o3.gs 


Method 


GENSCAN 


Start 


14890 


End 


15654 


GI 


none 


Sen tp. 


, 58 


Exons 


14890. .15023, 15267.. 15654 







23891 




Seq. No. 


23693 


Seq. ID 


OJ990915_ 


07. 9C03 


.C10 


Gene No. 


49272 


Strand 


+ 






Of a r f 


17512 


End 


i y z o y 






Name 


OJ990915 07.9C03.C10.o3.np 


Method 


AAT/NAP 






Start 


17512 


End 


19259 






GI 


6907086 


Score 


1452 






Exons 


17512. .18234, 18292 .. 184 61, 


18710. .188 


30, 18955. 


.19259 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23693 


Seq. ID 


OJ990915_ 


0.7.9003 


.C10 


Gene No. 


49273 


Strand 








Start 


1 


End 


855 






Name 


OJ990915 07.9C03.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


855 






GI 


5922623 


Score 


227 






Exons 


;^1..69, 237.. 389, 771.. 855 











GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No.. 


23693 








Seq. ID 


OJ990915JD7. 9C03.C10 


Gene No . 


49274 








Strand 




Start 


4397 








End 


4988 


Name 


OJ990915 07 


.9C03. 


,C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4397 








End 


4667 


bl 


none 








Score 


140- ■ 


Exons 


4397. .4507, 


4397. 


.4522, 


4419. 


.4514, 4541.. 4666, 4542.. 4667 


Seq. No. 


23693 








Seq. ID 


OJ990915JD7. 9C03.C10 


Gene No. 


49274 








Strand 




Start 


4397 








End 


4988 


Name 


OJ990915 07, 


.9C03. 


C10.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4542 








End 


4988 


GI 


none 








Score 


145 


Exons 


4542. .4667, 


4559. 


.4657, 


4832. 


.4987, 4833. .4988 


Seq. No. 


23693 








Seq. ID 


OJ990915_07.9C03.C10 


Gene No. 


49275 








Strand 




Start 


4968 








End 


8492 


Name ' - 


OJ990915 07, 


. 9C03. 


cio. or; 


■ ts 


Method 


TBLASTX rjSpybean 


Start 


4968 








End 


5408 


GI 


none 








Score 


213 


Exons 


4968. .5159, 


4973. 


.5029, 


5260. 


.5406, 5262. .5408 


Seq. No. 


23693 








Seq. ID 


OJ990915_07.9C03.C10 


Gene No. 


49275 








Strand 




Start 


4968 








End 


8492 


Name 


OJ990915 07. 


, 9C03. 


C10.o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


5254 








End 


5421 


GI 


none 








Score 


262 


Exons 


5254. .5415, 


5256. 


.5420, 


5257. 


.5421 




Seq. No. 


23693 








Seq. ID 


OJ990915JD7. 9C03.C10 


Gene No. 


49275 








Strand 




Start 


4968 








End 


8492 


Name 


OJ990915 07. 


9C03. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


^■5298 








End • 


8492 



23892 




GI 


none 


Score 


176 


Exons 


5298.. 5411, 5299.. 5421, 8223 


..8315, 8316. .8492, 8324. .8482 


Seq. No. 


23693 


Seq. ID 


OJ990915_07. 9C03.C10 


Gene No. 


49276 


Strand 




otart 


y bo b 


End 


10905 


Name 


OJ990915 07.9C03.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


9686 


End 


10905 


GI 


none 


Score 


189 


Exons 


9686.. 9796, 9686.. 9796, 9688 


..9801, 10703. .10762, 10723. .10! 




10725. .10895 






Seq. No. 


23693 


Seq. ID 


OJ990915_07.9C03.C10 


Gene No. 


4 yz / b 


Strand 




Start 


9686 


End 


10905 


Name 


OJ990915 07.9C03.C10.o2.tc 


Method 


TBLASTX: Cress 


Start 


10723 


End 


10905 


GI 


none 


Score 


259 


Exons 


10723. .10905, 10725.. 10895 






Seq. No. 


23693 


dorr T Pi 


uuyyuyio u / . ytu j . Liu 


Gene No. 


A Q O "7 a 

4 yz / b 


Strand 




Start 


9686 


End 


10905 


Name 


OJ990915 07.9C03.C10.o2.ts 


Method 


TBLASTX: Soybean 


Start 


10728 


End 


10896 


GI 


none 


Score 


263 


Exons 


10728. .10895, 10729.. 10896 






Seq. No. 


23694 


Seq. ID 


OJ990915_07.9C03.C11 


Gene No. 


49277 


Strand 


+ 


Of ~.4- 

o rar l 


/ UU 


End 


7530 


Name 


OJ990915 07.9C03.Cll.ol.gs 


Method 


GENSCAN 


Start 


700 


End 


7530 


GI 


none 


Score 


.46 


Exons 


700. .971, 1054. .1102, 1160.. 


1266, 1798 


..1920, 3450. .3510, 




3722.. 3807, 6331.. 6409, 7359 


. .7530 




Seq. No. 


23694 


Seq. ID 


OJ990915_07.9C03.C11 


Gene No. 


49277 


Strand 


+ 


Start 


700 


End 


7530 


Name 


ujyyuyiD u / . yuu J . l,i± . oi . gp 


Method 


AAT/GAP 


Start 


972 


End 


3526 


GI 


2273 1.R1084 


Score 


3180 


Exons 


972. .1266, 1385. .1920, 2733. 


.3526 




GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


23694 


Seq. ID 


OJ990915_07.9C03.C11 


Gene No. 


4 9277 - 


Strand 


+ 


Start 


700 


End 


7530 


Name 


OJ990915 07.9C03.Cll.o2.gp 


Method 


AAT/GAP 


Start 


6007 


End 


6108 


GI 


LIB3477-003-P1-K1-E9 


Score 


147 


Exons 


6007. .6108 







GI Descrip. ' 24 9858 6/sp i 040638 i MPOl_0RYSA 2 . 0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
• sativa] 1 



23893 



Seq. No. 


23695 








Seq. ID 


OJ990915_07 . 9C03 . C12 


\J CI .1 IN v « 


49278 








Strand 




Start 


673 








End 


5536 


Name 


OJ990915 07 


.9C03 


.C12.ol 


. gs 


Method 


GENSCAN 


Start 


673 








End 


5536 


GI 


none 








Score 


.77 


Exons 


673.. 783, 1202.. 


1448, 1476.. 


1634, 1721 


..1891, 1993.. 2115, 




2240. .2344, 


4527 


. .5079, 


5081 


..5135, 54S6..5536 


Seq. No. 


23695 








Seq. ID 


OJ990915_07.9C03.C12 


Gene No. 


49278 








Strand 




Start 


673 








End 


5536 


Name 


OJ990915 07 


.9C03 


.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1188 








End 


5077 


GI 


3096919 








Score 


1096 


Exons 


1188. .1411, 


1505 


. .1634, 


1721 


..1891, 1993. .2132, 2251. .2344, 




4527. .5077 












GI Descrip. 


(AL023094) 


putative serine/threonine protein kinase [Arabidc 




thaliana] 














23695 








Seq. ID 


OJ990915_07.9C03.C12 


Gerie No. ' 


4 927 9 








Strand 




Start 


7562 








End 


9018 


Name 




.9C03 


.C12.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1137 








End 


1622 


GI 


none 








Score 


148 


Exons 


1137. .1409, 


1205 


. .1414, 


1505 


. .1621, 1506. .1622 


Seq. No. 


23695 








Seq. ID 


OJ990915_07.9C03.C12 


Gene No. 


49279 








Strand 




Start 


7562 








End 


9018 


Name 


OJ990915 07 


.9C03 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1205 








End 


4684 


GI 


none 








Score 


128 


Exons 


1205. .1414, 


1212 


. .1406, 


1500 


..1631, 1502. .1633, 1556. .1633, 




1714. .1890, 


1715 


. .1885, 


1990 


..2118, 1992. .2117, 2128. .2259, 




2239. .2346, 


2249 


. .2347, 


4532 


. .4636, 4532. .4684 


Seq. .No. 


23695 








Seq. ID 


OJ990915_07.9C03.C12 


Gene No. 


49279 








Strand 




u Lai l 


7562 








End 


9018 


Name 


OJ990915 07 


.9C03 


.C12.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


1245 








End 


2350 


GI 


none 








Score 


94 


Exons 


1245. .1412, 


1247 


. .1414, 


1500 


..1634, 1502. .1633, 1714. .1890, 




1715. .1882, 


1990 


. .2130, 


1990 


..2118, 1992. .2123, 2239. .2349, 




2249. .2350 












Seq. No. 


23695 








Seq. ID 


OJ990915_07.9C03.C12 


Gene No. 


49279 








Strand 




Start 


7562 








End 


9018 


Name 


OJ990915 07 


.9C03 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1529 








End 


2060 


GI 


none 










52 


Exons 


1529. . 1633, 


1530, 


.1625, 


1714, 


.1890, 1721. .1798, 1992. .2060 



23894 



• # 



Seq. No. 


23695 




Seq. ID 


OJ990915_07.9C03.C12 


Gene No. 


49279 - 




Strand 




C -f- -a r"t 


7 




End 


9018 


Name 


OJ990915 07.9C03.C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1714 




End 


2347 


GI 


none 




Score 


130 


Exons 


1714. .1890, 1715. .1888, 


1990. 


.2130, 1992. .2123, 2024. .2125, 




2239.-2346, 2249. .2347 








Seq. No. 


23695 




Seq. ID 


OJ990915_07.9C03.C12 




4 Q?7 Q 




Strand 




Start 


7562 






QD1 fi 


Name 


OJ990915 07.9C03.C12.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4523 




End 


4741 


GI 


none 




Score 


72 


Exons 


4523. .4618, 4526. .4741, 


4638. 


.4685 




Seq. No. 


23695 




Seq. ID 


OJ990915_07.9C03.C12 




*i y i y 




Strand 




Start 


7562 




tin ci 




Name 


OJ990915 07.9C03.C12.o3 


. tc 


Method 


TBLASTX: Cress 


Start ■ 


4526 




End 


4684 


GI 


-none 




Score 


59' ' 


Exons 


4526. .4684, 4638. .4682 








Seq. No. 


23695 




Seq. ID 


OJ990915_07.9C03.C12 


ocllc LNO . 


A GOT Q 




Strand 


- 


Start 


7562 




End 


9018 


Name 


OJ990915 07.9C03.C12.o2 


.gs 


Method 


GENSCAN 


Start 


7562 




End 




GI 


none 




Score 


.64 


Exons 


7562.. 7640, 8969.. 9018 








Seq. No. 


23696 




Seq; ID 


OJ990915_07.9C03.C13 


Gene No. 


49280 




Strand 


- 


Start 


269 




End 


520 


Name 


OJ990915 07.9C03.C13.ol 


• gp 


Method 


AAT/GAP 


Start 


269 




End 


520 


GI 


uC-osflcyp033a04bl 




Score 


402 


Exons 


269. .520 








GI Descrip. 


, 6016845/dbjlAP000570.1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07ilE10 1 




Seq. No. 


23697 




Seq. ID 


OJ990915_07.9C03.C14 


Gene No. 


49281 




Strand 




Start 


1 




End 


509 


Name 


OJ990915 07.9C03.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


509 


GI 


4680179 




Score 


689 


Exons 


1. .509 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


23697 




Seq. ID 


OJ990915_07 . 9C03.C14 


Gene No. 


49281 




Strand 




Start 


1 




End 


509 


Name 


OJ990915 07.9C03.C14.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


400 



23895 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3. .323, 6. .308, 43. .327, 317. .400 



109 



23697 
49281 
1 

OJ990915_07.9C03.C14.ol.gs 

51 

none 
51. .332 



Seq. ID OJ990915_07.9C03.C14 
Strand 

End 509 

Method GENS CAN 

End 332 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23697 
49281 
1 

OJ990915_07. 9C03.C14.ol.tm 

159 

none 



Seq. ID OJ990915_07.9C03.C14 
Strand 

End 509 

Method TBLASTX : Mai ze 

End 509 

Score 80 



159. .329, 175. .324, 317. .502, 318. .509 



23698 
49282 

1 -. , 

OJ990 915_07 . 9C03 . CIS . ol . np 
1 

4678934 
1. .99, 276. .396, 587. .614 

(AL04 9711) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990915_07.9C03.C15 

Strand + 

End 614 

Method AAT/NAP 

End 614 

Score 57 



23698 
49282 
1 

OJ990915_07 .9C03.C15.ol.gs 

278 

none 

278. .357 



Seq. ID OJ990915_07.9C03.C15 

Strand + 

End 614 

Method GENSCAN 

End 357 

Score .54 



Seq. No. 23699 

Gene No. 49283 

Start 395 

Name OJ990 915_07 . 9C03 . C17 . ol . gs 

Start 395 

GI none 

Exons 395.. 451 



Seq. ID OJ990915_07.9C03.C17 

Strand + - 

End 451 

Method GENSCAN 

End : ; -4-51 

Score . 66 



Seq. No. 23700 

Gene No. 49284 

Start- 1 

Name , OJ990825_08 . 9C03 . C2 .o2 . np 

Start 1 

GI 2943742 

Exons 1..1231, 1295.. 2111 

GI Descrip. (AB002266) XA1 [Oryza sativa] 

Seq.. No. 23700 " 

Gene No. 4 9284 

Start 1 

Name OJ990825_08 . 9C03 -C2.ol.np 



Seq. ID OJ990825_08.9C03.C2 
Strand 

End 2111 

Method AAT/NAP 

End 2111 

Score 654 



Seq. ID OJ990825_08.9C03.C2 
Strand 

End 2111 

Method AAT/NAP 



23896 



Start 


101 


End 


1279 


GI 


2792210 


Score 


68 6 


Exons 


101. .1279 






GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


23700 






Gene No . 


49284 


J Li ul 1U 




Start 


1 


End 


2111 


Name 


OJ990825 08 9C03 C2 ol ts 




x o J— ixiO x z\ . o Vw' y kj call 


Start 


197 


End 


628 


GI 


none 


Score 


282 


Exons 


197 238 266 628 






Seq. No. 


23700 


UC^ • J- u 




Gene No . 


4 9284 


on diiu 




Start 


1 


End 


2111 


Name 


OJ99082S 08 9P03 CO nO fm 


Mot" hnH 


TRT.A9TX • Nta i 7P 


Start 


206 


End 


655 


GI 


none 


Score 


121 


Exons 


206.. 238, 272.. 325, 366.. 650, 


368. .655 




Seq. No. 


23700 


Seq. ID 




fZtfsnp No 


49284 


Strand 




Start 


1 


End 


9111 

Z. J. J. J. 


Name 


OJ990825 08. 9C03 . C2 . ol . gs 


Method 


Hi IN O V^rtXN 


Start 


502 


End 


2099 


GI 


none 


Score 


.54 


Exons 


502. .774, 1102. .1509, 1616. .2099 




Seq. No. 


23700 


Seq. ID 


OJ990825_08.9C03.C2 


(ipne No 


49284 


Strand 




Start 


1 


End 


2111 


Name 


OJ990825 08. 9C03.C2.ol. tm 


Method 


TBLASTX: Maize 


Start 


779 


End 


1120 


GI 


none 


Score 


125 


Exons 


779. .925, 783.-926, 965. .1111 


, 1004. .1120, 1062. .1118 


Seq. No. 


23701 


Seq. ID 


OJ990825_08. 9C03.C3 


Gene No. 


49285 


Strand 


+ . 


Start 


7671 


End 


8465 


Name 


OJ990825 08.-9C03.C3.o3.np 


Method 


■ AAT/NAP 


Start 


7671 


End 


8465 


GI 


6069646 


Score 


446 


Exons 


7671. .8465 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenc 




putative non-LTR retroelement 


reverse transcriptase. (AC0062 




[Oryza sativa] 






Seq. No. 


23701 


Seq. ID 


OJ990825_08.9C03.C3 


Gene No. 


49286 


Strand 




Start 


1 


End 


1709 


Name 


OJ990825 08. 9C03 . C3 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1709 


/-< -r 


D^U /Ubb 


Score 


1152 



to 



Exons 



1..254, 378. .444,.. .670. .904, 964 . .1709 



23897 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23701 


Seq. ID 


OJ990825_08.9C03 


.C3 




H -7*£ 0 D 


otrdnu 






Start 


1 
J- 


T? T-\ f~\ 


1709 




Name 




Method 


GENSCAN 




Start 


17 9 

Lie. 


CjTIO. 


401 




GI 


none 


Score 


.84 




Exons 


17 9 A n 1 








Seq. No. 


23701 


Seq. ID 


OJ990825_08.9C03 


.C3 


Gene No. 


49287 


Strand 






Start 


4980 


End 


5177 




Name 


OJ990825 08.9C03.C3.ol.gp 


Method 


AAT/GAP 




Start 


4980 


End 


5177 




GI 


5667165 


Score 


322 




Exons 


4980. .5177 








GI Descrip. 


5670155/gb|AF161269. 1IAF161269 4. Oe-86 


.Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 




Seq. No. 


23701 


Seq. ID 


OJ990825_08. 9C03 


.C3 


Gene No. 


49288 


Strand 






u Lai 1. 


5604 


End 


7542 




Name 


OJ990825 08.9C03.C3.o2.np 


Method 


AAT/NAP 




Start 


5604 


End 


7542 




GI 


4680186 


Score 


190 




Exons 


5604. .6029, 6568. .6628, 7511. .7542 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp, 


. indica] 




Seq. No. 


23701 


Seq. ID 


OJ990825_08.9C03 


.C3 


UCllC IN KJ ■ 


49289 


• Strand 






Start 


7890 


End 


8222 




Name 


OJ990825 08.9C03.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


7890 


End 


8222 




GI 


none 


Score 


260 




Exons 


7890. .8222, 7937. .8179 








Seq. No. 


23702 


Seq. ID 


OJ990825J38.9C03 


.C4 


Gene No. 


49290 


Strand 






Start 


483 


End 


1613 




Name 


OJ990825 08.9C03.C4.ol.gs 


Method 


GENSCAN - 




Start 


483 


End 


1613 




GI 


none 


Score 


.69 





Exons 483.. 1613 



Seq. No. 23702 Seq. ID 

Gene No. 4 9290 Strand 

Start 483 End 

Name OJ990825_08 . 9C03 . C4 . ol . gp Method 

Start 907 End 

GI LIB3434-043-P1-K1-D5 Score 

Exons 907.. 1287 
GI Descrip, 



OJ990825_08.9C03.C4 

1613 
AAT/GAP 
1287 
477 



1 5670155/gb|AF161269.1|AF161269 4. Oe-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 
Gene No. 



23703 
49291 



Seq. ID OJ990825_08.9C03.C5 
Strand + 



23898 



Start 


4749 


End 


5201 


Name 


OJ990825 08.9C03.C5.o2.gs 


Method 


GEN SCAN 


Start 


4749 


End 


5201 


GI 


none 


Score 


.96 


Exons 


4749. .5201 






Seq. No. 


23703 


Seq. ID 


OJ990825 08.9C03.C5 


Gene No. 


49292 


Strand 


- 


Start 


1 


End 


2625 


Name 


OJ990825 08.9C03.C5.ol.gp 


Method 


A&T /nap 


Start 


1 


End 


108 


GI 


63917 1.R1084 


Score 


216 


Exons 


1. .108 






GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene' 






Seq. No. 


23703 


Seq. ID 


OJ990825_08.9C03.C5 


Gene No. 


49292 


Strand 




OCdi L 


1 .. 


End . 




Name 


OJ^90825 08. 9C03.C5.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2625 


GI 


2943742 ^ 


Score 


830 


Exons 


1..2625 






GI Descrip. 


. (AB002266) XA1 [Oryza sativa] 






Seq. No. 


23703 


Seq. ID 


OJ990825_08. 9C03.C5 


Gene No. 


49292 


Strand 




otart 


1 


End 


2625 


Name 


OJ990825 08. 9C03 . C5 . ol . np 


Method 


AAT/NAP 


Start 


676 


End 


1860 


GI 


2792210 


Score 


709 


Exons 


676. .1860 






GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


23703 


Seq. ID 


OJ990825JD8. 9C03.C5 


Gene No . 


49293 


Strand 




Start 


5772 


End 


6498 


Name . 


OJ990825 08.9C03.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


739 


End 


1203 


GI 


none . s 


Score 


80 


Exons 


739.. 813, 847.. 1203, 986.. 1201 




Seq. No. 


23703 


Seq. ID 


OJ990825_08. 9C03.C5 


Gene No . 


49293 


Strand 




Start 


-5772 


End 


6498 


Name 


OJ990825 08. 9C03 . C5 . ol . tm 


Method 


TBLASTX: Maize 


Start 


769 


End 


1230 


GI 


none 


Score 


130 


Exons 


769. .813, 847. .903, 910. .1230, 


932. .1219 


Seq. No. 


23703 


Seq. ID 


OJ990825JD8. 9C03.C5 


Gene No. 


49293 


Strand 




Start 


5772 


End 


6498 


Name 


OJ990825 08.9C03.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


1354 




•\ r r\ r 
± U J V 


GI 


none 


Score 


89 


Exons 


1354.. 1512, 1355.. 1492, 1543.. 


1644, 1.544.. 1642, 1640.. 1696 



23899 




oeq. iNU . 




beq. ±u 




Gene No. 


49293 


Strand 




Start 


5772 


End 


6498 


Name 


OJ990825 08.9C03.C5.o3.gs 


Method 


GENSCAN 


Start 


5772 


End 


6493 


GI 


none 


Score 


.53 


Exons 


5772.. 5854, 6229.. 6493 






SeqV No. 


23703 


Seq. ID 


OJ990825_08.9C03.C5 


uCUC IN \J * 




U LI ctl lv-l 




Start 


5772 


End 


6498 


Name 


OJ990825 08.9C03.C5.o3.np 


Method 


AAT/NAP 


Start 


6179 


End 


6498 


GI 


2943742 


Score 


151 


Exons 


6179. .6498 






GI Descrip. 


(AB002266) XA1 [Oryza sativa] 






Seq. No. 


23704 


Seq. ID 


OJ990825_08.9C03.C6 


Gene No. 


49294 


Strand 


+ 


Start 


6150 


End 


10793 


Name . 


OJ990825 08.9C03.C6.o4.np 


Method 


AAT/NAP ■ 


Start- 


6150 


.End . 


10793 


\J -L 


6069646 


Score 


413 


Exons 


6150.. 6186, 9973. .10793 






GI Descrip. 


' (AP000616) similar to putative reverse 


transcriptase (AC005315 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639. 


,11 (AP001129) Similar t< 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse transcriptase. (AC006248 




[Oryza sativa] 






Seq. No. 


23704 


Seq. ID 


OJ990825_08.9C03.C6 




49295 


Strand 




Start 


1 


End 


8732 


Name 


OJ990825 08.9C03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4285 


GI 


6606266 


Score 


488 


Exons 


1..51, 620. .1665, 1702. .2809, 


4244. .4285 


GI Descrip. 


(AF158634) Vrgal [Triticum ventricosum] 




Seq. No. 


23704 


Seq. ID 


OJ990825_08.9C03.C6 




49295 


Strand 




Start 


1 


End 


8732 


Name 


OJ990825 08.9C03.C6.o3.np 


Method 


AAT/NAP 


Start 


1 


End 


3731 


GI 


2943742 


Score 


868 


Exons 


1..145, 581. .2837, 2911. .3731 






GI Descrip. 


(AB002266) XA1 [Oryza sativa] 






Seq. No. 


23704 


Seq. ID 


OJ990825_08 . 9C03.C6 


Gene No. 


49295 


Strand 




Start 


1 


End 


8732 


Name 


OJ990825 08.9C03.C6.ol.gs 


Method 


GENSCAN 


Start 


63 


End 


8732 


GI 


none 


Score 


. 5 8 



-L I1U1IC -~ ~ — ~ . *J <J 

Exons 63. .276, 709. .3125, 3237. .3747, 5366.. 5497, 5634.. 5983, 

5991. .6182, 6188. .6310, 7442. .7467, 8512. .8627, 8649. .8732 



23900 



Seq. No. 


23704 


beq. xu 






Gene No. 


49295 


Strand. 






Start 


1 


End 


Q 1 *3 O 




Name 


OJ990825 08.9C03.C6.o2.np 


Method 


AAT/NAP 




Start 


1705 


End 


2886 




GI 


2792210 


Score 


698 




Exons 


1705. .2886 








GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


23704 


Seq. ID 


OJ990825_08.9C03 


.C6 


Gene No. 


49296 


Strand 






Start 


10443 


End 


16561 




Name 


OJ990825 08.9C03.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1858 


End 


16067 




GI 


none 


Score 


234 




Exons 


1858.. 2229, 15603 .. 15677 , 15759.. 16067 






Seq. No. 


23704 


Seq. ID 


OJ990825_08.9C03 


. C6 


Gene No. 


49296 


Strand 






Start 


1044 3 


End 


16561 




Name 


OJ990825 08.9C03.C6.o3.tm". 


Method 


TBLASTX: Maize 




Start 


1876 


End 


16103 




GI 


none 


Score 


114 




Exons 


1876.. 1926, 1970.. 2245, 1972 


..2265, 15633. .15677, 15777 


. . 16103 




- 15853. .16080 








Seq. No. 


23704 


Seq. ID 


OJ990825_08. 9C03 


.C6 


Gene No. 




Strand 






Start 


10443 


End 


16561 




Name 


OJ990825 08.9C03.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


2383 


End 


16514 




GI 


none 


Score 


103 




Exons 


2383.. 2529, 2387.. 2530, 2569 


..2670, 2666.-2722, 16221.. 


16379, 




16225. .16368, 16422. .16514 








Seq. No. 


23704 


Seq. ID 


OJ990825__08. 9C03 


,C6 


Gene No. 


49296 


Strand 






Start 


10443 


End 


16561 




Name 


OJ990825 08.9C03.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


10149 


End 


12337 




GI 


none 


Score 


99 




Exons 


10149. .10313, 10322. .10432, 


10323. .10553, 10599 .. 10685, 






11920. .12036, 12061. .12264, 


12062. .12268, 12284.. 12337 




Seq. No. 


23704 


Seq. ID 


OJ990825_08. 9C03 


.C6 


Gene No. 


49296 


Strand 






Start 


10443 


End 


16561 




Name 


OJ990825 08.9C03.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10374 


End 


12222 




GI 


none 


Score 


131 




Exons 


10374 . .10511, 10617. .10691, 


11818. .12030, 12085.. 12222 




Seq. No. 


23704 


Seq. ID 


OJ990825J38. 9C03 


.C6 


UC11C • 


a n n r\ c 
*i ZJ Z> U 


Six and 






Start 


10443 


End 


16561 




Name 


OJ990825 08.9C03.C6.o2.gs 


Method 


GEN SCAN 





23901 



Start 
GI 

Exons 



10443 
none 

10443. .10660, 11991. .12211, 
15104. .16464 



End 16464 
Score .5 
12401. .12617, 13190. .14149, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23704 



49296 
10443 

OJ990825__08. 9C03 . C6. o5 . np 
11803 
6069646 
11803. .12648, 16431. .16460 ' 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ990825_08.9C03.C6 
Strand 

End 16561 

Method AAT/NAP 

End 16460 • 

Score 459 



transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


23704 




Seq. ID 


OJ990825_ 


_08.9C03.C6 


Gene No. 


49296 




Strand 






Start 


10443 




End 


16561 




Name 


OJ990825 08.9C03, 


, C6.o6.np 


Method 


AAT/NAP 




Start 


14914 




End 


' 16561:'. . 




GI 


2943742 




Score 


692 




Exons 


14914. .16561 










GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


23704 




Seq. ID 


OJ990825_ 


_08.9C03.C6 


Gene No. 


49296 




Strand 






Start 


10443 




End 


16561 




Name 


OJ990825 08.9C03. 


, C6.o7.np 


Method 


AAT/NAP 




Start 


15540 




End 


16561 




GI 


2792210 




Score 


560 




Exons 


15540. .16561 










GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare; 


Seq. No. 


23705 




Seq. ID 


OJ990825_ 


_08.9C03.C7 


Gene No. 


49297 




Strand 


+ 




Start 


2865 




End 


4607 




Name 


OJ990825 08.9C03. 


C7.o2.gs 


Method 


GENSCAN 




Start 


2865 




End 


4607 ' 




GI 


none 




Score 


.55 




Exons 


2865.. 3082, 3185. 


.3360, 4073. 


.4214, 4345. .4411, 


4533. .4607 


Seq. No. 


23705 




Seq. ID 


OJ990825_ 


_08. 9C03.C7 


Gene No. 


49298 




Strand 


+ 




Start 


5186 




End 


8304 




Name 


OJ990825 08.9C03. 


C7.o3.gs 


Method 


GENSCAN 




Start 


5186 




End 


8128 




GI 


none 




Score 


.86 




Exons. 


5186. .5395, 5450. 


.5621, 5739. 


.5761, 6297. .6705, 


6839. .6966, 




7717. .7872, 7991. 


.8128 








Seq. No. 


23705 




Seq. ID 


OJ990825_ 


_08.9C03.C7 




a no no 




Strand 


+ ■ 




Start 


5186 




End 


8304 




Name 


OJ990825_08.9C03. 


C7.o2,.gp 


Method 


AAT/GAP 





23902 



Start 5292 End 8304 

GI 956_1.R1084 Score 2280 

Exons 5292.-5395, 6297.. 6705, 6839.. 6966, 7040.. 7099, 7447.. 7596, 

7717. .7872, 7991. .8128, 8216. .8304 
GI Descrip. ' 5815410/gb | AAD52659 . 1 | AF177392_1 0.0e+00 (AF177392) blast and 

wounding induced mitogen-activated protein kinase [Oryza 

sativa] ' 



Seq. No. 


23705 






Seq. ID 


OJ990825 08.9C03.C7 


Gene No. 


49298 






Strand 


+ 


Start ' 


5186 






End 


8304 


Name 


ATQonooc; no 

ojyyubvo Uo 


.9C03.C7.ol. 


np 


Method 


AAT/NAP ■ 


Start 


6309 






End 


8304 


GI 


6689924 






Score 


1702 


Exons 


6309. .6705, 


-6839. .6966, 


7040. . 


,7099, 7447. .7596, 7717. .7872, 




7991. .8128, 


8216. .8304 








GI Descrip. 


(AF194415) 1 


MAP kinase homolog 


[Oryza , 


sativa] 


Seq. No. 


23705 






Seq. ID 


OJ990825_08.9C03.C7 


Gene No. 


49299 






Strand 




Start 


38 






End 


564 


Name 


OJ990825 08 


.9C03.C7.ol. 


gs 


Method 


GENSCAN 


Start 


■ 38 






End 


564 


GI 


none 






Score 


.9 


Exons 


38. .564 










Seq. No. 


23705 






Seq. ID 


OJ990825_08. 9C03.C7 


Gene No. 


49300 






Strand 




Start 


4754 






End 


4826 


Name 


OJ990825 08 


. 9C03.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


4754 






End 


4826 


GI 


LIB3477-003 


-P1-K1-E9 




Score 


99 


Exons 


4754. .4826 










GI Descrip. 


*2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771)- Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


23705 






Seq. ID 


OJ990825_08. 9C03.C7 


Gene No. 


49301 






Strand 




Start 


6263 






End 


8303 


Name 


OJ990825 08 


.9C03.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6263 






End 


7093 


GI 


none 






Score 


564 


Exons 


6263. .6361, 


6294. .6725, 


6306. . 


6713, 6770. .6964, 6826. .6966, 




6826. .6963, 


6828. .6968, 


7031. . 


7093, 7032.. 7082, 7039.. 7092 


Seq. No. 


23705 






Seq. ID 


OJ990825_08.9C03.C7 


Gene No. 


49301 






Strand 




Start 


6263 






End 


8303 


"Name 


OJ990825 08 


.9C03.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6297 






End 


6956 


GI 


none 






Score 


516 


Exons 


6297. .6713, 


6354. .6710, 


6401. . 


6712, 6776:. 6943, 6799. .6948, 




6826. .6954, 


6828. .6956 








Seq. No. 


23705 






Seq. ID 


OJ990825_08. 9C03.C7 


Gene No. 


49301 






Strand 





23903 



Start 
Name 
Start 
GI 

Exons 



6263 End 
OJ990825_08 . 9C03 . C7 . ol . tm Method 
6322 End 
none Score 

6322. .6702, 6324. .6713, 6324. .6725, 6826. 

7031. .7099, 7031. .7108, 7038. .7112, 7039. 

7446. .7592, 7714. .7854, 7715. .7846, 7717. 

7989. .8141, 7989. .8126, 7990. .8127, 8202. 

8213.. 8263, 8265.. 8303 



8303 

TBLASTX: Maize 
8303 
570 

,6966, 6837. .6968, 
,7116, 7444. .7599, 
,7902, 7988.. 8131, 
,8264, 8210. .8296, 



Seq. No. 23705 

Gene No. 49301 

Start 6263 

Name OJ990825_08 . 9C03 . C7 . ol . tw 

Start 6363 

GI none 
Exons 



Seq. ID OJ990825_08. 9C03.C7 
Strand 

End 8303 

Method TBLASTX : Wheat 

End 6933 

Score 296 



6363. .6713, 6363. .6725, 6826. .6933, 6837. .6926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23705 
49301 
6263 

OJ990825_08.9C03.C7.o2.tc 

7031 

none 



Seq. ID OJ990825_08.9C03.C7 
Strand 

End 8303 
•Method TBLASTX: Cress . 
" End 7871 
Score 108 

7031. .7096, 7039. .7116, 7446. .7595, 74 47 7599, . 74 4 9 .. 7595, 
7714. .7854, 7716. .7871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



23705 
49301 
6263 

OJ990825_08.9C03.C7.o2.ts 

7444 

none 



Seq. ID OJ990825_08. 9C03.C7 
Strand 

End 8303 

Method TBLASTX : Soybean 

End 8269 

Score 245 

7444..7S99, 7444. .7602, 7446. .7607, 7714. .7854, 7719. .7871, 
7988. .8131, 7990. .8127, 8210. .8269 



Seq. No. 23705 

Gene No. 49301 

Start 6263 

Name - OJ990825_08 . 9C03 . C7 . o3 . tc 

Start 7990 

GI none 
Exons 



Seq. ID OJ990825_08.9C03.C7 
Strand 

End 8303 

Method TBLASTX: Cress 

End 8260 

Score 190 



7990. .8118, 7991. .8131, 7997. .8131, 8210. .8260 



Seq. No. 23706 

Gene No. 4 9302 

Start 1 

Name OJ990825_08 . 9C03 . C9 . ol .np 

Start 1 

GI 3779026 

Exons 1 . .314 

GI Descrip. (AC005171) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990825_08 . 9C03.C9 

Strand + 

End 314 

Method AAT/NAP 

End 314 

Score 141 



— - 1 • - ■ — - 

Gene No. 
Start 



23706 
49302 
1 



□ 64 . X u 

Strand 
End 



+ 

314 



23904 




Name 


OJ990825 08.9C03.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


91 


End 


314 


GI 


none 


Score 


160 


Exons 


91. .312, 101. .313, 237. .314 






Seq. No. 


23707 


Seq. ID 


OJ990825_08 . 9C03.C11 


Gene No. 


49303 


Strand 


+ 


Start 


167 


End 


922 


Name 


OJ990825 08.9C03.Cll.ol.gs 


Method 


GENSCAN 


Start 


167 


End 


922 


GI 


none 


Score 


.53 


Exons 


167.. 922 






Seq. No. 


23708 


Seq. ID 


OJ990825_08.9C03.C12 


Gene No. 


49304 


Strand 


+ 


Start 


1 


End 


1513 


Name 


OJ990825 08.9C03.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1513 


GI 


6957704 . 


Score 


258 


Exons 


1..107, 350. .416, 568. .711, 


1426. .1513 




GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


23708 


Seq. ID 


OJ990825_08 . 9C03 . C12 


Gene No. 


49304 


Strand 


+ 


Start 


1 


End 


1513 


Name 


OJ990825 08.9C03.C12.ol.gs 


Method 


GENSCAN 


Start 


351 


End 


832 


GI 


none 


Score 


.56 


Exons 


351. .416, 568. .711, 826. .832 






Seq. No. 


23708 


Seq. ID 


OJ990825_08.9C03.C12 


Gene No. 


49304 


Strand 


+ 


Start 


1 


End 


1513 


Name 


OJ990825 08.9C03.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


352 


End 


1476 


GI 


none 


Score 


110 


Exons 


352. .414, 352. .414, 354 . .416 


, 363. .422, 


544. .699, 548. .709,- 




565. .711, 1423. .1476, 1424 . . 


1474 




Seq. No. 


23709 


Seq. ID 


OJ990825_08.9C03.C13 


Gene No. 


49305 


Strand 


+ :* - 


Start 


244 


End 


403 


Name 


OJ990825 08.9C03.C13.ol.gs 


Method 


GENSCAN 


Start 


244 


End 


403 


GI 


none 


Score 


.9 


Exons 


244. .354, 368. .403 






Seq. No. 


23709 


Seq. ID 


OJ99082.5_08.9C03.C13 


Gene No . 


49306 


Strand 




Start 


1 


End 


717 


Name 


OJ990825 08.9C03.C13.ol.gp 


Method 


AAT/GAP 


Start . 


1 


End 


717 


GI 


956 1.R1084 


Score 


990 


Exons 


1..474, 661. .717 






GI Descrip. 




00 (AF177332) blast and 




wounding induced mitogen-activated protein kinase [Oryza 



sativa] 1 



23905 




Seq. No. 


23709 




Seq. ID 


OJ990825_08.9C03 


-C13 


Gene No. 


49306 




Strand 






Start 


1 




TP* *i 

End 


717 




Name 


OJ990825 08.9C03.C13.ol 


.np 


Method 


AAT/NAP 




Start 


403 




End 


717 




GI 


5815410 




Score 


184 




Exons 


403. .474, 661. .717 










GI Descrip. 


(AF177392) blast and wounding 


induced 


mitogen-activated protei: 




kinase [Oryza sativa] 










Seq. No. 


23710 




Seq. ID 


OJ990825_08.9C03 


.C15 


Gene No. 


49307 




Strand 


+ 




Start 


265 




End 


3544 




Name 


OJ990825 08.9C03.C15.ol 


.gs 


Method 


GEN SCAN 




Start 


265 




End 


3544 




GI 


none 




Score 


.79 




Exons 


265. .336, 428.-539, 614 


. .697, 


1097. .1123, 1820. .1935, 






2355.. 2375, 3351.. 3544 










Seq. No. 


23711 




Seq. ID 


OJ990825_08.9C03 


.C16 


Gene No. 


4 9308 j-.,, 




Strand 






Start 


1 




End 


955 




Name 


OJ990825 08.9C03.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


778 




GI 


6180043 




Score 


89 




Exons 


1..20, 385. .463, 713. .778 








GI Descrip. 


(AF192490) cyclophilin 


[Arabidopsis thaliana] 




Seq. No. 


23711 




Seq. ID 


OJ990825_08.9C03 


.C16 


Gene No. 


49308 




Strand 






Start 


1 




End 


955 




Name 


OJ990825 08.9C03.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


379 




End 


955 




GI 


265 2.R1084 




Score 


603 




Exons 


379. .463, 713. .955 










GI Descrip. 


'3420055 1.0e-79 (AC004680)- cyclophilin [Arabidopsis thaliana] 


Seq. No. 


23711 




Seq. ID 


OJ990825JD8.9C03 


.C16 


Gene No. 


49308 




Strand 






Start- 


1- 




End 


955 




Name 


OJ990825 08.9C03.C16.ol 


.gs 


Method 


GEN SCAN 




Start 


385 




End 


778 




GI 


none 




Score 


.96 




Exons 


385. .463, 713. .778 










Seq. No. 


23712 




Seq. ID 


OJ990825JD8.9C03 


.C17 


Gene No. 


49309 




Strand 






Start 


360 




End 


2222 




Name 


OJ990825 08.9C03.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


133 




End 


422 




GI 


5004640 




Score 


536 




Exons 


133.. 422 










Seq, No. 


23712 




ri ~ -r r>i 

JC4. ±U 




. CI7 


Gene No. 


49309 




Strand 






Start 


360 




End 


2222 





23906 



Name 

Start 

GI 

Exons 



OJ990825_08.9C03.C17.ol.gs Method GEN SCAN 

360 End 2222 

none Score .94 

360. .495, 627. .702, 817. .999, 1501. .1524, 1618. .1689, 

1861. .1939, 2142. .2222 



Seq. No. 


23712 




Seq. ID 


OJ990825_08.9C03 


.C17 


Gene No. 


49309 




Strand 






Start 


360 




End 


2222 




Name 


OJ990825 08.9C03.C17.ol 


.np 


Method- 


AAT/NAP 




Start 


360 




End 


1995 




GI 


2443755 




Score 


526 




Exons 


360. .495, 627. .702, 817 


. .999, 


1501. .1524, 1618. .1665, 1861. .1995 


GI Descrip. 


(AF020433) cyclophilin 


[Arabidopsis thaliana] 




Seq. No. 


23712 




Seq. ID 


OJ990825_08.9C03 


.C17 


Gene No. 


49310 




Strand 


— 




Start 


2853 




.End 


3278 




Name 


OJ990825 08.9C03.C17.ol 


.tw 


'Method 


TBLASTX: Wheat 




Start 


342 




End 


1900 




GI 


none 




Score 


88 




Exons 


342.. 524, 373..49S, 638 


. .703, 


641. .703, 


809. .1003, 816. 


.971, 




1499.. 1525, 1622.. 1666, 


1847. 


.1900 






Seq. No. 


23712 




Seq. ID . 


OJ990825_08 . 9C03 


.C17 


Gene No. 


49310 




Strand 






Start 


2853 




End 


3278 




Name 


OJ990825 08.9C03.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


351 




End 


1666 




GI 


none 




Score 


81 




Exons 


351.. 524, 367.. 516, 638 


. .703, 


639. .704, 


809. .1003, 810. 


.971, 




.1499. .1528, 1619. .1666 










Seq. No. 


23712 




Seq. ID 


OJ990825_08.9C03 


.C17 


Gene No. 


49310 




Strand 






Start 


2853 




End 


3278 




Name 


OJ990825 08.9C03.C17.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


357 




End 


1936 




GI 


none 




Score 


■73 




Exons 


357.. 524, 421, .516, 635 


. .709, 


.639. .713, 


809. .1003, 816. 


.971, 




824. .997, 1499. .1528, 1619 .. 1666, . 1847 . 


.1936 




Seq. No. 


23712 




Seq. ID 


OJ990825_08.9C03 


.C17 


Gene No. 


49310 




Strand 






Start 


2853 




End 


3278 




Name 


OJ990825 08. 9C03.C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


360 




End 


1900 




GI 


none 




Score 


80 




Exons 


360. .524, 421. .516, 635 


. .709, 


636. .713, 


809. .1003, 816. 


.971, 




1499. .1528, 1619. .1666, 


1847 . 


.1900 







Seq. No. 
Gene No. 
Start 

Ncime 

Start 

GI 



23712 
49310 
2853 

O-J990825 08 . 9C03 . C17 . c2 , 
2853 

15354 2.R1084 



Seq. ID 

Strand 

End 

jm— . j- 1_ — -J 

End 
Score 



OJ990825 08.9C03.C17 



3278 

n Ti m / /-» TV 1-> 



3278 
804 



23907 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2853. .3278 

' 2865175/dbj |BAA24803| 1.0e-40 (AB010945) AtRerlA [Arabidopsis 
thaliana] >gi_4 914434_emb_CAB4 3637 . 1_ (AL050351) AtRerlA 
[Arabidopsis thaliana] 1 



23713 Seq. ID 

49311 Strand 

116 End 

OJ990825_08 . 9C03 . C18 . ol . np Method 

116 End - 

6225938 Score 



OJ990825_08.9C03.C18 

1859 
AAT/NAP 
1709 
636 



116. .154, 401. .580, 1358. .1709 

RER1A PROTEIN (ATRER1A) gi | 2865175 | dbj | BAA24803 | (AB010945) 
AtRerlA [Arabidopsis thaliana] gi | 4914434 | emb | CAB4 3637 . 1 | 
(AL050351) AtRerlA [Arabidopsis thaliana] 

Seq. No. 23713 Seq. ID OJ990825_08.9C03.C18 

Gene No. 49311 Strand 

Start 116 End 1859 

Name OJ990825_08 . 9C03 . C18 . ol . gp Method AAT/GAP 

Start 401 End 1497 

GI LIB3434-023-P1-K1-C4 Score 562 

Exons 401.. 580, 1358.. 1497 

GI Descrip. 1 2865175/dbj | BAA24803 | 3.0e-48 (AB010945) AtRerlA [Arabidopsis 

thaliana] >gi_4 9144.34_emb_CAB43637 . 1_ (AL050351) AtRerlA 
[Arabidopsis thaliana] 1 



Seq. No. 


23713 




Seq. ID 


OJ990825_08.9C03. 


C18 


Gene No. 


49311 




Strand 






Start 


116 




End 


1859 




Name 


OJ990825 08.9C03.C18.ol. 


tc 


Method ' 


TBLASTX: Cress 




Start 


401 




End 


1712 




GI 


none 




Score 


49 




Exons 


401. .436, 402. .437, 428. 


.592, 


434. .580, 


436. .591, 1348.. 


1431, 




1355. .1417, 1435. .1593, 


1599. 


.1712 






Seq. No. 


23713 




Seq. ID 


OJ990825_08. 9C03. 


C18 


Gene No. 


49311 




Strand 






Start 


116 




End 


1859 




Name. 


OJ990825. 08.9C03.C18.ol. 


tm 


1 Method 


TBLASTX: Maize . 




Start 


401 ' 




End 


591 




GI 


none 




Score 


70 




Exons 


.401. .436, 402. .437, 436i 


.585, 


439. .591 






Seq. No. 


23713 




Seq. ID 


OJ990825_08. 9C03. 


C18 


Gene No. 


49311 




Strand 






Start 


116 




End 


1859 




Name 


OJ990825 08.9C03.C18.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


401 




End 


1664 




GI 


none 




Score 


48 




Exons 


401. .436, 402. .434, 404. 


.580, 


428. .592, 


436. .591, 1351.. 


1428, 




1355. .1405, 1417. .1593, 


1602. 


.1664 






Seq. No. 


23713 




Seq. ID 


OJ990825_08. 9C03. 


C18 




A n> **> -i i 




Strand 






Start 


116 




End 


1859 




Name 


OJ990825_08.9C03-.C18.o2. 


gp 


Method 


AAT/GAP 





23908 




Start 


842 




End 


1859 


GI 


15354 1.R1084 


Score 


909 


Exons 


842. .865, 1349, .1859 






GI Descrip. 


•2865177/dbj IBAA24804 | 


1.0e-46 (AB010946) AtRerlB [Arabidopsis 




thaliana] ? 








Seq. No. 


23713 




Seq. ID 


OJ990825_08.9C03.C18 


Gene No. 


49311 




Strand 




Start 


116 




End 


1859 


Name 


OJ990825 08. 


9C03.C18.ol 


.gs Method 


GENSCAN 


Start 


1306 




End 


1789 


GI 


none 




Score 


.7 


Exons 


1306. . 1789 








Seq. No. 


23713 




Seq. ID 


OJ990825_08.9C03.C18 


Gene No. 


49311 




Strand 




Start 


116 




End 


1859 


Name 


OJ990825 08. 


9C03.C18.o2 


. tm Method 


TBLASTX: Maize 


Start 


1348 




End 


1692 


GI 


none 




Score 


100 


Exons 


1348. .1443, 


1349. .1417, 


1444. .1596, 1534. .1596, 1593. .1661, 




1594. .1692 








Seq. No. 


23714 




Seq. ID 


OJ990825_08.9C03.C19 


Gene No. 


49312 




Strand 




Start 


1 




End 


78 . * 


Name 


OJ990825 08. 


9C03.C19.ol 


. gp Method 


"AAT/GAP 


Start 


1 




End 


78 


GI 


38782 1.R1084 


Score 


12*5 


Exons 


1. .78 








GI Descrip. 


'6069643/dbj 


IAP000616.1 


IAP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


23715 




Seq. ID 


OJ990825 08.9C03.C20 


Gene No. 


49313 




Strand 


+ 


Start 


1001 




End 


3721 


Name 


OJ990825 08. 


9C03.C20.ol 


.np Method 


AAT/NAP 


Start 


1001 




End 


3721 


GI 


4102839 




Score 


1218 


Exons 


■ 1001. .1054, 


1785. .1875, 


1990.. 2207, 2296.. 2856, 2938.73721 


GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


23715 




Seq. ID 


OJ990825_08.9C03.C20 


Gene No. 


49314 




Strand 


+ 


Start 


4661 




End 


5565 


Name 


OJ990825 08. 


9C03.C20.o2 


. np Method 


AAT/NAP 


Start 


4661 




End 


5565 


GI 


4538901 




Score 


550 


Exons 


4661. .5565 








GI Descrip. 


(AL04 94 82) RNA-directed 


DNA polymerase- 


-like protein [Arabidopsis 




thaliana] 








Seq. No. 


23715 




Seq. ID 


OJ990825_08-.9C03.C20 


Gene No. 


49315 




Strand 




Start 


3586 




End 


4050 


Name 


OJ990825 08. 


9C03.C20.ol, 


. tc Method 


TBLASTX: Cress 


Start 


1767 




End 


3715 



23909 




GI 


none 








Score 


104 


Exons 


1767. .1862, 


1772. 


.1885, 


1974. 


.2180, 1988. .2179, 2440. .2628, 




2441. .2857, 


2965. 


.3291, 


2990. 


.3292, 3383.. 3715, 3388.. 3705 


Seq. No. 


23715 








Seq. ID 


OJ990825_08.9C03.C20 


Gene No. 


49315 








Strand 




Start 


3586 








End 


4050 


Name 


OJ990825 08. 


9C03. 


C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1773 








End 


3703 


GI 


none 








Score 


96 


Exons 


1773. .1862, 


2010. 


.2198, 


2420. 


.2875, 2989.. 3291, 2990.. 3292, 




3382. .3630, 


3398. 


.3703 








Seq. No. 


23715 








Seq ? ID 


OJ990825_08.9C03.C20 


Gene No. 


49315 








Strand 




Start 


3586 








End . 


4050 


Name 


OJ990825 08. 


9C03. 


C20.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1773 








End 


2132 


GI 


none 








Score 


142 


Exons 


1773. .1868, 


1774. 


.1872, 


1778. 


.1885, 1973.. 2128, 1974.. 2132 


Seq. No. 


23715 








Seq. ID 


OJ990825_08.9C03.C20 


Gene No. 


49315 








Strand 




Start 


3586 








End 


4050 


Name 


OJ990825 08. 


9C03. 


C20.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1787 








End 


2218 


GI 


none 








Score 


99 


Exons 


1787. .1882, 


1788. 


.1862, 


1973. 


.2218, 1974.. 2186 


Seq. No. 


23715 








Seq. ID 


OJ990825_08.9C03.C20 


Gene No. 


49315 








Strand 




Start 


3586 








End 


4050 


Name 


OJ990825 08. 


9C03. 


C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2320 








End 


3723 


GI 


none 








Score 


68 


Exons 


2320. .2439, 


2394. 


.2438, 


2440. 


.2505, 2441. .2542, 2569. .2628, 




2570. .2854, 


2989. 


.3291, 


2990. 


.3292, 3382.. 3723, 3383.. 3721 


Seq. No. 


23715 








Seq. ID 


OJ990825_08 . 9C03 . C20 


Gene No. 


49315 








Strand 




Start 


3586 








End 


4050- 


Name 


OJ990825 08. 


9C03. 


C20.o3. 


tw 


Method. 


TBLASTX: Wheat 


Start 


3383 








End 


3748 


GI 


none 








Score 


311 


Exons 


3383. .3748, 


3385.. 


.3642 








Seq. No. 


23715 








Seq. ID 


OJ990825JD8 . 9C03 . C20 


Gene No. 


49315 








Strand 




Start 


3586 








End 


4050 


Name 


OJ990825 08. 


9C03. 


C20.ol. 


gp 


Method 


AAT/GAP 


Start 


3586' 








End 


4050 


GI 


uC-osflcypl60a06al 




Score 


846 


Exons 


3586. .4050 












GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


29 Oryza sativa 




indica (GLA4 ) 


genomic DMA, chromosome 4 




Seq. No. 


23715 








Seq. ID 


OJ990825_08 . 9C03 .C20 



23910 




Gene No. 


49316 




Strand 






Start 


4637 




End 


5483 




Name . 


OJ990825 08.9C03.C20.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


4637 




End 


4960 




GI 


none 




Score 


158 




Exons 


4637. .4798, 4705. .4794, 


4786 


..4959, 4793. .4960 




Seq. No. 


23715 




beq. liJ 




.C20 


Gene No. 


49316 




Strand 






Start 


4637 




End 


5483 




Name 


OJ990825-08. 9C03.C20.o3, 


,tm 


Method 


TBLASTX: Maize 




Start 


4682 




hna 






GI 


none 




Score 


1 QT 

lo / 




Exons 


4682. .4999, 5027. .5149, 


5250 








Seq. No. 


23715 




beq. ID 


r^TQQHQOc; no Qpni 

ujyyuozo uo . 


.C20 


Gene No. 


49316 




Strand 






Start 


4637 




End 


5483 




Name 


OJ990825 08.9C03.C20.o2. 


,ts 


Method 


TBLASTX: Soybean 




Start 


4724 




End 


OU11 




GI 


none 




Score 


l yo 




Exons 


4724. .5011 










Seq. No. 


23715 




Seq. ID 




.C20 


Gene No. 


49316 




Strand 






Start' 


4637 




End 


C A O *D 




Name 


OJ990825 08.9C03.C20.o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


5157 




End 


5483 




GI 


none 




Score 


320. 




Exons 


5157.. 5483, 5159.. 5461 










Seq. No. 


23716 




Seq. ID 


OJ990825_08. 9C03 


.C21 


Gene No. 


49317 




Strand 


+ 




Start 


1 




End 


2160 




Name 


OJ990825 08. 9C03.C21.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2160 




GI 


4926870 




Score 


661 




Exons 


1..1283, 2106. .2160 










GI Descrip. 


(AC007509) putative non- 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


23716 




Seq. ID 


OJ990825_08. 9C03 


.C21 


Gene No . 


49317 




Strand 


+ 




Start 


1 




End 


2160 




Name 


OJ990825 08.9C03.C21.o2, 


.np 


Method 


AAT/NAP 




Start 


1302 




End 


2160 




GI 


5922623 




Score 


230 




Exons 


1302. .1386, 1762. .1914, 


2082 


. .2160 







GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 

Seq. No. 23716 

Gene No. 49318 

Start 921 

Name OJ990825_08 . 9C03 . C21 . ol . tw 

Start 7 9 



-Seq. ID OJ990825_08.9C03.C21 
Strand 

End 1827 

Method TBLASTX: Wheat 

■End 484 



23911 




GI 


none 


Score 


375 




Exons 


79. .435, 80. .436, 434. .484 








Seq. No. 


23716 


Seq. ID 


OJ990825_08.9C03, 


.C21 


Gene No. 


49318 


Strand 






Start 


921 


End 


1827 




Name 


OJ990825 08.9C03.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


265 


End 


628 




GI 


none 


Score 


225 




Exons 


265.. 453, 275.-628, 502.. 627 








Seq. No. 


23716 


Seq. ID 


OJ990825_08.9C03. 


.C21 


Gene No. 


49318 


Strand 






Start 


921 


End 


1827 




Name 


OJ990825 08.9C03.C21.ol.gs 


Method 


GENSCAN 




Start 


921 


End 


1827 




GI 


none 


Score 


.74 




Exons 


921. .986, 1335. .1505, 1741.. 


1827 






Seq. No. 


23716 


Seq. ID 


OJ990825_08.9C03, 


.C21 


Gene No. 


49318 


Strand 






Start 


921 


End ' 


1827 




Name 


OJ990825 08.9C03.C21.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1073 


End 


1279 




GI 


none 


Score 


179 




Exons 


1073. .1279 








Seq. No. 


23717 


Seq. ' ID 


OJ990825_08.9C03, 


.C22 


Gene No. 


49319 


Strand 


+ 




Start 


1522 


End 


4702 




Name 


OJ990825 08.9C03.C22.ol.gs 


Method 


GENSCAN 




Start 


1522 


End 


4702 




GI 


.none 


Score 


.45 




Exons 


1522.. 1603, 1766.. 1848, 1988 


..2087, 2199. .2416, 2511. .3826, 




4354. .4702 ' 








Seq. No. 


23717 


Seq. ID 


OJ990825_08.9C03 


.C22 


Gene No. 


4 9319 


■ Strand 






Start 


1522 


End 


4702 




Name 


OJ990825 08.9C03.C22.ol.np 


Method 


AAT/NAP 




Start 


1943 


' End 


3848 




GI 


4102839 


Score 


1345 




Exons 


1943. .2087, 2199. .2497, 2559 


..3848 






GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




Seq. No. 


23717 


Seq. ID 


OJ990825_08.9C03 


.C22 


Gene No. 


49320 


Strand 


+ 




Start 


5829 


End 


12185 




Name 


OJ990825 08.9C03.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


1979 


End 


8479 




GI 


none 


Score 


113 





Exons 1979.. 2089, 1984.. 2094, 2189. .'2389, 2197.. 2388, 2562.. 3089, 

2597.. 2815, 3075.. 3410, 3107.. 3472, 3507.. 3845, 3515.. 3853, 

5964. .6092, 5974. .6093, 6180. .6374, 6182. .6358, 6900. .7370, 

6923. .724.0, 7340. .7372, 7745. .8041, 7746. .8054, 8139. .3474, 
8147. .8479 



23912 



Seq. No. 


23717 








Seq. ID 


OJ990825_08 . 9C03 . C22 


Gene No . 


49320 








Strand 


+ 


Start 


5829 








End 


12185 


Name 


OJ990825_08 


. 9C03. 


C22.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1985 








End 


8471 


GI 


none 








Score 


96 


Exons 


1985. .2086, 


2189. 


.2407, 


2586. 


.3080, 3107. .3172, 3108. .3410, 




3230. .3421, 


3507. 


.3809, 


6001. 


.6087, 6189.. 6392, 6894.. 7370, 




6938. .7060, 


7115. 


.7231, 


7742. 


.7804, 7743. .8120, 7862. .8041, 




8123. -8359,. 


8124. 


.8471 








Seq. No. 


23717 








Seq. ID 


OJ990825_08 . 9C03.C22 


Gene No. 


49320 








Strand 


+ 


Start 


5829 








End 


12185 


Name 


OJ990825 08 


.9C03. 


C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1985 








End 


6326 


GI 


none 








Score 


159 


Exons 


1985. .2089, 


1990. 


.2094, 


2191. 


.2337, 2192. .2341, 2197. .2337, 




5985. .6092, 


5987. 


.6085, 


5995. 


.6090, '6180.. 6326, 6182.. 6322 


Seq. No. 


23717 








Seq. ID 


OJ990825_08.9C03.C22 


Gene No. 


49320 








Strand- 


+ 


Start 


5829 








End 


12185 


Name 


OJ990825 08 


. 9C03. 


C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1999 








End 


6410 


GI 


none 








Score 


108 


Exons 


1999. .2094, 


2000. 


.2089, 


2192. 


.2395, 2197. .2445, 5985. .6092, 




6001.. 6090, 


6180. 


.6410, 


6182. 


.6406 




Seq. No. 


23717 








Seq. ID 


OJ990825_08.9C03.C22 


Gene No. 


49320 








Strand 


+ 


Start 


5829 








End 


12185 


Name 


OJ990825_08 


.9C03. 


C22.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2582 








End 


8495 


GI 


none 








Score 


143 


Exons 


2582. .2704, 


2592. 


.2729, 


2690. 


.2758, 2700. .2762, 2761. .2826, 




2766. .3092, 


2771. 


.2815, 


3069. 


.3476, 3107. .3475, 3506. .3850, 




3507. .3851, 


6911. 


.7054, 


6918. 


.7055, 7092. .7370, 7094. .7234, 




7740. .8120, 


7742. 


.8041, 


8138. 


.8494, 8139. .8495 


Seq. No. 


23717 








Seq. ID 


OJ990825_08.9C03.C22 


Gene No. 


49320 








Strand 


+ 


Start . 


5829 








End 


12185 


Name 


OJ990825 08 


.9C03. 


C22.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


3510 








End 


8474 


GI 


none 








Score 


301 


Exons 


3510. .3860, 


3518. 


.3841, 


8142. 


.8474, 8 


150. .8473 


Seq. No. 


23717 








Seq. ID 


OJ990825_08.9C03.C22 


Gene No. 


49320 








Strand 


+ 


Start 


5829 








End 


12185 


Name 


OJ990825 08 


. 9C03. 


C22.o2 


. gs 


Method . 


GEN SCAN 


Start 


5829 








End 


12165 


GI 


none 








Score 


.66 


Ex A ns 


cooo conn 

U £~ _/ • .^>U ' S f 


c no n 
~j y u ~j . 


r A c n 
. UU J O f 


rr t n a 


.6401, 6825. .7094, 7107. .7369, 




7688. .8458, 


8928. 


.9126, 


9404. 


.9549, 10054. .10291, 11633. .12 



23913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23717 
49320 
5829 

OJ990825J38 . 9C03 . C22 . o2 . np 

5923 

1172704 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5923. .6088, 6184. .6374, 6789. .7369, 7688. .8483 

PEPTIDE TRANSPORTER PTR2-B (HISTIDINE TRANSPORTING PROTEIN) 

gi 1 633940 (L39082) transport protein [Arabidopsis thaliana] 

gi-,| 44 06786 1 gb | AAD20096. 1 1 (AC006532) histidine transport protein 

(PTR2-B) [Arabidopsis thaliana] 



OJ990825_08.9C03.C22 
+ 

12185 
AAT/NAP 
8483 
1261 



Seq. No. 


23717 


Seq. ID 




_08.9C03 


.C22 


Gene No. 


49320 


Strand 


+ 






Start 


5829 


End 


12185 






Name 


OJ990825 08.9C03.C22.o3.np 


Method 


AAT/NAP 






Start 


7557 


End 


10501 






GI 


4680186 


Score 


195 






Exons 


7557.. 7576, 8935.. 9100, 10395 


. .10501 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


23717 . . M . . 


Seq. ID 


OJ990825 


_08.9C03 


.C22 


Gene No. 


4 9320 : 


Strand 


+ 






Start 


5829 


End 


12185 






Name . 


OJ990825 08. 9C03 . C22 . ol . gp 


Method 


AAT/GAP 






Start 


7910 ' 


End 


8535 






GI 


12563 2.R1084 


Score 


824 






Exons 


7910.. 8535 










GI Descrip. 


, 4521193/dbj | AB013450 . 1 1 AB013450 3.0e- 


4 0 Oryza 


sativa DNA, 




similar sequence to Pib gene* 










Seq. No. 


23717 


Seq. ID 


OJ990825 


_08.9C03 


.C22 


Gene No. 


49320 


Strand 


+ 






Start 


5829 


End 


12185 






Name 


OJ990825 08.9C03.C22.o4.np 


Method . 


AAT/NAP 






Start 


10901 


End 


12185 






GI 


6069653 


Score 


196 






Exons 


10901. .11045, 11113. .11438, 11650 11748 , 11864 


. .12185 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23717 Seq. ID 

49320 Strand 

5829 End 

OJ990825_08 . 9C03 . C22 . o5 . np Method 

11003 End 

6907086 Score 



OJ990825_08.9C03.C22 
+ 

12185 
AAT/NAP 
12185 
411 



11003. .11784, 11843. .12022, 12091. .12185 
(AP001129) hypothetical protein [Oryza sativa] 



23718 
49321 
272 

OJ990825_08-9C03.C23.ol.gs 

272 
none 

272. .322, 577. .687 



Seq. ID OJ990825_08.9C03.C23 

Strand + 

End 687 

Method GEN SCAN 

End 687 



23914 




Seq. No. 23719 Seq. ID OJ990825_08.9C03.C24 

Gene No. .4 9322 Strand + 



Start 


180 


End 


3074 


Name 


OJ990825 08.9C03.C24.ol.gp 


Method 


AAT/GAP 


Start 


180 


End 


1605 


GI 


uC-osrocyp012bllbl 


Score 


918 


Exons 


180.. 300, 505.. 604, 834.. 1051 


, 1552.. 


1605 


GI Descrip. 


1 4102839 8.0e-32 (AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


23719 


Seq. ID 


OJ990825_08 . 9C03.C24 


Gene No. 


49322 


Strand 


-f 


Start 


180 


End 


3074 


Name 


OJ990825 08.9C03.C24.ol.gs 


Method 


GENSCAN 


Start 


244 


End 


2910 


GI 


none 


Score 


.98 


Exons 


244. .300, 505. .604, 834. .1051 


, 1552.. 


1838, 1920.. 2090, 




2181. .2910 






Seq. No. 


23719 


Seq. ID 


OJ990825 08.9C03.C24 


Gene No. 


49322 


Strand 


+ 


Start 


180 


End 


3074 


Name 


OJ990825 08.9C03.C24.ol.np 


Method 


AAT/NAP 


Start 


462 


End 


2984 


GI 


4102839 


Score 


1320 


Exons 


462. .604, 834. .1051, 1552. .2090, 2181 


. .2984 


GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


23719 


Seq. ID 


OJ990825_08.9C03.C24 


Gene No . 


4 9322 


Strand 


+ 


Start 


180 


End 


3074 


Name 


OJ990825 08.9C03.C24.o2.gp 


Method 


AAT/GAP 


Start 


1833 


End 


2383 


GI 


LIB3432-028-P1-K1-G9 


Score 


877 


Exons 


1833.. 2090, 2181.. 2383 






GI Descrip. 


'4322327/gb|AAD16016| 1.0e-33 


(AF080545) peptide transporter 




[Nepenthes alata] 1 






Seq. No. 


23719 


Seq. ID 


OJ990825_08.9C03.C24 


Gene No. 


49322 


Strand 


+ 


Start 


180 


End 


3074. 


Name 


OJ990825 08.9C03.C24.o3.gp 


Method - 


- AAT/GAP 


Start 


2409 


End 


3074 


GI 


12563 2.R1084 


Score 


1245 


Exons 


2409. .3074 






GI Descrip. 


'4521193/dbj | AB0134 50 . 1 1 AB013450 3.0e- 


-40 Oryza sativa DNA, 




similar sequence to Pib gene' 






Seq. No. 


23719 


Seq. ID 


OJ990825_08.9C03.C24 


Gene No. 


49323 


Strand 


+ 


Start 


3428 


End 


3716 


Name 


OJ990825 08.9C03.C24.o2.gs 


Method 


GENSCAN 


Start 


3428 


End 


3716 


GI 


none 


Score 


.69 


Exons 


3428. .3508, 3516. .3716 






Seq. No. 


23719 


Seq. ID 


OJ990825_08.9C03.C24 


Gene No. 


49324 


Strand 


+ 



23915 



Start 


4022 




End 


4127 


Name 


OJ990825 08.9C03.C24.o4. 


• gp 


Method 


AAT/GAP 


Start 


4022 




End 


4127 


GI 


5816518 




Score 


155 


Exons 


4022. .4127 








GI Descrip. 


4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib 


gene 






Seq. No. 


23719 




Seq. ID 


OJ990825_08.9C03.C2 


Gene No. 


49325 




Strand 


+ 


Start 


5489 




End 


5767 


Name 


OJ990825 08.9C03.C24.o3. 


. gs 


Method 


GEN SCAN 


Start 


5489 




End 


5767 


GI 


none 




Score 


.58 


Exons 


5489.. 5543, 5664.. 5767 








Seq. No. 


23719 




Seq. ID 


OJ990825_08.9C03.C2 


Gene No. 


49326 




Strand 




Start 


1772 




End 


7396 


Name 


OJ990825 08.9C03.C24.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


496 




End 


2989 


GI 


none 




Score 


107 


Exons 


496.. 612, 501. .608, 830. 


. .1024, 


832.. 1023, 1608.. 1862, 




1609.. 2085, 1917.. 1961, 


2212. . 


2535, 2244.. 2309, 2361.. 2555 




2634.. 2669, 2638.. 2892, 


2721. . 


,2918, 2883. .2981, 2897. .2989 


Seq. No. 


23719 




Seq. ID 


OJ990825_08. 9C03.C2 


Gene No. 


49326 




Strand 




Start 


•1772 




End 


7396 


Name 


OJ990825 08. 9C03.C24.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


502 




End 


976 


GI 


none 




Score 


144 


Exons 


502. .612, 507. .608, 518. 


, .622, 


830. .976 


, 832.. 972 


Seq. No. 


23719 




Seq. ID 


OJ990825_08.9C03.C2 


Gene No. 


49326 




Strand 




Start 


1772 




End 


7396 


Name 


OJ990825 08.9C03.C24.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


516 




End 


1056 


GI 


none 




Score 


• 95 


Exons 


516. .608, 517. .615, 799. 


.1056, 


830.. 1030 


Seq. No. 


23719 




Seq. ID 


OJ990825_08.9C03.C2. 


Gene No. 


49326 




Strand 




Start 


1772 




End 


7396 


Name 


OJ990825 08.9C03.C24.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


830 




End 


2826 


GI 


none 




Score 


132 


Exons 


830.. 1042, 877.. 1041, 1618.. 2079, 1647 


..1862, 2197. .2391, 




2275.. 2406, 2394.. 2555, 


2404. . 


2532, 2638.. 2826 


Seq. No. 


23719 




Seq. ID 


OJ990825_08.9C03.C2< 


Gene No. 


49326 




Strand 




Start 


1772 




End 


7396 


Name 


OJ990825 0R.Qrnrr?4.oi. 




Me t hod 


rpDT 7\ r> m\r - » * _ J 


Start 


1629 




End 


2987 


GI 


none 




Score 


151 



23916 



Exons 1629.. 1751, 1639.. 1776, 1743.. 1808, 1813.. 2091, 1815.. 1862, 

2206. .2535, 2244. .2309, 2361. .2555, 2634. .2891, 2638. .2892, 
2883. .2987, 2897. .2986 



Seq. No. 


23719 






Seq. ID 


OJ990825_08.9C03.C24 


Gene No. 


49326 






Strand 


- 


Start 


1772 






End 


7396 


Name 


OJ990825 08 


.9C03.C24.o2 


.np 


Method 


AAT/NAP 


Start 


1772 






End 


7396 


GI 


5091513 






Score 


481 


Exons 


1772 . . 1944 , 


5541 . .5740, 


6536. 


.7396 




GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23719 






Seq. ID 


OJ990825_08.9C03.C24 


Gene No. 


49326 






Strand 


- 


Start 


1772 






End 


7396 


Name 


OJ990825 08 


. 9C03.C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2647 






End 


2954 


GI 


none 






Score 


257 


Exons 


2647. .2892, 


2650. .2727, 


2655. 


.2954 




Seq. No. 


23720 






Seq. ID 


OJ990825_08.9C03.C25 


Gene No. 


49327 






Strand 




Start 


1 






End 


10473 


Name 


OJ990825 08 


.9C03.C25.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


8275 


GI • 


5091513 






Score 


843 


Exons 


1..501, 1269. .1506, 8161. .8275 




GI Descrip. 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 


Seq. No. 


23720 






Seq. ID 


OJ990825_08.9C03.C25 


Gene No. 


49327 






Strand 




Start 


1 






End 


10473 


Name 


OJ990825 08 


. 9C03.C25.ol 


.gs 


Method 


GENS CAN 


Start 


30 






End 


10473 


GI 


none 






Score 


.5 


Exons. 


30. .528, 2436. .2654, 2681. .2747, 3356. 


.3513, 3640.. 3666, 




4931. .5314, 


5618. .6312, 


6994. 


.7206, 9244.. 9928, 10234.. 1047: 


Seq. No. 


23720 






Seq. ID 


OJ990825_08.9C03.C25 


Gene No. 


49327 






Strand 




Start 


1 






End 


10473 


Name 


OJ990825 08 


.9C03.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4958 






End 


6199 


GI 


none 






Score 


170 ■ 


Exons 


4958. .5326, 


5178. .5327, 


5618. 


.5821, 5619. .5807, 5843. .6043, 




5859. .6083, 


6030. .6146, 


6050. 


.6199 




Seq. No. 


23720 1 






Seq. ID 


OJ990825_08.9C03.C25 


Gene No. 


49327 






Strand 




Start 


1 






End 


10473 


Name 


OJ990825 08 


.9C03.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4979 






End 


10369 


GI 


none 






Score 


54 


Exons 


4979. .5326, 


499? , , 5147,- 


5184 . 


.5339, 5618. .5927, 5619. .5810, 




5840. .6040, 


5859. .6041^ 


6042. 


.6161, 6059.. 6151, 9248.. 9307, 




9359. .9442, 


9587. .9649, 


10289 


. .10369, 


10297. .10356 



23917 



Seq. No, 23720 

Gene No. 4 9327. 

Start 1 

Name OJ990825_08 . 9C03 . C25 . ol . ts 

Start 5150 

GI none 
Exons 



Seq. ID OJ990825_08.9C03.C25 
Strand 

End 10473 

Method TBLASTX : Soybean 

End 6229 

Score 104 



5150. .5326, 5202. .5327, 5618. .5809, 5622. .5810, 5840. .5986, 
5859. .5993, 6059. .6151, 6060. .6125, 6161. .6229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23720 
49327 
1 

OJ990825_08.9C03.C25.ol.tw 

5768 
none 



Seq. ID OJ990825_08.9C03.C25 



Strand 
End 

Method 

End 

Score 



10473 

TBLASTX: Wheat 

6136 

130 



5768. .5833, 5843. .6043, 5853. .6044, 6059. .6136 



23720 
49327 * 
1 

OJ990825_08.9C03.C25.o3.np 

6856 

4826399 



Seq. ID OJ990825_08.9C03.C25 



Strand 
End 

Method 
End . 
Score 



10473 
AAT/NAP 
10455 
220 



6856..6884, 7093. .7206, 9244. .9837, 10190. .10455 
(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 

23720 Seq; ID OJ990825_08.9C03.C25 

49327 Strand 

1 End 10473 

OJ990825_08 . 9C03 . C25 . o2 . np Method AAT/NAP 

9015 End 10440 

5852084 Score 97 

9015.. 9096, 10244. .10334, 10371.. 10440 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990825_08.9C03.C26 

Strand + 

End 2127 

Method AAT/GAP 

End 8 67 

Score 1403 

contains similarity to 



23721 
49328 
1 

OJ990825_08.9C03.C26.ol.gp 
1 

101595_1.R1084 
1..677, 793. .867 
•3047066 3.0e-15 (AF058825) 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 23721 Seq. ID 

Gene No. 4 9328 Strand 

Start 1 End 

Name OJ990825_08 . 9C03 . C26 . ol . np Method 

Start 1 End 

GI 6630696 Score 

Exons 1..2127 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pel 
polyprotein from transposon Tnt 1-94.- (P10978) [Oryza sativa] 



OJ990825_08.9C03.C26 
+ 

2127 
AAT/NAP 
2127 
3695 



23918 




Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49328 








Strand 


+ 




Start 


1 








End 


2127 




Name 


OJ990825 08 


.9C03 


.C26. 


ol . gs 


Method 


GEN SCAN 




Start 


82 








End 


941 




GI 


none 








Score 


. 48 




Exons 


82. .682, 793. .941 










Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49329 








Strand 






Start 


1211 








End 


2115 




Name 


OJ990825_08 


. 9C03 


.C26. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


285 




GI 


none 








Score 


288 




Exons 


1..285, 24. 


.206, 


77 . . 


220, 


106. .282 






Seq. No. 


23721 








Seq. ID. 


. OJ990825_08.9C03 


.C2 6 


Gene No. 


49329 








Strand 






Start 


1211 








End - 


2115 




Name 


OJ990825 08 


. 9C03 


.C26. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4 








End 


226 




GI 


none 








Score 


286 




Exons 


4. .225, 15. 


.206, 


44 . . 


226 








.Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49329 








Strand 






Start 


1211 








End 


■ 2115 




Name 


OJ990825 08 


. 9C03 


.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


808 








End 


1082 




GI 


none 








Score 


391 




Exons 


808. .1080, 


809. . 


1081, 


810. 


.1082, 810.. 


1082 




Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49329 








Strand 






Start 


1211 








End 


2115 




Name 


OJ990825_08 


. 9C03 


.C26. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


1126 








End 


1506 




GI 


none 








Score 


80 




Exons 


1126. .1275, 


1258 


. .1506 








Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49329 








Strand 






Start 1 


1211 








End 


2115 




Name 




. yLUo 


.C26. 


o2 .gs 


Method 


GENSCAN 




Start 


1211 






End 


1342 




GI 


none 








Score 


. 94 




Exons 


1211. .1342 














Seq. No. 


23721 








Seq. ID 


OJ990825_08.9C03 


.C26 


Gene No. 


49329 








Strand 






Start 


1211 








End 


2115 




Name 


OJ990825 08 


.9C03 


.C26. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


1264 








End 


1728 




GI 


none 








Score 


311 - 




Exons 


1264 . . 1728 














Seq. No. 


23721 








Seq. ID 


OJ990825JD8.9C03 


.C26 



23919 



Gene No. 


49329 








Start 


1211 








Name 


OJ990825 08. 


9C03 


.C26.o3 


.tw 


Start 


1371 








GI 


none 








Exons 


1371. .1571, 


1372 


. .1569, 


1374. 


Seq. No. 


23721 








Gene No . 


a c\ o o r\ 

4 352.3 








Start 


1211 








Name 


OJ990825 08. 


9C03 


.C26.ol 


.ts 


Start 


1516 








GI 


none 








Exons 


1516. .1737, 


1599 


. .1733, 


1741. 


Seq. No. 


23721 








Gene No. 


4 9329 








Start 


1211 








Name 


OJ990825 08. 


9C03 


.C26.ol 


.tw 


Start 


1572 








GI 


none 








Exons 


1572. .1979, 


1579 


. .2115, 


1582. 


Seq. No. 


23722 








Gene No. 


49330 








Start 


294 








Name 


OJ990825 08. 


9C03 


,C27.ol 


. gs 


Start 


294 








GI 


none 








Exons 


294. .593 








Seq. No. 


23723 








Gene No. 


49331 








Start 


1 








Name 


OJ990825 08. 


9C03, 


.C28.ol 


.np 


Start 


1 








GI 


421955 








Exons 


1. .867 









GI Descrip. 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 
End 
Score 
.1571 



■2115 

TBLASTX: Wheat 

1571 

278 



Seq. ID OJ990825_08.9C03.C26 
Strand 

2115.. 

TBLASTX : Soybean 
1914 
201 



End' 
Method 
End 
Score 
.1914 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ990825_08.9C03.C26 
2115 

TBLASTX: Wheat 

2115 

275 



Seq. ID OJ990825_08.9C03.C27 

Strand + 

•End 593 

Method GENSCAN 

End 593 

Score . 9 



Seq. ID OJ990825_08.9C03.C28 

Strand + 

End 911 

Method AAT/NAP 

End 8 67 

Score 786 



hypothetical protein 4 - potato transposon Tstl 
gi|21434|emb|CAA36616| (X52387) 0RF4 [Solanum tuberosum] 



23723 
49331 
1 

OJ990825_08.9C03.C28.ol.tw 

38 

none 



Seq. ID OJ990825_08.9C03.C28 

Strand + 

End 911 

Method TBLASTX : Wheat 

End 44 9 

Score 125 



38. .205, 39. .206, 216. .449, 233. .346 



Seq. No. 23723 

Gene No. 49331 

Start 1 

Name OJ990825_08 . 9C03 . C28 . ol . gs 

Start 107 

GI none 

Exons 107.. 235, 401.. 846 



Seq. ID OJ990825_08.9C03.C28 

Strand + 

End 911 

Method GENSCAN 

End 846 



23920 




Seq. No. 


23723 




Seq. ID 


OJ990825_08.9C03 


.C28 


Gene No. 






Strand 


+ 




Start 


l 




End 


911 




Name 


OJ990825 08. 9C03.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


219- 




End 


881 




GI 


none 




Score 


328 




Exons 


219. .611, 242. .430, 473 


. .574, 


647. .826, 


651. .881 




Seq. No. 


23723 




Seq. ID 


OJ990825_08.9C03 


.C28 


Gene No. 






o Tirana 


x 
t 




Start 


1 




End 


911 




Name 


OJ990825 08. 9C03.C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


228 




End 


883 




GI 


none 




Score 


112 




Exons 


228. .401, 429. .500, 501 


. .608, 


657. .878, 


665. .883 




Seq. No. 


23723 




Seq. ID 


OJ990825_08.9C03 


.C28 


Gene No. 


4yooi 




btrana 


i 

T 




Start 


1 




End 


911 




Name 


OJ990825 08. 9C03.C28.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


237 




End 


911 




GI 


none 




Score 


622 




Exons 


237.. 911, 239.. 580, 662 


. .757, 


854. .910 






Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


.C29 


Gene No. 


49332 




Strand 


+ 




Start 


1 




End 


1994 




Name 


OJ990825 08. 9C03.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1994 




GI 


2943742 




Score 


209 




Exons 


1..24, 700. .832, 1274.. 


1478, 


1689. .1994 




GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


.C29 


Gene No. 


49332 




Strand 


+ 




Start 


1 




End 


1994 




Name 


OJ990825 08.9C03.C29.ol 


.gs 


Method 


GENS CAN 




Start 


967 




End 


1994 




GI 


none 




Score- 


.53 




Exons 


967. .1233, 1755. .1994 










Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


.C29 


Gene No. 


49333 




Strand 


+ 




Start 


6461 




End 


7877 




Name 


OJ990825 08.9C03.C29.ol 


.gp 


Method 


AAT/GAP 




Start 


6383 




End 


6890 




GI 


none 




Score - 


950 




Exons 


6383. .6890 










Seq. No. 


23724 




Seq. ID 


OJ990825_08. 9C03 


.C29 


Gene No. 


49333 




Strand 


+ 




Start 


6461 




End 


7877 




Name 


OJ990825 08.9C03.C29.o2 


.gs 


Method 


GENSCAN 




Start 


64 61 




End 


7877 




GI 


none 




Score 


. 86 




Exons 


6461. .6629, 6646. .6718, 


6762. 


.6977, 7046. .7877 





23921 



Seq. No. 23724 

Gene No. 4 9334 

Start 8728 

Name OJ990825_08 . 9C03 . C29 . o3 . gs 

Start 8728 

GI none 
Exons 



Seq. ID OJ990825_08.9C03.C29 

Strand + 

End 14556 

Method GENSCAN 

End 14556 

Score .78 



8728. .9140, 11466. .11511, 12167 .. 12243 , 12634 .. 12717, 
12766. .12829, 12996 13185 , 13307.. 14556 



Seq. No. 


23724 


Seq. ID 


OJ990825_08.9C03.C29 


Gene No. 


4 9334 


Strand 


+ 


Start 


8728 


End 


14556 


Name 


OJ990825 08.9C03.C29.o2.np 


Method 


AAT/NAP 


Start 


13416 


End 


14548 


GI 


6056194 


Score 


466 


Exons 


13416. .14548 






GI Descrip. 


(AC009400) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


23724 


Seq". ID 


OJ990825_08.9C03.C29 


Gene No. 


49335 


Strand 




Start 


7666 


End 


8220 


Name 


OJ990825 08.9C03.C29.o2.gp 


Method 


AAT/GAP 


Start 


7666 


• End 


8220 


GI 


• none 


Score 


997 


Exons 


7666.. 8220 






Seq. No. 


23724 


Seq. ID 


OJ990825_08.9C03.C2 9 


Gene No. 


4 9336 


Strand 




Start 


12534 


, End 


13196 


Name 


OJ990825 08.9C03.C29.o3.gp 


Method 


AAT/GAP 


Start 


12534 


End 


13196 


GI 


4714647 


Score 


1151 


Exons 


12534. .13196 






Seq. No. 


23724 


Seq. ID 


OJ990825_08 . 9C03 . C29 


Gene No. 


49337 


Strand 




Start 


15399 


End 


16122 


Name 


OJ990825 08.9C03.C29.o4.gp 


Method 


AAT/GAP 


Start 


15399 


End 


16122 


GI 


23698 1.R1084 


Score 


1382 


Exons 


15399. .16122 ' 






GI Descrip. 


'3337367 4.0e-29 (AC004481) 


hypothetical protein. [Arabidopsis 



thaliana] 1 



Seq. No. 23724 
Gene No. 49338 
Start 17803 

Name OJ990825_08 . 9C03 . C29 . ol . tm 

Start 13080 
GI none 
Exons 13080. 

13627. 

14080. 



,13169, 13410. .13583, 
,14022, 13714. .13833, 

,14490 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13411 

13821 



OJ990825 08.9C03.C29 



19678 

TBLASTX: Maize 
14490 
71 

13596, 13626. .13793, 
13946, 14068. .14487, 



Seq. No. 23724 Se:_ 

Gene No. 4 9338 Strand. - 

Start 17803 End"*. 19678 



23922 



Name 


OJ990825 08.9C03.C29 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


13438 




End 


13989 


GI 


none 




Score 


51 


Exons 


13438. .13536, 13630. 


.13989, 


13644. .13736, 13785.. 13877 


Seq. No. 


23724 




Seq. ID 


OJ990825_08 . 9C03 


Gene No. 


49338 




Strand 




Start 


17803 




End 


19678 


Name 


OJ990825 08.9C03.C29 


.ol.ts 


Method 


TBLASTX: Soybean 


Start A v. 


13633 




End 


14286 


GI 


none 




Score 


258 


Exons 


13633. .13989, 14038. 


.14286, 


14124. .14! 


285 


Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


Gene No. 


49338 




Strand 




Start 


17803 




End 


19678 


Name 


OJ990825 08.9C03.C29 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


14095 




End 


14360 


GI 


none 




Score 


379 


Exons 


14095. .14358, 14127., 


.14360, 


14128. .14358, 1423.2 .. 14360 


Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


Gene No. 


49338 




Strand 




Start 


17803 




End 


19678 


Name 


OJ990825 08.9C03.C29, 


,o2. tc 


Method 


TBLASTX: Cress 


Start 


14143 




End 


14541 


GI 


none 




Score 


109 


Exons 


14143. .14286, 14145., 


.14291, 


14287. .14541, 14 34 4. .14541 


Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


Gene No. 


49338 




Strand 




Start 


17803 




End 


. 19678 


Name 


OJ990825 08.9C03.C29. 


. o4 . gs 


Method 


GENS CAN 


Start 


17803 




End 


19678 


GI 


none 




Score 


.76 


Exons 


17803. .17859, 18886.. 


,18972, 


19061. .19169, 19671. .19678 


Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03 


Gene No. 


49338 




Strand 




btart 


17803 




End 


19678 


Name 


OJ990825 08.9C03.C29. 


o3.np 


Method "" 


AAT/NAP 


Start 


18850 




End 


19678 


GI 


3337367 




Score 


151 


Exons 


18850. .18972, 19061.. 


19262, 


19634. .19678 


GI Descrip. 


(AC004481) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03, 


Gene No. 


49338 




Strand 




Start 


17803 




End, 


19678 


Name 


OJ990825 08.9C03.C29. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


18856 




End 


19181 


GI 


none 




Score 


58 


Exons 


18856. .18975, 18886.. 


18969, 


19061. .19180, 19064 . . 19177, 




19101. .19181 








Seq. No. 


23724 




Seq. ID 


OJ990825_08.9C03. 


Gene No. 


49338 




Strand 





23923 



Start 
Name 
Start 
GI 

Exons 



17803 End 

OJ990825_08 . 9C03 . C29 . o2 . ts Method 

18895 End 

none Score 



19678 

TBLASTX : Soybean 

19181 

60 



18895. .18975, 18896 18973, 19061 .. 19177, 19061 .. 19180, 
19065. .19181 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23725 Seq. ID 

49339 Strand 

1 End 

OJ990825_08 . 9C03 . C30 . o4 . np Method 

1 End 

4680183 Score 



OJ990825_08.9C03.C30 
+ 

.11110 
AAT/NAP 
11110 
201 



1..43, 10340. .10410, 11019. .11110 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



23725 Seq. ID 

49339 Strand 

1 End 

OJ990825_08 . 9C03 . C30 . o2 . np Method 

4173 End 

6735317 Score 



OJ990825_08.9C03.C30 
+ 

11110 
AAT/NAP 
6589 
525 



4173. .4188, 5368. .5451, 5497. .6589 

(AL137080) putative protein [Arabidopsis : thaliana] 



23725 
49339 
1 

OJ990825_08. 9C03 . C30 . o2 . gp 
4673 

uC-osflcypl58dl2bl 

4673. .4820, 5150. .5206, 5339. 



Seq. ID 
Strands- 
End 

Method 
End 
Score 
.5513 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990825_08.9C03.C30 

+" 

11110 
AAT/GAP 
5513 
656 



23725 
49339 
1 

OJ990825_08 . 9C03 . C30 . o2 . gs 

4'685 

none- 



Seq. ID OJ990825_08.9C03.C30 

Strand + 

End 11110 

Method GENS CAN 

End 7741 

Score .92 



4685. .4820, 5150. .5206, 5339. .6539, 6877. .7092, 7291. .7741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



23725 Seq. ID 

.49339 Strand 
1 End 
OJ990825_08 . 9C03 . C30 . o3 . np Method 
5436 End 
1946363 Score 
5436.. 5508, 6099.. 6209, 7389.. 7735 

(U93215) putative glycine-rich protein [Arabidopsis thaliana] 



OJ990825_08.9C03.C30 
+ 

11110 
AAT/NAP 
7735 ' 
301 



23725 
49340 
11474 

OJ990825_08.9C03.C30.o3.gp 



Seq. ID OJ990825_08.9C03.C30 



End 

Method 



11546 
AAT/GAP 



23924 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11474 End 11546 

1631463 Score 81 

11474. .11546 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



23725 
49341 
1 

OJ990825_08 . 9C03 . C30 . ol . gp 
1 

5038932 
1. . 131 

3337367 4.0e-29 (AC004481) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_08.9C03.C30 

1939 
AAT/GAP 
131 
253 



hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23725 Seq. ID 

49341 Strand 

1 End 

OJ990825__08 . 9C03 . C30 . ol . np Method 

1 End 

6692734 Score 



OJ990825_08.9C03.C30 

1939 
AAT/NAP 
1939 
775 



1..138, 241. .297, 536. .622, 754 .. 1305, .1706 .. 1939 
(AC012679) putative integral membrane protein [Arabidopsis 
thaliana] ' 



23725 
49342 
9161 

OJ990825_08. 9C03 . C30 . ol . ts 
9 

none 



Seq. ID OJ990825_08.9C03.C30 



Strand 
End 

Method 

End 

Score 



10988 

TBLASTX: Soybean 

1888 

104 



9. .140, 538. .627, 816. .1151, 1135. .1305, 1139. .1309, 1703. .1888 



OJ990825 08.9C03.C30 



Seq. No. 23725 Seq. ID 

Gene No. 49342 Strand 

Start 9161 End 

Name OJ990825_08 . 9C03 . C30 . o3 . tm Method 

Start 12 End 

GI none Score 

Exons 12. .140, 538. .627, 816. .1151, 991. .1131, 1129. .1305, 1135. .1305, 
1139. .1333 



10988 

TBLASTX: Maize 

1333 

42 



Seq. No. 23725 Seq. ID 

Gene No. 4 9342 Strand 

Start 9161 End 

Name OJ990825_08 . 9C03 . C30 . o2 . tw Method 

Start 825 End 

GI none Score 

Exons 825.. 1130, 925.. 1131 



OJ990825_08.9C03.C30 
10988 

TBLASTX: Wheat 

1131 

55 



Seq. No. 23725 Seq. ID 

Gene No. 49342 Strand 

Start 9161 End 

Name OJ990825_08 . 9C03 . C30 . o2 . tc Method 

Start 858 End 



OJ990825 08.9C03.C30 



TBLASTX: Cress 
1181 



23925 



GI 


none 








Score 


68 


Exons 


858. .1178, 


859. . 


1017, 936.. 1181 




Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


A Q "3 A O 

4 y J4 z 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 




. lC 


Method 


TBLASTX: Cress 


Start 


1183 








End 


1885 


GI 


none 








Score 


127 


Exons 


1183. .1305, 


1187 


. .1303, 


1703. 


.1885, 1707. .1877 


Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


4 y J4z 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 


. UjU . 04 


. till 


Method 


TBLASTX: Maize 


Start 


1706 








End 


1882 


GI 


none 








Score 


124 


Exons 


1706. .1882, 


1713 


. .1877 








Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


A Ci "3 A o 

4 9342 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 


. LjU . Ol 




Method 


TBLASTX: Cress 


Start 


5386 








End 


5973 


GI 


none 








Score 


'58 


Exons 


5386. .5463, 


5533 


. .5598, 


5629. 


.5973, 5664.. 5972 


Seq. No. 


23725 








Seq-;'-: ID 


OJ990825_08.9C03 


Gene No. 


A O *3 A O 

4 9 342 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 


. . Ol 




Method 


TBLASTX: Maize 


Start 


5620 








End 


6099 


GI 


none 








Score 


415 


Exons 


5620. .6099, 


5694 


. .5969, 


5908. 


.5991 




Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


4 9342 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 




. ts 


Method 


TBLASTX : Soybean 


Start 


5629 








End 


6279 


GI 


none 








Score 


302 


Exons 


5629. .6045, 


5664 


. .5972, 


6178. 


. 6279 




Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


4 9342 








Strand 




Start 


9161 








End 


10988 


Name 


OJ990825 08 


.9C03 


. LoU . O^ 


. tm 


Method 


TBLASTX: Maize 


Start 


6169 








End 


6540 


GI 


none 








Score 


326 


Exons 


6169. .6540, 


6180 


. .6479 








Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


Gene No. 


49342 








Strand 




Start 


.9161 








End 


10988 


Name 


OJ990825 08 


. 9C0? 






Method 


TDT 7\ Orpv - - r - — - 


Start 


6175 








End 


6525 


GI 


none 








Score 


91 



.C30 



,C30 



■ C30 



,C30 



.C30 



C30 



X30 



23926 




Exons 


6175. .6279, 


6307 


. .6525 










Seq. No. 


23725 








Seq. ID 


OJ990825_08.9C03 


.C30 


Vjene ino • 










btrana 






Start 


9161 








End 


10988 




Name 


OJ990825 08. 


9C03 


.C30.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


6240 








End 


6540 




GI 


none 








Score 


260 




Exons . , 

■ 


6240. .6479, 


6241 


. .6540 










Seq. No. 


23725 








Seq. ID 


OJ990825JD8.9C03 


.C30 


Gene No. 


49342 








Strand 






Start 


9161 








End 


10988 




Name 


OJ990825 08. 


9C03 


.C30.o3. 


,gs 


Method 


GENSCAN 




Start 


9161 








End 


10988 




GI 


none 








Score 


.44 




Exons 


9161. .9313, 


9718 


. .9849, 


10122 


. .10240, 


10898. .10988 





Seq. No. 


23726 


Seq. ID 


OJ990825 


_08.9C03. 


C31 


Gene No. 


49343 


Strand 


+ 






Start 


1 


End 


1679 






Name 


OJ990825 08.9C03.C31.o2. 


, np Method 


AAT/NAP 






Start 


1 


End 


1679 






GI 


6069659 


Score 


87 






Exons 


1..38, 1490. .1679 










GI Descrip. 


(AP000616) hypothetical .protein [Oryza 


sativa] 






Seq. No. 


23726 


Seq. ID' 


OJ990825 


_08.9C03. 


C31 


Gene No. 


49343 


Strand 


+ 






Start 


1 


End 


1679 






Name 


OJ990825 08.9C03.C31.ol. 


, np Method 


AAT/NAP 






Start 


795 


End 


1679 






GI 


6907088 


Score 


530 






Exons 


795. .932, 1108. .1345, 1657. .1679 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


23727 


Seq. ID 


OJ990825_ 


_08. 9C03. 


C32 


Gene No. 


49344 


Strand 








Start 


1348 . 


End 


1799 






Name 


OJ990825 08.9C03.C32.ol. 


tm Method 


TBLASTX: Maize 




Start 


1151 


End 


1474 






GI 


none 


Score 


41 






Exons 


1151. .1195, 1153. .1176, 


1234. .1338, 1241. .1345, 


1242. .1334, 




1249.. 1335, 1383.. 1472, 


1384. .1473, 1385. .1474 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23727 
49344 
1348 

OJ990825_08 . 9C03 . C32 . ol . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990825 08.9C03.C32 



1799 
AAT/NAP 
1799 
716 



1348 
6630696 
1348. .1799 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 



23727 



Seq. ID- OJ990825_08.9C03.C32 



23927 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49344 Strand 

1348 End 

OJ990825_08-9C03.C32.ol.tw Method 

1484 End 

none Score 



1799 

TBLASTX: Wheat 

1799 

132 



1484. .1582, 1486. .1581, 1580. .1798, 1583. .1798, 1584. . 1799 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825 08.9C03.C33 



23728 
.49345 
1 

OJ990825_08. 9C03 . C33 . ol . np 
1 

6539553 
1. .138 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



138 

AAT/NAP 

138 

113 



23729 
49346 
303 



Seq. ID OJ991114_34.0128.C1 



Strand 
End 

Method 
End 
Score 



540 

AAT/NAP 
540 
46 



OJ991114_3'4.0128.Cl.ol.np 
303 

2498930 
303.. 540 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 23729 Seq. ID 

Gene No. 4 934 6 Strand 

Start 303 End 

Name OJ991114_34 . 0128 . CI . ol . gs Method 

Start 307 End 

GI none Score 

Exons 307.. 366 



OJ991114_34.0128.C1 
+ 

540 

GENSCAN 

366 

.95 



Seq. No. ' 23730 

Gene No. 49347 

Start 4841 

Name ' OJ991114_34 . 0128 . C3 . 61 . tm 

Start 2070 

GI none 

Exons 2070.. 2246, 2076.. 2249 

Seq. No. 23730 

Gene No. 49347 

Start 4841 

Name OJ991114_34 . 0128 . C3 . o2 . gs 

Start ' . 4841 

GI none 
Exons 



Seq. ID OJ991114_34.0128.C3 

Strand + 

End 11106 .//Sr./ 

Method TBLASTX: Maize 

End 2249 

Score 167 



Seq. ID OJ991114_34 .0128.C3 

Strand + 

End 11106 

Method GENSCAN 

End " 11106 

Score .42 



4841.. 4952, 7254.. 7385, 8559.. 8972, 9135.. 9350, 9654.. 10249, 
10933.. 11106 



Seq. No. 
Gene No. 
Start 



23731 
49348 
6105 ■ 



Strand 
End 



+ 

6546 



23928 



Name OJ991114_34 . 0128 . C4 . ol . gp Method AAT/GAP 

Start 6105 End 6546 

GI 62045_1.R1084 Score 765 

Exons 6105.. 6546 

GI Descrip. 1 2407276/gb | AF017361 . 1 | AF017361 4.0e-97 Oryza sativa lipid 
transfer protein LPT IV mRNA, complete cds 1 



Seq. No. 


23731 




Seq. ID 


OJ991114 


_34.0128.C4 


Gene No. 


49349 




Strand 






Start 


2044 




- End 


6436 




Name 


OJ991114 34, 


.0128.C4.o2.gs 


Method 


GEN SCAN 




Start 


2044 




End 


6436 




GI 


none 




Score 


.82 




Exons 


2044. .2179, 


2744.. 2898, 3225, 


..3348, 3446..3626, 


4240. .4381, 




5469. .5574, 


6093. .6436 








Seq. No. 


23731 




Seq. ID 


. OJ991114 


_34.0128..C4 


Gene No. 


49349 




Strand 






Start 


2044 




End 


6436 




Name 


OJ991114 34, 


.0128.C4.ol.np 


Method 


AAT/NAP 




Start 


6086 




End 


6436 




GI 


2506826 




Score 


529 




Exons 


6086. .6436 










GI Descrip. 


NONSPECIFIC 


LIPID-TRANSFER PROTEIN 1 : 


PRECURSOR 


(LTP 1) (PAPI 



gi|1619604 | emb | CAA69949 . 1 | (Y08691) lipid transfer protein 
[Oryza sativa] gi 11667590 (U77295) lipid transfer protein [Oryza 
sativa] 



Seq. No. 


23731 








Seq. ID 


OJ991114_34.0128 


,C4 


Gene No. 


49350 








Strand 






Start 


6788 








End 


13490 




Name 


OJ991114 34 


.0128. 


C4.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6092 








End 


6361 




GI 


none 








Score 


149 




Exons 


6092. .6361, 


6093. 


.6269 










Seq. No. 


23731 








Seq. ID 


OJ991114_34.0128 


.C4 


Gene No. 


49350 








Strand 






Start 


6788 








End 


13490 




Name 


OJ991114 34 


.0128. 


C4.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


6092 








End 


6325 




GI 


none 








Score 


143 




Exons 


6092. .6325, 


6093. 


.6269 










Seq. No. 


23731 








Seq. ID 


OJ991114_34.0128 


.C4 


Gene No. 


49350 








Strand 






Start 


6788 








End 


13490 




Name 


OJ991114 34 


.0128. 


C4.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


6095 








End 


6361 




GI 


none 








Score 


68 




Exons 


6095. .6361, 


6129. 


.6269 










Seq. No. 


23731 








Seq. ID 


OJ991114_34.0128 


.C4 


Gene No. 


49350 








Strand 






Start 


6788 










1 o a nn 




Name 


OJ991114 34 


.0128. 


C4.o3, 


.tc 


Method 


TBLASTX: Cress 




Start 


6095 








End 


6361 





23929 



GI 


none 








Score 


70 


Exons 


6095. .6283, 


6278. 


.6361 








Seq. No. 


23731 








Seq. ID 


OJ991114 


Gene No. 


49350 








Strand 




Start 


6788 








End 


13490 


Name 


OJ991114 34 


.0128. 


C4.o3. 


gs 


Method 


GENS CAN 


Start 


6788 








End 


13469 


GI 


none 








Score 


.83 


Exons 


6788. .6865, 


8825. 


.8989, 


11835, 


. .13469 




Seq. No. 


23731 








Seq. ID 


OJ991114 


Gene No. 


49350 








Strand 




Start 


6788 








End 


13490 


Name 


OJ991114 34 


.0128. 


C4.o2. 


np 


Method 


AAT/NAP 


Start 


11859 








End 


13490 


GI 


6016698 








Score 


1392 



Exons 11859.. 13490 

GI Descrip. (AC009991) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 23731 Seq. ID 

Gene No. 4 9350 Strand 

Start 6788 End 

Name OJ991114_34 . 0128 . C4 . o2 . ts Method 

Start 11958 End 

GI none Score 

Exons 11958. .12236, 11965.. 12237 



OJ991114_34 .0128.C4 
13490 

TBLASTX: Soybean 

12237 

206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23731 
49350 
6788 

OJ991114 

12105 

none 



34.0128.C4.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_34.0128.C4 
13490 

TBLASTX: Cress 

12582 

137 



12105. .12296, 12109. .12297, 12454 12582 , 12465. .12581 



Seq. No. 


23731 




Seq. ID 


OJ991114 


_34.0128 


.C4 


Gene No. 


49350 




Strand 








Start 


6788 




End 


13490 






Name 


OJ991114 34. 0128. C4 


,o3. tm 


Method 


TBLASTX: 


Maize 




Start " 


12172 




End 


12441 






GI 


none 




Score 


180 






Exons 


12172. .12441, 12174, 


. .12434 










Seq. No. 


23731 




Seq. ID 


OJ991114 


_34.0128 


.C4 


Gene No. 


49350 




Strand 








Start 


6788 




End 


13490 






Name 


OJ991114 34. 0128. C4, 


.o4..-ts 


Method 


TBLASTX: 


Soybean 




Start • 


12634 




End 


12867 




GI 


none 




Score 


82 






Exons 


12634. .12741, 12636, 


. .12740, 


12747. .12866, 12784 


. .12867 




Seq. No. 


23731 




Seq. ID 


OJ991114 


_34.0128 


.C4 


Gene No. 


49350 




Strand 








Start 


6788 




End 


- 1 o/inn 






Name 


OJ991114 34. 0128. C4 . 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


12876 




End 


13439 • 





23930 



GI none Score 122 

Exons 12876. .13037, 12895 13092, 13030 .. 13182, 13098 .. 13181, 

13215. .13265, 13263 . . 13439, 13264.. 13392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23731 
49350 
6788 

OJ991114_34.0128.C4.o2.tm 

13137 

none 



Seq. ID OJ991114_34 .0128.C4 



Strand 
End 

Method 

End 

Score 



13490 

TBLASTX: Maize 

13445 

62 



13137. .13223, 13138 13224 , 13215 13445, 13234.. 13392 



Seq. No. 


23731 


Seq. ID 


OJ991114 


_34.0128 


.C4 


Gene No. 


49350 


Strand 








Start 


6788 


End 


13490 






Name 


OJ991114 34.0128.C4.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


13233 


End 


13421 






GI 


none 


Score 


124 






Exons 


13233. .13421, 13237.. 13392 










Seq. No. 


23732 


Seq. ID 


OJ991114 


_34.0128 


.C5 


Gene No. 


. 49351 


Strand 


+ 






Start 


9654 


End 


19619 






Name 


OJ991114 34.0128.C5.o3.gs 


Method 


GENSCAN 






Start 


9654 


End 


19087 






GI 


none 


Score 


.52 






Exons 


9654. .9679, 10308 .. 104 64 , 


11608. .11830, 


11887. . 


11969, 





12118. .12213, 14309. .16672, 18947. .19087 



Seq. No. 23732 Seq. ID 

Gene No. 49351 Strand 

Start 9654 End 19619 

Name OJ991114_34 . 0128 . C5 . o4 . np Method AAT/NAP 

Start 12211 End 19619 

GI 2943742 Score 1135 

Exons 12211. .12293, 1474 6 .. 16912, 16958 .. 17020 , 17216 

17769. .18179, 18363 .. 18553, 19571.. 19619 

GI Descrip. (AB002266) XA1 [Oryza sativa] * 



OJ991114_34 .0128.C5 
+ 



17387, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23732 
4 9351 
9654 

OJ991114_34.0128.C5.o2.np 

12724 

6539588 



Seq. ID OJ991114_34 .0128.C5 

Strand + 

End 19619 

Method AAT/NAP 

End 15933 

Score 177 



12724. .12750, 134 67 .. 13726, 15865.. 15933 
(AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23732 
49351 
9654 

OJ991114_34.0128.C5.o3.np 

14892 

2943742 



Seq. ID OJ991114 34. 0128. C5 



Strand 
End 

Method 

End 

Score 



+ 

19619 
AAT/NAP 
18722 
1124 



14892. .16912. 16958= ,17020, 17216, 
18363.. 18722 

(AB002266) XA1 [Oryza sativa'] 



23931 




Seq. No. 


23732 






Seq. ID 


OJ991114 


_34.0128 


• C5 




49351 






Strand 


+ 






Start 


9654 






End 


19619 






Name 


OJ991114 34. 0128. C5 . 


o3.gp 


Method 


AAT/GAP 






Start 


18137 






End 


18649 






GI 


uC-osflcyp073allbl 




Score 


720 






Exons 


18137. . 


18226, 18317. 


.18649 










GI Descrip. 


'2943742/dbj IBAA25068 | l.Oe- 


-09 (AB002266) XA1 [Oryza sativa] 


Seq. No. 


23732 






Seq. ID 


OJ991114 


"3/1 ni OQ 


. Lj 


Gene No. 


49352 






Strand 


+ 






otar t 


20731 






End 


27011 






Name 


OJ991114 34. 0128. C5. 


o4 . gs 


Method 


GENSCAN 






Start 


20731 






End 


27011 






GI 


none 






Score 


.83 






Exons 


20731. . 


20744, 20823. 


.20907, 


24083. .24221, 24348 


. .24458, 






24708. . 


25496, 25666. 


.25790, 


25857. .26045, 26115 


. .26173, 






26348. . 


26465, 26481. 


.27011 










Seq. No. 


23732 






Seq. ID 


OJ991114_ 


_34 .0128 


.C5 


Gene No. 


49352 






Strand 


+ 






Start 


20731 






End - 


27011 






Name 


OJ991114 34. 0128. C5. 


o5 . np 


Method 


AAT/NAP 






Start 


25293 






End 


27008 






GI 


6721561 






Score 


1118 






Exons 


25293. . 


25345, 25841. 


.26045, 


-26115. .26173, 26255 


. .27008 





GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 23732 Seq. ID 

Gene No. 49353 Strand 

Start 37109 End 

Name OJ991114_34 . 0128 . C5 . o5 . gp Method 

Start 37109 End 

GI 61605_1.R1084 Score 

Exons 37109. .37380 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa' 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



OJ991114_34.0128.C5 
+ 

37380 
AAT/GAP 
37380 
395 



Seq. No. 23732 Seq. ID 

Gene No. 4 9354 Strand 

Start 8616 End 

Name OJ991114_34 . 0128 .C5.ol.np Method 

Start 8616 End 

GI 3130064 Score- 

.Exons 8616. .8782 

GI Descrip. (AJ006055) glutathione reductase [Zea mays] 



OJ991114_34.0128.C5 

8782 
AAT/NAP 
8782 
105 



Seq. No. 23732 Seq. ID 

Gene No. 4 9355 Strand 

Start 11069 >. End 

Name OJ991114_34 . 0128 . C5 . ol . gp Method 

Start 11069 End 



OJ991114_34.0128.C5 

11358 

AAT/GAP 

11358 



23932 




GI 


none 


Score 


555 * 






Exons 


11069. .11358 










Seq. No. 


23732 


Seq. ID 


OJ991114 


_34 .0128 


.C5 


Gene No. 


49356 


Strand 








Start 


17825 


End 


18061 






in emit: 


OJ991114 34.0128.C5.o2.gp 


Method 


AAT/GAP 






Start 


17825 


End 


18061 






GI 


LIB3431-050-P1-K1-D2 


Score 


440 ' 






Exons 


17825. .18061 ' " 










GI Descrip. 


'6015437/dbj | AB008112 . 1 1 AB008112 8 . Oe- 


11 Homo sapiens PEX1 




complete cds 1 










Seq. No. 


23732 


Seq. ID 


OJ991114 


_34.0128 


.C5 


t^ene ino . 




Strand 








Start 


18892 


End 


19364 






Name 


OJ991114 34.0128.C5.o4.gp 


Method 


AAT/GAP 






Start 


18892 


End 


19364 






GI 


none 


Score 


857 






Exons 


18892. .19364 










Seq. No. 


23732 


Seq. ID 


OJ991114 


_34.0128 


.C5 


Gene No. 


49358 


Strand 








Start 


C. f £. £. X 


End 


36510 






Name 


OJ991114 34.0128.C5.o5.gs 


Method 


GEN SCAN 






o car u 


27221 


End 


36510 






GI 


none 


Score 


.5 






Exons 


.27221.. 27478, 27550 .. 27924 , 


28284. .28469, 28571 


. .28861, 






28970. .29092, 29129 .. 31657, 


31745. .32326, 32423 


. .32996, 






33432. .33791, 33840 .. 34059, 


34376. .34794, 34839 


. .34912, 






35393. .35476, 36430.. 36510 










Seq. No. 


23732 


Seq. ID 


OJ991114 


OH • U X o 




Gene No. 


49358 


Strand 










27221 


End 


36510 






Name 


OJ991114 34.0128.C5.o6.np 


Method 


AAT/NAP 






Start 


28529 


End 


31648 






GI 


5902445 


Score 


2925 






Exons 


28529. .29776, 29816.. 31648 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


23732 


Seq. ID 


OJ991114_ 


_34.0128 


.C5 


Gene No. 


49358 


Strand 








u Lai L 


27221 


End . 


36510 






Name 


OJ991114 34.0128.C5.o7.np 


Method . 


AAT/NAP 






Start 


. 31715 


End 


35641 






GI 


5902444 


Score 


969 






Exons 


31715. .33377, 3354 9 33702, 


35605. .35641 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


23732 


Seq. ID 


OJ991114_ 


_34.0128, 


.C5 


Gene No. 


49359 


Strand 








Start 


39588 


End 


40723 






Name 


OJ991114 34.0128.C5.o6.gp 


Method 


AAT/GAP 






Start 


39248 


End 


4 0723 






GI 


17595 1.R1084 


Score 


.1520 






Exons 


39248.-39793, 40480.. 40723 - 











23933 



GI Descrip. * 24 93318/sp | Q4 1001 1 BCP_PEA 4.0e-19 BLUE COPPER PROTEIN PRECURSOR 
>gi_562779_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264_prf 2115352A blue Cu protein [Pisum 

sativum] ' 



Seq. No. 23732 
Gene No. 4 9359 

Start 39588 

Name OJ991114_34 . 0128 . C5 . 08 . np 

Start 39573 
GI 2493319 
Exons 39573. .39793, 40480.. 40579 

GI Descrip. MAVICYANIN gi | 1836088 | bbs | 179249 mavicyanin-12 . 752 kda small 
blue copper-containing stellacyanin-like glycoprotein/type I 
cupredoxin [Cucurbita pepo=green zucchini, peelings, Peptide, 
108 aa] 



Seq.. ID OJ991114_34.0128.C5 
Strand 

End 40723 

Method AAT/NAP 

End 4057.9 

Score 158 



Seq. No. 


23732 




Seq. ID 


OJ991114_34.0128 


.C5 


Con o Mo 






Strand 






Start 


39588 




End 


40723 




Name 


OJ991114 34. 0128. C5 


.06. gs 


Method 


GEN SCAN 




Start 


39588 




End 


40648 




GI 


none 




Score 


.88 




Exons 


39588. .39793, 40492, 


. .40648 








Seq. No. 


23732 




Seq. ID 


OJ991114_34.0128 


.C5 


Gene No. 


49360 




Strand 






O L Cl i. u 


4 J JO 1 




End 


44019 




Name 


OJ991114 34. 0128. C5 . 


. 64 .tm 


Method 


TBLASTX: Maize 




Start 


15334 




End 


15889 




GI 


none 




Score 


243 




Exons 


15334. .15396, 15347, 


, .15793, 


15496. .15786, 15806. .15889 




Seq. No. 


23732 




Seq. ID 


OJ991114_34.0128 


.C5 


Gene No. 


49360 




Strand 






Start 


43381 




End 


44019 




Name 


OJ991114 34. 0128. C5. 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


15511 




End 


16654 




GI 


none 




Score 


225 




Exons 


15511. .15813, 15512. 


, .15790, 


15797. .15904, 15875 .. 1597 6, 






1630*. ..16423, 16451. 


, .16654 








Seq. No. 


23732 




Seq. ID 


OJ99111.4_34.0128 


-C5 


Gene No. 


49360 




Strand 






Start 


43381 




End 


44019 




Name 


OJ991114 34. 0128. C5 . 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


28538 




End 


29146 




GI 


none 




Score 


66 




Exons 


28538. .28669, 28539. 


.28664, 


28694. .29146, 28890 .. 28997 } 






29043. .29132 










Seq. No. 


23732 




Seq. ID 


OJ991114_34 .0128 


.C5 


Gene No. 


49360 




Strand 






Start 


43381 




End 


44019 




Name 


OJ991114 34. 0128. C5 . 


0 6 . tm 


Method 


TRT.n.QTY - Mai rra 




Start 


28574 




End 


28840 






none . 




Score 


51 





23934 




Exons 


28574. 


.28657, 28608, 


. .28667, 


28658. .28* 


340, 28659.-28766 




Seq. No. 


23732 






Seq. ID 


OJ991114_34 .0128 


.C5 


bene no . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


, o3. tm 


Method 


TBLASTX: Maize 




Start 


29121 






End 


29497 




GI 


none 






Score 


45 




Exons 


29121. 


.29225, 29123. 


.29236, 


29234.-29497, 29235.. 29390 




Seq. No. 


23732 






Seq. ID 


OJ991114_34 .0128 


.C5 


bene no . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


29168 






End 


29522 




GI 


none 






Score 


151 




Exons 


29168. 


.29521, 29178. 


.29420, 


29481. .29522 




Seq. No. 


23732 






Seq. ID 


OJ991114_34.0128 


.C5 


Gene No . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


29798 






End 


30155 




GI 


none 






Score 


95 




Exons 


29798. 


.30154, 29865. 


.30155 








Seq. No. 


23732 






Seq. ID 


OJ991114_34.0128 


.C5 


Gene No . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


30059 






End 


30442 




GI 


none 






Score 


84 




Exons 


30059. 


.30307, 30317. 


.30442 








Seq. No. 


23732 






Seq. ID 


OJ991114_34.0128 


.C5 


Gene No . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


30158 






End 


30566 




GI 


none 






Score 


46 




Exons 


30158. 


.30223, 30158. 


.30331, 


30339. .30566, 30341.. 30565 




Seq. No. 


23732 






Seq. ID 


OJ991114_34.0128 


.C5 


Gene No . 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5 . 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


30665 






End 


31054 




GI 


none 






Score 


81 




Exons 


30665. 


.31012, 30897. 


.31013, 


31016. .31054 




Seq. No. 


23732 






Seq. ID 


OJ991114_34.0128 


.C5 


Gene No. 


49360 






Strand 






Start 


43381 






End 


44019 




Name 


OJ991114 34. 0128. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


30711 






End 


31132 




GI 


none 






Score 


225 




Exons 


30,711.' 


.31013, 30713. 


.31012, 


30743. .31015, 31013 ... 31132 , 





23935 



31017. .31085 



Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


o2 . tm 


Start 


30809 






GI 


none 






Exons 


30809. 


.31012, 30810. 


.31013, 


Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


ol . tm 


Start 


31217 






GI 


none 






Exons 


31217. 


.31573, 31218. 


.31511 


Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


ol. tw 


Start 


31247 






GI 


none 






Exons 


31247. 


.31702, 31248. 


.31703 


Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


o5 . ts 


Start 


31298 






GI 


none 






Exons 


31298. 


.31432, 31439. 


.31663 


Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


o4 . tw 


Start 


31895 






GI 


none 






Exons 


31895. 


.32131, 31910. 


.32119, 




32169. 


.32342 




O rt rt XT rt 

Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5 . 


o7 . tw 


Start 


32981 






GI 


none 






Exons 


32981. 


.33256, 33096. 


.33242, 




33329. 


.33373 




Seq. No. 


23732 






Gene No. 


49360 






Start 


43381 






Name 


OJ991114 34. 0128. C5. 


o9 . np 


Start 


42464 







Seq. ID OJ991114_34.0128.C5 
Strand 

End 44019 

Method TBLASTX : Mai ze 

End 31189 

Score 108 
31013. .31189. 

Seq. ID OJ991114__34 .0128.C5 
Strand 

End 44019 

Method TBLASTX : Mai ze 

End 31573 

Score 236 



Seq. ID OJ991114_34.0128.C5 
"Strand 

End 44019 

Method TBLASTX: Wheat 

End 31703 

Score 406' 



Seq. ID OJ991114_34.0128.C5 
Strand 

End 44019 

Method TBLASTX: Soybean 

End 31663 

Score 104 



Seq. ID OJ991114_34.0128.C5 
Strand 

End 44019 

Method TBLASTX : Wheat 

End 32342 

Score 103 
32013. .32129, 32168 .. 3234 1, 



Seq. ID OJ991114_34.0128.C5 
Strand 

End 44019 

Method TBLASTX : Wheat 

End 33373 

Score 70 
33212. .33328, 33225 .. 33302, 



Seq. ID OJ991114_34.0128.C5 
Strand 

En" 1 4 4019 

Method AAT/NAP 

End 44019 



23936 



GI 


6714272 




Score 


192 




Exons 


42464. .42507, 43708 


. .44019 








GI Descrip. 


(AC017118) F6N18.8 


[Arabidopsis thaliana] 




Seq. No. 


23732 




Seq. ID 


ojyy 1114 


_34.0128 


bene ino . 


4 y J OU 




Strand 






Start 


43381 






4 4 ui y 




Name 


OJ991114 34. 0128. C5 


. o7 . gs 


Method 


bbNbUAlN 




Start 


43381 




bna 


4 jy4 9 




GI 


none 




Score 


.66 




Exons 


43381. .43488, 43803 


. .43949 








Seq. No. 


23732 




Seq. ID 


ojyy 1114 


_34.0128 


Gene No. 


4 y oou 




Strand 






Start 


43381 




T7 1 ~] 

hna 


4 4 ui y 




Name 


OJ991114 34. 0128. C5 


. OJ. . tc 


MetnOa 


TBLASTX : 


Cress 


Start 


43710 




End 


/once 

4 jyoo 




GI 


none 




Score 


190 




Exons 


43710. .43772, 43800 


..43955 








Seq. No. 


23732 




Seq. ID 


OJ991114 


_34.0128 


bene ino . 






Strand 






Start 


43381 




End 


44019 




Name 


OJ991114 34. 0128. C5 . 


. OJ . ts 


Method 


TBLASTX: 


Soybean 


Start 


43710 




End 


43955 


GI 


none 




Score 


58 




Exons 


43710. .43772, 43714", 


. .43776, 


43803. .43955, 43804 


. .43890 


Seq. No. 


23732 




Seq. ID 


OJ991114 


_34.0128 


Gene No. 


49360 




Strand 






Of -1 v+- 






End 


44019 




Name 


OJ991114 34. 0128. C5, 


. oo . tm 


Method 


TBLASTX: 


Maize 


Start 


43710 




End 


43958 




GI 


none 




Score 


57 




Exons 


43710. .43787, 43714, 


. .43776, 


43782. .43958, 43810 


. .43881, 




43899. .43952 










Seq. No. 


23732 




Seq. ID 


OJ991114 


_34.0128 


bene ino • 






Strand 






Start 


43381 




End 


44019 




Name 


OJ991114 34. 0128. C5. 


, o9 . tw 


- Method 


TBLASTX: 


Wheat 


Start 


43818 




End 


43955 




GI 


none 




Score 


64 




Exons 


43818. .43955, 43824. 


.43952 








Seq. No. 


23733 




Seq. ID 


OJ991114 


_34.0128, 


bene wo . 


4 y jdi 




Strand 


+ 




Start 


324 




End 


1121 




Name 


OJ991114 34. 0128. C6. 


ol.gp 


Method 


AAT/GAP 




Start 


324 


End 


866 




GI 


none 




Score 


767 




Exons 


324. .681, 775. .866 










Seq. No. 


23733 




Seq. ID 


OJ991114 


_34.0128. 


Gene No. 


49361 




mv.x unu 






Start 


324 




End 


1121 




Name 


OJ991114 34. 0128. C6. 


ol . gs 


Method 


GENSCAN 





23937 



End 
Score 



Start 368 
GI none 

Exons 368.. 444, 1079.. 1121 

Seq. No. 23733 
Gene No. 4 9362 

Start 2377 

Name OJ991114_34 . 0128 . C6 . o2 . gs 

Start 2377 
GI . none 

Exons 2377.. 2435, 3892.. 4002, 5215., 

8710. .8839, 9533.-9886, 10048, 
10907. .11127, 11166. .11276, 11492.. 11637 



1121 
.49 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_34.0128.C6 
+ 

11637 
GENSCAN 
11637 
.4 

5551, 5774.. 5858, 6980.. 7097, 
10276, 10404. .10551, 



Seq. No. 23733 Seq. ID OJ991114_34 . 0128 . C6 

Gene No. 49362 Strand + 

Start 2377 End 11637 

Name OJ991114_34 . 0128 . C6 . o2 . gp Method AAT/GAP 

Start 5112 End ' 6004 

GI 101153_1.R1084 Score 1009 

Exons 5112.. 5456, 5774.. 6004 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST17804 1..0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 23733 Seq. ID 

Gene No. '4 9362 Strand 

Start 2377 End 

Name OJ991114_34 . 0128 . C6 . o3 . gp Method 

Start 6020 End 

GI 2428185 Score 

Exons 6020.. 6447 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ991114_34.0128.C6 
+ 

11637 
AAT/GAP 
6447 
845 



Seq. No. 23733 Seq. ID 

Gene No. 49362 Strand 

Start 2377 End 

Name OJ991114_34 . 0128 . C6 . o5 . gp Method 

Start 6972 End 

GI 61605_3.R1084 Score 

Exons 6972.. 7279 

GI Descrip. ' 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ991114_34.0128.C6 
+ 

11637 
AAT/GAP 
7279 
437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



23733 
49363 
16326 

OJ991114_34.0128.C6.ol.np 

16326 

4680203 



Seq. ID OJ991114 34. 0128 . C6 



Strand 
End 

Method 

End 

Score 



+ 

20336 
AAT/NAP 
20336 
1239 



16326. .16360, 17586 .. 19234 , 20316.. 20336 
(AF114171) TNP2-like protein [Sorghum bicolor] 



23733 Seq. 

4 9363 Strand 

16326 End 

OJ991114_34 . 0128 . C6 . o5 . gs Method 



ID OJ991114 34. 0128 . C6 



20336 
GENSCAN 



23938 



Start 


17463 






GI 


none 






Exons 


17463. 


.17475, 17577. 


. .18238, 




19494. 


.19667 




Seq. No. 


23733 






bene no. 


49364 






Start 


13381 






Name 


OJ991114 34. 0128. C6, 


o3.gs 


. Start 


13381 




GI 


none 






Exons 


13381. 


.13980 




Seq. No. 


23733 






Gene No . 


49365 






Start 


17957 






Name 


OJ991114 34. 0128. C6. 


o2.tw 


Start 


17957 






GI 


none 






Exons 


17957. 


.18319, 18025. 


.18351, 


Seq. No. 


'23733 






Gene No . 


49365 






Start 


17957 




- 


Name 


OJ991114 34. 0128. C6. 


ol.ts 


Start 


- 18215 






GI 


none 






Exons 


18215. 


.18319, 18220. 


.18342, 


Seq. No. 


23733 






Gene No . 


49365 






Start 


17957 






Name 


OJ991114 34. 0128. C6. 


ol.tc 


Start 


18362 






GI 


none 






Exons 


18362. 


.18712, 18370. 


.18432, 


Seq. No. 


23733 






Gene No. 


49365 






Start 


17957 






Name 


OJ991114 34. 0128. C6. 


Ol . tw 


Start 


18500 






GI 


none 






Exons 


18500. 


.18556, 18508. 


.18564, 




18665. 


.18760, 18665. 


.18760, 




18809. 


.18961, 18859. 


.18960 


Seq. No. 


23733 






Gene No. 


49365 






Start 


17957 






Name 


OJ991114 34. 0128. C6. 


ol.tm 


Start 


18551 






GI 


none 






Exons 


• 18551. , 


.18682, 18556. 


.18783, 




18809. , 


. 19000 





Seq. No. 



23733 



End 19667 
Score .49 
18428. .18593, 18729 .. 19178 , 



Seq. ID OJ991114_34.0128.C6 
Strand 

End 13980 

Method GENSCAN 

End" 13980 

Score .83 



Seq. ID OJ991114_34.0128.C6 
Strand 

End 19069 

Method TBLASTX : Wheat 

End 18484 

Score 216 ■ 
18365. .18484, 18382. .18471 

Seq. ID- OJ991114_34.0128.C6 
Strand 

End 19069 

Method TBLASTX : Soybean 

End 18631 

Score 101 
18362. .18 631, 1837 6. .18 630 

Seq. ID OJ991114_34.0128.C6 
Strand 

End 19069 

Method TBLASTX : Cress 

End 18712 

Score 339 
18469.. 18711 

Seq. ID OJ991114_34 .0128.C6 
Strand 

End 19069 

Method TBLASTX : Wheat 

End 18961 

Score 58 
18544. .18651, 18554 .. 18 658 , 
18667. .18762, 18804 .. 18 908 , 



Seq. ID OJ991114_34.0128.C6 
Strand 

End 19069 

Method TBLASTX : Mai ze 

End 19000 

Score 227 
18557. .18799, 18778. .18984, 

J Seq. ID OJ991114_34.0128.C6 



23939 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



4 9365 Strand 

17957 End 

OJ991114_34 . 0128 ,C6 . o2 . ts Method 

18835 End 

none Score 



19069 

TBLASTX: Soybean 

19069 

224 



18835. .18996, 18836 .. 19069, 18860. .19060 



23733 

49366 

19160 

OJ991114 

19160 

none 



Seq. ID OJ991114 34. 0128. C6 



34.0128.C6.o2. tm 



Strand 
End 

Method 

End 

Score 



19375 

TBLASTX: Maize 

19375 

192 



19160. .19360, 19186. .19374, 19196.. 19375 



Seq. No. 23734 Seq. ID 

Gene No. 49367 Strand 

Start 64 9 End 

Name OJ991114_34 . 0128 . C7 . ol . gs Method 

Start 64 9 End ' 

GI none Score 
Exons 



OJ991114_34 .0128.C7 
+ 

3748 
GEN SCAN 
3748 
.56 



649. .1112, 1774. .2321, 2400. .2958, 3443.'. 3546, 3632. .3748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23734 Seq. ID 

49367 . .Strand 

64 9 " End 

OJ991114_34 .0128 . C7 . ol . np Method 

772 End 

4680204 Score 



OJ991114_34.0128.C7 
+ 

3748 
AAT/NAP 
3623 
103 



772. .1055, 2226. .2327, 3597. .3623 

(AF114171) hypothetical protein [Sorghum bicolor] 



23735 
49368 
1982 

OJ991114_37.0128.Cl.ol.np 

1982 

3256068 

1982. .2169, 2470. .2652, 3884. 
(Y14068) Heat Shock Factor 3 

23735 
49368 
1982 

OJ991114_37.0128.Cl.ol.gs 

2329 

none 

2329..26S2, 3884. .4780 



Seq. ID OJ991114_37.0128.C1 

Strand + 

End 7165 

Method AAT/NAP 

End 7165 

Score 4 92 

.4436, 6727. .6838, 7148. .7165 
[Arabidopsis thaliana] 

Seq. ID OJ991114_37.0128.C1 

Strand + 

End 7165 

Method GENSCAN 

End 4780 

Score .55 



Seq. No. 23735 Seq. ID 

Gene No. 49369 Strand 

Start 5843 End 

Name OJ991114_37 . 0128 . CI . o2 . gs ■ Method 

Start 5843 End 

GI none Score 

Exons 5843.-5949, 6032. .6134, 6281. .6405, 6797. .6990, 7359.-7474, 

7515. .7586, 7599.-7778 



OJ991114_37.0128.C1 

7778 
GENSCAN 

7778 
a? 



23940 



Seq. No. 


23735 








Seq. ID 


OJ991114 


_37.0128.C1 


Gene No. 


49370. 








Strand 






Start 


QQQ1 

yysi 








End 


11000 




Name 


OJ991114 37 


.0128 


.Cl.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2216 








End 


4122 




GI 


none 








Score 


35 




Exons 


2216. .2272, 


2274 


. .2303, 


2283. 


.2306, 2321.. 2359, 


2323. .2358, 




2454. .2594, 


2455 


. .2595, 


2593. 


.2652, 2623.. 2652, 


3877. .4122, 




3884... .4120, 


3907 


. .4122 










beq. jno . 










Seq. ID 


OJ991114 


0-7 pin op /^-i 


Gene No. 


49370 








Strand 






Start 


9981 








End 


11000 




Name 


OJ991114 37 


.0128 


.Cl.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2463 








End 


3958 




GI 


none 








Score 


136 




Exons 


2463. .2594, 


2476 


. .2595, 


2593. 


.2652, 3884.. 3958 




Seq. No. 


23735 








Seq. ID 


OJ991114 


_37.0128.C1 


bene no . 


4 y J / U 








Strand 






Start 


9981 








End 


11000 




Name 


OJ991114 37 


.0128 


.Cl.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2469 








End 


4276 




GI 


none 








Score 


112 




Exons 


2469. .2570, 


2470 


. .2583, 


2593. 


.2652, 3881.. 3961, 


3884. .3979, 




4037. .4273, 


4070' 


. .4276 










Seq. No. 


23735 








Seq. ID 


OJ991114 


_37.0128.C1 


Gene No . 


4 yj / u 








Strand 






Start 


9981 








End 


11000 




Name 


OJ991114 37 


.0128 


.Cl.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2475 








End 


4276 




GI 


none 








Score 


140 




Exons 


2475. .2594, 


2476 


. .2595, 


2593. 


.2652, 2618.. 2656, 


3877. .3978, 




3884. .3979, 


4063 


. .4155, 


4070. 


.4276, 4085. .4276 




Seq. No. 


23735 








Seq. ID 


OJ991114 


_37.0128.C1 


Gene No. 


49370 








Strand 






o car l 


QQQ1 

y yyi 








End 


11000 




Name 


OJ991114 37 


.0128 


.Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4164 








End 


4769 




GI 


none 








Score .' 


108 




Exons 


4164. .4253, 


4164, 


. .4253, 


4165. 


.4275, 4166. .4276, 


4294. .4431, 




4295. .4447, 


4447, 


. .4527, 


4467. 


.4586, 4490. .4708, 


4539. .4601, 




4623. .4706, 


4690, 


. . 4767, 


4698. 


.4769, 4699. .4767, 


4700. .4768 


beq. No. 


O "3 "7 *3 C 








Seq. ID 


OJ991114 


o/.Ul^o. CI 


Gene No. 


49370 








Strand 






Start 


9981 








End 


11000 




Name 


OJ991114 37, 


.0128, 


.Cl.o3. 


gs 


Method 


GENSCAN 




Start 


9981 








End 


11000 




GI 


none 








Score 


1 




Exons 


9981. .11000 














Seq. No. 


23735 








Seq. ID 


OJ991114 


_37.0128.C1 


Gene No. 


49370 








Strand 







23941 




Start 


AQQ1 




End 


11000 




Name 


OJ991114 37.0128.C1. 


o2 .np 


Method 


AAT/NAP 




Start . 


10047 




End 


11000 




GI 


6714299 




Score 


601 




Exons * 


10047. .11000 










GI Descrip. 


(AC013354) F15H18.14 


: [Arabidopsis thaliana] 




Seq. No. 


23735 




Seq. ID 


OJ991114_37.0128 


.Cl 


Gene No. 


49370 




Strand 






Start 


yyy i 




End 


11000 




Name 


OJ991114 37. 0128. Cl. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10056 




End 


10538 




GI 


none 




Score 


44 




Exons 


10056. .10229, 10189. 


. 102^ / , 


10239. .10487, 10242 .. 10484 , 






10482. .10538 










Seq. No. 


23735 




Seq. ID 


OJ991114_37.0128 


.Cl 


Gene No . 


4 9 310 




Strand 






Start 


9981 




End 


11000 




Name 


OJ991114 37. 0128. Cl. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10059 




End 


10547 




GI 


none 




Score 


-51 




Exons 


' 10059. .10232, 10060. 


.10236, 


10222. .10491, 10239. .10547 




Seq. No. 


23735 




Seq. ID 


OJ991114_37.0128 


.Cl 


Gene No. 


49370 




Strand 






Start 


9981 




End 


11000 




Name 


OJ991114 37. 0128. Cl. 


ol.gp 


Method 


AAT/GAP 




Start 


10133 




End." 


1*0456 




GI 


LIB3475-001-P1-K2-C2 




Score 


604 




Exons 


10133. .10456 










GI Descrip. 


'5670155/gb|AF161269 


.1IAF161269 4.0e-e 


16 Oryza sativa subsp 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


23735 




Seq.- ID 


OJ991114_37.0128 


.Cl 


Gene No. 


49370 




Strand 






Start 


9981 




End 


11000 




Name 


OJ991114 37. 0128. Cl. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10179 




End 


11000 




GI 


none 




Score 


201 




Exons 


10179. .10547, 10180. 


.10491, 


10564. .10590, 10641. .10691, 






10794. .10871, 10798. 


.10860, 


10974. .11000 




Seq. No. 


23735 




Seq. ID 


OJ991114_37.0128 


.Cl 


Gene No . 


49370 




Strand 






Start 


9981 




End 


11000 




Name 


OJ991114 37. 0128. Cl. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10230 




End 


10502 




GI 


none 




Score 


71 




Exons 


10230. .10331, 10320. 


.10502, 


10339. .10485 




Seq. No. 


23735 




Seq. ID 


OJ991114_37.0128 


.Cl 


Gene No. 


49370 




Strand 






Start 


9981 




End 


11000 




Name 


OJ991114 37.0128,01= 


o4 : tm 




TBLA°TX : Maize 




Start 


10602 




End 


11000 




GI 


none 




Score 


53 





23942 



Exons 10602. . 10640, 10617 .. 10775, 10650 .. 10715, 10657 10776, 

10791. .10868, 10791. .10886, 107 92 10878 , 10932. .11000 



Seq. No. 23736 Seq. ID OJ991114_37 . 0128 . C2 

Gene No. 49371 Strand + 

Start 2970 End 3446 

Name OJ991114_37 . 0128 . C2 . o2 . gp Method AAT/GAP 

Start 2970 End 3446 

GI 38782_1.R1084 Score 810 

Exons 2970.. 3446 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


23736 




Seq. ID 


OJ991114_ 


37.0128 


.C2 


Gene No. 


49372 




Strand 


+ 






Start 


19109 




End 


23151 






Name* 


OJ991114 37. 0128. C2. 


o2.gs 


Method 


GENS CAN 






Start 


19109 




End - , 


23151 






GI 


none 




Score 


.82 






Exons 


19109. .19141, 19314. 


.19477, 


20710. .21136, 21625. 


.21846, 






22560. .22631, 22828. 


.23151 










Seq. No. 


23736 




Seq. ID 


OJ991114_ 


37.0128 


.C2 


Gene No. 


49372 




Strand 


+ 






Start 


19109 




End 


23151 






Name 


OJ991114 37. 0128. C2. 


o4 .np 


Method 


AAT/NAP 






Start 


20051 




End 


21136 






GI 


4982519 




Score 


107 






Exons 


20051. .20101, 20897. 


.21136 










GI Descrip. 


(AC000107) F17F8.25 


[Arabidopsis t'haliana] 






Seq. No. 


23736 




Seq. ID 


OJ991114_ 


37.0128 


.C2 


Gene No. 


49373 




Strand 


+ 






Start 


26289 




End 


29620 






Name 


OJ991114 37. 0128. C2. 


o6.np 


Method 


AAT/NAP 






Start 


26289 




End 


29620 






GI 


4755186 




Score 


1702 






Exons 


26289. .26464, 26666. 


.26768, 


26887. .28667, 29252. 


.29620 




GI Descrip. 


(AC007018) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


23736 — 




Seq. ID 


OJ991114_ 


37.0128 


.C2 


Gene No. 


49373 




Strand 


+ 






Start 


26289 




End 


29620 






Name 


OJ991114 37. 0128. C2. 


o5 .gp 


Method 


AAT/GAP 






Start 


27138 




End 


27557 






GI 


2427366 




Score 


778 






Exons 


27138. .27557 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23736 
49374 
1 

OJ991114_37 . 0128 . C2 . ol .np 
1 

6907086 



Seq. ID OJ991114 37. 0128. C2 



Strand 
End 

Method 

End 

Score 



18121 
AAT/NAP 
1569 
1134 



1..223, 347. .407. 624., 862, 920. .1569 
(AP001129) hypothetical protein [Oryza sativa] 



23943 



Seq. No. 23736 
Gene No. 49374 
Start 1 

Name OJ991114_37 . 0128 .C2 . ol . gs 

Start 972 
GI none 

Exons 972. .1415, 3076. .3163, 4634. .4924, 4965. .5091, 6312. .6386, 

7411. .7437, 7562. .7621, 8711. .8782, 9009. .9161, 9824. .9997, 
11109. .11289, 12725. .12891, 13955 .. 14 125, 14230 .. 14 684 , . 
15054. .15227, 16027 .. 16156, 17006 .. 18121 ' 



Seq; ID OJ991114_37.0128.C2 
Strand 

End 18121 

Method GENSCAN 

End 18121 

Score .51 



Seq. No. 23736 Seq. ID OJ991114_37 . 0128 . C2 

Gene No. 49374 Strand 

Start 1 End 18121 

Name OJ991114_37 . 0128 .C2 . ol . gp Method AAT/GAP 

Start 1661 End 1839 

GI 5667165 Score 305 

Exons 1661. .1839 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 

japonica' BAC clone 34K24, complete sequence 



Seq. No., 


23736 




Seq. ID 


OJ991114 


_37 


.0128 


.C2 


Gene No. 


49374' 




Strand 










Start 


1 




End 


18121 








Name 


OJ991114 37. 0128. C2 


. o2 . np 


Method 


AAT/NAP 








Start 


2266 




End 


5598 








GI 


4680186 




Score 


191 








Exons 


2266.. 2689, 3168., 3226, 4677 


..4814, 5544. .5598 








GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 








Seq. No. 


23736 




Seq. ID 


OJ991114 


_37 


.0128 


.C2 


Gene No. 


49374 




Strand 










Start 


1 




End 


18121 








Name 


OJ991114 37. 0128. C2 


.o3.gp 


Method 


AAT/GAP 








Start 


16578 




End 


16943 








GI 


2311913 




Score 


686 








Exons 


16578. .16943 














Seq. No. 


23736 




Seq. ID 


OJ991114 


_37 


.0128 


.C2 


Gene No. 


49375 




Strand 










Start 


23517 




End 


26482 








Name 


OJ991114 37. 0128. C2 


. ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


16950 




End 


17392 








GI 


none 




Score 


175 








Exons 


16950. .17126, 16952 


. .17392, 


16952. . 17392 








Seq. No. 


23736 




Seq. ID 


OJ991114 


_37 


.0128 


.C2 


Gene No. 


49375 




Strand 










Start 


23517 




End 


26482 








Name 


OJ991114 37. 0128. C2 


. o5.np 


Method 


AAT/NAP 








Start 


23434 




End 


23764 








GI 


6539588 




Score 


279 








Exons 


23434. .23764 














GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23736 




Seq. ID 


OJ991114_ 


J37 


.0128 


.C2 


Gene No. 


49375 




Strand 











23944 



Start 


23517 




End 


26482 




Name 


OJ991114 37. 0128. C2, 


. o3.gs 


Method 


GENSCAN 




Start 


23517 


End 


26482 




GI 


none 




Score 


.59 




Exons 


23517. .23737, 26359. 


. .26482 








Seq. No. 


23736 




Seq. ID 


OJ991114_37.0128, 


,C2 




h y j / o 




C 4- -v~ r-> 

btrana 






Start 


23517 




End 


26482 




Name 


OJ991114 37. 0128. C2. 


, o4 .gp 


Method . 


AAT/GAP 




Start ' 


23940 


End 


24397 




GI 


4968598 




Score 


765 




Exons 


23940. .24397 










Seq. No. 


23736 




Seq. ID 


OJ991114_37.0128. 


,C2 


n&na NT 


H J / 0 




Strand 






Start 


28033 




End 


28300 




Name 


OJ991114 37. 0128. C2. 


, ol . ts 


- Method 


TBLASTX: Soybean 




Start 


28033 




End 


28300 




GI 


none 




Score 


251 




Exons 


28033. .28212, 28035. 


.28202, 


28200. .28244, 28241.. 28300 




Seq. No. 


23736 




Seq. ID 


OJ991114_37.0128. 


C2 


Gene No. 


49377 


-■ 


Strand 












End 


29354 




Name 


OJ991114 37. 0128. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


28286 




End 


29298 




GI 


none 




Score 


440 




Exons 


28286. .28591, 28287. 


.28631, 


28300. .28638, 28320 .. 28667 , 






29250. .29297, 29256. 


.29297, 


29257. .29298 




Seq. No. 


23736 




Seq. ID 


OJ991114_37.0128. 


C2 


Gene No. 


49377 




Strand 






<3+- a r-t- 
O LdLX. 






End 


29354 




Name 


OJ991114 37. 0128. C2. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


28454 




End 


29354 




GI 


none 




Score 


271 




Exons 


28454. .28666, 28457. 


.28537, 


28459.-28668, 28477 .. 28668, 






29250. .29354, 29251. 


.29349, 


29256.. 29351 




Seq. No- 


23736 




Seq. ID 


OJ991114_37.0128. 


C2 


Gene No. 


49378 




Strand 






otart 


z yji / 




End 


29616 




Name 


OJ991114 37. 0128. C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


29317 




End 


29616 




GI 


none 




Score 


37 




Exons 


29317. .29379, 29363. 


.29488, 


29368. .29616, 29368 .. 29481, 






29388. .29606 










Seq. No. 


23737 




Seq. ID 


OJ991114_37.0128. 


C3 


Gene No. 


49379 




Strand 


+ 




Start 


3910 




End 


5269 




Name 


OJ991114 37. 0128. C3. 


o2 . np ■ 


Method 


AAT/NAP 




Start 


3910 




End 


5269 




GI 


3319695 




Score 


161 





Exons 3910.. 4068, 5229.. 5269 

GI Descrip. (AJ223422) cytochrome c oxidase subunit -I [Rhamnus cathartica] 



23945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23737 
49380 
1 

OJ991114_37.0128.C3.ol.np 
1 

3.641837 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method AAT/NAP 

End 2944 

Score 729 



1..29, 875. .980, 1056. .1256, 1341. .1454, 1529. .1579, 1712. .1812, 
2902. .2944 

(AL023094) Nonclathrin coat protein gamma-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23737 
49380 
1 

OJ991114_37.0128.C3.ol.gs 

801 

none 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method GEN SCAN 

End 5498 

Score .61 



801. .878, 1056. .1256, 1341. .1454, 1529. .1579, 1712. .1809, 
2902. .3100, 4212. .4335, 5182. .5498 



Seq. No. 23737 

Gene No. 4 9380 

Start 1 

Name OJ991114_37 . 0128 . C3 . o2 . tm 

Start 873 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method TBLASTX : Mai ze 

End 1127 ' 

Score 118 



873. .983, 876. .992, 880. .996, 1032. .1124, 1056. .1127, 1057. .1125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23737 
49380 
1 

OJ991114_37.0128.C3.ol.tc 

875 

none 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method TBLASTX : Cress 

End 2965 

Score 108 



875. .982, 876. .992, 879. .983, 1050. .1265, 1060. .1257, 

1336. .1461, 1338. .1454, 1340. .1456, 1526. .1585, 1527. .1586, 

1707.. 1808, 1709. .1810, 2903.. 2965 



Seq. No. 23737 

Gene No. 49380 

Start 1 

Name OJ991114_37 . 0128 . C3 . ol . ts 

Start 876 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method TBLASTX : Soybean 

End 1807 

Score 112 



876. .992, 889. .978, 1043. .1207, 1050. .1259, 1060. .1257, 
1151. .1267, 1336. .1461, 1338. .1454, 1340. .1456, 1526. .1585, 
1527.. 1586, 1707.. 1802, 1709.. 1807 



Seq. No. 23737 

Gene No. 49380 

Start 1 

Name OJ991114__37 . 0128 . C3 . ol . tm 

Start 1236 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C3 
Strand 

End 54 98 

Method TBLASTX : Mai ze 

End 3058 

Score 42 



1236. .1262, 1237. .1257, 1335. .1457, 1335. .1454, 1336. .1461, 
1339. .1455, 1526. .1585, 1527. .1586, 1529. .1591, 1694. .1810, 



23946 



1707.. 1823, 2896.. 2949, 2903.. 3058, 2922.-2963 

Seq. No. 23737 Seq. ID OJ9911 14_37 . 0128 ..C3 

Gene No. 49380 Strand 

Start 1 End 54 98 

Name OJ991114_37 . 0128 . C3 . o3 . np Method AAT/NAP 

Start 4605 End 5227 

GI 6721559 Score 369 

Exons 4605. .5227 

GI Descrip. • (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


23738 


Seq. ID 


OJ991114 


Gene No. 


49381 


Strand 


+ 


Start 


1234 


End 


3830 


Name 


OJ991114 37.0128.C4.ol.gs 


Method 


GENSCAN 


Start 


1234 


End 


3830 


GI 


none 


Score 


.89 


Exons 


1234. .1322, 2571. .2724, 3252.. 


3453, 3697.. 3830 


Seq. No. 


23738 


Seq. ID 


OJ991114 


Gene No. 


49382 


Strand 




Start 


237 


End 


11184 


Name 


OJ991114 37.0128.C4.ol.np 


Method 


AAT/NAP 


Start 


237 


End 


11184 


GI 


4680183 


Score 


184 


Exons 


237. .326, 925. .994, 11164. .11184 




GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


Seq. No. 


23738 


Seq. ID 


OJ991114 


Gene No. 


49382 


Strand 




Start 


237 


End 


11184 


Name 


OJ991114 37.0128.C4.ol.gp 


Method 


AAT/GAP 


Start 


4611 


End 


5571 


GI 


70292 1.R1084 


Score 


1439 


Exons 


.4611. .5105, 5204. .5368, 5471.. 


5571 





37. 0128. C4 



GI Descrip. 



'5430769/gb|AAD43169.1|AC007504_24 5.0e-29 (AC007504) Similar to 
somatic embryogenesis receptor-like kinase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23738 
49382 
237 

OJ991114_37.0128.C4.o2.np 

4842 

3641836 

4842. .5105, 5171. .5368, 5471. 
5999. .6127, 6230. .6715, 6803. 



OJ991114 37. 0128. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5615, 5705, 
.7406 

(AL023094) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



11184 
AAT/NAP 
7406 
1220 

.5781, 5860.. 5930, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



23738 Seq. ID 

49382 Strand 

237 End 

OJ991114_37 . 0128 .C4 . o2 . gs Method 

4872 End 



OJ991114_37.0128.C4 

11184 

GENSCAN 

10775 



23947 



GI 


none 








Score 


.84 


Exons 


4872. .5105, 


5204 


. .5368, 


5471. 


.5615, 5624. .5781, 5860. .5997, 




6036. .6715, 


6827 


. .7539, 


7982. 


.8002, 10016. .10119, 10477.. 10 




10654. .10775 










Seq. No. 


23738 








Seq. ID 


OJ991114_37.0128.C4 


Gene No. 


49382 








Strand 




Start 


977 








End 


11184 


Name 


HTQQ1 1 1 4 7 7 
uu l i 14 Of 


. UIZo 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


A Q1 A ~ 

4 ± 4 








End 


6605 




none 








Score 


36 


Exons 


A Q1 A c. H94 

4 :?14 . . 3UZ 4 , 


3UU / 


. .5117, 


5186. 


.5338, 5336. .5368, 5466.-5495, 




34 / 1 . .34:*/, 


34/1 


. .5497, 


5486. 


.5614, 5499. .5615, 5507. .5617, 




jOOU . .O/ol/ 


3 DO 1 


. .5782, 


5857. 


.5928, 5858. .5935, 6039. .6125, 




OU4 U . . Dl jj / 


7 1 
vZ J 1 


. .6287, 


6235. 


.6276, 6276. .6440, 6295.-6432, 




6438. .6605 f 


6445 


. .6579 








Seq. No. 


ZO f JO 








Seq. ID 


OJ991114_37.0128.C4 


Gene No. 


4 JOoZ 








Strari.d.. 




Start 


9 77 








End 


11184 


Name 


uj 1 1 1 4 01 


m 9 q 
. U 1 Zo 


. C4 . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


3 4 0 0 








End 


6593 


GI 


none 








Score 


137 


Exons 


3400. . 3 Ol4 , 


33Uo 


. .5615, 


5689. 


.5781, 5705. .5782, 5854. .5928, 




5858. .5935/ 


6039 


. .6128, 


6228. 


.6290, 6276. .6428/ 6349. .6429, 




6438. . 6593/ 


6439 


. .6573 








Seq. No. 


Z J I JO 








Seq. ID 


OJ991114_37.0128.C4 


Gene No. 


/ Q7Q 9 

4i y jo z 








Strand 




OUdlL 


9 77 
Zj/ 








End 


11184 


Name 


O TQQ1 11/1 77 


m 9Q 
. U IZo 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3 3 1 u 








End 


6119 


GI 


none 








Score 


66 


Exons 


5510. .5614, 


5511, 


. .5606/ 


5689. 


.5781, 5705. .5785, 5857. .5928, 




5879. .5926, 


6039, 


. .6119 








Seq. No. 


ZO f Jo 








Seq. ID 


OJ991114_37.0128.C4 


Gene No. 


4 Q7Q9 








Strand 




C+- -i 


9 77 
Z j / 








End 


11184 


Name 


D TQQ1 1 1 A 77 


n 1 9 q 
. uizo , 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


33Z3 








End 


6332 


GI 


none 








Score 


109 


Exons 


5525. .5614, 


5526. 


. .5615, 


5689. 


.5781, 5705. .5785, 5857.-5928, 




oujy . . oiz 0 / 


0U4 U . 


. .6135/ 


6228. 


.6290, 6276.. 6332 


Seq. No. 


9 77 7Q 
ZO / Jo 


- 






Seq. ID 


OJ991114_37.0128.C4 


bene no . 


/j Q709 








Strand 




Start 


237 








End 


11184 


Name 


OJ991114 37. 


.0128. 


C4.b2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6306 








End 


6540 


GI 


none 








Score 


66 


Exons 


6306. .6440, 


6435. 


.6530, 


6445. 


.6540 




Seq. No. 


23738 








Seq. ID 


OJ991114_37.0128.C4 


Gene No. 


49382 








Strand 




Start 


237 








End 


11184 


Name 


OJ991114 37. 


,0128. 


C4.o2.- 


tc 


Method 


TBLASTX: Cress 



23948 



Start 
GI 

Exons 



6333 End 6588 

none Score 14 3 

6333.-6434, 6334. .6438, 6438. .6551, 6445. .6528, 6564. .6587, 
6565. .6588 



Seq. No. 23738 

Gene No. 49382 

Start 237 

.Name OJ991114_37 . 0128 . C4 . o2 . gp 

Start 7118 

GI none 

Exons 7118.. 7543 



Seq. ID OJ991114_37.0128.C4 
Strand 

End 11184 

Method AAT/GAP 

End .7543 

Score 688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23738 Seq. ID 

49382 Strand 

237 End 

OJ991114_37 . 0128 . C4 . o2 . tm Method 

9673 End 

none Score 



OJ991114_37.0128.C4 
11184 

TBLASTX: Maize 

11183 

112 



9673..98S2, 10000 .. 10131, 10001 10108, 10009 .. 10122 , 
10199. .10273, 10200. .10274, 10474 10584 , 10475 .. 10582, 
10477. .10584, 10636 .. 10734 , 1064 6 .. 10777 , 10654 .. 10785, 
11142.. 11183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23738 Seq. ID 

49382 ' Strand 

237 . End 

OJ991114_37.0128.C4.o3.np Method 

9691 End 

6665556 Score 



OJ991114_37.0128.C4 

11184 
AAT/NAP 
11184 
447 



9691.. 9850, 10016. .10119, 10202 .. 1027 9, 10353 .. 10388 , 
10477. .10581, 10654. .10775, 11147. .11184 

(AC013289) putative chromomethylase [Arabidopsis thaliana] 



Seq. No. 23738 

Gene No. 4 9382 

Start 237 

Name OJ991114_37 . 0128 . C4 . o2 . ts 

Start 9788 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C4 
Strand 
End 

Method 
End 
Score 



11184 

- TBLASTX : Soybean 
10274 
89 



9788. .9871, 9814. .9873, 10000 10131 , 10001 10117 , 
10042. .10122, 10202. .10267, 10202 .. 10273, 10203.. 10274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23738 
49382 
237 

OJ991114_37.0128.C4.o3.tc 

9814 

none 



Seq. ID OJ9"91114_37.0128.C4 
Strand 

End 11184 

Method TBLASTX : Cress 

End 10728 

Score 85 



9814. .9873, 10000 .. 10131 , 10001 10108 , 10202 .. 10273, 
10203. .10271, 10546. .10584, 10654.. 10728 



Seq. No. 23739 

Gene No. 4 9383 

Start 180 

Name OJ991114_37 . 0128 . C5 . ol . gs 

Start 180 



Seq. ID OJ991114_37.0128.C5 
Strand 

End 74 4 

Method GENSCAN 

End - 744 



23949 



i 



GI 

Exons 



none 

180. .333, 518. .744 



Score 



.82 



Seq. No. 23740 Seq. ID 

Gene No. 4 9384 Strand 

Start 11962 End 

Name OJ991114_37 . 0128 .C6.o2 .gp Method 

Start 11962 End 

GI uC-osrocyp008h03al Score 

Exons 11962.. 12406 

GI Descrip. 1 5 670 155 /gb | AF161269. 1 1 AF161269 4.0e-86 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence 1 



OJ991114_37.0128.C6 
+ 

12406 
AAT/GAP 
12406 
830 



Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128.C6 


Gene No. 


49385 




Strand 




Start 


197 




End 


1978 


Name 


OJ991114 37.0128.C6.ol. 


gs 


Method 


GENSCAN 


Start 


197 




End 


1978 


GI 


none 




Score 


.83 


Exons 


197. .428, 661. .789, 915 


. .1071, 


1581. . 


1751, 1941. .1978-. 


Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128.C6 


Gene No. 


49386 




Strand 




Start 


2504 




End 


' 5321 


Name 


OJ991114 37.0128.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


2504 




End 


5321 


GI 


LIB3477-003-P1-K1-E9 




Score 


130 


Exons 


2504. .2541, 5257. .5321 








GI Descrip. 


'24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128.C6 


Gene No. 


49386 




Strand 




Start 


2504 




End 


5321 


Name 


OJ991114 37.0128.C6.o2. 


gs 


Method 


GENSCAN 


Start 


3090 




End 


4067 


GI 


none 




Score 


.45 


Exons 


3090.. 3259, 4001.. 4067 









Seq. No. 


23740 




Seq. ID 


OJ991114 


Gene No. 


49387 




Strand 




Start 


5925 




End 


10030 


Name 


OJ991114 37 


.0128.C6.ol.np 


Method 


AAT/NAP 


Start 


5925 




End 


10030 


GI 


3242708 




Score 


1397 


Exons 


5925. .7212, 


8212.. 8276, 928^ 


t. .10030 




GI Descrip. 


(AC003040) 


putative protein 


kinase [Arabidopsis 


Seq. No. 


23740 




Seq. ID 


OJ991114 


Gene No. 


49387 




Strand 




Start 


5925 




End 


10030 


Name 


OJ991114 37 


.0128.C6.o4.gs 


Method 


GENSCAN 


Start 


9003 


End 


10030 


GI 


none 




.Score 


: 96 


Exons 


9003. .9067, 


9262. . 10030 







23950 



Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


Gene No. 


49388 








Strand 








10418 








End 


12807 




Name 


OJ991114 37 


.0128 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6086 








End 


7055 




GI 


none 








Score 


36 




Exons 


6086. .6160, 


6183 


. .6560, 


6223. 


.6549, 6573.. 6671, 


6577. .6666, 




6654.. 6767, 


6660 


. .6809, 


6678. 


.6767, 6801.. 7055, 


6931. .7044 


Seq. No. 


. 23740 








Seq. ID 


OJ991114 


_37.0128.C6 




49388 








Strand 






Start 


10418 








End 


12807 




Name 


OJ991114 37 


.0128 


.C6.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


6168 








End 


6875 




GI 


none 








Score 


70 




Exons 


6168. .6281, 


6168 


. .6557, 


6169. 


.6564, 6564. .6875, 


6580. .6837 


Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


Gene No. 


49388 








Strand 






Start 


10418 








End 


12807 




Name 


OJ991114 37 


.0128 


.C6.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


6177 








End v * . 


7064 




GI 


none 








Score 


43 




Exons 


6177. .6281, 


6324 


. .6560, 


6406. 


.6477, 6573. .6743, 


6580. .6735, 




6760. .7041, 


6762 


. .'7064 










Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


Gene No. 


49388 








Strand 






O U Cl J- L, 


10418 

X W 1 J. o 








End 


12807 




Name 


OJ991114 37 


.0128 


.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6399 








End 


6815 




GI 


none 








Score 


76 




Exons 


6399. .6548, 


6427 


. .6543, 


6490. 


.6579, 6518. .6580, 


6571. .6696, 




6572. .6697, 


6573 


. .6815, 


6577. 


.6720 






Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


(icsnp No 


49388 








Strand 






Start 


10418 








End 


12807 




Name 


OJ991114 37 


.0128 


,C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6822 








End 


7043 




GI 


none 








Score 


177 




Exons 


6822. .7043 














Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


Gene No. 


49388 








Strand 






Start 


10418 








End 


12807 




Name 


OJ991114 37 


.0128 


.C6.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8172 








End 


9545 




GI 


none 








Score 


37 




Exons 


8172. .8219, 


8187 . 


. .8219, 


8223. 


.8255, 8224. .8274, 


9278. .9544, 




9318. .9545 














Seq. No. 


23740 








Seq. ID 


OJ991114 


_37.0128.C6 


Gene No. 


49388 








Strand 






Start 


10418 








End 


1 2807 




Name 


OJ991114 37, 


.0128, 


.C6.o3. 


tm 


Method 


TBLASTX:: 


Maize 


Start 


9644 








End 


•9910 





23951 




GI 


none 




Score 


168 




Exons 


9644. .9904, 9644. .9910, 9663. .9908 






Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128. 


C6 








Strand 






Start 


10418 




End 


12807 




Name 


OJ991114 37 0128 C6 


o5 . gs 


Method 


GENSCAN 




Start 


10418 ~~ 




End 


12677 




GI 


none 




Score 


.76 




Exons 


10418 10585 11844 


. 11909, 


12318. . 12677 




Seq. No. 


23740 




Seq. ID 


OJ991114_37. 0128. 


C6 


Gene No. 


49388 




Strand 






Start 


10418 




End 


12807 




Name 


OJ991114 37 0128 C6 


o2 . np 


■ Method 


AAT/NAP 




Start 


11455 ~~ 




End 


11534 




GI 


5852084 

*J U *J V \J T 




Score 


82 




Exons 


1 1 4SS 115^4 

XXI.J.J.aXX^.J*! 










GI Descrip. 


(AT, 117964^ ?wh0007 1 


[ Or y za 


sativa] 






Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128. 


C6 


Gene No. 


4 9388 




Strand 






Of a r f 


X VJ *i X O 




End 


12807 




Name 


O.TQQ1114 ^7 019ft ffi 


\J+J . U1LL 


Method 


TBLASTX: Maize 




Start 


191^1 _ 




End 


12401 




GI 






Score 


105 




Exons 


191^1 19166 1 999ft 


1 9 ^96 


12232. .12300, 12339. .12401, 






12364. .12399 










Seq. No. 


9^74 0 




Seq. ID 


OJ991114_37.0128. 


C6 




4 Q^R ft 




Strand 






Start 


1041ft 

X \J *± X o 




End 


12807 




Name 


O.TQQ1 1 1 4 ^7 019ft Pfi 

WUJJXXX1 J f . Ul^.0 i • 




Method 


TBLASTX: Soybean 




Start 


12223 ~~ 




End 


12471 




GI 


none 




Score 


66 




Exons 


1 999*3 19^19 1 999ft 

X*L > <L.4L.^..X.1..JX^., X O • 


19470 


12243. .12437, 12376. .12471 




Seq. No. 


23740 




Seq. ID 


OJ991114_37.0128. 


C6 


Gene No. 


49388 




Strand 






Start 


10418 




End 


12807 




Name 


OJ991114 37. 0128. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


12408 




End 


12807 




GI 


none 




Score 


147 




Exons 


12408. .12530, 12408. 


.12533, 


124 09. .12534, 12537. .12 644, 






12543. .12644, 12547. 


.12645, 


1264 6. .12807, 12647. .12751, 





12648. .12752 



Seq. No. 23741 Seq. ID OJ991114_37 . 0128 . C7 

Gene No. 4 938 9 Strand + 

Start 61 End .450 

Name OJ991114_37 . 0128 . C7 . ol . gp Method AAT/GAP 

Start 61 End 450 

GI LIB3477-003-P1-K1-E9 Score 124 

Exons 61.. 86, 366.. 450 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



23952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23742 Seq. ID OJ991114_37 . 0128 . C8 

49390 Strand 

1 End 68 6 

OJ991114_37.0128.C8.ol.np Method AAT/NAP 

1 End 68 6 

4467124 Score 131 

1..436, 557. .686 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



23742 Seq. ID 

49390 Strand 

1 End 

OJ991114_37 . 0128 .C8 . ol . gs Method 

172 * End 

none Score 

172. .427, 572. .598 



OJ991114_37.0128.C8 
686 

GENSCAN 

598 

.48 



Seq. No. 23743... Seq. c ID 

Gene No. 4 939*1 \ Strand 

Start 3421 End 

Name OJ991114_37 . 0128 . C9 . o2 . gs Method 

Start 3421 . End 

GI none Score 

Exons 3421.. 3469, 3620.. 3726 



OJ991114_37.0128.C9 
+ 

5896 
GENSCAN 
3726 
.83 



Seq. No. 23743 

Gene No. 49391 

Start 3421 

Name OJ991114_37 . 0128 .C9.ol .np 

Start 3625 

GI 1352186 

Exons 3625.. 3752, 
GI Descrip. 



Seq. ID OJ991114_37.0128.C9 
Strand + 
End 5896 
Method " AAT/NAP 
End 5889 
Score 1278 
4476. .5889 

ALLENE OXIDE SYNTHASE PRECURSOR (HYDROPEROXIDE DEHYDRASE) 
(CYTOCHROME P450 74A) gi | 404866 (U00428) allene oxide synthase 
[Linum usitatissimum] 



4251. .4324, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23743 Seq. ID 

49391 Strand 
3421 End 
OJ991114_37.0128.C9.o3.gp Method- 
4342 End 
66333_1.R1084 Score 
4342.. 4736 

, 1352186/sp|P48417 |CP74_LINUS 2.0e-14 ALLENE OXIDE SYNTHASE 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 7 4A) 
>gi_404866 (U00428) allene oxide synthase [Linum usitatissimum] ' 



OJ991114_37.0128.C9 
+ 

5896 
AAT/GAP 
4736 ■ 
743 



23743 Seq. ID 

49391 Strand 

3421 End 

OJ991114_37.0128.C9.o3.gs Method 

4 4 60 End 

none Score 
4460. .5896 



OJ991114_37.0128.C9 
+ 

5896 
GENSCAN 
5896 
. 99 



Seq. No. 



23743 



Seq. ID OJ991114 37. 0128. C9 



23953 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4 9392 Strand + 

7016 End 10259 

OJ991114_37.0128.C9.o2.np Method AAT/NAP 

6872 End 8595 

6721512 Score 65 

6872. .6979, 7007. .7116, 7159. .7295, 8528. .8595 
(AP001072) hypothetical protein [Oryza sativa] 



23743 

49392 ■ . 

7016 

OJ991114_37.0128.C9.o4.gs 

7016 

none 



Seq,. ID OJ991114_37.0128.C9 

Strand + 

End 10259 

Method GENSCAN 

End 10103 

Score .47 



7016. .7153, 8289. .8480, 9119. .9231, 9690. .9846, 10022. .10103 



23743 
49392 
7016 

OJ991114_37.0128.C9.o3.np 
9710 
6967088 
9710.. 9846, 10022.. 10259 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991114_37.0128.C9 

Strand + 

End 10259 

Method AAT/NAP 

End 10259 

Score 522 



23743 
49393 
348 

OJ991114_37.0128.C9.ol.gs 

348 

none 



Seq. ID OJ991114_37.0128.C9 
Strand 

End 1978 

Method GENSCAN 

End 1894 

Score .62 



348. .570, 652. .780, 1017. .1145, 1689. .1894 



23743 
49393 
348 

OJ991114_37.0128.C9.ol.gp 
1146 

95583_1.R1084 
1146. .1589, 1689. .1978 

'343696/gb|K01229|WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) 1 



Seq. ID OJ991114_37.0128.C9 
Strand 

End 1978 

Method AAT/GAP 

End 1978 

Score 1358 



23743 
49394 
2282 

OJ991114_37.0128.C9.o2.gp 
2282 

LIB3432-059-P1-K1-D8 _ 
2282. .2755 

*5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. ID OJ991114_37.0128.C9 
Strand 

End 2755 

Method AAT/GAP 

End 2755 

Score 681 



Seq. No. 23743 

Gene No. 49395 

Start 8823 

Name OJ991114 37 . 0128 . C9 . ol . tm 



Seq. ID OJ991114__37.0128.C9 
Strand 

End 9335 

Method TBLASTX : Mai ze 



23954 




Start 


4436 








End 


5859 


GI 


none 








Score 


657 


Exons 


4436. .4939, 


4516 


. .4938, 


4915. 


.5022, 4937. .5026, 5035. .5178 




5234. .5791, 


5240 


. .5857, 


5260. 


.5859 




Seq. No. 


23743 








Seq. ID 


OJ991114_37.0128.C9 


Gene No. 


49395 








Strand 




Start 


8823 








End 


9335 


Name 


OJ991114 37 


.0128 


.C9.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


4478 








End 


5869 


GI 


none 








Score 


476 


Exons 


4478. .4924, 


4519 


. .4854, 


5240. 


.5620, 5266. .5610, 5408. .5629 




5630. .5869, 


5674 


. .5835 








Seq. No. 


23743 








Seq. ID 


OJ991114_37.0128.C9 


Gene No. 


49395 








Strand 




Start 


8823 








End 


9335 


Name 


OJ991114 37 


.0128 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4478 








End 


4667 


GI 


none 








Score 


192 


Exons 


4478. .4609, 


4478 


. .4537, 


4516. 


.4608, 4587. .4667 


Seq. No. 


23743 








Seq. ID 


OJ991114_37.0128.C9 


Gene No. 


49395 








Strand 




Start 


8823 








End 


'9335 


Name 


OJ991114 37, 


.0128 


,C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4478 








End 


5869 


GI 


none 








Score 


186 


Exons 


-4478. .4693, 


4534, 


. .4656, 


- 4628. 


.4948, 4660.. 4857, 5240.. 5620, 




5260. .5610, 


5630, 


. .5869, 


5674. 


.5868 




Seq. No. 


23743 








Seq. ID 


OJ991114_37.0128.C9 


Gene No. 


49395 








Strand 




Start 


8823 








End 


9335 


Name 


OJ991114 37, 


.0128. 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5102 








End 


5485 


GI 


none 








Score 


344 


Exons 


5102. .5167, 


5108. 


. .5485, 


5263. 


.5484 




Seq. No. 


23743 








Seq. ID 


OJ991114_37.0128.C9 


Gene No. 


49395 








Strand 




Start 


8823 








End 


9335 


Name 


OJ991114 37. 


,0128. 


C9.o4. 


gp 


Method 


AAT/GAP 


Start 


8823 








End 


9335 


GI 


38782 1.R1084 






Score 


800 


Exons 


8823. .9335 













GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 

Seq. No. 23744 Seq. ID OJ991114_37 . 0128 . C10 

Gene No. 49396 Strand + 

Start 130 End 1484 

Name OJ991114_37 . 0128 . C10 . ol , gs Method GENSCAN 

Start 130 End 1484 

GI none Score ; 75 

Exons 130. .199, 615.. 789, 1100.. 1204, 1383.. 1484 



23955 



Seq. No. 


23744 


Seq. ID 


OJ991114 


_37. 0128. CIO 


Gene No. 


49397 


Strand 


+ 




u Lai. L 


1924 


End 


3118 




Name 


OJ991114 37.0128.C10.ol.np 


Method 


AAT/NAP 




Start 


1731 


End 


3118 




GI 


6907086 


Score 


1165 




Exons 


1731. .2482, 2543. .2787, 3019. 


.3118 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9 *W A A 


Con T H 


OJ991114 


_37. 0128. CIO 


(JCilC VIKJ • 


49397 


Strand 






Start 


1924 


End 


3118 




Name 


OJ991114 37.0128.C10.o2.gs 


Method 


GENS CAN 




Start 


1924 


End 


2457 




GI 


none 


Score 


.9 




Exons 


1924. .2457 








Seq. No. 


23744 


Seq. ID 


OJ991114 


_37. 0128. C10 


Gene No. 


49398 


Strand 






Start 


1 


End 


304 




Name 


OJ991114 37.0128.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


304 




GI 


38782 1.R1084 


Score 


478 




Exons 


1..304 








GI Descrip. 


1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


23745 


Seq. ID 


OJ991114 


_37.0128.C11 


Gene No. 


49399 


Strand 


+ 




Start 


1 


End 


3378 




Name 


OJ991114 37.0128.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


652 




GI 


. 4539658 


Score 


250 




Exons 


1..85, 303. .436, 478. .652 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


23745 


Seq. ID y 


OJ991114 


_37.0128.C11 


Gene No. 


49399 


Strand 


+ 




Start 


1 


End 


3378 




Name 


OJ991114 37.0128.Cll.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3378 




GI 


4539658 


Score 


251 





Exons 1..85, 303. .436, 478. .657, 3327. .3378 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 23745 

Gene. No. 49399 

Start' 1 

Name OJ991114_37 . 0128 .Cll . ol . gs 

Start 524 

GI none 

Exons 524.. 658 



Seq. ID OJ991114_37. 0128. Cll 

Strand + 

End 3378 

Method GENSCAN 

End 658 

Score . 4 



Seq. No. 
Gene No. 



23745 
49400 



Seq. ID OJ991114_37. 0128. Cll 
Strand 



23956 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



1916 

OJ991114_37.0128.Cll.o2.gs 



End 

_ Method 
1916 " End 

none Score 
1916. .2039, 3166. .3246, 3291. .3400 



3400 
GENSCAN 
3400 
.78 



23746 
49401 
445 

OJ991114_37.0128.C12.ol.gs 

445 

none 

445. .580, 1538. .2061 



Seq. ID OJ991114_37.0128.C12 

Strand + 

End 2699 

Method GENSCAN 

End 2061 

Score .84 



23746 Seq. ID 

49401 Strand 
445 End 
OJ991114_37.0128.C12.ol.np Method 
1310 - End 
6907086 Score 
1310. .2086, 2147. .2323, 2543. .2699 
(AP001129) hypothetical protein [Oryza sativa] 



OJ991114_37.0128.C12 
+ 

2699 
AAT/NAP 
2699 
'1030 



23747 
49402 
1034 

OJ991114_37.0128.C13.ol.gp 
852 

1029 1.R1084 



1964 
AAT/GAP 
1964 
1404 

852. .1174, 1267. .1382, 1481. .1595, 1726. .1964 
'2058496 3.0e-91 (U76028) hemoglobin 2 [Oryza sativa] 
>gi_2058502 (U76031) hemoglobin 2 [Oryza sativa] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 37.0128.C13 



Seq. No. 


23747 








Seq. ID 


OJ991114 


Gene No. 


49402 








Strand . 




Start 


1034 








End 


• : l-964 


Name 


OJ991114 37, 


.0128 


.C13.ol 


.tm 


Method 


' TBLASTX: 


Start 


1005 








End 


1788 


GI 


none 








Score 


157 


Exons 


1005. .1175, 


1038 


. .1175, 


1043. 


.1177, 1046. .1189, 




1265. .1327, 


1329 


. .1388, 


1330. 


.1383, 1425. .1565, 




1547. .1594, 


1562 


. .1612, 


1725. 


.1787, 1725. .1787, 


Seq. No. 


23747 








Seq. ID 


OJ991114 


Gene No. 


49402 








Strand 




Start 


1034 








End 


1964 


Name 


OJ991114 37. 


.0128 


.C13.ol, 


.gs 


Method 


GENSCAN 


Start 


1034 






End 


1862 


GI 


none 








Score, 


.83 


Exons 


1034. .1174, 


1338 


. .1382, 


1481. 


.1595, 1726. .1862 


Seq. No. 


23747 








Seq. ID 


OJ991114_ 


Gene No. 


49402 








Strand 




Start 


1034 








End 


1964 


Name 


OJ991114 37'. 


0128, 


.C13.ol. 


,np 


Method 


AAT/NAP 


Start 


1037 








End 


1862 


GI 


. 2058496 








Score 


743 



,1326, 
,1567, 
,1788 



23957 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1037. .1174, 1267. .1382, 1481. .1595, 1726. .1862 

(U76028) hemoglobin 2 [Oryza sativa] gi 12058502 (U76031) 

hemoglobin 2 [Oryza sativa] 

23747 Seq. ID OJ991114_37 . 0128 . C13 

49402 Strand 

1034 End 1964 

OJ991114_37 . 0128 . C13 . ol . ts Method TBLASTX : Soybean 

1043, End 1815 

none Score 84 

1043. .1126, 1044. .1160, 1130. .1195, 1264. .1323, 1265. .1324, 
1329. .1388, 1330. .1383, 1433. .1612, 1464. .1601, 1663. .1815, 
1725. .1814 



Seq. No. 23747 Seq. ID OJ991114_37 . 0128 . C13 

Gene No. 49402 Strand 

Start 1034 End 1964 

Name OJ991114_37 . 0128 . C13 . ol . tc ■ Method TBLASTX : Cress 

Start 1047 " End 1845 

GI none Score 57 

Exons 1047. .1160, 1049. .1126, 1128. .1175, 1130. .1177, 1244. .1327, 

1246. .1326, 1264. .1356, 1329. .1379, 1425. .1598, 1433. .1612, 

1701.. 1832, 1702.. 1845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



23748 Seq. ID OJ991114_37 . 0128 . C14 

49403 Strand + 

155 End 2911 

OJ991114_37 . 0128 . C14 . ol . gs Method GENSCAN 

155 End 2911 

none Score .88 

155. .299, 563. .755, 791. .815, 1140. .1224, 1298. .1551, 

1660. .1786, 1922. .2195, 2341. .2473, 2623. .2709, 2792. .2911 

23748 Seq. ID OJ991114_37 . 0128 . C14 

49403 Strand * + 

155 End 2911 

OJ991114_37 . 0128 . C14 . ol . gp Method AAT/GAP 

183 End 2456 

28854_1.R1084 Score 2058 

183. .299, 541. .755, 1298.. 1551, 1660. .1786, 1922. .2195, 

2341.. 2456 

1 1871186 1.0e-102 (U90439) protein kinase isolog [Arabidopsis 
thaliana] ■ 

23748 Seq. ID OJ991114_37 . 0128 . C14 

49403 Strand + 

155 End 2911 

OJ991114J37 .0128 . C14 . ol . np Method AAT/NAP 

656 End 2911 

1871186 Score 1121 

656. .758, 1298. .1551, 1660. .1786, 1922. .2195, 2341. .2473, 

2623. .2709, 2792. .2911 

(U90439) putative protein kinase [Arabidopsis thaliana] 



23748 
49404 
3474 



Seq. ID O.J991114_37 0128.C14 
Strand + 
End 4530 



23958 




Name 


OJ991114 37.0128.C14.o2.gs 


Method 


GENSCAN 






Start 


3474 


End 


4530 






GI 


none 


Score 


.89 






Exons 


3474. .3515, 4060. .4217, 4320. .4530 








Seq. No. 


9^74ft 


Q<arr T Pi 


OJ991114 


_37.0128 


.C14 


OCllc LN*J • 




otiana 


T 






Start 


1002S 

-L \J KJ C. -J 


FnH 
CjiiCL 


14098 






Name 


O.TQQ1 1 1 4 ^7 m9fl P1 A n9 nn 


LYietnoa 


AAT/GAP 






Start 


Qftft ~ 


End 


12335 






GI 


none 


Score 


883 






Exons 


9886.. 10202, 12189.. 12335 










Seq. No. 


9^74ft 


Seq. ID 


OJ991114 


_37.0128 


.C14 


Gene No. 


h y H u o 


Strand 


+ 








i 0O9 c i 

X U VJ <L. J 


End 


14098 






Name 


O.TQQ1 1 1 4 ^7 019ft P14 n4 rrQ 


Method 


GENSCAN 






Start 


1 009 s ~~ 


End 


13975 






GI 


none 


Score 


.9 






Exons 


1 009^ 10909 1 1 1 11177 


12189. .12361, 12443 


. . 12641, 






12822. .13000, 13093. .13243, 


13582. .13715, 13811 


. .13975 




Seq. No. 


9^74 8 


Seq. ID 


OJ991114; 


^37.0128, 


.C14 


Gene No . . 


4 Q40 R 


Strand 


+■ 






Start 


1 009 R 


End 


14098 






Name 


OTQQ1114 ^7 019ft PI 4 r\9 nr\ 

vjuy^xxxfi o / . u xc. o . lj. 4 . oz . np 


Method 


AAT/NAP 






Start 


1 9 1 Q4 

X Z X i7fi 


End 


13982 






GI 


67 9 


Score 


981 






Exons 


1 91 Q4 1 9"3fi1 194£1 19£41 


12846. .13000, 13093 


. . 13243, 






13603. .13715, 13811.. 13982 










GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


23748 


Seq. ID 


OJ991114 


_37.0128. 


,C14 


Gene No. 


49405 


Strand 


+ 






Start 


10025 


End 


14098 






Name 


OJ991114 37.0128.C14.o3.gp 


Method 


AAT/GAP 






Start 


13144 


. End 


14098 






GI 


LIB3434-034-P1-K1-E11 


Score 


946 






Exons 


13144. .13243, 13582 .. 13715, 


13811. .14098 






GI Descrip. 


M966352/gb|AAD34683.1|AC006341 11 5.0e-45 (AC006341) >F309 




[Arabidopsis thaliana] 1 










Seq. No. 


23748 


Seq. ID 


OJ991114_ 


_37.0128. 


C14 




49406 


Strand 








Start 


5004 


End 


9664 






Name 


OJ991114 37.0128.C14.o3.gs 


Method 


GENSCAN 






Start 


5004 


End 


9664 






GI 


none 


Score 


.72 






Exons 


5004. .5162, 5801. .5959, 8463 


..8666, 8674.. 8750, 


9616. .9664 


Seq. No. 


23748 


Seq. ID 


OJ991114_ 


_37.0128. 


C14 


Gene No. 


49407 


Strand 








Start 


14631 


End 


15217 






Name 


OJ991114 37.0128.C14.o4.tc 


Method 


TBLASTX : Cress 




Start 


1303 


End 


2416 






GI 


none 


Score 


163 






Exons 


1303.. 1533, 1350.. 1514, 1630 


..-1737, 2360.. 2416 







23959 



beq. no. 


£6 / 4 O 








Gene No. 


49407 








Start 


14631 








Name 


OJ991114 37 


.0128. 


C14 ,o2 


. tw 


Start 


1360 








GI 


none 








Exons 


1360. .1533, 


1362. 


.1508, 


1633. 


Seq. No. 


23748 








Gene No. 


49407 








otart 


14 DJl 








Name 


OJ991114 37 


.0128. 


C14 .ol 


.ts 


Start 


1362 








GI 


none 








Exons 


1362. .1508, 


1363. 


.1557, 


1657. 




1930. .2196, 


2341. 


.2469, 


2342. 




2623. .2712, 


2789. 


.2899, 


2794. 


Seq. No. 


23748 








Gene No. 


49407 








brarx 


i a a *3 1 

14 DJl 








Name 


OJ991114 37 


.0128. 


C14.o3 


. tm 


Start 


1411 








GI 


none 








Exons 


1411. .1557, 


1413. 


.1553, 


1633. 




1929. .2198, 


1930. 


.2196, 


2341. 




2629. .2694, 


2789. 


.2881, 


2794. 


C* y-\ yT XT n 

beq. wo. 


O "3 n A Q 








Gene No. 


49407 








Start 


14631 








Name 


OJ991114 37 


.0128. 


C14.ol 


. tc 


Start 


1738 








GI 


none 








Exons 


1738. .1788, 


1929. 


.2198, 


1930. 


beq. No. 


Zo / 4 o 








Gene No. 


49407 








Start 


14631 








Name 


OJ991114 37 


.0128. 


C14 .o3 


. tw 


Start 


1966 








GI 


none 








Exons 


1966. .2022, 


1974. 


.2021, 


2029. 


Seq. No. 


23748 








Gene No. 


49407 








Start 


14631 








Name 


OJ991114 37 


0128. 


C14 .ol 


.tw 


Start 


2417 








GI 


none 








Exons 


2417. .2473, 


2419. 


.2472, 


2623. 




2794. .2883, 


2807. 


.2896, 


28,11. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_37.0128.C14 
15217 

TBLASTX: Wheat 

1776 

145 



Seq. ID OJ991114_37.0128.C14 
Strand 

End 15217 

Method TBLASTX : Soybean 

End 2899 

Score 171 



.2898 



Seq. ID 
Strand 
End 

Method' 
End 
Score 



OJ991114 37.0128.C14 



15217 

TBLASTX: Maize 
2881 
136 

1788, 1635. .1712, 1749. .1790, 
2472, 2342. .2473, 2623. .2712, 
2880 



Seq. ID OJ991114_37.0128.C14 
Strand 

15217 

TBLASTX: Cress 
2198 
73 



End 

Method 
End 
Score 
.2196 



Seq. ID OJ991114_37.0128.C14 
Strand 

End 15217 

Method TBLASTX : Wheat 

End 2413 

Score 84 
.2196, 2097. .2198, 2327. .2413 

Seq. ID OJ991114_37.0128.C14 
Strand 

End 15217 

Method TBLASTX: Wheat ■ 

End 2909 

Score 93 

.2712, 2629. .2709, 2789.-2887, 
.2909 



Seq. No. 
Gene No. 
Start 



23748 
49407 
14631 



Seq. ID OJ991114 37.0128.C14 
Strand - ~ 
End 15217 



23960 



Name 


OJ991114 37.0128.C14 


.03. tc 


Start 


2417 




GI 


none 




Exons 


2417.. 2473, 2420.. 2473, 242 




2789.. 2908, 2794.. 2907 


Seq. No. 


9*374 ft 




Gene No. 


4 Q407 

4 Z> 4 \J 1 




Start 


1 1 U J 1 




Name 


O.TQQ1 114 "37 01 9ft PI 4 

UU.7.7XXX4 3 1 .UXZ0.OX4 


. ox . tm 


Start 


12224 




GI 


none 




Exons 


1 9994 1 9*364 1 999 4 

• . XZZZ4. 


1 9*361 
. XZOOX , 




1 9440 1 96*31 1 9441 
XZ44U..XZD.3X, X Z 4 4 X • 


. XZO , 


Seq. No. 


9 *37 4 ft 
Z J / 4 O 




Gene No. 


4 Q4 07 




Start 


1 4 6*31 




Name 


HTQQ1114 *37 019ft PI A 


. OZ . lS 


Start 


12314 




GI 


none 




Exons 


19*314 19*364 1944*3 


1 9 64 *3 


Seq. No. 


9 *374fi 




Gene No. 


4 Q/ 07 
4 :? 4 U / 




Start 


1 4 6"3 1 
X ftO-j X 




Name 


OTQQ1114 7 019Q PI A 
Uuj^XXXft .3 / . U 1 Z O . ^ X fl 


aO 4-/1 

. oz . tc 


Start 


19 4 QO ~~ 
X Z 4 :?U 




GI 


none 




Exons 


194Q0 196^7 194Q1 


1 9 6Q R 
. 1Z Do D , 




1 *30ft4 1 *39*3Q 1 *30QO 


1 *39*3Q 


Seq. No. 


23748 




Gene No. 


4Q407 

4 _7 4 \J / 




Start 


1 A 6 "3 1 
Xfi DjI 




Name 


PTQQ111/I "3 7 019Q r*1yl 


. oz . tm 


Start 


1 9Q Q6 




GI 


none 




Exons 


1 9ftQ6 1*3000 19Q01 


1 "3090 
. X JUZU , 




1*30*3 4 1 *3949 1"30Q1 
XoU04. .X,3Z4Z, IjUjI . 


1 *3 9 A Q 




13577. .13729, 13594. 


.13731, 




13809. .13922, 13810. 


.13929, 




1*3Q4Q 1"3QQ4 1 A 0 1 Q 

x o y 4i y . . x o y o 4 , ifiuxy. 


i/iiii 

. X Q X X 1 


Seq. No. 


Z O / 40 




Gene No. 


49407 




Start 


14631 




Name 


OJ991114 37.0128.C14 


.o3. ts 


Start 


13128 




GI 


none 




Exons 


13128. .13238, 13129. 


.13239, 




13608. .13718, 13663. 


.13725, 


Seq. No. 


23748 




Gene No. ■ 


49407 




Start 


14631 




Name 


OJ991114 37.0128.C14 


. o5 .gs 



Method TBLASTX : Cress 
End 2908 
Score 96 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ991114 37.0128.C14 



15217 

TBLASTX: Maize 
12643 
174 

12362, 12289. .12372, 
12643, 12445. .12642 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



OJ991114_37.0128.C14 
15217 

TBLA.STX: Soybean , 

12643 

64 



Seq. ID OJ991114_37.0128.C14 
Strand 

End 15217 

Method TBLASTX : Cress 

End 13718 

Score 189 

2821. .13000, 12868. . 12996, 



Seq. ID OJ991114_37.0128.C14 
Strand 

End 15217 

Method - TBLASTX: Maize 

End 14111 

Score ■ 159 



,13924, 13808, 
,13946, 13924, 



.13242, 
.13718, 
, 13921, 
,13947, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13584. .13718, 13598 
13808. .13924, 13808 



OJ991114_37.0128.C14 
15217 

TBLASTX : Soybean 

13924 

104 

13723, 
13924 



Seq. ID 

Strand 

End 

Method 



OJ991114_37.0128.C14 

15217 
GENS CAN 



23961 



Start 
GI 

Exons 



14631 End 15217 

none Score .43 

14631. -14718, 15111.. 15217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name ■ 

Start 

GI' 

Exons 

GI Descrip. 



23749 
49408 
51 

OJ991114_37.0128.C15.ol.gs 
51 

none 

51. .354, 389. .450, 2202. .2280 

23750 
49409 
2649 

OJ991114_37.0128.C16.o2.np 
2649 
6729548 



Seq. ID OJ991114_37.0128.C15 

Strand + 

End 2280 

Method GENSCAN 

End . 2280 ^/ 

Score .8 



Seq. ID OJ991114_37.0128.C16 

Strand + 

End 4810 

Method AAT/NAP 

End 4810 

Score 839 



2649. .2697, 3472. .3845, 4076. .4366, 4636. .4810 
(AL132977) putative protein [Arabidopsis thaliana] 



23750 
49410 
495 

OJ991114_37.0128.C16.ol.np 
495 

6523547 



Seq. ID OJ991114_37.0128.C16 
Strand 

End 4 341 

Method AAT/NAP 

End 3857 

Score 95 



495. .634, 1997. .2360, 3829. .3857 

(AJ24254 0) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 23750 

Gene No. 49410 

Start 4 95 

Name OJ991114_37 . 0128 . C16 . o3 . tm 

Start 2178 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C16 
Strand 

End 4341 

Method TBLASTX : Maize 

End 3629 

Score 112 



2178.. 2249, 2179.. 2250, 3504.. 3629, 3527.. 3628 



Seq. No. 23750 

Gene No. 49410 

Start 495 

Name OJ991114_37 . 0128 . C16 . ol . ts 

Start 3492 

GI none 
Exons 



Seq. ID OJ991114_37 . 0128.C16 
Strand 

End 4341 

Method TBLASTX : Soybean 

End 3848 

Score 217 



3492.. 3686, 3536.. 3685, 3571.. 3702, 3726.-3848, 3726.. 3788, 
3740. .3847 



Seq. No. 23750 

Gene No. 49410 

Start 495 

Name OJ991114_37 . 0128 . C16 . ol . tc 

Start 3501 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C16 
Strand 

End 4341 

Method TBLASTX : Cress 

End 4324 

Score 173 



3501. .3659, 3504. .3662, 3536. .3667, 3738. .3848, 3743. .3847. 
4031. .4264, 4076. .4264, 4229. .4324 



23962 




Seq. No. 


23750 








Seq. ID 


OJ991114 


_37.0128.C16 


Gene No. 


49410 








Strand 






Start 


495 








End 


4341 




Name 


n TQQ1 1 1 A ^7 


ni 9fi 


PI (\ ol 


• LIU 


' Method 


TBLASTX: 




Start 


3629 








End 


4341 




GI 


none 








Score 


56 




Exons 


3629. .3661, 


3630 


. .3683, 


3630. 


.3668, 3631.. 3717, 


3726. .3848, 




3740. .3847, 


3747 


. .3848, 


3748. 


.3849, 41 


028. .4336, 


4031. .4330, 




4132. .4341 














Seq. No. 


23750 








Seq. ID 


OJ991114 


_37.0128.C16 




*i Z) *4 X \J 








Strand 






Start 


495 








End 


4341 




Name 


OJ991114 37 


.0128 


.C16.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4116 








End 


4311 




GI 


none 








Score 


299 




Exons 


4116. .4265, 


4118 


. .4309, 


4118. 


.4306, 4119. .4310, 


4132. .4311 


Seq. No. 


23750 . 








Seq. ID 


OJ991114 


_37.0128.C16 




A Q4 1 1 

*i .7 *i J. A. 








ouianu 






Start 


4673 








bna 


4 o 1 U 




Name 


OJ991114 37, 


.0128 


.C16.o2, 




Method 


1 bLAb 1 A I 


Maize 


Start 


4673 










4 a ± U 




GI 


none 








Score 






Exons 


4673. .4810, 


4691 


. .4810 










Seq. No. 


23750 








Seq. ID 


OJ991114 


_37.0128.C16 




d Q4 T 1 








Strand 






Start 


4673 








bna 


a o t n 
4olU 




Name 


OJ991114 37, 


.0128 


.C16.o3. 


,ts 


Method 


i bLAb 1a: 


Soybean 


Start 


4673 








bna 


a q i n 
4 o ± U 




GI 


none 








Score 


zlz 




Exons 


4673. .4810, 


4673 


. .4810 










Seq. No. 


23751 








Seq. ID 


OJ991114 


_37.0128.C17 


Dan p Mo 


49412 








Strand 






Start 


197 








End 


484 




Name 


OJ991114 37. 


.0128 


■C17.ol. 


.gs 


Method 


GENSCAN 




Start 


197 








End 


484 




GI 


none 








Score 


.74 




Exons 


197.. 358, 440.. 484 










Seq. No. 


23752 








Seq. ID 


OJ991114 


_37.0128.C18 


Con o Mo 


49413 








Strand 


+ 




Start 


4736 








End 


6629 




Name 


OJ991114 37. 


0128. 


.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


4694 






End 


6629 




GI 


none 








Score 


1049 




Exons 


4694 . .4856, 


5217, 


. .5329, 


6316. 


.6629 






Seq. No. 


23752 








Seq. ID 


OJ991114_ 


_37.0128.C18 


Gene No. 


.49413 








Strand 


+ 




Start 


4736 








End 


6629 




Name 


OJ991114 37. 


0128. 


,C18.o2. 


np 


Method 


AAT/NAP 




Start 


4712 








End 


6512 




GI 


2257716 








Score 


283 




Exons 


4712. .5174, 


5204. 


, .5329, 


6316. 


.6512 







23963 



GI Descrip. (U90439) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 23752 

Gene No. 4 9413 

Start 4736 

Name OJ991114_37 . 0128 .C18 . o2 . gs 

Start 4736 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C18 

Strand + 

End 6629 

Method GEN SCAN 

End 6509 

Score .81 



4736. .5166, 5199. .5329, 6316. .6509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23752 
49414 
1 

OJ991114_37.0128.C18.ol.np 
1 

2865428 



Seq. ID OJ991114_37.0128.C18 
Strand 

End 3518 

Method AAT/NAP 

End 2789 

Score 4 44 



1..140, 215. .273, 392. .625, 731. .796, 882. .1036, 1322. .1430, 
1528. .1647, 1741. .1848, 2326.-2447, 2645.-2789 
(AF039372) chromomethylase [Arabidopsis thaliana] 



23752 
49414 
1 

OJ991114_37-0128.C18.ol.gs 
74 

none 



Seq. ID OJ991114_37.0128.C18 
Strand 

End 3518 

Method GEN SCAN 

End 3518 . 

Score .85 



74. .163, 392. .625, 1528. .1593, 1741. .1848, 2326. .2422, 
2518. .2543, 2673. .3518 



Seq. No. 23752 

Gene No. 4 9414 

Start 1 

Name OJ991114_37 . 0128 . C18 . ol . tc 

Start 86 

GI none 

Exons 86.. 151, 217. .273, 221.. 274, 



Seq. ID OJ991114_37.0128.C18 
Strand 

End 3518 

Method TBLASTX : Cress 

End 2424 

Score 61 

389. .466, 473. .625, 728. .805, 



568 . . 981, 882. .965, 1308. .1430, 1537. .1647, 2329. .2424 



Seq. No. 23752 

Gene No. 4 9414 

Start - 1 • 

Name OJ991114_37 . 0128 . C18 . ol . tm 

Start 1341 

GI none 
Exons 



Seq. ID OJ991114_37.0128.C18 
Strand 

End 3518 

Method TBLASTX : Maize 

End 1816 

Score 84 



1341. .1427, 1342. .1416, 1353. .1430, 1525. .1605, 1527. .1604, 
1529. .1606, 1588. .1644, 1738. .1815, 1739. .1816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23753 
49415 
1 

OJ991114_37.0128.C19.ol.np 
1 

1871187 



Seq. ID OJ991114_37.0128.C19 
Strand 

End 1904 

Method AAT/NAP 

End 1890 

Score 277 



1..36, 1531. .1668, 1759. .1890 

(U90439) unknown protein [ArabidoDsis thaliana] 



Seq.. No. 



23753 



Seq. ID OJ991114_37.0128.C19 



23964 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49415 Strand 

1 End 

OJ991114_37.0128.C19.o3.tm Method 

43 End 

none Score 



1904 

TBLASTX: Maize 

243 

56 



43. .111, 51. .107, 53. .115, 53. .127, 118. .243, 118. .243 



23753 
49415 
1 

OJ991114_37.0128.C19.ol.tm 

244 

none 



Seq. ID OJ991114_37.0128.C19 
Strand 

End 1904 

Method TBLASTX : Mai ze 

End 1309 

Score 115 



244. .348, 245. .349, 359. .517, 438. .515, 515. .613, 524. .604, 
628..849, 659. .853, 817. .870, 837. .896, 838. .870, 842. .871, 
886. .1173, 890. .1201, 894. .1052, 894. .1229, 895. .1206, 
1201.. 1308, 1206.. 1307, 1208.. 1309 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No . 
Gene No. 
Start 
Name 
Start 



23753 
49415 
1 

OJ991114_37.0128.C19.ol.gs 

324 

none 



Seq. ID. OJ991114_37.0128.C19 
Strand 

End 1904 

Method GENSCAN 

End 1887 

Score .71 



324. .518, 882. .1484, 1759. .1887 



23753 
49415 
1 

OJ991114_37.0128.C19.o2.tm 

1599 

none 



Seq. ID OJ991114_37.0128.C19 
Strand 

End 1904 

Method TBLASTX : Mai ze 

End 18 94 

Score 14 6 



1599. .1670, 1728. .1889, 1759. .1890, 1759. .1890, 1760. .1894 



23753 
49415 

1. 

OJ991114_37.0128.C19.ol.ts 

1756 

none 



Seq. ID OJ991114_37.0128.C19 
Strand 

End 1904 

Method TBLASTX : Soybean 

End 1904 

Score 124 



1756. .1890, 1756. .1890, 1758. .1904, 1760.. 1894 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.gp 
1 

17496_1.R1084 
1. .73, 143. .274, 377. .532 

•3641837/emb | CAA18824.il 1.0e-102 (AL023094) Nonclathrin coat 
protein gamma-like protein [Arabidopsis thaliana] ' 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method AAT/GAP 

End 532 

Score 678 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.np 
1 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 ' 

Method AAT/NAP 

End 532 



23965 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3641837 Score 373 

1..73, 143. .283, 398. .532 

(AL023094) Nonclathrin coat protein gamma-like protein 
[Arabidopsis thaliana] 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.tm 
3 

none 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method TBLASTX : Mai ze 

End . 532 

Score 70 

3. .71, 5. .73, 7. .78, 8. .73, 140. .280, 140. .274, 141. .275, 
251. .532, 377. .532 



23754 
49416 
1 

OJ991114_3-7.0128.C20.ol.tw 
4 

none 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method TBLASTX : Wheat 

End 266 

Score 104 



4. .78, 5. .73, 7. .78, 140. .265, 141. .266, 146. .265 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.tc 
11 

none 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method TBLASTX: Cress 

End 532 

Score 83 



11. .73, 28. .78, 135. .266, 140. .280, 142. .285, 367. .531, 
377. .532, 404. .532, 416. .532, 418. .531 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.ts 
11 

none 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method TBLASTX : Soybean 

End 532 

Score 75 



11. .73, 25. .78, 134. .274, 135. .275, 140. .277, 142. .279, 
367. .528, 377. .532 



23754 
49416 
1 

OJ991114_37.0128.C20.ol.gs 

143 

none 

143. .274 



Seq. ID OJ991114_37.0128.C20 

Strand + 

End 532 

Method GENSCAN 

End 274 

Score .43 



Seq. No. 23755 

Gene No. 49417 

Start 1 

Name OJ991114_37 . 0128 . C21 . ol . np 

Start 1 

GI 4755186 

Exons 1..35, 221.. 582, 1190.. 1257, 1750.. 2280 
GI Descrip. (AC007018) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991114_37.0128.C21 

Strand + 

End 5224 

Method AAT/NAP 

End 2280 

Score 542 



23966 




Seq. No. 


23755 


Seq. ID 


OJ991114_37.0128.C21 


Gene No. 


49417 


Strand 


+ 


Start 


1 


End 


5224 


Name 


OJ991114 37.0128.C21.ol.gp 


Method 




Start 


73 


End 


510 


GI 


2310059 


Score 


496 


Exons 


73. .104, 273. .510 






GI Descrip. 


4755186/gb|AAD29053.1|AC007018 1 1 . Oe- 


20 (AC007018) unknown 




protein [Arabidopsis thaliana 


] 




Seq. No. 


23755 


Seq. ID 


OJ991114_37.0128.C21 


Hon o Mr"\ 


49417 


Strand 


_j_ 

T 


Start 


1 


End 


5224 


Name 


OJ991114 37.0128.C21.o3.tm 


Method 


TBLASTX: Maize 


Start 


267 


End 


483 


GI 


none 


Score 


295 


Exons 


267. .476, 271. .483 






Seq. No. 


23755 


Seq. ID 


OJ991114_37.0128.C21 


Gene No. 


49417 


Strand 


+ 




1 


End 




Name 


OJ991114 37.0128.C21.ol.gs 


Method 


GENSCAN 


Start 


328 


End 


4801 


GI 


none 


Score 


.47 


Exons 


328.. 582, 1190.. 1257, 1750... 2206, 3018 


. .3421,. 3555. .3607, 




4182. .4329, 4474. .4581, 4715. 


.4801 




Seq. No. 


23755 


Seq. ID 


OJ991114_37.0128.C21 


Gene No. 


49417 


Strand 


+ 


J Lai L 


1 


End 


5224 


Name 


OJ991114 37.0128.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 1 


1744 


End 


2280 


GI 


none 


Score 


300 


Exons 


1744. .1986, 1746. .1985, 1749. 


.1994, 1820. .2005, 1986. .2243, 




1987. .2280, 1988. .2251 






Seq. No. 


23755 


Seq: ID 


OJ991114_37.0128.C21 




49417 


Strand 


+ 


Start 


1 


End 


5224 


Name 


OJ991114 37.0128.C21.o2.gp 


Method 


AAT/GAP 


Start 


2114 


End 


2518 


GI 


3761322 


Score 


737 


Exons 


2114. .2518 






Seq. No. 


23755 


Seq. ID 


OJ991114_37.0128.C21 


Gene No. 


49417 


Strand 


+ 


Start 


1 


End 


5224 


Name 


OJ991114 37.0128.C21.o2.np 


Method 


AAT/NAP 


Start 


3150 


End 


5220 


GI 


6382012 


Score 


229 



Exons 3150.. 3421, 4129.. 4338, 4474.. 4581, 5153.. 5220 

GI Descrip. (AB032960) KIAA1134 protein [Homo sapiens] 



Seq. No. 23755 Seq. ID OJ991114_37 . 0128 . C21 

Gene No. 49417 Strand + 

Start 1 End 5224 

Name OJ991114_37 . 0128 . C21 . o3 . gp Method AAT/GAP 



23967 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3186 End 4515 

LIB3475-012-P1-K1-B10 Score 830 

3186. .3421, 3555. .3607, 4182. .4329, 4474. .4515 
'4768831/gb|AAD29633.1|AF116827_l 1.0e-10 (AF116827) unknown 
[Homo sapiens] 1 



23755 
49417 
1 

OJ991114_37.0128.C21.o2.tm 

3200 

none 



Seq. ID OJ991114_37.0128.C21 

Strand + 

End 5224 

Method TBLASTX : Mai ze 

End 5224 

Score 341 



3200.. 3433, 3206.. 3433, 3552.. 3608, 3552.. 3608, 4173.. 4328, 

4180. .4332, 4183. .4332, 4465. .4581, 4466. .4579, 4473. .4580, 

4474. .4581, 5150. .5224, 5150. .5221, 5152. .5223 

23755 Seq. ID OJ991114_37 . 0128 . C21 

49417 Strand + 

1 End 5224 

OJ991 114_37 . 0128 . C21 . ol . ts Method TBLASTX : Soybean 

3205 End 4332 

none Score 62 

3205.. 3267, 3212.. 3406, 3236.. 3406, 4120.. 4332, 4156.. 4332 

23755 Seq. ID OJ991114_37 . 0128 . C21 

49417 Strand + 

1 - End 5224 

OJ991114_37 . 0128 . C21 . ol . tc Method TBLASTX : Cress 

3217 End 4272 

none Score 210 

3217. .3402, 3218. .3406, 3224. .3418, 4174.. 4272 



23756 
49418 
239 

OJ991114_33.0128.Cl.ol.gp 
239 

LIB3477-003-P1-K1-E9 
239. .311, 600. .626 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ991114_33.0128.C1 
Strand 

End 62 6 

Method AAT/GAP 

End 626 

Score 14 6 



Seq. No. 23757 Seq. ' ID 

Gene No. 4 9419 Strand 

Start 1 End 

Name OJ991114_33 . 0128 . C2 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..481 



OJ991114_33.0128.C2 

5476 
AAT/GAP 
481 
890 



Seq. No. 23757 Seq. ID 

Gene No. 49419 Strand 

Start 1 End 

Name OJ991114_33 . 0128 . C2 ..ol .tin Method 

Start- 184 End 

GI none Score 



OJ991114_33.0128.C2 
5476 

TRT.ASTX • Mai ze 

1109 

157 



23968 



Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



184. .369, 186. .407, 275. .457, 380. .457, 1000. .1104, 1001.. 1108, 
1001.. 1108, 1002.. .1109 



23757 
49419 
1 

OJ991114_33.0128.C2.ol.gs 

202 
none 



Seq. ID OJ991114_33.0128.C2 
Strand 

End 547 6 

Method GEN SCAN 

End 54 7 6 

Score .53 



.202. .461, 825. .851, 1003. .1107, 1844. .1927, 2570. .2654, 
3374.. 3503, 3701. .3891, 4784. .5087, 5179.. 5476 



23757 
49419 
1 

OJ991114_33.0128.C2.o2.tm 

1883 

none 



Seq. ID OJ991114_33.0128.C2 
Strand 

End 5476 

Method TBLASTX : Mai ze 

End 2863 

Score 59 



1883.. 1936, 1884. .1931, 2569. .2652, 2570.. 2656, 2570.. 2653, 
26 : 07..2657, 2738. .2845, 2741 .. 2863, 2749 .. 2847 



Seq. No. 23758 

Gene No. 49420 

Start 304 

Name OJ991114_33 . 0128 .C3 . ol . gp 

Start 304 

GI none 

Exons 304.. 746 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 74 6 

Method AAT/GAP 

End 74 6 

Score 807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23758 
49421 
2911 

OJ991114_33.0128.C3.o2.gp 
2911 

uC-osflcypl43h03bl 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 4968 

Method AAT/GAP 

End 4968 

Score 870 



2911.. 2963, 3026. .3355, 4893.. 4968 

'3386598 3.0e-38 (AC004665) putative cytochrome p450 
[Arabidopsis thaliana] ' 



23758 
4 94-22 
9222 

OJ991114_33.0128.C3.o3.gs 

9222 

none 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 18156 

Method GEN SCAN 

End 13698 

Score .46 



9222. .9544, 9546. .9693, 11657 11935 , 12400 12462, 
12669. .12751, 13492 .. 13552, 13582. .13698 



23758 
49422 
9222 

OJ991114_33.0128.C3.ol.np 

12357 

5091513 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 18156 

Method AAT/NAP 

End 18156 

Score 2499 



12357. .12403, 14348 .. 15591 , 16424 .. 174 28 . 18086. .18156 
(AB023482) Hypothetical protein [Oryza sativa] 



23969 



Seq. No. 


23758 






Gene No. 


49422 






Start 


9222 






Name 


OJ991114 33.0128 


.C3.o3. 


.gp 


Start 


13214 






GI 


3761181 






Exons 


13214. .13461 






GI Descrip. 


4521193/dbj |AB013450.1| 


IAB013 




similar sequence 


to Pib gene 


Seq. No. 


23758 








49422 






Start 


9222 






Name 


OJ991114 33.0128 


.C3.o4, 


,gs 


Start 


14487 






GI 


none 






Exons 


14487. .15614, 16333 17280, 


Seq. No. 


23758 














Start 


D*f / 






Name 




. ^ J . Ol . 


gs 


Start 








GI 


nnno 
iivjile ■ 






Exons 


&A1 7R1 






Seq. No. 


23758 






belle INO • 


*i Zf *i £. *4 






Start 


S Qft A 






Name 






gs 


Start 


D 3 0 f± 






GI 


none 






Exons 


^QP4 £0^0 CI 1 "3 
JUOfl . . OUJU f DIIj 


(TOOT 


djZo 


Seq. No. 


23759 








49425 






Start 


928 






Name 


OJ991114 33.0128 


.C4.ol. 


gs 


Start 


928 




GI 


none 






Exons 


' 928. .1089, 1369. 


.1441, 


1838. 


Seq. No. 


23760 








49426 






Start 


285 






Name 


OJ991114 33.0128, 


,C5.ol. 


gs 


Start 


285 






GI 


none 






Exons 


285. .496. 






Seq. No. 


23760 






Gene No. 


49427 






Start 


3859 






Name 


OJ991114 33.0128, 


.C5.ol. 


np 


Start 


3859 






GI 


1364059 






Exons 


3859. .3942, 4807. 


. .5229, 


5847. 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 18156 

Method AAT/GAP 

End 13461 

Score 438 



Seq. ID OJ991114_33.0128.C3 

Strand + 

End 18156 

Method GENSCAN 

End 17590 

Score .52 



Seq. ID OJ991114_33.0128.C3 
Strand 

End 781 

Method GENSCAN 

End 781 

Score .84 



Seq. ID OJ991114_33.0128.C3 
Strand 

End 6712 

Method GENSCAN 

End 6712 

Score .52 



Seq. ID OJ991114_33.0128.C4 
Strand 

End 1893 

Method GENSCAN 

End 1893 

Score .65 



Seq. ID OJ991114_33.0128.C5 

Strand + 

End 4 96 

Method GENSCAN 

End 496 

Score .95 



Seq. ID OJ991114_33. 0128.C5 

Strand + 

End 8045 

Method AAT/NAP 

RnH 6814 

Score 485 



23970 




GI Descrip. 


dioscorin class A precursor 


- Dioscorea cayenensis 




gi| 433463 | emb | CAA53781 1 (X76187) storage protein [Dioscorea 




cayenensis] 






Seq. No. 


23760 


Seq. ID 


OJ991114_33.0128.C5 


Gene No. 


49427 


Strand 


+ 


Start 


3859 


End 


8045 


Name 


OJ991114 33.0128.C5.ol.gp 


Method 


AAT/GAP 


Cf a rt 


4222 


End 


4325 


GI 


LIB3477-003-P1-K1-E9 


Score 


140 


Exons 


4222. .4325 






GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2:0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


23760 


Seq. ID 


OJ991114_33.0128.C5 


UCHC J.V k> ■ 


49427 


Strand 


+ 


Start 


3859 


End 


8045 


Name 


OJ991114 33.0128.C5.o2.gs 


Method 


GENSCAN 


Start 


4711 


End 


8045 


GI 


none 


Score 


.95 


Exons 


4711. .5229, 5847. .6017, 6569 


..6622, 7748. .7796, 8002. .8045 


Seq. No . 


23760 


Seq. ID 


OJ991114_33.0128.C5 


: ": Gene No. 


49428 


Strand 


+ 


\i Start 


13653 


End 


19299 


r * Name 


OJ991114 33.0128.C5.o2.np 


Method 


AAT/NAP . 


If Start 


13653 


End 


19299 


GI 

■J 


6498441 


Score 


6743 


.s Exons 


13653. .14716, 15047 .. 15510, 


15574. .15947, 16131. .16265, 


-3 


16440. .16866, 17059 .. 17355, 


17527. .18924, 19018.. 19299 


^ GI Descrip. 


(AP000815) EST C72786 {E2258 ) 


corresponds to a region of the 


y 


predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


~j Seq. No. 


23760 


Seq. ID 


OJ991114_33.0128.C5 


OCllC ■ 


49429 


Strand 




f Start 


19935 


End 


23116 


3 Name 


OJ991114 33.0128.C5.ol.tm 


Method 


TBLASTX: Maize 


3 Start 


4780 


End 


5226 




none 


Score 


244 


Exons 


4780. .4914, 4788. .5168, 4807 


..5226, 4854. .5225 


Seq. No. 


23760 


Seq. ID 


OJ991114_33.0128.C5 


Gene No. 


49429 


Strand 




O U d J_ L. 


19935 


End 


23116 


Name 


OJ991114 33.0128.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


4792 


End 


6020 


GI 


none 


Score 


103 


Exons 


4792. .4917, 4851. .4919, 4972 


..5232, 5001.'. 5204, 5894. .6019, 




5895. .6020 






Seq. No. 


23760 


■ Seq. ID 


OJ991114_33.0128.C5 


Gene No. 


49429 


Strand 




Start 


19935 


End 


231 1.6 


Name 


OJ991114 ' 33.0128.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


4804 


End 


5120 



23971 




GI none Score 135 

Exons 4804. .4917, 4854. .5066, 4972.. 5118, 5088.. 5120 



Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


.C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114_33. 0128 .C5 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


8863 




End 


19290 




GI 


none 




Score 


265 




Exons 


..8863. .8949, 18688 . . 


18972, 18693.. 18971 


, 19164 .. 19286, 






' 19165. .19290 










Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


.C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114_33. 0128 .C5 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


13801 




End 


14193 




GI 


none 




Score 


58 




Exons 


13801. .13848, 13855 


. . 13953, 


13872. .13952, 13920 .. 14 159, 






13936. .14193 










Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


. C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114_33. 0128 .C5 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


13806 




End 


14091 




GI 


none 




Score 


193 




Exons 


13806. .14090, 13843 


. . 14091 








Seq. No. f 


23760 




Seq. ID 


OJ991114_33.0128 


.C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114_33 . 0128 . C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14931 




End 


15417 




GI 


none 




Score 


413 




Exons 


14931. .15104, 14932 


. . 15417, 


15126. .154 


13 




Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


.C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114_33. 0128 .C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15581 




End 


16044 




GI 


none 




Score 


200 




Exons 


15581. .16024, 15582 


. .16043, 


15583. .16044 




Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


. C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114 33. 0128. C5 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15622 




End 


15987 




GI 


none 




Score 


109 




Exons 


15622. .15846, 15853 


.15987 








Seq. No. 


23760 




Seq. ID 


OJ991114_33.0128 


.C5 


Gene No. 


49429 




Strand 






Start 


19935 




End 


23116 




Name 


OJ991114 33. 0128. C5 . 


o2 . tm 


Method 


TBLASTX: Maize 





23972 




Start 


15712 




End 


16068 






GI 


none 




Score 


392 






Exons 


15712. .16068, 15747 


. .16058, 


15835.. 16068 






Seq. No. 


23760 




Crtrt- t r\ 


n TQQl 1 1 A 


_33.0128 


..C5 




4 4 £. _7 




uLI a! IvJ. 








Start 


19935 




FnH 

Hi 1 1 Li. 


9^1 1 

c. 3 JL ± O 






Name 


OJ991114 33. 0128. C5 


. o4 . tm 




TRT nCTY . 
1 -D-UriO 1 A • 


Maize 




Start 


16095 




FnH 








GI 


none 




Score' 


360 






Exons 


16095.'. 16460, 16096 


. .16479 










Seq. No. 


23760 




Crtrt- t n 
oeq . iu 


vjij y y x 1 1 ft 


_33.0128 


.C5 


bene lno . 


A QA 9 Q 

h y ft <i y 




c+- v ^ n H 








Start 


19935 




Hi I id 


9^1 1 






Name 


OJ991114 33. 0128. C5 


.o2. tw 




1 DJ-iriO I A . 


Wheat 




Start 


16153 




FnH 


1 CCT"! 
ID J / / 






GI 


none 




Score 


479 






Exons 


16153. .16572, 16158 


. .16577 










Seq. No. 


23760 




c ^ rt- t n 


Pi TQ Q 1 1 1 A 

uj y y ± i ±ft 


_33.0128 


.C5 


bene ixo . 


4 CM 9 Q 
4 y 4 Z y 












Start 


19935 




FnH 

tnu 


Z J 1 1 D 






Name 


OJ991114 33. 0128. C5 


.ol.ts 


Mrt f" Vi rt /-J 




Soybean 




Start 


16231 




fcina 






GI 


none* 




Score 


279 






Exons 


16231. .16602, 16248 


. .16391 










Seq. No. 


23760 




Seq. ID 


OJ991114 


_33.0128 


.C5 


Gene No. 


49429 




Strand 














End 


23116 






Name 


OJ991114 33. 0128. C5 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


17203 




End 


17661 






GI 


none 




Score 


229 






Exons 


17203. .17451, 17227, 


. .17451, 


17295. .17465, 17521 


. .17661, 






17521. .17658, 17523, 


. .17660 










Seq. No. 


23760 




Seq. ID 


OJ991114 


_33.0128 


.C5 


Gene No. 


49429 




Strand 








O Lai. L 


19935 




End 


23116 






Name 


OJ991114 33. 0128. C5. 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


17350 




End 


17916 




GI 


5666795 




Score 


68 






Exons 


17350. .17448, 17524, 


, .17661, 


17716. .17916 






GI Descrip. 


4206306 2-0e-10 (AF049110) 


prpol [Zea mays] 






Seq. No. 


23760 




Seq. ID 


OJ991114 


_33.0128 


.C5 


bene lno . 


49429 




Strand 








Start 


19935 




End 


23116 






Name 


OJ991114 33. 0128. C5. 


,08. tw 


Method 


TBLASTX: 


Wheat 




Start 


17664 




End 


17976 






GI 


none 




Score 


190 






Exons 


17664. .17975, 17716. 


, .17976 










Seq. No. 


23760 




Seq, in 


O.TQQ1 1 1 A 


^ m 9Q 




Gene No. 


49429- 




Strand 








Start 


19935 




End 


23116 







23973 




Name 


OJ991114 33.0128.C5.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


18169 


End 


18492 




GI 


none 


Score 


361 




Exons 


18169. .18492, 18186.. 18479 








Seq. No. 


23760 


Seq. ID 


OJ991114 


_33.0128 


bene inu . 


A QAO Q 


Strand 






Start 


19935 


End 


23116 




Name 


OJ991114 33.0128.C5.o4.tw 


Method 


TBLASTX: 


Wheat 


Start 


18306 


End 


18687 




GI 


none 


Score 


375 




Exons 


18306. .18362, 18307 .. 18687, 


18408. .18656 




Seq. No. 


23760 


Seq. ID 


OJ991114 


_33.0128 




A a AO Q 


Strand 






Start 


19935 


End 


23116 




Name 


OJ991114 33.0128.C5.o6.tm 


Method 


TBLASTX: 


Maize 


Start 


19159 


End 


19323 




GI 


none 


Score 


188 




Exons 


19159. .19323, 19164.. 19298 








Seq. No. 


23760 


Seq. ID 


OJ991114 


_33.0128 


uene ino . 


A QAOQ 

h y £ y 


Strand 






Start 


19935 


End 


23116 




Name 


OJ991114 33.0128.C5.o4.gs 


Method 


GENS CAN 




Start 


19935 


End 


23116 • 




GI 


none 


Score 


.8 




Exons 


19935. .21509, 21609. . 21762, 


21855. .23116 




Seq. No. 


23760 


Seq. ID 


OJ991114 


_33.0128 


Gene No. 


49429 


Strand 






u Ldl L 


19935 


End 


23116 




Name 


OJ991114 33.0128.C5.o3.np 


Method 


AAT/NAP 




Start 


19938 


End 


23116 




GI 


5803259 


Score 


4113 




Exons 


19938. .21762, 21855. .23116 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23761 


Seq. ID 


OJ991114 


_33.0128 


Gene No. 


49430 


Strand 


+ 




o Lai l. 


1-1 


End 


11160 




Name 


OJ991114 33.0128.C6.ol.np 


Method 


AAT/NAP 




Start . 


11 


End 


9297 




GI 


5042454 


Score 


62 




Exons 


11. .174, 679. .810, 7921. .8138, 9033. .9297 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


23761 


Seq. ID 


OJ991114 


_33.0128, 


Gene No. 


49430 


Strand 


+ 




o tart 


11 


End 


11160 




Name 


OJ991114 33.0128.C6.ol.gs 


Method 


GENSCAN 




Start 


163 


End 


5338 




GI 


none 


Score 


.49 




Exons 


163. .234, 564. .734, 1091. .1116, 2374. .2442, 3461. .3579, 




3799.. 3945, 5247.. 5338 








Seq. No. 


23761 


Seq. ID 


OJ991114_ 


_33.0128. 



23974 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49430 Strand + 

11 End 11160 

OJ991114_33.0128.C6.o2.np Method AAT/NAP 

9023 End 11160 . 

1364059 Score 466 

9023.. 9541, 9960.. 10130, 10677 .. 10730, 11071.. 11160 

dioscorin class A precursor - Dioscorea cayenensis 

gi|433463|emb|CAA53781| (X76187) storage protein [Dioscorea 

cayenensis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23761 
49430 
11 

OJ991114_33.0128.C6.o3.gs 

9023 

none 



Seq. ID' OJ991114_33.0128.C6 



Strand 
End 

Method 

End 

Score 



+ 

11160 
GEN SCAN 
11157 
.97 



9023.. 9541, 9960.. 10130, 10677 .. 10730, 11071.. 11157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23761 Seq. ID 

49431 ' ' Strand 
5237 End 
OJ991114_33.0128.C6.ol.gp ' Method 
5237 End 
10431_1.R1084 Score 
5237. .5409 

1 1256198/dbj I D63711 | RICTNR3 
complete sequence 1 

23761 Seq. ID 

49432 Strand 
7619 End 
OJ991114_33.0128.C6.o2.gs Method 
7619 End 
none Score 
7619. .7741 



OJ991114_33.0128.C6 

5409 
AAT/GAP 
5409 
312 



4.0e-82 Rice transposon Tnr3 DNA, 



OJ991114_33.0128.C6 

7741 
GENSCAN 
7741 
.96 



Seq. No. 23761 
Gene No. . 49433 

Start 12681 

Name ' OJ991.114_33 . 0128 . C6 . o4 . gs 

Start 12681' 

GI none 

Exons. 12681. .12735, 13027. .13076 



Seq. ID OJ991114_33.0128.C6 
Strand 

End 13076 

Method GENSCAN 

End 1307 6 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23761 
49434 
13583 
OJ9911 
4166 
none 
4166. . 
4307. . 
4446. . 
4462. . 
4630. . 
4675 
4839 



14 33.0128.C6.o2.tm 



4291, 4172. .4294, 4299. 

4411, 4436. .4561, 4436. 

4565, 4447. .4599, 4447. 

4611, 4468.-4563, 4549. 

4782, 4642.. 4782. 4642, 

4776^ 4683. .4784, 4833. 

4934, 4839. .4916, 4842. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 33. 0128. C6 



13750 

TBLASTX: Maize 
4952 
58 

.4412, 4302. .4412, 4303. .4407, 
.4558, 4440. .4580, 4446. .4565, 
,4575, 4447. .4611, 4462. .4641, 
.4641, 4550. .4642, 4603. .4695, 
,4785,- 4660. .4797, 4660. .4797, 
.4931^ 4838. .4915^ 4839. .4952, 
,4949 



23975 



C a. rr NT r\ 
OcCJ. INO. 




Seq. ID 


OJ991114_33.0128.C6 


Gene No. 


49434 


Strand 




Start 


13583 


End 


13750 


Name 


OJ991114 33.0128.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


9089 


End 


9517 


GI 


none 


Score 


72 


Exons 


9089. .9223, 9097. .9234, 9116. 


.9514, 9163.. 9513, 9326.. 9517 


Seq. No. 


23761 


Seq. ID. 


OJ991114_33.0128.C6 




*i .7 *i J) *4 


Strand 




Start 


13583 


End 


13750 


Name 


OJ991114 33.0128.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


9101 


End 


10138 


GI 


none 


Score 


103 


Exons 


9101.. 9226, 9160. .9228, 9281. 


.9514, 9310. .9513, 10014 10133, 




10070. . 10138 






Corf M/-\ 

o c q . in u . 




Seq. ID 


OJ991114_33.0128.C6 


Gene No. 


49434 


Strand 




Start 


13583 


End 


13750 


Name 


OJ991114 33.0128.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9113 


End 


9429 


GI 


none 


Score 


135 


Exons 


9113. .9226, 9163. .9375, 9281. 


.9427, 9397.. 9429 


Seq. No. 


23761 


Seq. ID 


OJ991114_33.0128.C6 


Gene No. 


49434 


Strand 




Start 


13583 


End 


13750 


Name 


OJ991114 33.0128.C6.o2.gp 


Method 


AAT/GAP 


Start 


13583 


End 


13750 


GI 


LIB3477-003-P1-K1-E9 


Score 


154 


Exons 


13583. .13652, 13719.. 13750 






GI Descrip. 


f 2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


23762 


Seq. ID 


OJ991114_33.0128.C7 




49435 


Strand 




Start 


1 


End 


'335 


Name 


OJ991114 33.0128.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


335 


GI 


5091513 


Score 


458 


Exons 


1. .335 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


o c q • IN U • 


23762 


Seq. ID 


OJ991114_33.0128.C7 


Gene No. 


49435 


Strand 




Start 


1 


End 


335 


Name 


OJ991114 33.0128.C7.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


263 


GI 


none 


Score 


.91 


Exons 


38. .263 






Seq. No. 


23763 


Seq. ID 


OJ991 1 1 4 33 ,0128 .. C8 


Gene No. 


49436 


Strand 




Start . 


30 


End 


471 



23976 



Name 


OJ991114 33.0128.C8.ol. 


gs 


Method 


GENSCAN 


Start 


30 




End 


471 


GI 


none 




Score 


.67 


Exons 


30. .163, 215. .360, 390. 


.471 






Seq. No. 


23764 




Seq. ID 


OJ991114 


Gene No. 


49437 




Strand 


+ 


Start 


1 




End 


1015 


Name 


OJ991114 33.0128.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1 




- End 


1015 


GI 


5091513 




Score 


1479 


Exons 


1. .1015 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23764 




oeq . i u 


OJ991114 


ripnp No 


4 9437 




G+- ranH 

ot lalia 




Start 


1 






1015 


Name 


OJ991114 33.0128.C9.ol. 


gs 


Method 


GENSCAN 


Start 


156 




End 


986 


GI 


none 




Score 


.51 


Exons 


156. .986 








Seq. No. 


23765 




Seq. ID 


OJ991114 


UC11C LNU . 


4 94 ^8 




Strand 




Start 


90 




End 


326 


Name 


OJ991114 33. 0128. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


90 




End 


326 


GI 


none 




Score 


.67 


Exons 


90. .326 








Seq. No. 


23766 




Seq. ID 


OJ991114 


Gene No. 


49439 




Strand 


+ 


Start 


4835 




End 


8260 


Name 


OJ991114 33.0128.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


4835 


End 


8146 


GI 


4680203 




Score 


2052 


Exons 


4835. .6409, 6452. .6544, 


6698. 


.6928, 7205. .8146 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


23766 




Seq. ID 


OJ991114_ 


Gene No. 


* 49439 




Strand 


+ 


Start 


4835 




End 


8260 


Name 


OJ991114 33.0128.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


6800 




End 


8260 


GI 


5002953 




Score 


1284 


Exons 


6800.. 6931, 7190.. 7599, 


8079. 


.8260 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



23766 
49440 
8682 

OJ991114_33.0128.Cll.o3.np 
8682 
3063699 
8682.. 9281, 11874.. 11909 

(AL022537) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991114__33.0128.C11 

Strand + 

End 14932 

Method AAT/NAP 

End 11909 

Score 242 



23977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 



23766 
49440 
8682 

OJ991114_33. 0128. Cll. o4.gs 

11598 

none 



Seq. ID OJ991114_33.0128.C11 

Strand + 

End 14932 

Method GEN SCAN 

End 14816 

Score . 63 



11598. .11727, 11816. .12549, 12628 .. 1308 9, 13171 .. 14003, 
14086. .14256, 14423 .. 14594, 14700.. 14816 



23766 
49440 
8682 

OJ991114_33. 0128. Cll. o2.gp 
14412 

LIB3431-001-P1-N1-B5 
14412. .14594, 14700. .14932 

*4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolorJ/A - 



Seq. ID OJ991114_33.0128.C11 

Strand + 

End 14932 

Method AAT/GAP 

End 14 932 

Score 762 



23766 
49441 
1 

OJ991114_33. 0128 .Cll. ol.np 
1 

2147328 
1. .656 

dioscorin class B - Dioscorea cayenensis (fragment) 



Seq. ID OJ991114_33.0128.C11 
Strand 

End 740 

Method AAT/NAP 

End 656 

Score 339 



23766 
49441 
1 

OJ991114_33.0128.Cll.ol.gs 

219 

none 

219. .740 



Seq. ID OJ991114_33.0128.C11 

Strand 

End 740 

Method GENS CAN 

End 740 

Score .87 



Seq. No. 23766 

Gene No. 49442 

Start 8442 

Name OJ991114_33 . 0128 . Cll . ol . tm 

Start 223 

•GI none 
Exons 



Seq. ID OJ991114_33. 0128. Cll 
Strand 

End 928 6 

Method TBLASTX: Maize 

End 665 

Score 200 



223. .399, 225. .401, 294. .410, 435 . . 662 , 4 36 . . 4 92 , 550. .648, 
558. .665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



23766 
49442 
8442 

OJ991114_33.. 0128. Cll. o3.ts 

328 

none 



Seq. ID OJ991114_33. 0128. Cll 
Strand 

End 9286 

Method TBLASTX : Soybean 

End 662 

Score 43 



328..396, 330. .395, 435. .491, 436. .477, 546. .662, 550. .64! 



23766 
49442 
8442 



Seq, ID OJ991114 33. 0128. Cll 
Strand - ~~ 
End 9286 



23978 



Name 

Start 

GI 

Exons 



OJ991114_33. 

5189 

none 

5189. .5587, 



0128.Cll.o3.tw 



5428.. 5589, 5635. 



Method TBLASTX : Wheat 
End 57 4 0 

Score 216 
.5730, 5636.. 5740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



23766 
49442 
8442 

OJ991114_33. 

5468 

none 

5468. .5587, 

23766 
49442 
8442 

OJ991114_33. 

5635 

none 

5635. .5772, 

23766 
49442 
8442 

OJ991114_33. 

5753 

none 

5753. .5806, 
5912. .6028, 

23766 
49442 
8442 

OJ991114_33. 

5810 

none 

5810. .6055, 

23766 
49442 
8442 

OJ991114_33. 

6088 

none 

6088.. . 6243, 

23766 
49442 
8442 

OJ991114_33. 

6461 

none 

6461. .6691, 

23766 
49442 
8442 



0128.Cll.ol.ts 



5470. .5589, 5638, 



0128-Cll.ol.tc 



5636.. 5965, 5809. 



0128.Cll.o2.tw 



5761.. 5796, 5807. 
5916.. 6014, 5920. 



0128.Cll.o2.tm 



5860.. 6051, 6059. 



0128.Cll.o2.ts 



6089. .6322 



0128.Cll.o4.tw 



Seq. ID OJ991114_33.0128.C11 
Strand 

End 9286 

Method TBLASTX : Soybean 

End 5887 

Score 126 
.5883, 5639.. 5887 

Seq. ID OJ991114_33.0128.C11 
Strand 

End 928 6 

Method TBLASTX : Cress 

End 5965 

Score 312 

.5868, 5819.. 5923, 5890.. 5964 

Seq. ID OJ991114_33.0128.C11 
Strand 

End 928 6 

Method TBLASTX : Wheat 
End • 6219 
Score 54 

.5911, 5818. .5904, 5903. .6013, 
.6090, 6031.. 6219, 6059.. 6214 

Seq. ID OJ991114_33.0128.C11 
Strand 

9286 

TBLASTX: Maize 
6253 
229 



End 

Method 
End 
Score 
.6253 



Seq. ID OJ991114_33.0128.C11 
Strand 

End 9286 

Method TBLASTX : Soybean 

End 6322 

Score 250 



Seq. ID OJ991114_33.0128.C11 
Strand 

End 9286 ' 

Method TBLASTX : Wheat 

End 6811 

Score 183 



6490.. 6690, 6727.. 6810, 6728.. 6811 



Seq. TD OJ9 c H114_33 = 0128 .CI 1 
Strand 

End 9286 



23979 




Name 


OJ991114 33 


.0128. 


Cll.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6467 








End 


6682 




GI 


none 








Score 


166 




Exons 


6467. .6613, 


6496. 


.6603, 


6620. 


.6682 






Seq. No. 


23766 








Seq. ID 


OJ991114 


_33.0128.C11 




4 94 42 








oil di iu 






Start 


8442 








End 


9286 




Name 


OJ991114 33 


.0128. 


Cll.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6719 






> 


End 


7204 




GI 


none 








Score 


299 




Exons 


6719. .7204, 


6736. 


.6912, 


7048. 


.7197 






Seq. No. 


23766 








Seq. ID 


OJ991114 


_33.0128.C11 


Gene No. 


49442 








Strand 






Start 


8442 








End 


9286 




Name 


OJ991114 33 


.0128. 


Cll.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6815 








End 


8035 




GI 


none 








Score - 


4 91 




Exons 


. 6815. .7357, 


6859. 


.7305, 


7376. 


.7537, 7393.. 7533, 


7541. .7732, 




7576. .7716, 


7721. 


.7768, 


7772. 


.7813, 7775.. 7813, 


7843. .7914, 




7844. .7942, 


7943. 


.8035 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23766 
49442 
8442 

OJ991114_33.0128.Cll.o2.tc 

7102 

none 



Seq. ID OJ991114_33.0128.C11 
Strand 
End 

Method 
End 
Score 



9286 

TBLASTX: Cress 

7528 

209 



7102. .7305, 7106. .7357, 7376. .7528, 7393. .7515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23766 Seq. ID 

49442 Strand 

8442 End 
OJ991114_33.0128.Cll.o3.gs Method 

8442 End 

none Score 

8442. .8488, 8532. .8574, 8687. .9286 



OJ991114_33.0128.C11 

9286 
GENSCAN 
9286 
.77 



Seq. No. 
Gene No . 
Start J 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ991114_33.0128.C12 



23767 
49443 
10829 

OJ991114_33.0128.C12.o2.np 
10829 
4680179 
10829.. 15390 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

15390 
AAT/NAP 
15390 
7896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23767 Seq. ID 

49444 Strand 
1254 End 
OJ9911 14_33 . 0 12 8 . C12 . ol . np Method 
1254 End 
6815062 - Score 
1254. .1299, 2569. .3994 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 



OJ991114_33.0128.C12 

3994 
AAT/NAP 
3994 
2487 



23980 



sativa] 



O C Vw4 ■ liv • 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49444 




Strand 






Start 


1254 




End 


3994 




Name 


OJ991114 33.0128.C12 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


3411 




End 


3953 




GI 


none 




Score 


39 




Exons 


3411. .3776, 3431. .3454, 3487 


'..3777, 3795... 3899, 3795. .3908, 




3908.. 3949, 3912.. 3953 








Seq. No. 


23767 




. Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49445 




Strand 






Start 


11096 




End 


11668 




Name 


OJ991114 33.0128 C12 


. o7 . tw 


Method 


TBLASTX : Wheat 




Start 


11096 ~ 




End 


11455 




GI 


none 




Score 


308 




Exons 


11096. .11455, 11122. 


.11196, 


11221. .11454 




Seq. No. 


23767 




Seq. ID 


: "OJ991114_33.0128 


.C12 


Gene No. 


49445 




Strand 






Start * 


11096 




End 


11668 




Name. . 


OJ991114 33 0128 C12 


. o7 . tm 


Method 


TBLASTX : Maize 




Start' 


11336 ~ 




End 


11668 




GI 


none 




Score 


213 




Exons 


11336. .11668, 11336. 


.11620, 


11353. .11523 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


. C12 


Gene No. 


49446 




Strand 






Start 


11975 




End 


12391 




Name 


OJ991114 33 0128 C12 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


11975 ~~ 




End 


12391 




GI 


none 




Score 


151 




Exons 


11975. .12169, 12010. 


.12123, 


12209. .12391, 12235. .12390 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


. C12 


Gene No. 


49447 




Strand 






Start 


12554 




End 


13423 




Name 


OJ991114 33 0128 C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12554 "~ 




End 


13036 




GI 


none 




. Score 


550 




Exons 


12554. .13036, 12658. 


.12993, 


12683. .13027 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49447 




Strand 






Start 


12554 




End 


13423 




Name 


OJ991114 33.0128.C12, 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


12566 




End 


12855 




GI 


none 




Score . 


322 




Exons 


12566. .12853, 12664. , 


.12855 








Seq. No. 


237 67 




Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49447' 




Strand 






Start 


12554 




End 


13423 




Name 


OJ991114 33.0128.C12. 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


' 12590 




End 


12904 




GI 


none.-.- 




Score 


183 
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Exons 



12590. .12904 



Seq. No. 23767 

Gene No. 49447 

Start 12554 

Name OJ991114_33 . 0128 . C12 . o4 . tm 

Start 12923 

GI none 

Exons 12923. .13102, 13088 13423, 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 13423 

Method TBLASTX : Mai ze 

End 13423 

Score 161 
13174. .13305, 13330.. 13380 



Seq. No. 23767 

Gene No. 4 94 47 

Start 12554 

Name OJ991114_33 . 0128 . C12 . ol . ts 

Start 12977 

GI none 

Exons 12977. .13009, 12977 .. 13021, 
13117. .13371 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 13423 

Method TBLASTX : Soybean 

End 13372 

Score 57 
13013. .13372, 13013. .13156, 



Seq. No. 23767 

Gene No. 49447 

Start 12554 

Name OJ991114_33 . 0128 . C12 . o5 . tw 

Start 13085 

GI none 

Exons 13085. .13387, 13085 .. 13378 , 13117.. 13386 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 13423 

Method TBLASTX : Wheat 

End 13387 

Score 402 



Seq. No. 23767 

Gene No. 49448 

Start 13388 

Name OJ991114_33 . 0128 . C12 . o2 . tw 

Start 13388 

GI none 

Exons 13388. .13897, 13420 .. 13731 , 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 13897 

Method TBLASTX : Wheat 

End 13897 

Score 630 
13466.. 13813 



Seq. No. 23767 

Gene No. 49448 

Start 13388 

Name OJ991114_33 . 0128 . C12 . o3 . ts 

Start 13394 

GI none 

Exons 13394. .13639 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 13897 

Method TBLASTX : Soybean 

End 13639 

Score 202 



Seq. No. 23767 

Gene No. 49448 

Start 13388 

Name OJ991114_33 . 0128 . C12 . o2 . tm 

Start 13460 

GI none 

Exons 13460. .13813, 134 62 .. 13728 , 13514.. 13825 



Seq. ID OJ991114_33. 0128 .C12 
Strand 

End 13897 

Method TBLASTX : Maize 

End 13825 

Score 488 



Seq. No. 23767 

Gene No. 4 9449 

Start 13900 

Name OJ991114_33 . 0128 . C12 . o3 . tw 

Start 13900 

GI none 



Seq. ID OJ991114_33.0128.C12 
Strand 

End 15400 

Method TBLASTX :Whp^t 

End 14380 

Score 591 
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Exons 


13900. .14073, 13901. 


.14380, 


13916. .14347, 14125. .14379 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 


uene iNu . 


A QA A Q 




Strand 






Start 


13900 




End 


15400 




Name 


OJ991114 33.0128.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


14087 




■ End 


14404 




GI 


none 




Score 


89 




Exons 


14087. .14260, 14261. 


.14404, 


14263.. 14403 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 




A QA A Q 




C-f- nr i 






Start 


13900 






1 r a nn 

X D H U U 




Name 


OJ991114 33.0128.C12 


.o2.ts 


riecnoa 


1 D_n.o l A . oOyiJcan 




Start 


14168 




unci 






GI 


none 




Score 


z y y 




Exons 


14168. .14428, 14173. 


.14427 








Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C.12 


Con o \7 r\ 


A QA A Q 

ft _7 ft fi _7 




Strand 






Start 


13900 




End 


15400 




Name 


OJ991114 33.0128.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


14227 




End 


14518 




GI 


none 




Score 


383 




Exons 


14227. .14514, 14228. 


.14518 








Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 




A QA A Q 
ft y 4 4 y 




Strand 






Start 


13900 




End 


15400 




Name 


OJ991114 33.0128.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14387 




End 


15012 




GI 


none 




Score 


555 




Exons 


14387. .14851, 14389. 


.14859, 


14824. .15012, 1488 9. .15011 




Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49449 




Strand 






O Lai L 






End * 


15400 




Name 


OJ991114 33.0128.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14567 




End 


15165 




GI- 


none 




Score 


226 




Exons 


14567. .14728, 14575. 


.14721, 


14726. . 14£ 


51, 14728. .14856, 






14860. .15165, 14883. 


.15152 , 








Seq. No. 


23767 




Seq. ID 


OJ991114_33.0128 


.C12 


Gene No. 


49449 




Strand 








1 J7UU 




End 


15400 




Name 


OJ991114 33.0128.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


15012 




End 


15380 




GI 


none 




Score 


374 




Exons 


15012. .15065, 15013. 


.15345, 


15040. .15120, 15105. .15221, 






15163. .15324, 15327. 


.15380 








Seq. No. 


23767 




Seq. ID 


OJ99111.4_33.0128 


.C12 


Gene No. 


49449 




Strand 






Start 


13900 




End 


15400 




Name 


OJ991114 33.0128.C12 


.o8.tm 


Method 


. TBLASTX: Maize 




Start 


15169 




End 


15400 
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GI 


none 


Score 


197 


Exons 


15169. .15366, 15365.. 15400 






Seq. No. 


23768 


Seq. ID 


OJ991114 


Gene No. 


49450 


Strand 


+ 


otan 


1 


End 


Q *3 c; 
o JO 


Name 


OJ991114 33.0128.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


835 


GI 


5042454 


Score 


303 


Exons 


1..118, 459. .611, 748. .835 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


23768 


Seq. ID 


OJ991114 


Gene No. 


49450 


Strand 


+ 


Start 


1 


End 


835 


Name 


OJ991114 33.0128.C13.ol.gs 


Method 


GENSCAN 


Start 


72 


End 


533 


GI 


none 


Score 


.49 


Exons 


72. .118, 352. .533 






Seq. No. 


23769 


Seq. ID 


OJ991114 


Gene No. 


49451 


Strand 


+ 


Qf v-4- 


261 


End 


bob 


Name 


OJ991114 33.0128.C14.o2.np 


Method 


AAT/NAP 


Start 


261 


End 


656 


GI 


6907089 


Score 


567 


Exons 


261. .656 






GI Descrip. 


. (AP001129) hypothetical protein [Oryza 


sativa] 


Seq. " No. 


23769 


Seq. ID 


OJ991114 


Gene No . 


49451 


Strand 


+ 


Start 


261 


End 


656 


Name 


OJ991114 33.0128.C14.ol.gs 


Method 


GENSCAN 


Start 


273 


End 


539 


GI 


none 


Score 


.78 


Exons 


273. .317, 336. .539 






Seq. No. 


23769 


Seq. ID 


OJ991114_ 


Gene No. 


49452 


Strand 




Start 


1 


End/ 


656 


Name 


OJ991114 33.0128.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


656 


GI 


5724773 


Score 


81 


Exons 


1..193, 573. .656 







GI Descrip. (AF160183) contains similarity to Antirrhinum majus hypothetical 
protein TNP2 (GB:X57297); may be a pseudogene [Arabidopsis 
thaliana] 



Seq. No. 23770 

Gene No. . 4 9453 

Start 1 

Name OJ991114_33 . 0128 . C15 . ol . np 

Start 1 

GI 5091513 

Exons 1. .356 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991114_33.0128.C15 

Strand + 

End 356 

Method AAT/NAP 

End 356 

Score 587 
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Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49454 


Strand 


+ 


Start 


O 1 "7 
0 1 / 


End 


6496 


Name 


OJ991214 12.0114.Cl.ol.gs 


Method 


GENSCAN 


Start 


817 


End 


4483 


GI 


none 


Score 


.68 


Exons 


817. .879, 1382. .1418, 1511.. 


1656, 1733 


..1853, 2605. .2745, 




3114. .3386, 3656. .3768, 3887 


..4036, 4130. .4483 


Seq. No. 


23771 


Seq. ID 


OJ991214_12. 01.14. CI 


Gene No. 


49454 


Strand 


+ 


Start 


817 


End 


6496 


Name 


OJ991214 12.0114.Cl.ol.np 


Method 


AAT/NAP 


Start 


1152 


End 


6496 


GI 


6041820 


Score 


733 


Exons 


1152. .1241, 1673. .1853, 2605 


..2745, 3114. .3386, 3656. .3768, 




3887. .4036, 4145. .4435, 6443 


. .6496 




GI Descrip. 


(AC009918) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49454 


Strand 


+ 


Start 


817 


End 


6496 


Name 


OJ991214 12.0114.Cl.ol.gp 


Method 


AAT/GAP 


Start . 


1385 


End 


1845 


GI 


2428208 


Score 


866 


Exons 


1385. .1845 






GI Descrip. 


6041820/gb | AAF02135. 1 | AC009918J7 1 . Oe- 


13 (AC009918) hypothetical 



protein [Arabidopsis thaliana] 



Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49455 


Strand 


+ 


Start 


13335 


End 


13412 


Name 


OJ991214 12.0114.Cl.o3.np 


Method 


AAT/NAP 


Start 


13335 


End 


13412 


GI 


6630699 


Score 


74 


Exons 


13335. .13412 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 |dbj IBAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49456 


Strand 


+ 


Start 


13548 


End 


16187 


Name 


OJ991214 12.0114.Cl.o4.np 


Method 


AAT/NAP 


Start 


13548 


End 


16187 


GI 


6539570 


Score 


165 


Exons 


13548. .13741, 13898 .. 13964 , 


15993. .16082, 16153.. 16187 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49457 


Strand 


+ 


Start 


17094 


End 


17843 


Name 


OJ991214 12.0114.Cl.o3.gp 


Method 


AAT/GAP 


Start 


16976 


End 


17636 


GI 


28866 1.R1084 


Score 


1 095 


Exons 


16976. .17303, 17391. .17636 






GI Descrip. 


, 4886280/emb|CAB43430.1 | 1. 


Oe-26 (AL050300) putative protein 



23985 





[Arabidopsis thaliana] 1 






Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No . 


A QA c;*7 


Strand 


+ 


Start 


17094 


End 


17843 


Name 


OJ991214 12.0114. CI. o4.gs 


Method 


GENSCAN 


Start 


17094 


End 


17843 


GI 


none 


Score 


.94 


Exons 


17094. .17303, 17391. .17843 






Seq. No. 


23771 


Seq. ID 


OJ991214 12. 0114. CI 


Gene No. 


49457 


Strand 


+ 




17094 


End 


17843 


Name 


OJ991214 12.0114.Cl.o5.np 


Method 


AAT/NAP 


Start 


17097 


End 


17804 


GI 


6041819 


Score 


320 


Exons 


17097. .17312, 17391.. 17804 






GI Descrip. 


(AC009918) unknown protein [Arabidopsis thaliana] 


Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49458 


Strand 




Start 


6630 


End 


11785 


Name 


OJ991214 12.0114.Cl.o2.gs 


Method 


GENSCAN 


Start 


6630 


End 


11785 


GI 


none 


Score 


.56 


Exons 


6630. .7161, 7261. .7610, 7680.. 


7946, 8044.. 8525, 8610.. 8697, 




9240.. 9272, 9809.. 10500, 10608 


. .10758, 


11051. .11093, 




11652.. 11785 






Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114.C1 


Gene No. 


49458 


Strand 




Start 


6630 


End 


11785 


Name 


OJ991214 12.0114.Cl.o2.np 


Method 


AAT/NAP 


Start 


6633 


End 


10530 


GI 


5354158 


Score 


2233 


Exons 


6633. .7161, 7261. .7610, 7680.. 


7946, 8044. .8525, 8610. .8697, 




9240.. 9272, 9809.. 10359, 10449 


. .10530 





GI Descrip. 



\r\L ^ u 1 j_ / u±yaj.at»L.ui3yj.uiaL-yiyj.yuciui a y ii uncage [fticujiuupsi. 

thaliana] gi | 5354160 | gb| AAD4237 9 . 1 | AF14 9842_1 (AF14 9842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi I 604 1825 | gb | AAF02140.il AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991214 12. 0114. CI 



23771 
49459 
13326 

OJ991214_12.0114.Cl.o2.gp 
13326 

LIB347 9-006-Q6-K1-B11 
13326. .13759 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13759 
AAT/GAP 
13759 
610 



Seq. No. 23771 Seq. ID 

Gene No. 4 94 60 Strand 

Start 18022 End 

Name. OJ991214_12 . 0114 . CI . o5 . tm Method-- 



OJ991214_12.0114.C1 
18145 

TBLASTX: Maize 



23986 



Start 
GI 

Exons 



1615 End 1849 

none Score 200 

1615. .1797, 1673. .1816, 1727. .1849 



Seq. No. 23771 

Gene No. 4 94 60 

Start 18022 

Name OJ991214_12 . 0114 .CI .o3 . ts 

Start 1691 

GI none 

Exons 1691.. 1816, 3122.. 3385, 3136. 



Seq. ID 
Strand 
End 

Method 
End 
.Score 
.3327, 3896. .4003 



OJ991214_12 . 0114 . CI 
18145 

TBLASTX : Soybean 
4003 
137 



Seq. No. 23771 Seq. ID 

Gene No. 4 94 60 Strand 

Start 18022 End 

Name OJ991214_12 . 0114 . CI . o3 . tc Method 

Start 3089 End 

GI none Score 

Exons 3089.. 3238, 3112 .. 3234 , 3299 .. 3397 



OJ991214_12.0114.C1 
18145 

TBLASTX: Cress 

3397 

153 



Seq. No. 23771 

Gene No. 49460 

Start 18022 

Name OJ991214_12 . 0114 . CI . ol . tm 

Start 6621 

GI none 

Exons 6621.. 6830, 6628, 



6881.. 7177, 7258, 



6837, 6873. 
7608, 7258. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7157, 



OJ991214 12. 0114. CI 



18145 

TBLASTX: Maize 
7715 
182 

6873.'. 7160, 6874. 



.7590, 7260. .7619, 7668. 



.7161, 
.7715 



Seq. No. 23771 
Gene No. 4 94 60 

Start . 18022 

Name OJ991214_12 . 0114 . CI . ol . ts 

Start 6630 
GI none 

Exons 6630.. 6863, 6631.. 6810, 6867. 

7240.. 7611, 7263.. 7619, 7270. 
7668. .7967, 7669.-7947, 7773. 
8048. .8380 



Seq. ID OJ991214_12.0114.C1 
Strand 

End 18145 

Method TBLASTX : Soybean 

End 8388 

Score 185 

.7145, 6867. .7163, 6871. .7164, 
.7611., 7400. .7612, 7668. .7730,- 
.7961, 7984. .8388, 8044. .8376, 



Seq. No. 23771 

Gene No. 49460 

Start 18022 

Name OJ991214_12 . 0114 .CI . ol . tc 

Start 7362 

GI none 
Exons 



Seq. ID OJ991214_12 . 0114 . CI 
Strand 

End 18145 

Method TBLASTX : Cress 

End 7812 

Score 149 



7362. .7619, 7363.-7599, 7668. .7811, 7678. .7812 



Seq. No. 23771 

Gene No. 4 94 60 

Start 18022 

Name OJ991214_12 . 0114 . CI . o2 . tm 

Start 7722 

GI none 
Exons 



Seq. ID OJ991214_12.0114.C1 
Strand 

End 18145 

Method TBLASTX : Mai ze 

End 8330 

Score 312 



7722. .7967, 7723. .7947, 7773. .7961. 8041. .8328, 8042. .ff32fi. 
8046. .8330 
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Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114 


.CI 


Gene No. 


49460 


Strand 










End 


18145 




Name 


OJ991214 12.0114.Cl.o4.tm 


Method 


TBLASTX : Maize 




Start 


8335 


End 


8700 




GI 


none 


Score 


63 




Exons 


8335.. 8457, 8418.. 8528, 8443 


..8526, 8607. .8699, 8611. .8700 




8612. .8698, 8620. .8700 








Seq. No. 


23771 . . 


Seq. ID 


OJ991214_12.0114 


.CI 


Gene No. 


49460 


Strand 










End 


18145 




Name 


OJ991214 12.0114.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


17094 


End 


17651 




GI 


none 


Score 


334 




Exons 


17094. .17306, 17099 17308 , 


17387. .17650, 17390 .. 174 64 , 






17394.. 17651 








Seq. No. 


23771 


Seq'. ID 


OJ991214_12.0114 


.CI 


Gene No. 


49460 


Strand 






Of a r-f- 


1 £1099 
J.OUZZ 


End 


18145 




Name 


OJ991214 12.0114.Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17100 


End 


17729 




GI 


none 


Score 


80 




Exons 


17100. .17276, 17394. .17567, 


17483. .17542, 1754 1 17729, 






17561. . 17707 








Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114 


.CI 


bene ino. 


A QA £0 
ft yH DU 


Strand 






Start 


18022 


End 


18145 




Name 


OJ991214 12.0114.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


17394 


End 


17717 




GI 


none 


Score 


286 




Exons 


17394. .17717, 17477. .17704 








Seq. No. 


23771 


Seq. ID 


OJ991214_12.0114 


.CI 


uene ino . 


A QA 60 


Strand 






Start 


18022 


End 


18145 




Name 


OJ991214 12.0114.Cl.o4.gp 


Method 


AAT/GAP 




Start 


18022 - . 


End 


18145 




GI 


none 


Score 


236 




Exons 


18022.. 18145 








Seq. No. 


23772 


Seq. ID 


OJ991214 12.0114 


.C2 


bene lno * 


A QA fil 
*± j 4 D X 


Strand 


+ 




Start 


8027 


End 


8657 




Name 


OJ991214 12.0114.C2.o2.gs 


Method 


GENSCAN 




Start 


8027 


End 


8657 




GI 


none 


. Score 


.93 




Exons 


8027. .8167, 8319.. 8388, 8650 


. .8657 






Seq. No. 


23772 


Seq. ID 


OJ991214_12.0114 


.C2 


Gene No. 


49462 


Strand 


+ 




Start 


9698 


End 


9895 




Name 


OJ991214 12.0114 .C2.ol.aD 


Method 


AAT/GAP 




Start 


9698 


End 


9895 




GI 


none 


Score 


346 





23988 



Exons 



9698. .9895 



Seq. No. 


23772 








Seq. ID 


OJ991214_12.0114.C2 


Gene No. 


49463 








Strand 


- 


Start 


2335 








End 


5494 


Name 


OJ991214 12 


.0114 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


2335 








End 


5494 


GI 


none 








Score 


.71 


Exons 


2335. .3447, 


3531 


. .3774, 


4218 


. .5494 




Seq. No. 


23772 








Seq. ID 


OJ991214_12.0114 .C2 


florin KJo 










Strand 




Start 


2335 








End 


5494 


Name 


OJ991214 12 


.0114 


.C2.ol. 


np 


Method 


AAT/NAP 


Start 


2341 








End 


5494 


GI 


4886278 








Score 


1196 


Exons 


2341. .2505, 


2536 


. .3444, 


3519 


..3597, 4095. .4745, 4773. .4848, 




4924. .5494 












GI Descrip. 


(AL050300) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23772 








Seq. ID 


OJ991214_12.0114 . C2 


Gene No. 


49464 








Strand 




Start 


9828 








End 


13353' 


Name 


OJ991214 12 


C\ 1 1 A 


. . OZ . 


tm 


Method 


TBLASTX: Maize 


Start 


2533 








End, . 


3045 


GI 


none 








Score 


104 


Exons 


2533. .2769, 


0 c c 0 

ZddZ 


. . Z /4 U, 


0000 


..2983, 2896. .3018, 3004. .3045 


Seq. No. 


23772 








Seq. ID 


OJ991214_12.0114.C2 


Gene No. 


49464 








Strand 




Start 


9828 








End 


13353 


Name 


OJ991214 12 


nil* 

.0114 


. C2 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2896 








End 


3144 


GI 


none 








Score 


86 


Exons 


2896. .2997, 


2897 


. .2992, 


3010 


..3144, 3017. .3088 


o e q . in o . 


00779 








Seq. ID 


OJ991214_12.0114.C2 


Gene No. 


49464 








Strand 




Start 


9828 








End 


13353 


Name 


OJ991214 12 


.0114 


,C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4265 








End 


5497 


GI 


none 








Score 


125* 


Exons 


4265. .4369, 


4997 


. .5179, 


4998 


..5180, 5223. .5315, 5258. .5314, 




5315. .5497 












C n NT r\ 

oeq . ino . 










Seq. ID 


OJ991214_12.0114.C2 


Gene No. 


49464 








Strand 




Start 


9828 








End 


13353 


Name 


OJ991214 12 


.0114 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5082 








End 


5494 


GI 


none 








Score * 


150 


Exons 


5082. .5183, 


5096 


. .5188, 


5244 


..5375, 5258.. 5.353, 5360.. 5494, 




5361. .5492 












Seq. No. 


23772 








Seq. ID 


OJ991214_12.0114.C2 


Gene No. 


49464 








Strand 




Start 


9828 








End 


13353 



23989 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



OJ991214_12 . 0114 . C2 . o2 . tc Method 
5253 End 
none Score 
5253. .5315, 5258. .5314, 5315. .5497 



23772 
49464 
9828 

OJ991214_12.0114.C2.ol.tc 
9679 



TBLASTX: Cress 

5497 

66 



OJ991214 12. 0114. C2 



none 

9679. 

11407 

12237 

12411, 



Seq. ID 
Strand 
End 

_ Method 

' End 
Score 

9756, 9783.-9947, 9820. .9945, 10158 .. 10274 , 10192, 
.11442, 11411. .11434, 11442 .. 11501, 11443 .. 11502, 
.12338, 12241. .12348, 1224 9 .. 12344 , 12407 .. 12487 , 
.12485, 12477. .12509, 1298 9 .. 13093, 12990.. 13064 



13353 

TBLASTX: Cress 

13093 

39 



10275, 



23772 
49464 
9828 

OJ991214_12. 0114 .C2.o3.ts 
9819 



Seq. ID OJ991214JL2.0114 . C2 
Strand 

13353 

TBLASTX: Soybean 
13072 
167 



End 

Method 
End 

none Score 
9819. .9947, 9838. .9945, 9839. .9946, 10158 .. 10274 , 10176 
10192. .10275, 10192. .10275, 11407 .. 11442, 11442 11501, 
11443. .11502, 12237. . 12344, 1224 9 .. 12344 , 12250 1234 8 , 
12250. .12351, 12407. .12487, 12411 .. 12485, 12477 .'. 12506, 
12989. .13072, 12990.. 13064 



10274, 



23772 
49464 
9828 

OJ991214_12.0114.C2.o3.tm 
9825 
none 



Seq. ID OJ991214_12.0114 .C2 
Strand 

13353 

TBLASTX: Maize 
13093 
173 



End 

Method 
End 
Score 

9825. .9947, 9826.-9945, 9826. .9948, 1014 4 .. 10272, 10154 10273, 
10158. .10283, 10158. .10274, 114 07 .. 11445, 11412 11447, 
11445. .11501, 11446. .11502, 12237 12338, 1224 9 1234 4 , 
12250. .12348, 12407 .. 12487, 12423 12485, 12477 12506, 
12989. .13063, 12989 .. 13093, 12990.. 13091 



23772 
49464 
9828 

OJ991214_12.0114.C2.o3.gs 
9828 
none 

9828.-9944, 10158 1027 1, 1224 9 .. 12356, 12992 
13300.. 13353 



Seq. ID OJ991214_12.0114.C2 
Strand 

13353 
GENSCAN 
13353 
.98 



End 

Method 

End 

Score 



,13066, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23772 Seq. ID 

49464 Strand 

9828 End 

OJ991214_12.0114 .C2.o2.np Method 

9831 End 

3328221 Score 



OJ991214_12.0114 .C2 

13353 
AAT/NAP 
13353 
778 



9831. .9944, 10158 .. 1027 1, 10413 10448 , 114 13 .. 11501 , 
12249. .12328, 12424 .. 12506, 12992 .. 13066, 13161.. 13353 



23990 



GI Descrip. (AF076920) thioredoxin peroxidase [Secale cereale] 



Seq. No. 


23773 








Seq. ID 


OJ991214 


Gene No. 


49465 








Strand 


+ 


Start 


383 








End 


583 


Name 


OJ991214 12 


.0114. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


383 








End 


583 


GI 


none 








Score 


.84 


Exons 


383. .459, 514. .583 








beq. no. 


Z J / f J 








Seq. ID 


* OJ991214 


Gene No. 


A Qyl aa 
h y H DD 








Strand 


+ 


Start 


A 0) C. A 








End 


9463 


Name 


OJ991214 12 


.0114. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


4954 








End 


9264 


GI 


none 








Score 


.82 


Exons 


A QC A CI /I O 


6923. 


.7050, 


7260. 


.7349, 7426.-7476, 




oU/U. . oljj, 


8456. 


.8701, 


9178. 


.9264 




Seq. No. 


z j / / o • ■ 








Seq. ID 


OJ991214 


Gene No. 


A d A CC 

h y 4 D D 








Strand 


+ 


o cart 


*± Z7 J *i 








End 


9463 


Name 


OJ991214 12 


.0114. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


■4957 








End 


9463 


GI 


5763821 








Score 


800 


Exons 


4957. .5179, 


6249. 


.6438, 


6566. 


.6619, 6782.. 6867, 




7123. .7174, 


7297. 


.7349, 


7426. 


.7476, 7898. .7946, 




8339. .8415, 


8491. 


.8701, 


9178. 


.9244, 9353. .9463 


GI Descrip. 


(AJ238590) 


E2F protein 


[Triticum sp.] 




Seq. No. 


23773 








Seq. ID 


OJ991214^ 


Gene No. 


49467 








Strand 




Start 


1909 








End 


4190 


Name 


OJ991214 12 


.0114. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


1909 








End 


4190 


GI 


none 








Score 


.83 


Exons 


1909. .2141, 


2220. 


.2240, 


2285. 


.2394, 2798. .2871, 



6962. 
8070. 



.7050, 
.8135, 



3643. .3914, 3926. .4190 



Seq. No. 


23773 


Seq. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49468 


Strand 






Start 


10212 


End 


11072 




Name 


OJ991214 12.0114.C3.o2.np 


Method 


AAT/NAP 




Start 


10203 


End 


11072 




GI 


5306268 


Score 


415 




Exons 


10203. .10370, 10462. .10645, 


10718. .10782, 10883. .11072 




GI Descrip. 


(AC006233) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23773 


Seq'. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49468 


Strand 






Start 


10212 


„ End 


11072 




Name 


OJ991214 12.0114.C3.o4.gs 


Method 


GENSCAN 




Start 


10212 


End 


10944 




GI 


none 


Score 


1 




Exons 


10212. .10370, 10462. .10653, 


10732... 10944 




Seq. No. 


23773.1 " 


Seq. ID 


OJ991214_12.0114 


.C3 



23991 



Gene No. 


494 69 




Strand 






Start 


11890 




End 


12680 




Name 


OJ991214 12. 0114. C3. 


o5 . gs 


Method 


GEN SCAN 




Start 


11890 




End 


12680 




GI 


none 




Score 


.9 




Exons 


11890. .11918, 12338. 


.12680 








Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49469 




Strand 






btart 


11890 




End 


12680 




Name 


OJ991214 12. 0114. C3. 


o3.np 


Method 


AAT/NAP 




Start 


12324 




End 


12671 




GI 


4895197 




Score 


199 




Exons 


12324. .12671 










GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49470 




Strand 






Start 


15740 




End 


16380 




Name 


OJ991214 12. 0114. C3. 


06 . gs 


Method 


GEN SCAN 




Start 


15740 




End 


16380 




GI 


none 




Score 


.94 




Exons 


15740. .15756, 16047. 


.16380 








Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49470 




Strand 






Start 


15740 




End 


16380 




Name 


OJ991214 12. 0114. C3. 


o4 .np 


Method 


AAT/NAP 




Start 


16033 




End 


16377 




GI 


4895197 




Score 


242 




Exons 


16033. .16377 










GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


.C3 


Gene No. 


49471 




Strand 






Start 


17351 




End 


17457 




Name 


OJ991214 12. 0114. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


10290 




End 


10858 




GI 


none 




Score 


75 




Exons 


10290. .10379, 10291. 


.10371, 


10459. .10593, 104 60 10591, 






10639. .10671, 10711. 


.10812, 


10730. .10E 


J58 




Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


.C3 


Gene No . 


49471 




Strand 






Start 


17351 




End 


17457 




Name 


OJ991214 12. 0114. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10459 




End 


10782 




GI 


none 




Score 


122 




Exons 


10459. .10593, 10460. 


.10591, 


10729. .10782 




Seq. No. 


23773 




Seq. ID 


OJ991214_12.0114 


• C3 


Gene No. 


49471 




Strand 






Start 


17351 




End 


17457 




Name 


OJ991214 12. 0114. C3 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12298 




End 


16314 




GI 


none 




Score 


148 




Exons 


12298. .12468, 12307; 


.12468, 


12339. .12470, 12456 .. 12599, 





23992 






12457. .12600, 16048. 


.16245, 


16049. .16177, 16141 


. .16179, 






16180. .16314, 16184. 


.16285 










Seq. No. 


23773 




Seq. ID 


OJ991214 


_12.0114. 


C3 


Gene No. 


49471 




Strand 








otaru 


i 7oci 

1 f jjI 




End 


17457 






Name 


OJ991214 12. 0114. C3. 


ol.tc 


Method 


TBLASTX : 


Cress 




Start 


12307 




End 


16314 






GI 


none 




Score 


135 






Exons 


12307. .12459, 12339. 


.12470, 


12499. .12600, 12528 


. .12599, 






16048. .16179, 16049. 


.16174, 


16195. .16314, 16202 


. .16285 




Seq. No. 


23773 




Seq. ID 


OJ991214 


_12.0114. 


C3 


Gene No. 


49471 




Strand 








Of arf 


1 / jjI 




End 


17457 






Name 


OJ991214 12. 0114. C3. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12337 




End 


16311 






GI 


none 




Score 


81 






Exons 


12337. .12468, 12339. 


.12410, 


12339. .12470, 12340 


. . 12459, 






12463. .12600, 12525. 


.12599, 


16048. .16311, 16049 


. .16291 




Seq. No. 


23773 




Seq. ID 


OJ991214 


J.2.0114. 


C3 


Gene No. 


49471 




Strand 








otarr 


1 / JJ 1 




End 


17457 






Name 


OJ991214 12. 0114. C3. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


12339 




End 


16314 






GI 


none 




Score 


135 






Exons 


12339. .12461, 12340. 


.12456, 


16048. .16179, 16049 


. .16174, 






16180. .16293, 16294. 


.16314 










Seq. No. 


23773 




Seq. ID 


OJ991214 


_12.0114. 


C3 


Gene No . 


/ Q A 1 1 

4 y 4 / 1 




Strand 








Start 


17351 




End 


17457 






Name 


OJ991214 12. 0114. C3. 


o7 . gs 


Method 


GENSCAN 






Start 


17351 




End 


17457 






GI 


none 




Score 


.96 






Exons 


17351. .17457 












Seq. No. 


23774 




Seq. ID 


OJ991214 


_12.0114. 


C4 


bene NO . 


A OA 1 0 

4 y 4 / / 




Strand 


+ 






Start 


44318 




End 


45026 






Name 


OJ991214 12. 0114. C4. 


ol.gp 


Method 


AAT/GAP 






Start 


44318 




End 


45026 






GI 


none 




Score 


1363 






Exons 


44318. .45026 












Seq. No. 


23774 




Seq. ID 


OJ991214 


_12.0114. 


C4 


Gene No. 


49473 




Strand 


+ 






Start 


47964 




End 


48112 






Name 


OJ991214 12. 0114. C4. 


o2 . gp 


Method 


AAT/GAP 






Start 


47964 




End 


48112 






GI 


uC-osflcypl04cl2al 




Score 


198 






Exons 


47964. .48112 












GI Descrip. 


f 5852170/emb|AL117265.1 IOST17804 3.0e-29 Oryza 


sativa 






indica f GLA4 ) genomic 


dna. chromosome 4 


BAG clone :t 178 04 


? 



Seq. No. 23774 Seq. ID OJ991214_12 . 0114 . C4 



23993 



Gene No. 49474 Strand 

Start 54244 End 

Name. OJ991214_12 . 0114 . C4 . o3 . gp Method 

Start 54244 End 

GI 95327_1.R1084 Score 

Exons 54244. .54558 

GI Descrip. '1707032 2.0e-15 (U80445) coded for by 
coded for by C. elegans cDNA yk21g6.3; 
cDNA CEMSE18F; coded for by C. elegans 
by C. elegans cDNA yk65h8.3; coded for 
yk65h8' 



+ 

55209 
AAT/GAP 
54558 
565 

C. elegans cDNA ykl3g5.3; 
coded for by C. elegans 
cDNA ykl26bl.3; coded for 
by C. elegans cDNA 



Seq. No. 


23774 


Seq. ID 


OJ991214_12.0114 


.C4 


Gene No. 


49474 


Strand 


+ 




Start 


54244 


End 


55209 




Name 


OJ991214 12.0114.C4.o3.np 


Method 


AAT/NAP 




Start 


54265 


End 


55209 




GI 


4678221 


Score 


389 




Exons 


54265. .55209 








GI Descrip. 


(AC007135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23774 


Seq. ID 


OJ991214_12.0114 


.C4 


Gene No. 


49475 


Strand 






Start 


256 


End 


3894 




Name 


OJ991214 12.0114.C4.ol.gs 


Method 


GENSCAN 




Start 


256 


End 


3894 




GI 


none 


Score 


.4 




Exons 


256. .536, 2920.. 2939, 3423. 


.3539, 3620 


...3894 




Seq. No. 


23774 


Seq. ID 


OJ991214JL2.0114 


.C4 


Gene No. 


49476 


Strand 






Start 


11019 


End 


18354 




Name 


OJ991214 12.0114.C4.o3.gs 


Method 


GENSCAN 




Start 


11019 


End 


18354 




GI 


none 


Score 


.68 




Exons 


11019. .11829, 11895. .12010, 


12115. .12136, 1254 6. .12705, 





13219. .13471, 13777. .13983, 14255 .. 14318, 14406 .. 14 4 62 , 
14805. .14903, 15040 .. 15072, 18230.. 18354 



Seq. No. 23774 Seq. ID 

Gene No. 49477 Strand 

Start 21026 End 

Name OJ991214_12 . 0114 . C4 . o4 . gs Method 

Start 21026 End 

GI none Score 

Exons 21026. .21472, 21549.. 22148 



OJ991214_12.0114.C4 

22148 
GENSCAN 
22148 
.99 



Seq. No. 23774 Seq. ID 

Gene No. 49478 Strand 

Start 40254 End 

Name OJ991214_12 . 0114 . C4 . o2 .np Method 

Start 38876 End 

GI 4263522 Score 

Exons 38876. .38917, 40274.. 41444 

GI Descrip. (AC004 044) hypothetical protein [Arabidopsis thaliana] 



OJ991214_12.0114.C4 

41891 
AAT/NAP 
41444 
740 



Seq. No. 



23774 



Seq. ID OJ991214_12.0114.C4 



23994 



Gene No . 


A CkA 1 Q 




oi. j_ anu. 






Start 


40254 




End 


41891 




Name 


OJ991214 12. 0114. C4 


. o7 . gs 


Method 


GENSCAN 




Start 


40254 




End 


41891 




GI 


none 




Score 


1 




Exons 


40254. .41891 










Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 




A Q47 Q 




Strand 






" Start 


44450 




End 


45189 




Name 


OJ991214 12. 0114. C4 


. 08 . gs 


• Method 


GENSCAN 




Start 


44450 




End 


45189 




GI 


none 




Score 


.98 




Exons 


44450. .44546, 44663 


. .44842, 


44951. .45035, 45123. .45189 




Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 


uene no . 


A QA ft C\ 
H J f± O U 




Strand 






Start 


47713 




End 


50065 




JNfame 


OJ991214 12. 0114. C4 


. olO . gs 


Method 


GENSCAN 




-^tart 


47713 




End 


50065 




GI 


none 




Score 


.56 




Exons 


47713. .47843, 49116 


. .49338, 


49541. .49619, 49872. .50065 




i;3 Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 


Gene No. 


49481 




Strand 






,:si otart 






End 


57133 




Name 


OJ991214 12. 0114. C4 


.o3. ts 


Method 


TBLASTX: Soybean 




Hi Start 


32160 




End 


32435 




□ GI 


none 




Score 


104 




hi Exons 


32160. .32288, 32166 


. .32387, 


32167. .32292, 32314 .. 32382, 




i. 1 


32391. .32435 










ILP Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 


Gene No. 


49481 




Strand 












End 


57133 




\f Name 


OJ991214 12. 0114. C4 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


32202 




End 


32372 






none 




Score 


96 




Exons 


32202. .32222, 32216 


. .32293, 


32217. .32294, 32217 .. 32372, 




Q' 


32221. .32367 










Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 


bene iMu . 


A QA ft 1 

H J 4 0 X 




Strand 






Start* 


56415 




End 


57133 




Name 


OJ991214 12. 0114. C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


40263 




End 


40589 




GI 


none 




Score 


119 




Exons 


40263. .40589, 40264 


. .40569 








Seq. No. 


23774 




Seq. ID 


OJ991214_12.0114 


.C4 


Gene No. 


49481 




Strand 






Start 


56415 




End 


57133 




Name 


OJ991214 12. 0114. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


40275 




End 


41624 




GI 


none 




Score 


194 




Exons 


40275. .40871, 40276 


. .40872, 


40662. .40S 


!83, 40671. .40871, 






40705. .40863, 40935 


. .41018, 


40953. .41186, 4 1013 .. 4 1180, 





23995 





41112. 


.41276, 


41163 


. .41279, 


41208. .412 


91, 41208 


. .41366, 




41301. 


.41552, 


41310 


. .41624 








Seq. No. 


23774 








Seq. ID 


OJ991214 


_12.0114 




49481 








o urana 






Start 


56415 








End 


57133 




Name 


OJ991214 12.0 


114. C4 


.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


40275 








End 


40694 




GI 


none 








Score 


109 




Exons 


40275. 


.40694, 


40276 


. .40542, 


40290. .406 


64 




Seq. No. 


23774 








Seq. ID 


OJ991214 


_12.0114 


Gene No. 


49481 








Strand 






OtaiL 


56415 








End 


57133 




Name 


OJ9912 


14JL2.0 


114. C4 


. ol . tw 


Method 


TBLASTX : 


Wheat 


Start 


40569 








End 


41633 




GI 


none 








Score 


71 




Exons 


40569. 


.40682, 


40572 


. .40871, 


40603. .40857, 40716 


. .40871, 




40917. 


.41045, 


40962 


. .41183, 


41286. .41633 




Seq. No. 


23774 








Seq. ID 


OJ991214 


_12.0114 


Gene No. 


49481 








Strand 






Start 


56415 








End 


57133 




Name 


OJ991214 12. 0114. C4. 


,o2.tc 


Method 


TBLASTX: 


Cress 




40590 








End 


41669 




GI 


none 








Score 


60 




Exons 


40590. 


.40703, 


40716. 


. .40871, 


40920. .410 


93, 40920 


. .41291, 




40947. 


.41021, 


41013, 


. .41183, 


41031. .411 


53, 41080 


. .41274, 




41100. 


.41363, 


41109, 


. .41273, 


41192. .412 


33, 41202 


. .41369, 




41208. 


.41645, 


41268. 


. .41669 








Seq. No. 


23774 








Seq. ID 


OJ991214 


_12.0114 


Gene No. 


49481 








Strand 






Of a r*4- 
Olait 


56415 








End 


57133 




Name 


OJ9912 


14_12.0 


114. C4. 


.ol.ts 


Method 


TBLASTX : , 


Soybean 


Start 


44403 








End 


45015 




GI 


none 








Score 


119 




Exons 


44403. 


.44546, 


44459. 


, . 44548, 


44459. .44545, 44660 


. .44830, 




44662. 


.44841, 


44956. 


. .45015 








Seq. No. 


23774 








Seq. ID 


OJ991214_ 


_12.0114 


Gene No. 


49481 








Strand 






Start 


56415 








' End 


57133 




Name 


OJ991214 12. 0114. C4. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


44448 








End 


45210 




GI 


none 








Score 


145 




Exons 


44448. 


.44546, 


44450. 


.44548, 


44450. .44545, 44662 


. .44841, 




44663. 


.44845, 


44717. 


.44842, 


44945. .44968, 44950 


. .45045, 




44951. 


.45034, 


45124. 


.45210 








Seq. No. 


23774 








Seq. ID 


OJ991214_ 


JL2.0114, 


Gene No. 


49481 








Strand 






Start 


56415 








End 


57133 




Name 


OJ991214 12. 0114. C4 . 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


44450 








End 


4472R 




GI 


none 








Score 


137 




Exons 


44450. 


.44545, 


44451. 


.44606, 


44460. .44546, 44662, 


. .44727, 



23996 



,44663. .44728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23774 
49481 
56415 

OJ991214_12.0114.C4.ol.tc 

44459 

none 



Seq. ID OJ991214_12.0114.C4 
Strand 

End 57133 

Method TBLASTX : Cress 

End 44868 

Score 111 



44459.-44545, 44460 4454 6, 44 660 .. 4 4 830, 44662 .. 44841, 
44806.. 44868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23774 
49481 
56415 

OJ991214_12.0114.C4.o4.gp 

56180 

2312823 



Seq. ID OJ991214_12.0114.C4 
Strand 

End 57133 

Method AAT/GAP 

End 57133 

Score 769 



56180. .56231, 56454 .. 56560, 56663 .. 56731, 56815 .. 56877, 
56966.. 57133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23774 
49481 
56415 

OJ991214_12.0114.C4.ol2.gs 

56415 

none 



Seq. ID OJ991214_12.0114.C4 
Strand 

End 57133 

Method GENSCAN 

End 57092 

Score .89 



56415. .56560, 56663 .. 56731, 56966.. 57092 



Seq. No. 23775 

Gene No. 49482 

Start 1 

Name OJ991214_13 . 0118 .CI . ol . gp 

Start 1 

GI none 

Exons 1 . . 63 



Seq. ID OJ991214_13.0118.C1 

Strand 

End 63 

Method AAT/GAP 

End 63 

Score 126 



Seq. No. . 23776 
Gene No. 49483 
Start 141 

Name OJ991214JL3 . 0118 . C3 . ol . np 

Start 141 
GI" 4204295 
Exons 141.. 427 

GI Descrip. (AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. ID OJ991214_13.0118.C3 

Strand 

End 4 27 

Method AAT/NAP 

End 427 

Score 133 



Seq. No. 23776 

Gene No. 49483 

Start 141 

Name OJ991214JL3 . 0118 . C3 . ol . gs 

Start 152 

GI none 

Exons 152.. 339 



Seq. ID OJ991214_13.0118.C3 

Strand 

End 427 

Method GENSCAN 

End 339 * 

Score .77 



Seq. No. 
Gene No. 
Start 



23777 
49484 
18459 



Seq : ID OJ991214 13. 0118. C4 
Strand + ~ 
End 23823 



23997 




Name 


OJ991214 13. 0118. C4 


. o4 . gs 


Method 


GENSCAN 








Start 


18459 




End 


19448 








GI 


none 




Score 


.74 








Exons 


18459. .19448 














Seq. No. 


23777 




Seq. ID 


OJ991214 


_13. 


0118 


.C4 


Gene No. 


49484 




Strand 


+ 








o tart 


X O 4 d y 




End 










Name 


OJ991214 13. 0118. C4 


. o2 . np 


Method 


AAT/NAP 








Start 


18513 




End* 


23823 








GI 


6705984 




Score 


458 








Exons 


18513. .19370, 23801 


. .23823 












GI Descrip. 


(AB033235) gag-pol ; 


polyprotein [Oryza 


sativa] 








Seq. No. 


23777 




Seq. ID 


OJ991214 


_13. 


0118 


.C4 


Gene No. 


49484 




Strand 


+ 








Q <t- -> y~4- 

OLalL. 


18459 




End 


23823 








Name 


OJ991214 13.0118. C4 


. o3 .np 


Method 


AAT/NAP 








Start 


18955 




End 


19943 








GI 


6498436 




Score 


312 








Exons 


18955. .19093, 19443 


. .19510, 


19559. .19943 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23777 




Seq. ID 


OJ991214 


_13. 


0118 


.C4 


Gene No. 


49485 




Strand 


+ 








o t art 


29500 




End 


30370 








Name 


,OJ991214_13.0118 .C4 


. o4 .np 


Method- 


AAT/NAP 








Start 


29500 


End 


30370 








GI 


ZZl jb 52. 




Score 


724 








Exons 


29500. .30370 














GI Descrip. 


(AC000103) F21J9.24 


[Arabidopsis thaliana] 








Seq. No. 


23777 




Seq. ID 


OJ991214 


_13. 


0118 


-C4 


bene no . 


49486 




Strand 


+ 








Start 


34679 




End 


36746 








Name 


OJ991214 13. 0118. C4 


. o7.gs 


Method 


GENSCAN 








Start 


34679 




End 


36746 








GI 


none 




Score 


.71 








Exons 


34679. .34780, 35373 


. .35505, 


36655. .36746 








Seq. No. 


23777 




Seq. ID 


OJ991214_ 


_13. 


0118 


.C4 


Gene No. 


49487 




Strand 


+ 








C+- ~> 

o tar t 


40412' 




End 


43105 








Name 


OJ991214 13. 0118. C4 


,o9.gs 


Method 


GENSCAN 








Start 


40412 




End 


43105 








GI 


none 




Score 


.5 








Exons 


40412. .40445, 40447 


. .40528, 


41558. .41657, 42051 


. .42264, 






42592. .42623, 42902, 


. .43105 












Seq. No. 


23777 




Seq. ID 


OJ991214_ 


_13. 


0118 


.C4 


Gene No. 


49488 




Strand 


■f 








Start 


44194 




End 


55774 








Name 


OJ991214 13. 0118. C4. 


. olO . gs 


Method 


GENSCAN 








Start 


44194 




End 


49773 








GI 


none 




Score 


= 56 








Exons 


44194. .44361, 45127, 


. .45319, 


45564. .45677, 45754. 


. .45863, 






46081. .46332, 47156, 


. .47277, 


47487. .47618, 47834, 


. .48504, 





23998 



48700. .49244, 4 9343.-4 9433, 49502.. 49773 



Seq. No. 23777 Seq. ID 

Gene No. 49488 Strand 

Start 44194 End 

Name OJ991214_13 . 0118 .C4 . o7 . np Method 

Start 47766 End 

GI 6705984 Score 

Exons 47766. .49220, 53294.. 53314 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ991214_13. 01.18. C4 
+ 

55774 
AAT/NAP 
53314 
1303 



o c q • IN vj . 


23777 




Seq. ID 


OJ991214 13.0118 




Gene No. 


49488 




Strand 


+ 




Start 


44194 




End 


55774 




Name 


OJ991214 13. 0118. C4 


.08. np 


Method 


AAT/NAP 




Start 


50740 




End 


53552 




GI 


4680204 




Score 


886 




Exons 


50740. .52151, 52243 


. .53300, 


53389. .53552 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


23777 




Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49488 




Strand 


+ 




Start 


44194 




End 


55774 




Name 


OJ991214 13. 0118. C4 


. oil . gs 


Method 


GENSCAN 




Start 


50755 




End 


55774 




GI 


none 




Scoxe 


.53 




Exons 


50755. .52031, 52296 


. .52803, 


52882. .53071, 53239 .. 53300, 






53389. .53562, 54032 


. .54142, 


54239. .54414, 55033. .55774 




Seq. No. 


23777 




Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49489 




Strand 






Start 


1995 




End 


3069 




Name 


0J991214 13. 0118. C4 


. ol . gp 


Method 


AAT/GAP 




Start 


1722 




End 


1965 




GI 


5056026 




Score 


419 




Exons 


1722.. 1965 











Seq. No. 


23777 








Seq. ID 


OJ991214 


Gene No." ■ 


49489 








Strand 




Start 


1995 








End 


3069 


Name 


OJ991214 13. 


.0118 


.C4.ol. 


gs ' 


Method 


GENSCAN 


Start 


1995 








End 


3058 


GI 


none 








Score 


.71 


Exons 


1995. .2375, 


2414 


. .3058 








Seq. No. 


23777 








Seq. ID 


OJ991214 


Gene No. 


49489 








Strand 




Start 


1995 








End 


3069 


Name 


OJ991214 13. 


,0118 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


2648 






End 


3069 


GI 


2428673 








Score 


779 


Exons 


2648. .3069 












Seq. No. 


23777 








Seq. ID 


OJ991214 


Gene No. 


49490 








Strand 




Start 


3814 








End 


4403 


Name 


OJ991214 13. 


0118 


.C4.o3. 


gp 


Method 


AAT/GAP 



13. 0118. C4 



23999 



Start 3814 End 4403 

GI none Score 104 9 

Exons 3814.. 4403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23777 Seq. ID 

49491 Strand 

7239 End 

OJ991214_13. 0118 .C4 . o4 . gp Method 

7239 End 

uC-osflcyp!20c03bl Score 
7239. .7674 

, 2832644/emb|CAA16719| 8.0e-18 (AL021710) teosinte branchedl 

like protein [Arabidopsis thaliana] ' 



OJ991214_13.0118.C4 

7674 
AAT/GAP 
7674 
784 



Seq. No. 23777 

Gene No. 4 9492 

Start 14651 

Name OJ991214_13 . 0118 .C4 . o3 .gs 

Start 14651 . 

GI none 
Exons 



Seq. ID OJ991214_13.0118.C4 



Strand 
End 

Method 

End 

Score 



17541 
GENSCAN 
17541 
.42 



14651. .14684, 14884 .. 15059, 15680 .. 15788 , 16400 .. 16610, 
17065. .17137, 17362.. 17541 



Seq. No. 23777' Seq. ID 

Gene No. 4 94 93 Strand 

Start 30800 End 

Name OJ991214_13 . 0118 . C4 . 06 . gs Method 

Start 30800 End 

GI none Score 

Exons 30800. .32202, 32701.. 32716 



OJ991214_13.0118.C4 

32716 
GENSCAN 
32716 
.77 



Seq. No. 


23777 




Seq. ID 


OJ991214_13.0118.C4 


Gene No. 


49494 




Strand 




Start 


37869 




End 


40076 


Name 


-OJ991214 13. 0118. C4 


.08 .gs 


Method 


GENSCAN 


Start 


37869 




End 


40076 


GI 


none 




Score 


.56 


Exons 


37869. .38155, 38283 


. .38327, 


39171. .39243, 39960. .40076 


Seq. No,. 


23777 




Seq. ID 


OJ991214_13.0118.C4 


Gene No. 


49495 




Strand 




Start 


44132 




End 


44699 


Name 


OJ991214 13. 0118. C4 


. 0 6 . gp 


Method 


AAT/GAP 


Start 


44132' 




End 


44699 


GI 


4879016 




Score 


859 


Exons 


44132. .44699 








GI Descrip. 


6041757/gb|AC011806 


.1IAC011E 


306 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 


10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


23777 




Seq. ID 


OJ991214_13.0118.C4 


Gene No. 


49496 




Strand 




Start 


58151 




End 


62062 


Name 


OJ991214 13. 0118. C4 


. o9.np 


Method 


AAT/NAP 


Start 


58151 




End 


62062 


GI 


6539553 




Score 


6443 


Exons 


58151. .62062 









24000 



